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Steroidogenic factor 1 (SF-1) is an orphan nuclear receptor
that plays key roles in endocrine development and function.
Knockout mice lacking SF-1 have adrenal and gonadal agen-
esis, impaired gonadotropin expression, and structural ab-
normalities of the ventromedial hypothalamic nucleus. Pre-
vious studies have identified three human subjects with
mutations in SF-1 causing adrenocortical insufficiency with
varying degrees of gonadal dysfunction. We now describe a
novel 8-bp microdeletion of SF-1, isolated from a 46, XY patient
who presented with gonadal agenesis but normal adrenal
function, which causes premature termination upstream of

sequences encoding the activation function 2 domain. In cell
transfection experiments, the mutated protein possessed no
intrinsic transcriptional activity but rather inhibited the
function of the wild-type protein in most cell types. To our
knowledge, this is the first example of an apparent dominant-
negative effect of a SF-1 mutation in humans. These findings,
which define a SF-1 mutation that apparently differentially
affects its transcriptional activity in vivo in the adrenal cortex
and the gonads, may be relevant to the cohort of patients who
present with 46, XY sex reversal but normal adrenal function.
(J Clin Endocrinol Metab 89: 1767–1772, 2004)

THE ORPHAN NUCLEAR receptor steroidogenic factor
1 (SF-1, officially designated NR5A1) initially was

identified because a regulator of the tissue-specific expres-
sion of the cytochrome P450 steroid hydroxylases (1, 2). Sub-
sequent studies have shown that SF-1 is a key regulator of
endocrine function within the hypothalamic-pituitary-go-
nadal axis and adrenal cortex (reviewed in Ref. 3). Disruption
of the mouse Nr5a1 gene encoding SF-1 causes adrenal and
gonadal agenesis, XY sex reversal, structural abnormalities of
the ventromedial hypothalamic nucleus, and altered gonad-
otropin expression by pituitary gonadotropes.

To date, only three mutations in SF-1 have been described
in humans. In each of these patients, the SF-1 mutation
caused adrenal insufficiency, supporting a key role of SF-1 in
human adrenal development. A 46, XY sex-reversed patient
with gonadal dysgenesis was shown to have a heterozygous
de novo mutation in the first zinc finger domain (G35E) that
abolished DNA binding (4). The second mutation, a het-
erozygous missense mutation resulting from a de novo G3T
transversion in the hinge region of SF-1 (R255L), also en-
coded a transcriptionally inactive protein (5). This 46, XX
patient had apparently normal ovaries on magnetic reso-
nance imaging, raising the possibility that a single allele of
SF-1 is sufficient for ovarian development in humans. Fi-
nally, a homozygous R92Q mutation was identified in a 46,

XY infant born to consanguineous parents (6). This mutation,
located in an accessory DNA binding region of SF-1 called the
Ftz-F1 (or A) box, impaired but did not abolish SF-1 tran-
scriptional activity. The partial loss of function caused by this
mutation provides a plausible explanation for its autosomal
recessive inheritance in this kindred. In this report, we con-
siderably broaden the phenotypic spectrum of SF-1 muta-
tions by describing the first subject in whom a SF-1 mutation
caused embryonic testicular regression syndrome with 46,
XY sex-reversal but without adrenal insufficiency.

Patients and Methods

We studied the SF-1 gene of 32 46, XY sex-reversed patients without
adrenal insufficiency and found a heterozygous inactivating mutation
in one case.

Patient

A 31-yr-old patient was referred due to primary amenorrhea. She
underwent pubarche at age 12 yr, and hypertension was diagnosed at
20 yr of age. The patient denied consanguinity and family members were
unavailable for genetic studies. She was 161 cm tall and weighed 89 kg,
with body mass index of 34.3. Her blood pressure was 170/120 mm Hg.
She had a eunuchoid habitus, absence of breast development and am-
biguous genitalia characterized by an enlarged clitoris (4.1 cm), a single
perineal opening, and no palpable gonads. Cytogenetic analysis re-
vealed a 46, XY karyotype. Laboratory data (Table 1) disclosed normal
basal ACTH, cortisol, plasma renin activity, sodium, and potassium
levels. Serum cortisol increased normally after acute ACTH stimulation,
without an abnormal accumulation of adrenal steroid precursors. Basal
gonadotropin levels were elevated, with a predominance of FSH over
LH; basal testosterone was at prepubertal levels without any increase
after human chorionic gonadotropin (hCG) stimulation. Pelvic ultra-
sonography showed no uterus, gonads, or prostate. The genitography
disclosed a blind vaginal pouch and a urogenital sinus. No gonadal
tissue was found at laparoscopic surgery and a bilateral duct resection

