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Biodiversity has been explored in the search for novel enzymes, including forests,

savannas, tundras, deserts, and finally the sea. Marine microorganisms and their

enzymes are capable of being active in high-salt concentration, large range of

temperature, and high incidence of light and pressure, constituting an important

source of unique biocatalysts. This review presents studies employing whole-cell

processes of marine bacteria and fungi, aiming for new catalysts for different

reactions in organic synthesis, such as reduction, oxidation, hydroxylation, hydrolysis,

elimination, and conjugation. Genomics and protein engineering studies were also

approached, and reactions employing isolated enzymes from different classes

(oxidoreductases, hydrolases, lyases, and ligases) were described and summarized.

Future biotechnological studies and process development should focus on molecular

biology for the obtention of enzymes with interesting, fascinating and enhanced

properties, starting from the exploration of microorganisms from the marine

environment. This review approaches the literature about the use of marine-derived

bacteria, fungi, and their enzymes for biocatalytic reactions of organic compounds,

promoting a discussion about the possibilities of these microorganisms in the synthesis

of different substances.

Keywords: marine enzymes, marine fungi, marine bacteria, biodegradation, whole cell, reduction, hydrolysis,

hydroxylation

INTRODUCTION

Microbial diversity has been explored by different researchers in the search for new biocatalysts,
including the discovery of strains and enzymes with unique properties. In this quest for innovation,
different environments have been approached, including forests (Pajares and Bohannan, 2016),
savannas (Noriler et al., 2018), the Arctic (Malard and Pearce, 2018) and the Antarctic poles (Duarte
et al., 2018), deserts (Cui et al., 2018), and finally the sea (Miao et al., 2019).
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Organisms capable of growing in harsh environments can
be defined as extremophiles, since their optimum metabolic
activities occur under extreme conditions from a human
perspective (Thompson et al., 2018). For a long time, the main
interest in the marine environment, considered extreme, was the
isolation and identification of natural products with biological
properties, and for that, innumerous organisms and chemical
structures were studied (Blunt et al., 2018).

Nowadays, researches are also focusing on the enzymes
produced in the marine environment, which can present
special properties (Beygmoradi et al., 2018). Assisted by
sophisticated genomics, proteomics, and metabolomics analyses,
the identification of novel enzymatic structures has been
enhanced, including robust biocatalysts obtained by protein
engineering methods (Kamble and Vavilala, 2018; Thompson
et al., 2018). In addition, microbial strains isolated from
several substrates, such as sediments, seawater, and mangrove
detritus, have been reported as producers of enzymes with
different activities, i.e., amylase, cellulase, alginate lyase, chitinase,
glucosidase, inulinase, keratinase, ligninase, xylanase, and others
(Bonugli-Santos et al., 2015).

Marine enzymes are capable of being active in high-salt
concentration, large range of temperature, pH, organic solvents,
surfactants, metal ions, and high incidence of light and pressure.
Constituting a group of exceptional biocatalysts that have been
applied in the biofuel, fine chemicals, pharmaceuticals, and
food industries (Dalmaso et al., 2015). Additionally, enzymes
obtained from cold places such as the Antarctic pole can also
present activity in extreme low temperatures (Duarte et al., 2018).
Therefore, these enzymes might remain active under varied
operational conditions, providing competitiveness and efficiency
to different industrial processes (Fernandes, 2014).

Different species of microorganisms and their enzymes
are still underexplored for use in biocatalysis, including
for biotransformation and biodegradation processes. However,
recent achievements and the increasing number of described
enzymes with interesting properties showed the potential of these
biocatalysts (Nikolaivits et al., 2017). Different reactions and
a large range of substrates have been employed in processes
catalyzed by whole cells and isolated enzymes, expanding the
application scope of marine catalysts (Birolli et al., 2015).

The marine environment represents a great opportunity for
exploration of new enzymes and molecules. However, these
ecosystems are already threatened by the pollution that might
cause the extinction of many species of this poorly studied
universe (Lima and Porto, 2016). Reducing the diversity of the sea
which may present different enzymes from terrestrial organisms
or similar structures with unique features for future applications
(Barzkar et al., 2018).

Marine bacteria and fungi were used as biocatalysts in different
types of processes, such as biocatalysis, in which a unique product
of a specific reaction was obtained, and biotransformation,
which describes several modifications on the same employed
substrate, sometimes with more than one product (Parales et al.,
2002). In addition, these microorganisms were also applied
in biodegradation and bioremediation processes aiming for
mineralization (Figure 1), but applications for decontamination

already were discussed in the available literature and were not
approached in this review (Nikolaivits et al., 2017).

This review aims to use marine-derived bacteria, fungi,
and their enzymes for biocatalytic reactions of organic
compounds, promoting a discussion about the possibilities
of these microorganisms in the synthesis of different substances.

WHOLE-CELL PROCESSES

Different reactions involving whole-cell processes that employed
simplified and cost-reduced procedures were presented in the
literature by both bacteria and fungi catalysts (Faber, 2011).

Bacteria
In this section, biocatalytic reactions aiming the obtention of a
unique product of a specific reaction employing whole cells of
bacteria were summarized. Marine-derived bacteria have been
employed in different processes including kinetic resolution,
deracemization, epoxidation, decarboxylation, hydroxylation,
and hydrolysis reactions for the obtention of valuable compounds
using new efficient biocatalysts for organic synthesis.

Biocatalysis

Kinetic resolution

For example, cyclic β-hydroxy ketones were employed in
a kinetic resolution by whole cells of 26 strains isolated
from marine sediments. Seven bacterial strains presented
enantioselectivity for (R)- and (S)-3-hydroxycyclopentanone,
(R)- and (S)-3-hydroxycyclohexanone, and (R)- and (S)-3-
hydroxycycloheptanone (Figure 2A) (Chen et al., 2017).

The kinetic resolution is the most common process for the
obtention of separated enantiomers. However, this reaction is
limited to a yield of 50%, since only one of the enantiomers
is transformed. Meanwhile, deracemization can achieve 100%
yield involving a selective oxidation into a prochiral intermediate,
which is subsequently reduced to the desired single enantiomer
(Nasario et al., 2016).

Deracemization and reduction

In an application of a deracemization system, microorganisms
isolated from sediments of the Admiralty Bay (King George
Island, Antarctic) were screened under low temperatures.
From 232 psychrophile/psychrotroph microorganisms originally
isolated, 15 bacterial strains contained oxidoreductases capable
of performing deracemization in 1-(4-methyl-phenyl)ethanol
(conv. = 54–89%, 25–99% ee S-enantiomer). It is important
to note that the microorganisms were unable to carry out the
reaction over 30◦C (Araujo et al., 2011). In a subsequent study,
derivatives of 1-phenylethanol containing heteroatoms like tin,
silicon, phosphorous, and boron were also employed in the
catalysis by Arthrobacter sp. MPS8D3 (y = 59–71%, 42–97%
ee S-enantiomer), in which the presence of oxygen favored
the deracemization (Palmeira et al., 2014). The reactions are
presented in Figure 2B.

In another work, 33 bacterial strains isolated from the
Eastern Mediterranean Sea in a deep hypersaline anoxic
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FIGURE 1 | Illustration of a biodegradation, a biotransformation, and a biocatalytic reaction according to the definitions employed in this review.

basin (DHAB) were employed for the stereoselective reduction
of propyl anti-2-oxotricyclo[2.2.1.0]heptan-7-carboxylate, an
important intermediate for the synthesis of prostaglandin
(phosphate buffer pH 7.2, 30◦C, 7 h). Halomonas aquamarina
9B enantioselectively hydrolyzed the substrate producing S-
anti-2-oxotricyclo[2.2.1.0]heptan-7-carboxylic acid with y = 55%
and 81% ee, whereas the unreacted substrate presented 99%
ee. On the other hand, Bacillus horneckiae 15A carried out
a high stereoselective reduction obtaining the propyl S-anti-
2-hydroxytricyclo[2.2.1.0]heptan-7-carboxylate with y = 56%
and 87% ee, while the remaining substrate presented 99% ee
(De Vitis et al., 2015).

Epoxidation

Marine bacteria were also employed for the production of
enantioenriched epoxides, such as the Mycobacterium NBB4
isolated from estuarine sediments at Garrison Point reserve
(Sydney, NSW, Australia) and deposited as JCM 17769.
When grown in the presence of ethene, this strain was able
to epoxidize a wide range of alkenes, including terminal,
cyclic, aromatic, and functionalized substrates (propene, 1-
butene, 1-hexene, 1-octene, 1-decene, cyclopentene, cyclohexene,
styrene, indene, allyl alcohol, dihydropyran, and isoprene)
with conv. = 25–81%. Moreover, styrene was employed in an
enantioselectivity assessment in a monophasic and biphasic
system with interesting results (Figure 2C), showing that
marine bacteria can be employed for epoxidation reactions
(Cheung et al., 2013).

Hydrolysis

Hydrolysis reactions, in which water molecules are used for
breaking molecular bonds, have been carried out employing
marine bacteria, including the hydrolysis of polysaccharides and
nitriles (Brandao and Bull, 2003; Rodrigues et al., 2017).

A high-throughput screening in solid medium was employed
in the search for inulinase, amylase, esterase, and lipase activities
in new marine bacteria (205 isolates) from Azores, Portugal
(strains isolated from intertidal shallow-water hydrothermal
vents, intertidal pools, and open waters). The highest inulinase
activity (catalysis of the endohydrolysis of 2,1-β-D-fructosidic

linkages in inulin) was presented by Bacillus subtilis 83,
showing that the bacterial strains from this unique environment
might be successful biocatalysts for biotechnological processes
(Rodrigues et al., 2017).

For the hydrolysis of nitriles, actinomycetes isolated
from deep-sea sediments were employed for reaction with
aliphatic and aromatic compounds (acetonitrile, propionitrile,
acrylonitrile, butyronitrile, succinonitrile, valeronitrile, isovalero-
nitrile, benzonitrile, acetamide, and benzamide) with the
substrate as sole carbon source (phosphate buffer pH 7.0,
30◦C, 200 rpm). From the seven strains of marine bacteria
(Rhodococcus erythropolis 870-AN019, Rhodococcus equi 871-
AN029, R. equi 871-AN030, Rhodococcus opacus 871-AN040,
R. erythropolis 871-AN053, R. erythropolis 67-BEN001, and
R. erythropolis 122-AN065), six presented constitutive nitrile
hydratase and amidase enzymes, showing higher activity and
broader specificity than the terrestrial strains employed in
the same study. It is noteworthy that the hydrolysis rate was
determined by the ammonia release (Brandao and Bull, 2003).

