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bR Twi\v, activation-induced cytidine deaminase (AID) ZRIEIFT 7Y D ¥ 5 A AL v F & somatic
hypermutation IZAHEDFFTH 5D, AIDREBR I ATR/DMEEETRENMIENTIRESEEELSEED D5, Thit
EAOORKALIC X ) BEHBEERE B OMIMY 733888 (isolated lymphoid follicles ILFs) A5@FBHERILAL DT
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