Abbreviations: AF-2, Activation function 2; HA, hemagglutinin; hCG,
human chorionic gonadotropin; SF-1, steroidogenic factor 1; WT,
wild-type.
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was performed. Histopathological analysis showed the absence of go-
nadal tissue and the presence of bilateral deferent ducts. Estrogen re-
placement induced normal breast development, and vaginal dilation
with vaginal molds was performed successfully, leading to normal sex-
ual activity (7). She was also treated with antihypertensive drugs with
good blood pressure control.

Laboratory evaluation

Serum androstenedione, dehydroepiandrosterone, dehydroepi-
androsterone-sulfate, and aldosterone were determined by commercial
RIAs. Serum LH, FSH, estradiol, testosterone, and cortisol were mea-
sured by immunofluorometric assays (Delfia, Wallac, Turku, Finland).
Compound S was determined by the method of Abraham (8) without
prior chromatography after demonstrating adequate specificity of the
antiserum (9). Plasma ACTH was measured with an immunoradiome-
tric kit, and plasma renin activity was measured by RIA. For dynamic
testing, a rapid ACTH stimulation test was performed with cosyntropin
250 �g iv, and a GnRH stimulation test was performed with GnRH 100
�g iv. The hCG stimulation test was performed with a single im dose
of 6000 IU hCG.

Cytogenetic studies

Chromosome analysis was performed in 50 peripheral blood lym-
phocyte metaphases using G banding.

DNA sequence analysis

Peripheral blood was obtained and DNA was prepared according to
standard procedures (10). The entire coding region and exon-intron
boundaries of SF-1 were amplified by PCR from genomic DNA. Oli-
gonucleotide sequences and PCR protocols are available from the au-
thors on request. The coding region of the SRY gene was also studied
in this cohort of patients according to the protocol previously reported
(11). The PCR products were pretreated with a combination of shrimp
alkaline phosphatase and exonuclease I (United States Biochemical
Corp., Cleveland, OH) and directly sequenced using the BigDye TM
terminator cycle sequencing ready reaction kit (PE Applied Biosystems,
Foster City, CA) in an ABI PRISM 310 automatic sequencer.

Plasmids

pcDNA.hSF1 [pcDNA3.1/Zeo(�), Invitrogen, Carlsbad, CA] con-
taining the human SF-1 cDNA was used as a template for site-directed
mutagenesis (QuikChange site-directed mutagenesis kit, Stratagene, La
Jolla, CA) to introduce the 8-bp deletion into the SF-1 coding sequence
(designated �8SF-1) (12). Wild-type (WT) and �8SF-1 cDNAs were sub-
cloned into pCMV-HA (Clontech, Palo Alto, CA) to produce N-terminal
hemagglutinin (HA)-tagged fusions proteins. The appropriate muta-
tions in all plasmids were verified by DNA sequencing. The human

17�-hydroxylase (CYP17) promoter plasmid contains approximately 1.1
kb of the CYP17 promoter ligated into pGL3 Basic (Promega, Madison,
WI) as described (13).

Immunofluorescence

COS-7 cells were grown in DMEM/10% fetal bovine serum (FBS) and
plated on Lab-Tek II chamber slides (Nalge Nunc, Rochester, NY) that
had been pretreated with poly-l-lysine. Cells were plated at a density
of approximately 50,000 cells/well and incubated for 24 h in DMEM/
10% FBS. The cells were then transiently transfected with empty vector
or HA-tagged WT or �8SF-1 expression vector using FuGENE 6 trans-
fection reagent (Roche, Indianapolis, IN) according to the supplier’s
recommendation. Forty-eight hours after transfection, the cells were
fixed in 4% paraformaldehyde and permeabilized in 0.1% Triton X-100.
Immunofluorescence analysis was performed using anti-HA primary
antibody (HA.11, CRP Inc., Berkeley, CA) at a 1:1000 dilution and flu-
orescein isothiocyanate-conjugated goat antimouse IgG1 (Santa Cruz
Biotechnology, Santa Cruz, CA) at a 1:200 dilution. Expression of HA-
tagged SF-1 was visualized using an Optiphot microscope (Nikon, To-
kyo, Japan) equipped with a UV light source and filters for fluorescein
visualization.