Decarboxylation

In another type of reaction, a decarboxylation, Moraxella spp.
MB1 isolated from the seaweed Bryopsis plumosa collected from
Malvan (Goa coast, India) was screened from six strains and
employed in the production of decarboxycitrinin from the toxin
citrinin, maintaining the antibiotic activity of the substrate
(Figure 2D). The reaction was performed by an intracellular
decarboxylase in a biphasic system composed of nutrient broth
and ethyl acetate (1:1), since the biocatalyst presented the useful
feature of producing a unique product and tolerated the presence
of organic solvents (Devi et al., 2006).

Hydroxylation

A unique product was also obtained in the employment of
Stappia sp. BAac008, isolated from the green alga Enteromorpha
compressa, in the hydroxylation reaction of (R)-mellein
(Figure 2E). The substrate was a natural product isolated
from a marine fungus Cladosporium sp. and employed
for the production of (3R,4S)-4-hydroxymellein, which
presented mild antibacterial activity against antibiotic-resistant
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FIGURE 2 | (A) Kinetic resolution reactions of cyclic β-hydroxy ketones by Serratia sp. BOC45 (Chen et al., 2017). (B) Deracemization of 1-phenylethanols, including

heteroatoms, by Arthrobacter sp. MPS8D3 (Palmeira et al., 2014). (C) Enantioselective epoxidation of styrene by Mycobacterium sp. NBB4 (Cheung et al., 2013).

(D) Decarboxylation of citrinin to decarboxycitrinin by the marine bacteria Moraxella sp. MB1 (Devi et al., 2006). (E) Hydroxylation of (R)-mellein to

(3R,4S)-4-hydroxymellein by Stappia sp. BAac008 (Feng et al., 2010).

Staphylococcus aureus. The ee of the product was not presented
(Feng et al., 2010).

The natural product Terreusinone, an ultraviolet-A (UV-A)-
protecting dipyrroloquinone isolated from the marine fungus
Aspergillus terreus, was employed in a hydroxylation reaction
by the marine actinomycete Streptomyces sp. MFAac18, which
was obtained from the sea plant Zostera marina obtained at

Bijin Island (Gyeongnam, Korea). This biotransformation of
terreusinone resulted in terreusinol (soytone, soluble starch, and
seawater, 29◦C, 35 days, static culture, y = 24%), which presented
high values of UV-A protection, enabling different applications
in the cosmetic industry (Li et al., 2003).

Another strain of the same genus, Streptomyces sp. MFAac67,
also isolated from the sea plant Z. marina (Jeju Island,
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Korea) was employed in a hydroxylation reaction of the
sesquiterpene cyclonerodiol, generating the stereoisomers (Z)-
and (E)-cyclonerotriol with yields of 16 and 35%, respectively
(soytone, soluble starch, and seawater, 29◦C, 130 rpm, 14 days)
(Li et al., 2007). These results indicated that marine strains
of the Streptomyces genus can be important biocatalysts for
hydroxylation reactions.

These studies emphasized the importance of carrying
out a screening of strains for a successful identification
of new biocatalysts, since several strains were not able to
perform the desired reactions, as observed for the kinetic
resolution of β-hydroxy ketones (Chen et al., 2017). Moreover,
the use of different bacterial strains promoted different
reactions, as determined for the substrate propyl anti-2-
oxotricyclo[2.2.1.0]heptan-7-carboxylate (De Vitis et al., 2015),
and enzymatic activities, as inulinase (Rodrigues et al., 2017).

In addition, the reported results showed interesting and
unique properties presented by marine-derived bacteria,
justifying and encouraging the search and screening of
these microorganisms for several reactions with a large
range of substrates.

Biotransformation

A considerable number of biotransformation reactions, in which
different modifications were performed in the same substrate,
were carried out employing marine bacteria, differentiating these
studies from reactions of biocatalysis that report a specific
transformation with a well-defined product (Parales et al., 2002).

For example, cholesterol (initial concentration of 0.5 mg
ml−1) was biotransformed to cholest-4-ene-3,6-dione by an
organic-tolerant Bacillus sp. BC1 isolated from sediment of
the Arabian Sea. The reaction was performed in 50% (v/v)
chloroform in mineral salt medium (pH 7.0, 28◦C, orbital
stirring, 24 h), showing the possibility of a faster steroid
transformation by marine microorganisms in the presence of
organic solvents than in aqueous media, probably because of the
lipophilicity of the substrate (Sardessai and Bhosle, 2003).

In another biotransformation reaction, the marine bacteria
Bacillus sp. NK7, Bacillus sp. NK8, and Bacillus sp. NC5 isolated
from the Red Sea sponge Negombata magnifica were able to
biotransform (1S,2E,4R,6R,7E,11E)-2,7,11-cembatriene-4,6-diol
(Figure 3A). Hydroxylated compounds that retained the anti-
invasive activity against the human metastatic prostate cancer
without the toxicity of the substrate were obtained, showing the
importance of these biocatalysts for the production and discovery
of new organic compounds with interesting biological activities
(El Sayed et al., 2008).

Some reactions were carried out with larger substrates,
such as in the biotransformation of naphthalene and methyl
naphthalene to (2-naphthylmethyl)succinic acid by the anaerobic
sulfate-reducingDesulfobacteraceaeNaphS3 and NaphS6 (anoxic
HCO3

−/CO2
− buffered sulfide-reduced artificial seawater

medium, 8-heptamethylnonane, 28◦C, 100 rpm, 10–80 days).
These strains belong to the class Deltaproteobacteria and were
isolated from Mediterranean marine sediment employing
naphthalene as the sole carbon source. In this study, a large
assumed subunit of (2-naphthylmethyl)succinate synthase was

proposed based on gene sequence similarity. It is noteworthy
that conversions were not reported (Musat et al., 2009).

Biotransformations by reduction reactions were also
performed, including by obligate marine bacteria such
as Shewanella marisflavi EP1, which was employed in the
biotransformation of 2,4-dinitrotoluene with 100% of conversion
(basal medium, lactate as electron donor, pH 7.0–9.0, 4–40◦C,
2–8% NaCl, 24 h). The obtained products were 2-amino-4-
nitrotoluene, 4-amino-2-nitrotoluene, and 2,4-diaminotoluene.
In a process that employed lactate as electron donor and the
substrate as electron acceptor in a reduction reaction involving
cytochromes, dehydrogenases, menaquinone, and flavins
(Huang et al., 2015).

In a biotransformation process, when different reactions
occur in the substrate producing small molecules and
mineralization to water and CO2, a biodegradation process
takes place. The frontiers separating these two phenomena
are not very clear, but the difference between them lies in the
focus of the study and the degree of substrate modification
(Parales et al., 2002).

In the biotransformation of carbazole, for example, the
small-molecule anthranilic acid was obtained in the reaction
by marine bacterial strains isolated from seawater of different
Japanese areas. These strains were screened (0.3 mg L−1 of
initial concentration, natural seawater medium, 30◦C, 3 days)
by decolorization of the substrate, and 11 isolates closely related
to the Caulobacter, Erythrobacter, Sphingosinicella, Hyphomonas,
Kordiimonas, and Lysobacter genera were characterized. These
microorganisms biotransformed carbazole to anthranilic acid,
a harmless and easily biodegradable compound. However,
conversions were not reported (Maeda et al., 2009).

A sequence of reactions that characterize a biotransformation/
biodegradation process was observed for 4-chloro-2-nitrophenol
(Figure 3B). A total of 82 strains isolated from sediment, water,
and sponge particles at 30 m depth in the Bay of Bengal (India)
were screened by decolorization. Bacillus sp. MW-1 consumed
100% of the substrate in co-metabolism with glucose, since this
strain did not biodegrade this compound as sole carbon source
(Arora and Jain, 2012).

An example of biodegradation study involving marine
bacteria was the use of Sphingomonas sp. 2MPII, which was
isolated from polluted sediment near a refinery in the Gulf of
Fos (France), in the degradation (seawater, salts, and vitamins,
20–25◦C, 70 rpm, 8–12 h) of polycyclic aromatic hydrocarbons
(PAHs). Including phenanthrene, 2-methylphenanthrene
(2-MP), 9-methylphenanthrene (9-MP), and dibenzothiophene.
These compounds were employed as sole carbon source
and experiments with more than one substrate at the same
reaction were carried out. The biodegradation rates increased
or decreased, depending on the PAHs combination. For
example, 64% of 2-MP was biodegraded employing only
this substrate, but in experiments with both 9-MP and
2-MP, an 83% biodegradation of 2-MP was determined
(Nadalig et al., 2002).

The substrate consumption in biotransformation/biodegra-
dation reactions can be determined by different methods.
In the employment of Sphingomonas sp. 2MPII for PAHs
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FIGURE 3 | (A) Biotransformation of (1S,2E,4R,6R,7E,11E)-2,7,11-cembratriene-4,6-diol to hydroxylated products by Bacillus sp. strains (El Sayed et al., 2008).

(B) Biotransformation of 4-chloro-2-nitrophenol to different products in sequential steps by Bacillus sp. MW-1 (Arora and Jain, 2012). (C) Decolorization of xylidine

orange dye by L. sphaericus D3 (Devi et al., 2017). (D) Biotransformation of salicylic acid by Moraxella spp. MB1 (Wahidullah et al., 2013). (E) Biotransformation of

D-limonene by Vibrio cholerae 11–114, Listonella damsela 11–213, and Vibrio alginolyticus 11–306 (Li et al., 2006).

biodegradation, the substrate biotransformation was measured
by substrate disappearance and by oxygen uptake in sole
carbon experiments, characterizing the reported results as a
biodegradation study that indirectly determined the degree of

mineralization (Nadalig et al., 2002). Whereas the consumption
of xylidine orange dye was determined by decolorization
and confirmed by the presence of the identified metabolites
(Devi et al., 2017).
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Biotransformation/biodegradation products were also presen-
ted in the employment of Lysinibacillus sphaericus D3 isolated
from the sponge Gelliode scellaria, which was obtained at
Mandapam in the Indian coast. This biocatalyst was immobilized
in sodium alginate beads for decolorization of the xylidine
orange dye 1-(dimethylphenylazo)-2-naphthol-6-sulfonic acid
sodium salt (Figure 3C). A decolorization of 100% was observed,
and the metabolites naphthol, 1-naphthylamine-6-sulfonic acid,
2-6-dihydroxynaphthalene, and a dye dimer were identified
(Devi et al., 2017).

Different studies reported biotransformation/biodegradation
processes and described the obtained products. Another example
was the use of the marine bacteria Alteromonas macleodii BP-PH,
Neptunomonas naphthovoransCAR-SF, and Cycloclasticus pugetii
DBF-MAC isolated from seawater (Japan) for biodegradation
of carbazole, dibenzofuran, and biphenyl. Metabolites were
detected and identified: 2-hydroxy-6-oxo-(2-aminophenyl)hexa-
2,4-dienoic acid for carbazole; 4-(3-methoxy-2-benzofuranyl)-
2-oxo-3-butenoic acid, (chroman-4-on-2-yl)acetic acid, and
salicylic acid for dibenzofuran; and benzoic acid for biphenyl. The
conversions were not presented (Fuse et al., 2003).

Marine bacteria from the Alcaligenes genus (Alcaligenes
faecalis KT336452, KT336455, KT354279, and KT336456) were
also employed in this type of process and biotransformed
the recalcitrant and carcinogenic dye Congo Red with
complete decolorization (100% conversion, Luria–Bertani
broth, 120 rpm, 37◦C, 48 h). Different compounds and
intermediates were identified by liquid chromatography–mass
spectrometry (LC-MS) and a partial biodegradation pathway
was proposed, including the biotransformation products 4,4′-
diaminobiphenyl, 1,2′-diaminonapthalene-4-sulfonic acid,
4-nitroso-1,1′-biphenyl, sodium naphthalen-1-olate, and 3,4-
dinitroso-naphthalene-1-sulfonic acid, showing the efficiency of
this process (D’Souza et al., 2017).

In some studies aiming biotransformation, the production
of more complex compounds employing the substrates as
construction blocks in biosynthesis reactions were observed.
For example, Moraxella spp. MB1 isolated from the seaweed
Bryopsis plumosa collected from Malvan (Goa coast, India)
was employed for the biodegradation of salicylic acid, a
metabolite of analgesics (Figure 3D). In this study, more
complex metabolites than the employed substrate were identified
by electrospray ionization (ESI)-MS/MS. Moreover, the
biotransformation of salicylic acid to cinnamates occurred
without ring cleavage to catechol, which is the metabolic pathway
usually observed in the biodegradation of this compound
(Wahidullah et al., 2013).

In another study, bacterial strains isolated from
sediment of the Daya Bay (China) were employed in
the biotransformation of D-limonene, and several more
elaborated compounds were identified (Figure 3E). Showing
that not only products of biotransformation were detected,
but also microbial metabolites related to the biosynthetic
pathways of terpenoids, which might have been induced. It is
important to note that a control reaction without limonene
was carried out and these compounds were not observed
(Li et al., 2006).

Computerized approaches for the use of marine biocatalysts
were also performed, i.e., a bioinformatic study identified
265 strains of Actinobacteria and Proteobacteria as steroid
degraders, including marine strains. Some of them were
subsequently confirmed in biodegradation experiments. This
study emphasized the contribution and importance of marine
strains for understanding ecological and evolutionary aspects of
microbiology (Bergstrand et al., 2016).

In biotransformation studies, it is important to note
that the involved reactions should be evaluated, including
the characterization of transient and possible intermediates.
Moreover, conversion and yield must be determined for a
better understanding of the process and comparison of the
described study with the available information of the literature.
It is also important to note that secondary products should be
identified and quantified.

In summary, marine-derived bacteria were employed in
whole-cell processes of biocatalysis, biotransformation, and
biodegradation, showing the versatility of these biocatalysts.
However, it was observed that these marine microbes were
poorly studied considering the environmental diversity and
importance of the sea.

Fungi
Fungi from marine environment were employed in different
biocatalytic processes aiming the obtention of specific products.
In addition, the desired compounds should present the required
stereochemistry in some studies. These microorganisms were
employed as biocatalysts for different reactions, including
reduction, oxidation, hydroxylation, hydrolysis, kinetic
resolution, and conjugation.

Reduction

Marine-derived fungi were employed as biocatalyst in
reduction reactions of carbonyl groups, C–C double bonds,
and carboxylic acids.

Reduction of carbonyl groups

Different fungal strains were employed in reduction reactions
for obtention of enantioenriched compounds, such as in the
screening of nine strains isolated from marine sponges and
Cnidarian species at São Sebastião (São Paulo, Brazil) for
the enantioselective reduction of 1-(4-methoxyphenyl)ethanone
to 1-(4-methoxyphenyl)ethanol (y = 15–95%, 69–99% ee for
S or R-enantiomer, phosphate buffer solution pH 7.0, 32◦C,
120 rpm, 3–9 days). Prelog or anti-Prelog products were
obtained depending on the employed fungi, including reactions
with > 99% ee of the S-enantiomer and > 99% ee of the
R-enantiomer for Aspergillus sclerotiorum CBMAI 849 and
Bionectria sp. Ce5, respectively, showing that these strains might
be an important source of new reductases (Rocha et al., 2012b).

Rhodotorula mucilaginosa GIM 2.157 was successfully
employed for the reduction of nine derivatives of 1-phenyl-
propan-1-one and 1-phenylethanones to 1-phenylpropan-1-ol
and 1-phenylethanols, respectively, with 99% yield and 99%
ee for the S- or R-enantiomer depending on the substrate
(Figure 4A). In addition, the reusability of the cells was evaluated
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FIGURE 4 | (A) Reduction of 1-phenylpropan-1-one and 1-phenylethanones to 1-phenylpropan-1-ol and 1-phenylethanols by Rhodotorula mucilaginosa GIM 2.157

(Liu et al., 2018b). (B) Enantiocomplementary synthesis of β-hydroxy-1,2,3-triazoles employing marine-derived fungi as biocatalysts (Alvarenga and Porto, 2017).

(C) Reduction of double bonds of Knoevenagel condensation adducts by P. citrinum CBMAI 1186 (Jimenez et al., 2016). (D) Reduction of C–C double bonds of

α,β-, di-α,β-, and mono-α,β,γ,δ-unsaturated ketones by P. citrinum CBMAI 1186 (Ferreira et al., 2015b).

for reduction of propiophenone; R. mucilaginosa GIM 2.157
resulted in over 95% yield with 99% ee for three cycles, and
Rhodotorula rubra AS 2.2241 gave the same results (95% yield
with 99% ee) for nine cycles (Liu et al., 2018b).

A faster procedure that deserves emphasis was reported by the
employment of growing cells in the reduction of nine derivatives
of 1-phenylethanones with different groups in the aromatic ring
(R = 2-Br, R = 3-Br, R = 4-Br, R = 2-NO2, R = 3-NO2) also by
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R. rubra AS 2.2241, simplifying the steps for preparation of the
biocatalyst and reducing the costs of a future industrial scale. In
addition, yields of 99% with 99% of ee for the S-enantiomer were
obtained for these compounds in the employed experimental
conditions (RM1 medium pH 7.0, growing cells, 28◦C, 220 rpm,
72 h), whereas five tested substrates (R = 4-OCH3, R = 4-CH3,
R = 4-CH2CH3, R = 2-Cl and 4-Cl, and R = 3-Cl and 4-Cl) did
not react (Liu et al., 2018a).

In a recent study, α-chloroketones obtained from 1-phenyl-
ethanones employing oxone R© andNH4Cl (y = 90–97%,methanol,
70◦C, 60 min) were reduced by different marine-derived fungi
to produce enantioenriched chlorohydrins (conv. = 12–97%,
phosphate buffer pH 7.0, 32◦C, 130 rpm, 6 days). It is important
to note that the biocatalytic reactions were carried out after
the filtration of the ozone salt and methanol removal by
rotoevaporation, thus without purification of the intermediate
in a greener methodology (Morais et al., 2018). It is noteworthy
that these studies reported different advances in the use of
marine-derived fungi as biocatalysts, generating cleaner, easier,
and cost-reduced processes.

Marine-derived strains of fungi (A. sclerotiorum CBMAI 849,
Cladosporium cladosporioides CBMAI 857, Penicillium raistrickii
CBMAI 931, and Penicillium citrinumCBMAI 1186) also isolated
from marine sponges at São Sebastião (São Paulo, Brazil) were
also employed in the reduction of different aromatic ketones,
such as α-keto azides to β-azidophenylethanols with different
groups in the aromatic ring (R = 4-H, 4-OCH3, 4-Br or
4-NO2). The reactions were carried out with excellent yields
and enantioselectivities (y = 0–93%, 28–99% for the R- or
S-enantiomer, phosphate buffer solution pH 7.0, 32◦C, 130 rpm,
9 days), which were determined as Prelog and anti-Prelog
products depending of the substrate and the employed biocatalyst
(Rocha et al., 2015).

Then, the enantiocomplementary biocatalysts Aspergillus
sydowii CBMAI 935 and Mucor racemosus CBMAI 847 were
used in the reduction of 2-azido-1-phenylethanols, which
were then employed in the synthesis of β-hydroxy-1,2,3-
triazoles with CuSO4 and sodium ascorbate in aqueous medium
(Figure 4B). This study showed an interesting approach
employing biocatalysis and click chemistry to obtain these
molecules by a greener method (Alvarenga and Porto, 2017).

Another example of carbonyl reduction of compounds
containing nitrogen atoms was the production of dioxindole
from isatin, in reactions carried out by marine-derived fungi
isolated from the Atlantic Ocean, Brazil (Aspergillus sp. CBMAI
1829, Acremonium sp. CBMAI 1676, Westerdykella sp. CBMAI
1679, and A. sydowii CBMAI 935). These experiments showed
that the reduction of nitrogenated compounds, which are
usually consumed as nutrient source in biocatalytic processes
by whole cells, could be performed (y = 26–37%, 18–66%
ee S-enantiomer, phosphate buffer pH 7.0, 32◦C, 130 rpm,
3–7 days) (Birolli et al., 2017).

The strain P. citrinum CBMAI 1186 employed for the
reduction of 1-phenylethanones (Rocha et al., 2012b) was also
used as immobilized biocatalyst on silica gel, silica xerogel, and
chitosan for the production of 1-phenylethanol (yfree cells = 35%,
69% ee S-enantiomer, ychitosan = 95%, 99% ee S-enantiomer,

ysilica gel = 0%, ysilica xerogel = 0%) and 2-chloro-1-phenylethanol
(yfree cells = 66%, 31% ee S-enantiomer, ychitosan = 98%, 0% ee
S-enantiomer, ysilica gel = 62%, 25% ee S, ysilica xerogel = 0%).
It was important to note that the employed support strongly
influenced the reaction, promoting different results under the
same experimental conditions (phosphate buffer pH 7.0, 9 days,
120 rpm, 32◦C) (Rocha et al., 2012a).