EMSAs

Complementary synthetic oligonucleotides (5�-GGCCACAGATTC-
TCCAAGGCTGAT-3�; 5�-GGCATCAGCCTTGGAGAATCTGT-3�) con-
taining the mouse 21-hydroxylase (Cyp21)-140 SF-1-responsive element
were annealed and end labeled with [32P]dCTP using Klenow polymer-
ase (the underlined sequence indicates the SF-1 binding site within the
oligonucleotide). In vitro-translated WT and �8SF-1 were produced us-
ing the TNT coupled reticulocyte lysate system (Promega). Comparable
amounts of WT and mutated SF-1 protein in the in vitro translation
reactions were confirmed by immunoblotting with an antibody specific
for the DNA-binding domain of SF-1 (data not shown). EMSAs were
performed as previously described (14) with 3 �g poly-(dI�dC/dI�dC) as
nonspecific competitor and 1–8 �l of reticulocyte lysate.

Cell culture and luciferase assays

Transient transfection analyses of transcriptional activity were car-
ried out in steroidogenic and nonsteroidogenic cell lines. Y1 mouse
adrenocortical tumor cells were grown in Ham’s F-10 supplemented
with 15% horse serum and 2.5% FBS. Mouse MA-10 Leydig tumor cells
were grown in Waymouth’s media supplemented with 15% horse se-
rum. Mouse 3T3 fibroblasts and monkey kidney COS-7 cells were grown
in DMEM supplemented with 10% FBS. Human HEK293 embryonic
kidney and H295R adrenocortical tumor cells were grown in DMEM/
F12 (Life Technologies, Inc., Grand Island, NY) supplemented with 5%
NuSerum (Collaborative Research Inc., Bedford, MA) and 10% Cosmic

TABLE 1. Laboratory and hormonal data of a 46,XY sex-reversed patient with a heterozygous 8-bp microdeletion in SF-1 gene

Laboratory data (SI units) Patient (SI) Normal levels (SI)

Basal ACTH pg/ml (pmol/liter)a 60 (13) �60 (�13)
Basal ACTH pg/ml after 6 yr of follow-up (pmol/liter)a 53 (12) �60 (�13)
Basal cortisol �g/dl (nmol/liter) at 0800 hb 8.0 (221) 7–31 (193–855)
Basal cortisol �g/dl after 6 yr of follow-up (nmol/liter) at 0800 hb 9.0 (248) 7–31 (193–855)
Cortisol after ACTHc �g/dl (nmol/liter)a 21 (579) �20 (�551)
DHEA ng/ml (nmol/liter)d 2.7 (9.4) 3–5.7 (10–19)
DHEA-S ng/ml (nmol/liter)e 1004 (2721) 468–3331 (1270–9040)
Na mEq/liter (mmol/liter) 141 (141) 135–145 (135–145)
K mEq/liter (mmol/liter) 4.0 (4.0) 3.5–5.0 (3–5.0)
PRA ng/ml�h (�g/liter�sec)f 3.8 (1.0) 1.5–5.7 (0.4–1.6)
LH IU/liter 18 1–12
FSH IU/liter 57 1.4–9.2
T ng/dl (nmol/liter)g 35 (1.2) 240–1030 (8–11)
T after hCGh ng/dl (nmol/liter)g 38 (1.3) 804–1874 (25–78)

To convert to the SI unit, multiply by the conversion factor: a ACTH, 0.2222; b cortisol, 27.5862; d dehydroepiandrosterone (DHEA), 34.6741;
e DHEA-sulfate (DHEA-S), 27.2109; f plasma renin activity (PRA), 0.2778; g testosterone (T), 34.6741.