Reduction of C–C double bonds

Fungi, including terrestrial (Romagnolo et al., 2016a) and
marine-derived strains (Birolli et al., 2015), were also successfully
employed in the reduction of C–C double bonds. For example,
microwave irradiation and whole-cell catalysis were employed
in the synthesis of aromatic malononitrile derivatives.
A Knoevenagel condensation reaction under microwave
irradiation was carried out, followed by a C–C double bond
reduction in excellent yields by the same marine-derived fungus
P. citrinum CBMAI 1186 employed for carbonyl reduction
(Figure 4C), showing that these two green protocols can be
employed together in organic synthesis (Jimenez et al., 2016).

The promising results of free cells of P. citrinum CBMAI
1186 as biocatalyst for reduction reactions stimulated further
studies of immobilization. This strain was employed both
free (y = 20%) and immobilized on low-cost biopolymers
(cotton, fibroin, and kapok, y = 68–75%) in the chemoselective
reduction of chalcones to dihydrochalcones in good yields. The
immobilization enabled an easy separation of the catalyst from
the reaction media and increased its activity even after storage
at 4◦C (yfree cells = 8%, yimmobilized = 19–27%), showing that this
biocatalyst can also be employed immobilized on natural fibers
(Ferreira et al., 2014).

In subsequent studies, P. citrinumCBMAI 1186 was employed
in a biphasic system for reduction of double bonds of α,β-, di-
α,β-, and mono-α,β,γ,δ-unsaturated ketones, which are larger
substrates (Figure 4D). The observed chemoselective reduction
of the α,β-C–C double bond in α,β-unsaturated ketones was
an interesting result, since it would be very difficult to
obtain this transformation using conventional methods. For bis-
α,β-unsaturated ketones, four different compounds resulted from
different double bonds (major product) and carbonyl reductions,
presenting the substrate broad range of this marine biocatalyst
(Ferreira et al., 2015a,b).

Reduction of carboxylic acids

Filamentous fungi from terrestrial and marine environments
were screened for the reduction of methyl cinnamate to
2-phenoxyethanol. In this selection, the strains Gliomastix
masseeiMUT 4855, Penicillium vinaceumMUT 4892,Coprinellus
sp. MUT 4897, and P. citrinum MUT 4862 isolated from
marine algae did not catalyze the desired reaction, whereas
Syncephalastrum racemosum MUT 2770 isolated from air
completely reduced the substrate to 2-phenoxyethanol in 7 days
(25◦C, 110 rpm, malt extract medium) (Romagnolo et al., 2016a).

As described in the literature, P. citrinun CBMAI 1186
was promising in the reduction of C–C double bonds, but
this species represented by the strain P. citrinun MUT
4862 was not adequate for this reduction of a carboxylic
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acid (Jimenez et al., 2016; Romagnolo et al., 2016b). These
results emphasized the importance of a screening for reactions
employing whole cells. However, it is important to note that
different species were employed and not different strains of
the same species from marine and terrestrial environment.
Therefore, the carboxylic acid reductase can be characteristic of
the employed fungus species.

Hydroxylation

Marine-derived fungi were employed in hydroxylation reactions
of different substrates. For example, geraniol (a precursor
of monoterpenes) was hydroxylated to 7-dihydroxy-3,7-
dimethyl-(E)-oct-2-ene by the marine fungus Hypocrea sp.
MFAac46-2 (Figure 5A), which was isolated from the brown
marine and edible alga Undaria pinnatifida at South Korea
(Leutou et al., 2009).

In another example, the fungus Botryosphaeria sp. CBMAI
1197 isolated from the marine alga Bostrychia radicans (São
Sebastião, São Paulo, Brazil) was employed in the hydroxylation
of racemic camphor (Figure 5B). The major product was 6-endo-
hydroxycamphor, but the biotransformation process resulted
in different monohydroxylated compounds. It is important to
note that these modifications in sp3 carbons are difficult to be
performed by conventional methods (De Jesus et al., 2017).

More complex compounds were also subjected to
hydroxylation by marine fungi. For (−)-ambrox, (−)-sclareol,
and (+)-sclareolide, nine marine-derived strains of fungi were
screened. Four strains, Eutypella sp. CBMAI 1196, A. sydowii
CBMAI 934, Botryosphaeria sp. CBMAI 1197, and Xylaria sp.
CBMAI 1195, were able to carry out regioselective reactions,
obtaining mono-hydroxylated products (Figure 5C). For the
obtention of (−)-3β-hydroxy-sclareolide from (+)-sclareolide
employing Eutypella sp. CBMAI1196 and Botryosphaeria sp.
CBMAI 1197, yields of 7 and 34% were observed, respectively
(malt 2%medium with artificial seawater, pH 8.0, 25◦C, 150 rpm,
12 days) (Martins et al., 2015).

In a screening ofmarine fungi with PAHs, such as fluorene and
acenaphthene, different hydroxylated products of biotransfor-
mation were observed (Figure 5D). In addition, anthracene (71%
biotransformation), fluoranthene (52% biotransformation),
pyrene (62% biotransformation), and nitropyrene (64% biotrans-
formation) were biotransformed/biodegraded into anthra-
quinone in a multistep reaction (malt 2% medium with artificial
seawater, pH 7.0, 32◦C, 130 rpm, 21 days). The most efficient
strain Cladosporium sp. CBMAI1237 was able to transform
anthracene in the presence and absence of artificial seawater (42
and 26%, respectively, for 14 days of reaction), but a increased
biotransformation was observed in high salts concentration,
showing the importance of the evaluation of minerals addition
for marine-derived strains (Birolli et al., 2018).

Oxidation, Hydrolysis, and Kinetic Resolution

Oxidation reactions were also performed by marine-derived
fungi. The Dothideomycete sp. HQ 316564 was employed in
the obtention of betulone from betulin in a regiospecific
reaction. The reactional conditions were optimized, and this new
biocatalytic approach was established employing mild conditions

(Figure 6A), therefore expanding the number of applications of
marine fungi for oxidation reactions (Liu et al., 2013).

Another interesting application of these microorganisms
was the hydrolysis of phenylacetonitriles by A. sydowii
CBMAI 934 for the obtention of 2-hydroxyphenylacetic acid.
Subsequently, this strain was also employed for the hydrolyses
of 4-fluorophenylacetonitrile and methylphenylacetonitriles
(Figure 6B). These studies showed that A. sydowii CBMAI 934
can be an important green catalyst and source of enzymes for
nitrile hydrolyses (De Oliveira et al., 2013, 2014).

Finally, a kinetic resolution reaction was also carried out.
The complementary enantioselectivity (±)-for the opening of the
epoxide ring of the substrate 2-(benzyloxymethyl)oxirane (benzyl
glycidyl ether) by A. sydowii Gc12 (later deposited as CBMAI
933) and Trichoderma sp. Gc1 (later deposited as CBMAI 932)
was reported (Figure 6C). These fungal strains were isolated
from marine sponges of the South Atlantic Ocean (Brazil),
showing biocatalytic potential for a wide variety of reactions
(Martins et al., 2011).

Conjugation

Biotransformation/biodegradation processes by fungal strains
from marine environment were reported in different studies.
A fascinating example of conjugation reactions that are
frequently observed in biodegradation processes (Alvarenga
et al., 2014) was reported for the bioactive sesquiterpene,
cyclonerodiol. The fungal strain Penicillium sp. MFAac49
isolated from the brown alga Sargassum thunbergii collected
at Songjeung Beach of Busan conjugated the substrate to the
glycosidic metabolite 7-O-(β-D-mannopyranosyl)cyclonerodiol
(Figure 6D) (Li et al., 2007).

The literature about biodegradation processes employing
marine microorganisms were not the focus of this review.
However, an interesting study that shows the potential of
marine-derived fungi for bioremediation processes approached
the biodegradation of oil spills. Fungi strains isolated from a
contaminated site at the Mediterranean Sea (67 strains from
water and 17 from sediments) were assessed by the use of crude
oil as the sole carbon source, and 25% of the isolates were
capable of growing in the employed conditions. A. terreus MUT
271 was the most efficient strain in ONR7a medium with 1%
w/v crude oil and 0.1% Tween 80 (24◦C, 110 rpm, 10 days),
decreasing 40% of the hydrocarbon compounds determined by
gas chromatography–mass spectrometry (Bovio et al., 2017).

A wide variety of reactions were performed employing
marine-derived fungi, including approaches that unified different
green methods aiming for cleaner processes, a feature that will
guide future studies in biocatalysis for the obtention of new and
interesting compounds.

In the exploration of reactions employing whole-cell catalysis,
it is important to emphasize the need for an adequate
identification of the marine catalyst, including the deposit of
these strains in culture collections registered in the World
Data Centre for Microorganisms, making the catalysts and their
genome available for the scientific community. Moreover, the
enzymes involved in the process should also be characterized,
promoting a better understanding of the evaluated processes.
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FIGURE 5 | (A) Hydroxylation of geraniol by Hypocrea sp. MFAac46-2 (Leutou et al., 2009). (B) Hydroxylation of rac-camphor by Botryosphaeria sp. CBMAI 1197

(De Jesus et al., 2017). (C) Biotransformation of (–)-Ambrox and (–)-Sclareol by marine-derived fungi (Martins et al., 2015). (D) Biotransformation of fluorene and

acenaphthene by Cladosporium sp. CBMAI1237 (Birolli et al., 2018).

For optative marine microorganisms, studies should focus
on the comparison between the performance of different
strains of the same species obtained from marine and
terrestrial environment, generating a better understanding of
the genetic modifications promoted by the selective pressure
over the approached organism. In addition, experiments
with and without high salt concentrations are worthy of
being evaluated.

ISOLATED ENZYMES

Different classes of enzymes from marine microorganisms
were studied in reactions with organic compounds, including
oxidoreductases, hydrolases, lyases, and ligases. The bacterial
reports presented in the literature were organized according to
the international classification of enzymes. Moreover, the studies
describing applications of fungal enzymes were also summarized.
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FIGURE 6 | (A) Oxidation of betulin to betulone by Dothideomycete sp. HQ 316564 (Liu et al., 2013). (B) Hydrolysis of phenylacetonitrile derivatives to

2-hydroxyphenylacetic acids by A. sydowii CBMAI 934 (De Oliveira et al., 2013, 2014). (C) Kinetic resolution of benzyl glycidyl ether by A. sydowii Gc12 and

Trichoderma sp. Gc1 (Martins et al., 2011). (D) Conjugation and biotransformation of cyclonerodiol by Penicillium sp. MFAac49 (Li et al., 2007).

Bacterial Enzymes
Oxidoreductases

The enzyme class oxidoreductases contains the biocatalysts
for oxidation and reduction reactions. These enzymes are
widely used to catalyze the hydroxylation of PAHs or the

biotransformation of products for the fine or bulk chemical
industries. Some of these compounds are known for causing
environmental contamination, and environmentally friendly
approaches for reduction of these pollutants are trends in Green
Chemistry (Haritash and Kaushik, 2009).
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FIGURE 7 | Biotransformation of (A) diphenyls, (B) naphthalenes, (C) ibuprofen methyl ester, and (D) phenols by cytochrome P450 CYP153A13a (Otomatsu et al.,

2010).

The biodegradation/biotransformation of PAHs into less
complex products or even mineralization (H2O, CO2,
and CH4) depends on pH, temperature, solvents, growth
medium, oxygenation, type of microorganisms, and other
parameters (Haritash and Kaushik, 2009). For this reason,
biotechnological processes have been studied to isolate and
apply enzymes, such as oxydoreductases, to bioremediate or
biotransform PAHs.

Different monooxygenases and dioxygenases of marine bacte-
ria were studied for application in biocatalysis. For example, the
cytochrome P450 CYP153A13a from the bacteria Alcanivorax
borkumensis was cloned and overexpressed in Escherichia
coli, showing a potent ability to hydroxylate aromatic
compounds with terminal alkyl groups, including diphenyl
(Figure 7A), naphthalene (Figure 7B), ibuprofen methyl
ester (Figure 7C), and phenol (Figure 7D) derivatives.

This cytochrome also hydroxylated the para position
of halogenated phenolic compounds and demethylated
4-methoxybiphenyl and 1-methoxynaphthalene to hydroxyl
compounds (Otomatsu et al., 2010).

Naphthalene derivatives were also employed as substrate
in experiments with two genes encoding the production of
dioxygenases isolated from the marine bacteria Nocardioides
sp. KP7 (phnA1A2A3A4) and Cycloclasticus sp. A5
(phdABCD). These enzymes were expressed in E. coli and
the dioxygenase phnA1A2A3A4 hydroxylated both aromatic
rings and/or terminal alkyl groups of the employed substrates
(Figure 8A). However, the phdABCD enzyme presented
specific hydroxylations only for four naphthalene derivatives
(Shindo et al., 2007).

The same gene initially isolated from the marine bacteria
Nocardioides sp. strain KP7 was genetically modified and
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FIGURE 8 | (A) Hydroxylation of PAHs using the dioxygenase enzyme phnA1A2A3A4 (Shindo et al., 2007). (B) Biotransformation of phenanthrene and

1-methoxynaphthalene into the corresponding cis-diol (Chun et al., 2001).

introduced into the soil bacteria Streptomyces lividans to
biotransform phenanthrene and 1-methoxynaphthalene
(Figure 8B). The hybrid enzyme (pIJ6021-phdABCD)
was capable of dihydroxylating phenanthrene into cis-diol
phenanthrene and hydroxylate 1-methoxynaphthalene into
8-methoxynaphthalen-2-ol (Chun et al., 2001).

The enzyme PhnA1A2A3A4 was also employed in a
subsequent study with a variant enzyme (pFusionF87V) obtained
via the genetic manipulation and fusion of the cytochrome
P450 BM3 gene with the isomerase gene F87V. These enzymes
converted a series of naphthalene analogs (Figure 9A) and
β-eudesmol (Figure 9B) to their respective hydroxylated
compounds (Misawa et al., 2011).

Shindo et al. (2011) also employed a combination of
enzymes expressed in E. coli to produce prenyl naphthalen-
ols (Figure 10A) and a geranyl 2′,3′-dihydroxychrysin analog
(Figure 10B). The first step was performed by the previous
discussed dioxygenase PhnA1A2A3A4 (Cycloclasticus sp. A5)
that produced hydroxylated PAHs, which were further reacted
with geranyl diphosphate (GPP) by the prenyltransferase NphB
to produce PHA-GPP products.

Subsequently, a reaction between the hydroxylated PAHs
with dimethylallyl diphosphate (DMAPP) produced PHA-
DMAPP compounds, which were obtained by the catalysis
employing the prenyltransferase SCO7190 from Streptomyces
coelicolor A3. The flavonoid chrysin was also dihydroxylated
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FIGURE 9 | Hydroxylation of (A) naphthalene analogs and (B) β-eudesmol by the enzymes PhnA1A2A3A4 and pFusionF78V overexpressed in E. coli (Misawa et al.,

2011).

by the genetic modified dioxygenase enzymes BphA (1–22)
and/or BphB, and was subsequently used to produce the geranyl
2′,3′-dihydroxychrysin analog. The biotransformed compounds

demonstrated an improved antioxidant activity (IC50 = 5 to
>100 µM) in lipid peroxidation of rat brain, when compared to
the precursor substrates (Shindo et al., 2011).
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FIGURE 10 | Biotransformation of (A) naphthalene derivatives and (B) Chrysin by dioxygenase and prenyltransferase enzymes (Shindo et al., 2011).

(C) Baeyer–Villiger oxidation and thioester oxidation by a flavoprotein monooxygenase (Jensen et al., 2012). (D) Epoxidation of styrene derivatives by two

monooxygenases isolated from the genome of P. agarilytica NO2 and Marinobacterium litorale DSM 23545 (Pu et al., 2018). (E) Decolorization of Amaranth by an

azoreductase enzyme from Aquiflexum sp. DL6 (Misal et al., 2013).

A different alkane hydroxylase (AlkBI) obtained from
the marine bacteria A. borkumensis SK2 was studied for
its potential to hydroxylate alkanes with 5–12 carbons, as
observed by Smits et al. (2003) using a similar enzyme
from Pseudomonas aeroginosa PAO1. Cloned and expressed
in E. coli, the purified monooxygenase from A. borkumensis
SK2 was dependent of the cofactor NADPH, which was

recycled using rubredoxin and a rubredoxin reductase enzyme
(Eidani et al., 2012).

Other types of oxidation reactions, Baeyer–Villiger
oxidation and thioester oxidation, were carried out by a
flavoprotein monooxygenase obtained from the marine bacteria
Stenotrophomonas maltophilia genome, which was cloned and
expressed in E. coli (Figure 10C). The enzyme was active with
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both NADH and NADPH cofactors, but the Baeyer–Villiger
oxidation of bicyclo[3.2.0]hept-2-en-6-one presented better
conversions using NADH (KM = 23.7 µM, kcat = 0.029 s−1) than
NADPH, as also observed for thioesters (Jensen et al., 2012).

In a study aiming for organic synthesis, styrene mono-
oxygenases identified in the genome of Paraglaciecola agarilytica
NO2 andMarinobacterium litoraleDSM 23545 were expressed in
E. coli. Both crude enzymes (PaSMO and MISMO, respectively)
presented optimum activity at 30◦C and pH 8. These biocatalysts
carried out the epoxidation of styrene derivatives (styrene,
cinnamyl alcohol, 1-phenylprop-2-en-1-ol, and 4-vinyl-2,
3-dihydrobenzofuran), producing the S-enantiomer up to 99%
ee (Figure 10D) (Pu et al., 2018).

In an interesting study, the red marine bacteriaAquiflexum sp.
DL6 produced an enzyme with azoreductase and nitroreductase
activity. The isolated enzyme was NADPH dependent with an
optimum pH and temperature of 7.4 and 60◦C, respectively.
After being tested with 14 azo dyes, the enzyme reduced
Amaranth with 100% conversion (Km = 1.11 mM and
Vmax = 30.77 U/mg) (Figure 10E). Other dyes such as Fast red
E (87%), Sunset yellow FCF (66% conversion), and some nitro-
compounds (2-nitro aniline, 66% conversion; 4-nitro phenol,
69% conversion; 3-nitro benzaldehyde, 78% conversion; 1-chloro
2-nitro benzene, 76% conversion; 4-nitro benzoic acid, 81%
conversion) were also reduced with good efficiency under the
same conditions. However, the produced compounds were not
characterized (Misal et al., 2013).

Oxidoreductases from different marine bacteria were studied
for different applications, including the functionalization of
aliphatic and aromatic compounds for the synthesis of more
complex substances and the decolorization of dyes, showing the
potential of the described enzymes for these applications.

Hydrolases

The hydrolases are the most applied class of enzymes in bio-
chemistry and industrial processes. The main reasons for this
increased number of applications are the enzymatic stability
and the lack of need of cofactors, which are usually expensive.
Hydrolases can perform the hydrolytic cleavage of C–O, C–N,
and C–C bonds in water media and the formation of these same
bonds in organic solvents. Enzymes such as lipases and esterases
are also employed to carry out kinetic resolutions for production
of chiral building blocks or compounds with biological potential
(Mane, 2016).

Some hydrolases from marine bacteria were studied and
applied to the kinetic resolution of different compounds,
for example, the kinetic resolution of racemic methyl lactate
performed by the esterase BSE01701, which was cloned and
isolated from the deep-sea Bacillus sp. SCSIO 15121. This enzyme
was resistant to different surfactants and organic solvents,
producing the D-methyl lactate in great enantiomeric excess (99%
ee) with interesting conversion and time (Huang et al., 2016)
(Figure 11A).

Another esterase, PHE14, was also cloned from deep-sea
bacteria (Pseudomonas oryzihabitans HUP022) and presented
good activity in resolving racemic methyl lactate. PHE14 was
resistant to organic solvents, surfactants, metal ions, and high

NaCl concentrations (Figure 11B). The D-lactic acid and its ester
analogs present a critical role as building blocks for drug synthesis
and fine chemicals (Huang et al., 2016; Wang Y.L. et al., 2016).

In another example of hydrolysis reaction, enantiopure
(R)-glycidyl phenyl ether was obtained using an epoxide
hydrolase identified from theMaritimibacter alkaliphilus KCCM
42376 genome. The cloned gene, which was overexpressed
in E. coli, enabled the purification of the enzyme REH that
preferentially hydrolyzed the (S)-glycidyl phenyl ether forming
the diol analog (Figure 11C). The enantiospecific hydrolysis was
interesting for the obtention of enantiopure epoxides and diols
(Woo et al., 2010).