c Cortisol after acute stimulation with 250 �g Cortrosyn IV. h Testosterone after 6000 IU hCG im.
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Calf (Hyclone, Logan, UT), respectively. For luciferase assays, cells were
plated on 12-well plates at a density of 100,000–400,000 cells/well.
Transfection of H295R cells was performed using Transfast transfection
reagent (Promega), whereas transfection of all other cell types was
performed using FuGENE 6 transfection reagent (Roche). Cells were
cotransfected with constant concentrations of the CYP17 promoter plas-
mid (100 ng) and WT SF-1 expression vector (50 ng) in the absence or
presence of increasing concentrations of �8SF-1 expression vector (50–
500 ng). Empty expression vector was used to equalize the total DNA
concentration in each transfection. Cells were lysed and luciferase assays
performed 24–48 h after transfection. Comparable results for each cell
line were obtained in at least three separate experiments performed in
quadruplicate, and a representative experiment is shown, with data
expressed as means � sds.

Results
Identification of the mutation

In an effort to identify additional human subjects with SF-1
mutations, we examined the sequence of a cohort of 32 46, XY
sex-reversed patients without clinically apparent adrenal in-
sufficiency. No mutations were identified in the SRY gene in
these patients. As described in more detail in Patients and
Methods, the index patient was a 31-yr-old phenotypic female
who presented with primary amenorrhea, ambiguous gen-
italia, hypertension, obesity, and normal adrenal function.
Analysis of the NR5A1 gene using genomic DNA obtained
from peripheral blood leukocytes revealed a heterozygous
deletion of eight consecutive nucleotides beginning at posi-
tion 2783. This mutation in exon 6 is predicted to cause a
frameshift that prematurely terminates translation at posi-
tion 378, upstream of sequences encoding the activation
function 2 (AF-2) transcriptional activation motif (Figs. 1
and 2).

Functional characterization of the mutation

To explore the molecular basis for the endocrine disorder
in our patient, we examined the effect of the 8-bp microde-
letion on SF-1 function. We first performed gel mobility shift
assays with in vitro-translated SF-1 or �8SF-1 and a probe
from the mouse �140 Cyp21 SF-1-responsive element. As
shown in Fig. 3A, both WT and �8SF-1 bound the probe to
form a shifted complex, although the apparent affinity of the
�8SF-1 for DNA was consistently lower than that of WT SF-1.
The molecular basis for this decreased affinity is not imme-
diately apparent because both the zinc finger DNA-binding
region and the Ftz-F1 accessory DNA-binding region are
intact. Nonetheless, these data indicate that the microdele-
tion does not abolish the ability of �8SF-1 to bind to its

cognate response element. Furthermore, adding the �8SF-1
to the binding reaction did not impede binding of WT SF-1
to the response element.

To examine the possible effect of the microdeletion on
expression and subcellular localization of SF-1, we tran-
siently transfected WT or �8SF-1 expression vectors carrying
a hemagglutinin epitope tag into COS-7 cells and then ex-
amined location and intensity of immunofluorescent stain-
ing. The WT and �8SF-1 proteins were expressed in com-
parable amounts and localized exclusively to the nucleus
(Fig. 3B). These data suggest that the 8-bp microdeletion does
not alter the trafficking or stability of SF-1.

To examine the transcriptional activity of the WT and
�8SF-1, we performed transient transfection assays in a va-
riety of steroidogenic and nonsteroidogenic cell lines. As
shown in Fig. 4, cotransfection of mouse MA-10 Leydig tu-
mor cells with WT SF-1 considerably stimulated reporter
gene expression driven by the human 17�-hydroxylase
(CYP17) promoter. In contrast, the mutated SF-1 was com-
pletely devoid of transcriptional activation. When WT and
�8SF-1 were mixed, the mutated SF-1 inhibited the tran-
scriptional activity of WT protein in a dose-dependent man-
ner, consistent with a dominant-negative effect. A similar
inhibitory effect was observed in HEK293 cells, which do not
endogenously express SF-1 and are nonsteroidogenic. In con-
trast, �8SF-1 behaved very differently in H295R human ad-
renocortical carcinoma cells. Rather than exerting an inhib-
itory effect in these steroidogenic cells, the mutated SF-1
actually augmented the transcriptional activity of WT SF-1,
again in a dose-dependent manner. Thus, the transfection
data in MA-10 and H295R cells are congruent with the be-
havior of the mutated SF-1 in vivo, with preserved function
in the adrenal cortex but gonadal agenesis. Somewhat in-
consistent with these observations, however, is the apparent
dominant-negative effect of the �8SF-1 in mouse Y1 adre-
nocortical tumor cells (Fig. 4). Although the precise basis for
such cell-specific differences remains to be defined, these
differences may reflect differences in the expression of co-
activators and/or corepressors in the various cell lines.