The esterase PE8 cloned and isolated from the marine
bacteria Pelagibacterium halotolerans B2T and characterized
as an alkaline enzyme with a good enantioselectivity
for the desymmetrization by hydrolysis of the dimethyl
3-(4-fluorophenyl)glutarate (3-DFG) into the chiral compound
methyl (R)-3-(4-fluorophenyl)glutarate (R)-3MFG (Figure 11D).
(R)-3MFG is considered an important precursor for the synthesis
of (–)-paroxetine hydrochloride, a drug commonly used as
antidepressant (Wei et al., 2013).

Different studies were carried out approaching the ester
hydrolysis on model substrates such as p-nitrophenyl butyrate
and other p-nitrophenyl esters. For EstH, cloned and purified
from the marine bacteria Zunongwangia sp., an improvement of
the esterase activity was performed by enzyme immobilization
on a nano-composite of Fe3O4∼ cellulose. Using p-nitrophenyl
butyrate, the free enzyme presented optimal conditions at 30◦C
and pH 8.5 with Vmax = 35.76 µM/min, kcat = 365 s, 16 h of half-
life, 40% of storage stability after 50 days, 22.40% of temperature
stability at 50◦C, high NaCl tolerance (0–4.5 M), organic solvent,
and surfactant stability (Rahman et al., 2016).

After being immobilized, the optimal temperature
increased to 35◦C with a wider pH stability range of 4–10,
Vmax = 51.14 µM/min, kcat = 520 s, 32 h of half-life, 71%
of storage stability after 50 days, and 48.5% of temperature
stability at 50◦C. The esterase EstH could also be recycled eight
times until a reduction of its activity to 50%, suggesting the
great potential of this biocatalyst for biotechnological processes
(Rahman et al., 2016).

Another esterase gene was cloned from the marine bacteria
Erythrobacter seohaensis SW-135 and expressed in E. coli encoded
a 274-amino-acid protein. The enzyme activity characterization
was performed using p-nitrophenyl esters (C2–C16), and
the best result was obtained toward p-nitrophenyl butyrate
(16.0 ± 1.1 U/mg). The optimum temperature (60◦C), pH (10.5),
and tolerance to NaCl (up to 3 M), organic solvent, and Triton
X-100 were determined and considered interesting, placing this
esterase as a promising biocatalyst for industrial applications
(Huo et al., 2017).

Esterases were also used to biodegrade pesticides; an
interesting example was the bioremediation of cypermethrin
using the soil bacteria B. subtilis 1D, a producer of laccase and
esterase enzymes. Under the optimized condition, 95% of the
pyrethroid was degraded into less dangerous compounds after
15 days of reaction, showing the potential of this bacteria in
environmental decontamination (Gangola et al., 2018).
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FIGURE 11 | Resolution for D-methyl lactate production by (A) esterase BSE01701 (Huang et al., 2016) and by (B) esterase PHE14 (Wang Y.L. et al., 2016).

(C) Kinetic resolution of rac-glycidyl phenyl ether into the (R)-enantiomer by the epoxide hydrolase REH (Woo et al., 2010). (D) Production of (R)-3MFG, a precursor

for (–)-paroxetine hydrochloride drug synthesis, employing the esterase PE8 (Wei et al., 2013). (E) Dehalogenation of monobromated carboxylic acids by the

L-haloacid dehalogenase HADIIBSW from Pseudoalteromonas sp. BSW20308 (Liao et al., 2015).

A lipase isolated from the marine bacteria Bacillus
pumilus B106, which was associated to a Halichondria rugosa
sponge, was also studied. This enzyme was characterized by
Zhang et al. (2009) through gene cloning and expression in
E. coli. An increase of 3.54-fold of the lipase activity employing
p-nitrophenylacetate and 1.31-fold of the cell concentration
was observed after improving the medium composition
for fermentation, and determining the optimal pH of 8.0
and temperature of 40◦C. It is also noteworthy that the use
of 10–20% of methanol improved the enzymatic activity,

whereas 30–40% of methanol, ethanol, 2-propanol, and DMSO
deactivated the enzyme.

Proteases from marine bacteria were also present in the
literature. An alkaline protease from a Bacillus cereus obtained
from crude oil at the Gulf of Khambhat (India) presented
tolerance to organic solvents, detergents (Triton X-100 and
Tween 80), and oxidizing ions. After purification, the enzyme
showed activity for casein hydrolysis with optimal conditions of
temperature at 60◦C and pH 8.0. Ions such as Li+, K+, Mg2+,
and Ba2+ did not affect the enzyme activity, unlike the improving
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effect of Ca2+ and the deactivating or reducing action of the ions
Cr3+, Zn2+, Cu2+, Hg2+, Pb2+, and Cd2+ (Shah et al., 2010).

Another alkaline protease was isolated from the marine
bacteria Staphylococcus saprophyticus BUU1 and presented
a broad range of temperature (10–80◦C) and pH (3-
12) for the hydrolysis of casein. The determined kinetic
parameters were a Km of 0.83 mg/mL and a Vmax of
592.86 mmol/min. This enzyme was also tested in the
presence of inhibitors such as metal ions, surfactants, oxidizing
agents, bleaching agents, and apolar solvents, and its stability
supports future industrial applications due to its resistance
(Uttatree and Charoenpanich, 2018).

The marine environment presents high concentrations
of halogenic compounds and ions. Therefore, the L-
haloacid dehalogenase PinHAD was identified and cloned
from the marine bacteria Psychromonas ingrahamii DSMZ
17664 isolated from Elson Lagoon (Alaska, United States),
showing good activity when applied to halogenated
compounds with short carbon chains (≤C3). This enzyme
was capable of dehalogenating monobromoacetic acid
with 100% conversion (Vmax = 0.6 µM min−1 mg−1 and
Km = 1.36 mM) and monochloroacetic acid with 62% conversion
(Novak et al., 2013).

An Arctic marine bacteria identified as Pseudoalteromonas
sp. BSW20308 also presented an L-haloacid dehalogenase
(HADIIBSW) in its genome, which was cloned, expressed, and
isolated (Figure 11E). The enzyme showed optimum activity
at 40◦C in the dehalogenation of monobromoacetic acid with
a conversion of 100% (Vmax = 13.22 µM min−1 mg−1

and Km = 0.15 mM). Moreover, (−)-S-2-bromopropionic
acid was also dehalogenated with a conversion of 41%
(Liao et al., 2015).

Polysaccharides are polymers generally produced from
renewable sources. These polymers have some important
properties, such as biocompatibility, bioadhesivity, biodegra-
dability, non-toxicity, low cost, easy availability, and wide uses
in food, biomedical, textile, biofuel, and cosmetic applications
(Aravamudhan et al., 2014).

Different types of enzymes from marine bacteria that carry
out hydrolysis of polysaccharides have been studied, including
chitinase, rhamnosidase, glucuronidase, agarase, xylosidase,
xylanase, cellulase, carrageenase, amylase, and fucoidanase. The
obtained products from the hydrolysis processes could be applied
mainly as food additives or for production of compounds with
pharmacological properties.

A chitinase gene cloned from the marine bacteria
Pseudoalteromonas tunicata CCUG 44952T allowed the
obtention of the enzyme PtChi19p, which belongs to the
chitinase family 19. The chitinase PtChi19p was active in
the hydrolysis of crystalline chitin (3 mU/ml, 16 mU/mg),
colloidal chitin (11 mU/ml, 60 mU/mg), and p-nitrophenyl
N-acetyl-β-D-glucosaminide (438.8 mU/ml, 2382 mU/mg)
(Figure 12A). Moreover, this enzyme presented antifungal
activity against Fusarium oxysporum, Armillaria mellea,
Trichophyton mentagrophytes, Microsporum gypseum, and
Aspergillus niger, which are well-known pathogenic fungi for
plants or humans (Garcia-Fraga et al., 2015).

In an interesting study approaching hydrolysis reactions,
a non-purified extract of the bacteria Novosphingobium sp.
PP1Y isolated from seawater of the harbor of Pozzuoli (Naples,
Italy) presented excellent L-rhamnosidase activity, hydrolyzing
both 1–2 and 1–6 interglycosidic bonds of flavonoid glycosides
(Figure 12B). This biocatalyst was employed in the production
of flavonoids, successfully employing naringin, rutin, and
neohesperidin dihydrochalcone as substrate (Notomista et al.,
2011; Izzo et al., 2014).

In a subsequent study, an α-L-rhamnosidase from
Novosphingobium sp. PP1Y was obtained by cloning and
overexpression in E. coli. The α-L-rhamnosidase was stable up to
45◦C and pH 6.9, hydrolyzing naringin, rutin, and neohesperidin
dihydrochalcone into their respective glycosylated flavonoids,
representing a potential valuable enzyme for the biotechnological
industry (Figure 12C) (De Lise et al., 2016).

A five-domain α-glucuronidase (SdeAgu115A) isolated
from the marine bacteria Saccharophagus degradans 2-40T,
isolated from a decomposing Spartina alterniflora at a
Chesapeake Bay salt marsh in Matthews County (United States)
(Andrykovitch and Marx, 1988), was active in the hydrolysis
of beechwood xylan (2470 µmol product/min/µmol enzyme),
spruce arabinoglucuronoxylan (917 µmol product/min/µmol
enzyme), and oat spelt xylan (24 µmol product/min/µmol
enzyme), which are substrates used for sugar conversion. The
α-glucuronidase family usually presents a four-domain enzyme
structure; the fifth domain identified by Wang W.J. et al. (2016)
using X-ray and other spectroscopy analyses revealed that its
presence implied a significant impact on monomer arrangement
and dimerization, influencing the enzyme activity and stability.

Since there are few studies about conformation and stability of
sulfatases, Neira et al. (2016) determined the structural features
assumed by the dimer 4-O-endosulfatase obtained from the
bacteria Vibrio sp. FC509, which was isolated from coastal
sediment in the Jiaozhou Bay (Qingdao, China) (Han et al., 2014).
This enzyme removed the 4-O-sulfate from chondroitin sulfate
and dermatan sulfate. Moreover, this study presented the optimal
pH (7–9) for enzymatic activity, the secondary structure (mixture
of α and β sheets), and observed that the dimer was not linked by
a disulfide bridge. In addition, thermal and chemical procedures
irreversibly denaturized the enzyme but did not completely
unfold the structure during heating.

Kim et al. (2004) also characterized an arylsulfatase, which
was obtained from the marine-derived bacteria Sphingomonas sp.
AS6330 isolated from the Southeastern coast of Korea (deposited
as KCTC 2817). After purification, the enzyme had a 12,800-
fold purity increase (97.2 U/mg) and presented a great activity
when used to cleave sulfate ester bonds from agar (97.7% of
sulfate bonds cleavage) and p-nitrophenyl sulfate (Km = 54.9mM,
Vmax = 113 mM/min) (Figure 13A).

An α-neoagarobiose enzyme (361 amino acids, 41 kDa) was
cloned from the marine bacteria Agarivorans gilvus WH0801
obtained from a seaweed at the coast of Weihai (China) (Du
et al., 2011). This enzyme degraded neoagarabiose producing 3,6-
anhydro-L-galactose and D-galactose, which are two examples of
sugars widely employed in health care and in the food industry
(Figure 13B) (Liu et al., 2016).
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FIGURE 12 | (A) Hydrolysis of p-nitrophenyl N-acetyl-β-D-glucosaminide by the chitinase PtChi19p (Garcia-Fraga et al., 2015). (B) Hydrolysis of flavonoid glycosides

by an L-rhamnosidase from Novosphingobium sp. P1Y (Izzo et al., 2014). (C) Production of glycosylated flavonoids by an α-L-rhamnosidase from Novosphingobium

sp. P1Y (De Lise et al., 2016).

A β-agarase gene was also identified in the A. gilvus
WH0801 genome by Liu et al. (2014). This enzyme was
cloned and expressed in E. coli and, after purification,

was capable of hydrolyzing agarose into neoagarotetraose
(30◦C, citric acid/Na buffer pH 6.0, Km = 5.97 mg/mL and
Vmax = 0.781 U/mg).
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FIGURE 13 | (A) Hydrolysis of sulfate group using an arylsulfatase enzyme (Kim et al., 2004). (B) Hydrolysis of neoagarobiose into 3,6-anhydro-L-galactose and

D-galactose (Liu et al., 2016). (C) D-xylulose production from β-1,3-xylan using employing the enzymes β-1,3-xylanase TxyA, β-1,3-xylosidase XloA, and D-xylose

isomerase XylA from Vibrio sp. XY-214 (Umemoto et al., 2012).

In another study, an isomerase obtained from Vibrio
sp. XY-214 isolated from sea mud at Ise Bay (Japan)
was cloned, expressed in E. coli, and identified as the D-
xylose isomerase XylA. Aiming for the fermentation of β-
1,3-xylan for ethanol production by Saccharomyces cerevisiae,
the previous reported enzymes β-1,3-xylanase TxyA and β-
1,3-xylosidase XloA, which were also obtained from Vibrio
sp. XY-214, were employed for saccharification of β-1,3-xylan
into the sugar D-xylose (Km = 7.93 mM). Then, D-xylose
was bio-converted using XylA into D-xylulose, which was
employed for fermentation with S. cerevisiae, providing a
basis for ethanol production from β-1,3-xylan (Figure 13C)
(Umemoto et al., 2012).

Cellulases are hydrolytic enzymes mostly used for decons-
truction of lignocellulosic biomass for production of biofuel
and different chemicals. Nowadays, this type of chemistry

has received great attention for obtention of second-
generation biofuels by the search of new microorganisms
and enzymes capable of carrying out this process with robustness
(Passos et al., 2018).

A cellulase isolated from the marine bacteria Bacillus sp. SR22
obtained from Siderastrea stellata colonies at Cabo Branco coral
reefs (Brazil) was resistant to variations of salt, temperature,
and pH. It is important to note that the enzymes produced by
Bacillus sp. SR22 were studied because this strain was able to
grow with carboxymethylcellulose and sugarcane bagasse as the
sole carbon source. This cellulase was identified as an endo-
β-1,4-glucanase with optimal conditions at pH 6.5 and 60◦C,
maintaining more than 80% of its residual activity after 1 h
of incubation in 1.5 M NaCl aqueous solution. The kinetic
parameters were 0.704 mg mL−L (Km) and 29.85 µmol mL−l

min−1 (Vmax) (dos Santos et al., 2018).
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Soil bacteria obtained from oak forest were also employed for
the biodegradation of cellulose and hemicellulose. The bacteria
Pedobacter O48 and Mucilaginibacter L294 showed activity to
decompose these and other polysaccharides present in wood
samples (Lopez-Mondejar et al., 2016). The soil bacteria B. cereus,
B. subtilis, and Bacillus thuringiensis from 57 isolates were the
only strains able to hydrolyze cellulose, reaching a maximum
activity of 0.440 IU/ml/min (Patagundi et al., 2014).

A ι-carrageenase gene was cloned from the bacteria
Wenyingzhuangia fucanilytica CZ1127T isolated from a seawater
sample at Jiaozhou Bay (China) (Chen et al., 2016) and expressed
in E. coli. The enzyme optimum activity was achieved at 25◦C
and pH 8. In addition, characterized as an endo-acting hydrolase,
this enzyme produced as major products tetrasaccharides,
disaccharides, and hexasaccharides, respectively. The kinetic
parameters obtained using ι-carrageenan as substrate were
1.12 µM (Km) and 560.75 s−1 (kcat) (Shen et al., 2017).

Amylases are one of the main hydrolases used in the food
industry. This sub-class of enzymes performs the hydrolysis of
starch for production of glucose units, which are largely used
as food sweeteners (De Souza and Magalhaes, 2010). However,
studies should be carried out to isolate and determine the optimal
experimental conditions for enzymatic catalysis of this reaction
for the achievement of greater results.

An alkaline and organic solvent-tolerant α-amylase
from Catenovulum sp. X3 isolated from seawater of the
coastal sea of Shantou (China) was expressed and cloned
in E. coli. After purification, this enzyme was applied to
biohydrogen production by starch saccharification, and
was also able to hydrolase amylopectin and amylose. The
performed hydrogen production by starch fermentation
was 3.73-fold higher with the amylase treatment than
without the enzyme use. The optimum enzyme activity
was observed at 35◦C and pH 9.0 with maltose as the
main oligosaccharide obtained from the hydrolysis reaction
(Wu et al., 2017).

In a more recent work, a recombinant fucoidanase from
the marine bacteria Formosa algae KMM 3553T isolated from
the brown algae Fucus evanescens (Kraternaya Bay, Russia)
(Ivanova et al., 2004) was applied to the hydrolysis of
fucoidan into different derivatives. The polysaccharide was
mainly hydrolyzed into tetrasaccharides (45% of the obtained
products) and a polysaccharide fraction of high-molecular-
weight products (HMP, 55% of the obtained products). The
fucoidan and HMP were able to inhibit the growth of colon
carcinoma cells DLD-1, HCT-116, and HT-29. Moreover, HMP
presented a better cytotoxic activity than the native fucoidan
(Silchenko et al., 2013, 2018).

Therefore, hydrolases from marine bacteria were applied
for different purposes in biotechnological processes, showing
the potential of marine enzymes for the chemical industry
from different sectors, including pharmaceutical, food, and
biomass processing.

Lyases

The lyases are a class of enzymes that cleave C–C, C–
O, C–N, and other bonds, without performing a hydrolysis

or an oxidation reaction. These biocatalysts catalyze very
important transformations, and their activity and stability
should be evaluated (McDonald et al., 2015).

Lyases from marine bacteria were assessed. For example,
retinal was produced from β-carotene using a recombinant
β-carotene 15,15′-dioxygenase enzyme from an unculturable
strain (GenBank accession number AAY68319), which was
cloned in E. coli. It is important to note that to dissolve
the β-carotene, detergent micelles were produced using
toluene as organic solvent and Tween 20, allowing the
solubilization of β-carotene in tricine/KOH buffer and the
enzymatic catalysis for retinal production (Figure 14A)
(Kim et al., 2010).

In another study, researches employed a metagenomic library
screening for obtention of a fumarase from an unculturable
marine bacteria. The fumarase fumF gene was subcloned
into a pETBlue-2 vector, which was expressed in E. coli and
purified. After purification, the enzyme was active for the
catalysis of fumarate hydration into L-malate, showing optimal
activity at 55◦C, pH 8.5, and 5 mM of Mg2+ (Figure 14B)
(Jiang et al., 2010).

Aiming for extreme enzymes, a thermophilic gene from
Thermotoga maritima MSB8 isolated from anaerobic marine
mud at the Vulcano island (Italy) was identified as a rhamnulose
1-phosphate aldolase. After cloning and expression in E. coli,
the purified enzyme showed optimal activity at 95◦C and was
activated by Co2+ instead of Zn2+, as usually observed for E. coli
(Nelson et al., 2001; Oroz-Guinea et al., 2015).

The enzyme also retained 90% of its activity in the
presence of acetonitrile (40%) and maintained 50% of the
initial activity until 3 h at 115◦C. The kinetic parameters for
rhamnulose-1-phosphate were determined as Km = 3.6 mM and
kcat/Km = 0.7 × 103 s−0 M−0 at room temperature. The enzyme
also catalyzed the aldol reaction between dihydroxyacetone
phosphate (DHAP) and four different aldehydes in good
conversions and times (Figure 14C) (Oroz-Guinea et al., 2015).

Another hyper-thermophilic transaldolase was also identified
in T. maritima MSB8 genome and obtained by gene cloning
and expression in E. coli. The transaldolase TAL was able to
catalyze the aldol reaction between D-fructose-6-phosphate
and D-erythrose-4-phosphate to produce sedoheptulose-7-
phosphate, which is an important precursor for compounds
with biological applications, biofuels, and carbohydrates
(Figure 14D). This enzyme also maintained up to 50% of its
activity until 198 h at 60◦C and 13 h at 80◦C (Huang et al., 2012).

A extremophilic leucine dehydrogenase gene from
Alcanivorax dieselolei B-5(T) (Marine Culture Collection of
China 1A02288) isolated from surface seawater at Bohai Sea
(China) (Liu and Shao, 2005) was cloned and expressed in
E. coli, presenting a specific activity of 0.88 U/mg and affinity to
catalyze reactions in cold temperatures, 0–37◦C (Figure 15A).
Trimethylpyruvic acid was employed as substrate and the leucine
dehydrogenase enzyme produced L-tert-leucine, which is an
important construction block for chiral drugs (Jiang et al., 2016).