Discussion

Gonadal development and sexual differentiation require
the interaction of a number of genes encoding transcription
factors, including the orphan nuclear receptors SF-1 and
DAX1, the zinc finger proteins WT1 and GATA4, and SOX9
(reviewed in Ref. 15). SF-1 is essential for gonadal develop-
ment in both sexes, regulating the expression of hormones
that mediate male and female reproduction and also is a key
regulator of adrenal development and function (reviewed in
Ref. 3). Consistent with these essential roles in adrenal and
gonadal development, sf-1 knockout mice exhibit adrenal
and gonadal agenesis (16–18). Adrenal insufficiency is also
a common feature in all of the previously reported patients
with SF-1 mutations, despite the fact that the G35E, R255L,
and R92Q mutations are located at different regions of SF-1
and exhibit some distinct functional effects (4–6). Surpris-
ingly, although the SF-1 microdeletion described here im-
paired gonadal development and sexual differentiation, as
evidenced by the ambiguous external genitalia and the ab-

FIG. 1. Direct sequencing identified a heterozygous deletion of eight
consecutive nucleotides (1058–1065) in exon 6 of SF-1 causing a
frameshift mutation that determined a stop codon at position 378.
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sence of detectable gonads, it did not impair adrenocortical
function. Thus, despite the dramatic effect of the mutation on
SF-1 transcriptional activity in all cell lines examined, the
truncated SF-1 protein apparently permits normal adrenal

development and function in vivo. Moreover, although no
gonadal tissue was found in the patient at 31 yr of age, the
absence of the uterus suggests that the gonads produced
sufficient anti-Mullerian hormone to cause Müllerian duct
regression in utero, whereas the impaired virilization sug-
gests that the SF-1 mutation affected Leydig cells to a greater
extent than it did Sertoli cells.

The molecular basis by which the 8-bp microdeletion in-
hibits gonadal but not adrenocortical function remains to be
determined. We note that the mutated protein exhibited cell-
selective effects on the transcriptional activity of WT protein
(Fig. 4). In particular, rather than inhibiting WT SF-1 in
H295R human adrenocortical tumor cells, the mutated pro-
tein actually augmented its activity. This finding suggests
that differences in the cohort of transcriptional coactivators
and corepressors may affect the function of the mutated SF-1
in different organs in vivo. We note that H295R cells express
high levels of the orphan nuclear receptor DAX1 (K. Parker,
unpublished observation), which is known to inhibit the
transcriptional activity of SF-1. Based on previous reports,
the DAX1-SF-1 interaction requires at least two domains of
SF-1: a carboxy-terminal repressive domain (amino acids
437–447), which is lost in this patient, and a proximal inter-
active domain (amino acids 226–230) (19). Perhaps the mu-
tated protein, through its proximal interactive domain, is
able to sequester DAX1 in H295R cells and diminish its
repression of the WT protein. Further studies in cell culture
models and transgenic mice will be needed to explore this
model.

The molecular mechanisms underlying these differential
effects on the expression of known SF-1 target genes remain
to be defined. However, it is plausible that SF-1 interacts with
distinct repertoires of coactivators and corepressors in the
various tissues in which it is active, such that the effect of
different mutations in vivo may vary in different target tis-
sues. In this regard, it is important to remember that the
patient retains one apparently normal NR5A1 allele. Further
characterization of the spectrum of SF-1 coactivators and
corepressors in different tissues may provide a molecular
explanation for the selective effect of the microdeletion on
gonadal but not adrenal development.

The molecular basis for the impaired activity of the SF-1
microdeletion has not been fully defined. The AF-2 motif at
the extreme carboxyl terminus of SF-1 has been shown to be

FIG. 2. Location of the 8-bp microdeletion relative to defined functional domains of SF-1. Schematic diagrams are shown of WT and �8SF-1
proteins, including the location of regions of known functional significance that include the DNA binding domain (DBD), the first (Zn I) and
second (Zn II) zinc finger regions, the Ftz-F1 (or A) box, the nuclear localization signal (NLS), the hinge region, and the ligand binding domain
(LBD) that includes the AF-2 activation motif. Note that the �8SF-1 microdeletion causes a frameshift upstream of AF-2, thus encoding a protein
that lacks this key domain (modified from a figure in Ref. 3; © 2003 Val et al.; licensee BioMed Central Ltd. This is an Open Access article;
verbatim copying and redistribution of this article are permitted in all media for any purpose, provided this notice is preserved along with the
article’s original URL, http://www.nuclear-receptor.com/content/1/1/8).

FIG. 3. DNA binding and nuclear localization of WT and mutated
SF-1 proteins. A, EMSAs WT and �8SF-1 proteins were produced by
coupled in vitro transcription/translation and used in EMSAs with an
oligonucleotide probe comprising the Cyp21 �140 SF-1-responsive
element as described in Patients and Methods. WT SF-1 (1 �l lysate)
formed a prominent shifted complex at the indicated position,
whereas the mutated �8SF-1 (1, 4, and 8 �l, respectively) formed a
complex that migrated slightly more rapidly. The lane labeled SF-1/
�8SF-1 contained both WT SF-1 (4 �l) and �8SF-1 (4 �l). The lane
labeled pcDNA contained lysate that was programed only with empty
expression vector. B, Nuclear localization of WT and �8SF-1. COS-7
cells were transiently transfected with WT or �8SF-1 expression
plasmids, and SF-1 was detected by immunohistochemistry as de-
scribed in Patients and Methods. Comparable levels of expression and
nuclear localization were seen with WT and �8SF-1.
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essential for receptor transactivation in both steroidogenic
and nonsteroidogenic cell lines (20, 21). Based on structural
analyses of the ligand-binding domains of other nuclear re-
ceptors, the AF-2 domain in helix 12 plays a key role in
facilitating interactions with coactivators to stimulate tran-
scription (22). The microdeletion reported here prematurely
terminates SF-1 by deleting the C-terminal portion of the
ligand-binding domain that includes the AF-2 motif (see Fig.
2). Of considerable interest, expression of mutated bovine
SF-1 lacking the AF-2 motif impaired the activity of the
wild-type protein in transfected Y1 adrenocortical tumor
cells (23). This dominant-negative effect strikingly resembles
the dose-dependent inhibition seen with the mutated SF-1
allele described here, suggesting that deletion of the AF-2
motif itself accounts for most of the impaired activity in cell
transfection experiments.

We describe here the first human subject in whom endo-
crine disease is associated with a mutation in SF-1 that can
inhibit the function of the wild-type protein. This contrasts
with the zinc finger transcription factor WT1, which interacts
with SF-1 to regulate the expression of target genes such as
the AMH (24). Dominant-negative mutations of WT1 that
impair DNA binding are observed relatively frequently in
Denys-Drash syndrome, an autosomal dominant disorder
that includes Wilms tumors, gonadal and urogenital abnor-
malities, and diffuse mesangial sclerosis (reviewed in Ref.
15). Although we do not fully understand the precise mech-

anisms by which SF-1, WT1, and other transcription factors
cooperate to mediate gonadal development and sexual dif-
ferentiation, it is noteworthy that the patient described here
provides the first example of a SF-1 mutation presenting with
46, XY sex reversal without adrenal insufficiency. Given that
isolated XY sex reversal occurs considerably more often than
combined adrenal/gonadal deficiency, this study expands
the spectrum of patients that may harbor SF-1 mutations. We
note, however, that SF-1 mutations are unlikely to be a fre-
quent cause of isolated XY sex reversal because we did not
identify other SF-1 mutations in genetic analyses of 31 other
patients.

If kept alive with adrenal transplants, the SF-1 knockout
mice exhibit late-onset obesity that may reflect its roles
within the ventromedial hypothalamic nucleus (25). Inter-
estingly, despite the fact that our patient never received
exogenous glucocorticoids, she was obese with a body mass
index of 34. Thus, further studies of the role of SF-1 in energy
homeostasis in humans are warranted.
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Molecular LIM/42 for hormonal measurements and molecular studies.
We also thank Dr. John Achermann, Dr. Chin Jia Lin, and Dr. Angela
Barbosa for useful discussions, Sonia Strong for English usage, and Dr.
Neil Hanley for assistance in the initial sequencing and for helpful
discussions.

FIG. 4. Effect of the SF-1 mutation
on transcriptional activity. Transient
transfection assays with the WT and
�8SF-1 expression plasmids and the
human CYP17-luciferase reporter plas-
mid were performed in the indicated
cell lines as described in Patients and
Methods. The fold inductions over re-
porter (RT) alone with the WT and mu-
tated (MT) expression vectors are indi-
cated. The triangle indicates a mixture
of WT plasmid (50 ng) and increasing
amounts of MT plasmid (50, 150, or 500
ng, respectively). Data are presented as
means � SDs from a representative ex-
periment performed in quadruplicate.

Correa et al. • hSF-1 Microdeletion without Adrenal Insufficiency J Clin Endocrinol Metab, April 2004, 89(4):1767–1772 1771

D
ow

nloaded from
 https://academ

ic.oup.com
/jcem

/article/89/4/1767/2844439 by guest on 21 August 2022



Received July 17, 2003. Accepted January 14, 2004.
Address all correspondence and requests for reprints to: Dr. Berenice

B. Mendonca, Rua Dr Eneas de Carvalho Aguiar 155 PAMB 2 andar Bl.
06, Sao Paulo SP, 05403-900, Brazil. E-mail: beremen@usp.br;
rafaelac@usp.br.

This work was partially supported by grants from Fundação de
Amparo a Pesquisa do Estado de São Paulo (FAPESP 00/06678-9, to
R.V.C., 00/01737-7, to S.D.), Conselho Nacional de Desenvolvimento
Cientı́fico e Tecnológico (CNPq 301246/95-5, to B.B.M.), and the Na-
tional Institutes of Health Grant DK54480 (to K.L.P.). N.B. was sup-
ported by the Pharmacology Training Grant at University of Texas
Southwestern.

References

1. Honda S-I, Morohashi K-I, Nomura M, Takeya H, Kitagima M, Omura T 1993
Ad4BP regulating steroidogenic P-450gene is a member of steroid hormone
receptor superfamily. J Biol Chem 268:7494–7502

2. Lala DS, Rice DA, Parker KL 1992 Steroidogenic factor I, a key regulator of
steroidogenic enzyme expression, is the mouse homolog of fushi tarazu-factor
I. Mol Endocrinol 6:1249–1258

3. Val P, Lefrancois-Martinez AM, Veyssiere G, Martinez A 2003 SF-1 a key
player in the development and differentiation of steroidogenic tissues. Nucl
Recept 1:1–23

4. Achermann JC, Ito M, Ito M, Hindmarsh PC, Jameson JL 1999 A mutation
in the gene encoding steroidogenic factor 1 causes XY sex reversal and adrenal
failure in humans. Nat Genet 22:125–126

5. Biason-Lauber A, Schoenle EJ 2000 Apparently normal ovarian differentiation
in a prepubertal girl with transcriptionally inactive steroidogenic factor 1
(NR5A1/SF1) and adrenocortical insufficiency. Am J Hum Genet 67:1563–1568

6. Achermann JC, Ozisik G, Ito M, Orun UA, Harmancik K, Gurakan B, Jame-
son JL 2002 Gonadal determination and adrenal development are regulated by
the orphan nuclear receptor steroidogenic factor-1, in a dose-dependent man-
ner. J Clin Endocrinol Metab 87:1829–1833

7. Costa EM, Mendonca BB, Inacio M, Arnhold IJ, Silva FA, Lodovici O 1997
Management of ambiguous genitalia in pseudohermaphrodites: new perspec-
tives on vaginal dilation. Fertil Steril 67:229–232

8. Abraham GE 1974 Radioimmunoassay of steroids in biological materials. Acta
Endocr 75:1–42

9. Mendonca BB, Bloise W, Arnhold IJ, Batista MC, Toledo SP, Drummond
MC, Nicolau W, Mattar E 1987 Male Pseudohermaphroditism due to nonsalt-
losing 3 �-hydroxysteroid dehydrogenase deficiency: gender role change and
absence of gynecomastia at puberty. J Steroid Biochem 28:669–675

10. Sambrook J, Fritsch EF, Maniatis T 1989 Molecular cloning: a laboratory
manual. 2nd ed. Cold Spring Harbor, NY: Cold Spring Harbor Laboratory

11. Domenice S, Nishi M Y, Billerbeck AEC, Latronico AC, Medeiros MA,

Russell AJ, Vass K, Carvalho FM, Costa EMF, Arnhold IJP, Mendonca BB
1998 A novel missense mutation (S18N) in the 5� non-HMG box region of the
SRY gene in a patient with partial gonadal dysgenesis and his normal male
relatives. Hum Genet 102:213–215

12. Wong M, Ramayya MS, Chrousos GP, Driggers PH, Parker KL 1996 Cloning
and sequence analysis of the human gene encoding steroidogenic factor 1. J
Mol Endocrinol 17:139–147

13. Hanley NA, Rainey WE, Wilson DI, Ball SG, Parker KL 2001 Expression
profiles of SF-1, Dax-1 and CYP17 in the human fetal adrenal gland: potential
interactions in gene regulation. Mol Endocrinol 15:57–68

14. Rice DA, Mouw AR, Bogerd AM, Parker KL 1991 A shared promotor element
regulates the expression of three steroidogenic enzymes. Mol Endocrinol
5:1552–1561

15. Parker KL, Schedl A, Schimmer BP 1999 Gene interactions in gonadal de-
velopment. Annu Rev Physiol 61:417–433

16. Morohashi K 1999 Gonadal and extragonadal functions of Ad4BP/SF-1: de-
velopmental aspects. Trends Endocrinol Metab 10:169–173

17. Luo X, Ikeda Y, Parker KL 1994 A cell-specific nuclear receptor is essential for
adrenal and gonadal development and sexual differentiation. Cell 77:481–490

18. Sadovsky Y, Crawford PA, Woodson KG, Polish JA, Clements MA, Tour-
tellotte LM, Simburger K, Milbrandt J 1995 Mice deficient in the orphan
receptor steroidogenic factor 1 lack adrenal glands and gonads but express
P450 side-chain-cleavage enzyme in the placenta and have normal embryonic
serum levels of corticosteroids. Proc Natl Acad Sci USA 92:10939–10943

19. Crawford PA, Dorn C, Sadovsky Y, Milbrant J 1998 Nuclear receptor DAX-1
recruits nuclear receptor corepressor N-Cor to steroidogenic factor 1. Mol Cell
Biol 18:2949–2956

20. Crawford PA, Polish JA, Ganpule G, Sadovsky Y 1997 The activation func-
tion-2 hexamer of steroidogenic factor-1 is required but not sufficient for
potentiation by SRC-1. Mol Endocrinol 11:1626–1635

21. Ito M, Yu RN, Jameson JL 1998 Steroidogenic factor-1 contains a carboxy-
terminal transcriptional activation domain that interacts with steroid receptor
coactivator-1. Mol Endocrinol 12:290–301

22. Steinmetz ACU, Renaud J-P, Moras D 2001 Binding of ligands and activation
of transcription by nuclear receptors. Annu Rev Biophys Biomol Struct 30:
329–359

23. Jacob AL, Lund J 1998 Mutations in the activation function-2 core domain of
steroidogenic factor-1 dominantly suppresses PKA-dependent transactivation
of the bovine CYP17 gene. J Biol Chem 273:13391–13394

24. Nachtigal MW, Hirokawa Y, Enyeart-vanHouten DL, Flanagan JN, Hammer
G, Ingraham HA 1998 Wilm’s tumor 1 and Dax-1 modulate the orphan nuclear
receptor SF-1 in sex-specific gene expression. Cell 93:445–454

25. Majdic G, Young M, Gomez-Sanchez E, Anderson P, Sczepaniak LS, Dob-
bins RL, McGarry JD, Parker KL 2002 Knockout mice lacking steroidogenic
factor 1 are a novel genetic model of hypothalamic obesity. Endocrinology
143:607–614

JCEM is published monthly by The Endocrine Society (http://www.endo-society.org), the foremost professional society serving the
endocrine community.

1772 J Clin Endocrinol Metab, April 2004, 89(4):1767–1772 Correa et al. • hSF-1 Microdeletion without Adrenal Insufficiency

D
ow

nloaded from
 https://academ

ic.oup.com
/jcem

/article/89/4/1767/2844439 by guest on 21 August 2022