Another dehydrogenase enzyme was used for degradation
of CL-20, a cyclic nitramine explosive. The employed enzyme
was obtained from the bacteria Clostridium sp. EDB2 isolated

Frontiers in Microbiology | www.frontiersin.org 22 August 2019 | Volume 10 | Article 1453

https://www.frontiersin.org/journals/microbiology/
https://www.frontiersin.org/
https://www.frontiersin.org/journals/microbiology#articles


Birolli et al. Marine-Derived Enzymes Applications in Biocatalysis

FIGURE 14 | (A) Production of retinal from β-carotene using a β-carotene 15,15′-dioxygenase (Kim et al., 2010). (B) Obtention of L-malate by hydration of fumarate

catalyzed by a fumarase enzyme (Jiang et al., 2010). (C) Aldol reaction by a thermophilic aldolase isolated from T. maritima MSB8 (Oroz-Guinea et al., 2015).

(D) Production of sedoheptulose-7-phosphate by a thermophilic transaldolase isolated from T. maritima MSB8 (Huang et al., 2012).

from marine sediment at the Halifax harbor (Canada). In an
anaerobic system, four identified metabolites produced after
15 min of reaction (18.5 nmol of CL-20 per mg of protein)
allowed the proposition of at least three different pathways for
biodegradation (Figure 15B) (Bhushan et al., 2004, 2005).

In another biotransformation study, a specific nitrile hydratase
isolated from themarine spongeAplysina cavernicola or one of its
symbiotic microorganisms obtained at the island of Elba (Italy)
biotransformed aeroplysinin-1 (AERO) into the dienone amide
verongiaquinol (DAV) (Figure 15C). These two compounds
(AERO and DAV) presented strong antibiotic activity and were
produced as a defense response to predators using brominated
isoxazoline alkaloids as precursors. The enzyme was highly
specific since it did not catalyze reactions with AERO analogs
with small differences at the structure (Lipowicz et al., 2013).

A different type of enzyme, a carbonic anhydrase (CA)
able to hydrate CO2, was also obtained from the marine

bacteria Hydrogenovibrio marinus DSM 11271 isolated from
seawater at Shonan Coast (Japan). The enzymatic structure
presented an unusual N-terminal extension when compared
to mesophilic bovine CA; this difference probably improved
the enzyme solubility in solvents, stability to anionic inhibitors
(NO3

−, NO2
−, and Cl−), and halotolerance. Therefore,

this enzyme could be a potent biocatalyst to capture and
utilize CO2 in high-salt environments (Nishihara et al., 1991;
Jo et al., 2018).

Studies involving alginate lyases were performed, and a gene
from the marine bacterium Vibrio sp. NJU-03 was cloned and
expressed in E. coli. The alginate lyase AlgNJU-03 was versatile
in the catalysis of poly α-L-guluronate (Km = 4.00 mM), alginate
(Km = 8.50 mM), and poly β-D-mannuronate (Km = 10.94 mM),
releasing disaccharides, trisaccharides, and tetrasaccharides as
major products. The optimum pH and temperature were
7.0 and 30◦C, respectively, which is an interesting condition
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FIGURE 15 | (A) Biotransformation of trimethylpyruvic acid in L-tert-leucine by a leucine dehydrogenase from A. dieselolei B–5(T) (Jiang et al., 2016).

(B) Biotransformation of CL-50 by a dehydrogenase obtained from Clostridium sp. EDB2 (Bhushan et al., 2005). (C) Biotransformation of aeroplysinin-1 by a nitrile

hydratase into a dienone amide antibiotic (Lipowicz et al., 2013). (D) Phosphorylation of the nucleotide inosine by purine nucleoside phosphorylase enzyme from

Pseudoalteromonas sp. XM2107 (Wang et al., 2010). (E) The use of the flavin-dependent nitrone synthase OxaD from the fungus P. oxalicum F30 for roquefortine C

biotransformation (Newmister et al., 2016).
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to produce oligosaccharides with low polymerization degree
(Zhu B.W. et al., 2018).

Another alginate lyase was obtained from the marine bacteria
Vibrio furnissii H1 isolated from rotten seaweed at Lianyungang
City (China). This enzyme was purified and characterized as a
35.8-kDa protein with 2.40 U/mg of enzyme activity and 7.5 and
40◦C of optimal pH and temperature, respectively. The kinetic
parameters using sodium alginate as substrate were 2.28 mg/mL
(Km) and 2.81 U/mg (Vmax), producing di-, tri-, and tetra-
alginate oligosaccharides. Moreover, this enzyme was able to
degrade polyguluronate and polymannuronate polysaccharides
(Zhu X.Y. et al., 2018).

In summary, marine lyases were employed for different
purposes, including the production of different building
blocks, oligosaccharides, and biotransformation and
biodegradation reactions.

Ligases

Ligases from marine microorganisms were poorly studied, and
for our knowledge, just one enzyme was reported in the literature.
A purine nucleoside phosphorylase was obtained from the
marine bacteria Pseudoalteromonas sp. XM2107 genome and
was active in the phosphorylation of the nucleotide inosine
(Figure 15D) (Wang et al., 2010). Therefore, this class of enzymes
should be better explored.

The International Union of Biochemistry and Molecular
Biology (IUBMB) classified the enzymes in six groups
(oxidoreductases, transferases, hydrolases, lyases, isomerases,
and ligases). As observed in this review, four of these classes
(oxidoreductases, hydrolases, lyases, and ligases) were studied,
and isolated enzymes were applied in biotechnological
applications, or had its stability assessed under different solvents,
media, pH, temperature, and other conditions. These studies are
very important to enrich the development of Green Chemistry,
replacing processes based on conventional chemistry and oil
derivatives for renewable resources and sustainable technologies.

Fungal Enzymes
Few examples of marine enzymes isolated from fungi have
been reported in the literature. This can be due to the
difficulty, when compared to bacterial strains, for adaptation of
these microorganisms to differing conditions from the marine
environment. The period of growth and obstacles for large-scale
fermentation could also contribute to the reduced number of
studies using fungi and other microorganisms such as algae,
sponges, and yeasts. In addition to these challenges, there are
few groups studying biotechnological processes by marine fungi,
offering an opportunity to researchers in this area.

An interesting study presented a statistical optimization of
the production of an agarase using a semi-solid fermentation
process and Palisada perforata as basal substrate. This agarase was
obtained from the fungus Dendryphiella arenaria isolated from
the red alga P. perforata (Red Sea, Egypt). The optimum activity
was 7.69 U ml−l, and the saccharification of seaweed using crude
agarase produced 26.15 mg g−1 of sugars (Gomaa et al., 2017).

Another statistical optimization was performed by Gomaa
et al. (2018) for the saccharification of the polysaccharides
fucoidan and alginate from the brown macroalgae Sargassum

latifolium using the enzymes fucoidanase and alginate lyase from
the same fungus D. arenaria. The best activity was 24 U ml−l,
providing the reduction of 365mg g−g of fucoidan and 439.66mg
g−g of alginate. These results represent a great achievement for
the production of biofuels from marine seaweed.

A fascinating study approached the enzyme OxaD, a flavin-
dependent nitrone synthase that was cloned from the fungus
Penicillium oxalicum F30 genome (GenBank: KX601657)
and expressed in E. coli. Both cofactors NADH and NADPH
were able to biotransform roquefortine C into different
products (nitrone, hydrated product, MeOH adduct, and
hydroxylamine derivatives) (Figure 15E). Moreover, the
compound notoamide S was also transformed by the enzyme
OxaD into a different compound though a 2,3-indole epoxidation
reaction (Newmister et al., 2016).

The reduced number of studied enzymes from fungi shows
that the extensive potential of the sea is still unknown and
poorly explored for biocatalysis, constituting an opportunity for
researches. Moreover, enzymes from marine bacteria and fungi
should be evaluated in terms of reactional yield, enantiomeric
excess, and productivity, aiming for pilot testing and large-scale
applications. Otherwise, these marine biocatalysts will remain
forgotten in the literature.

CONCLUSION AND PERSPECTIVE

Bacteria and fungi have been used as whole-cell biocatalysts in
different biotechnological processes, including reactions aiming
for specific products and the development of biotransformation/
biodegradation reactions. The screening of different strains for
a desired reaction in whole-cell processes was an important
approach for the obtention of interesting catalysts, which
enabled the production of different compounds with simplified
procedures and reduced costs. However, more sophisticated
approaches employing the cloning and expression of enzymes
were explored in the recent literature.

A significant number of studies were reported aiming
for the identification, isolation, and production of bacterial
enzymes; however, few studies of enzymes from fungi were
presented, although studies with whole cells of fungi showed
the potential of these eukaryotic microorganisms for biocatalysis.
Probably, this reduced number of investigations is related
to the decreased number of research groups in this area,
when compared with bacterial enzymes. In addition, it is
noteworthy that these strains must be correctly isolated,
identified, and deposited in registered libraries, making their
genomes available.

Comparisons between microorganisms from different
environments might also be performed, including optative
marine species, which also present terrestrial strains that can be
studied. Moreover, the presented biocatalytic methods should
be evaluated in terms of productivity and enantioselectivity for
development of large-scale processes, turning into reality the
potential of these marine catalysts.

Although analytical techniques for compound identification
have greatly advanced, many studies involving organic
compounds employing catalysis by whole-cells or enzymes
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did not present the characterization of the obtained products.
Unfortunately, this is probably a result of purification difficulties
for the obtention of materials from biotechnological processes
often performed on small scale.

Future biotechnological studies and process development
should rely on molecular biology for the obtention of enzymes
with unique natural properties, as that reported for marine
microorganisms, but with improved efficiency provided by
directed evolution. Researchers should also focus on the
elucidation of the enzymatic mechanisms of reaction and the
expansion of the substrate scope of the already presented
enzymes, which would promote the discovery of new applications
of the studied biocatalysts.

AUTHOR CONTRIBUTIONS

WB was responsible for summarizing 50% of the approached
papers, generating a full text with all the authors contributions,
organizing, reviewing, and submitting the manuscript. RL

summarized the other 50% of the approached literature. AP
overviewed the writing process and revised the manuscript with
corrections and suggestions.

FUNDING

AP thanks Fundação de Amparo à Pesquisa do Estado de São
Paulo (FAPESP, Grant Nos. 2012/19934-0 and 2014/18257-0) and
Conselho Nacional de Desenvolvimento Científico e Tecnológico
(CNPq, Grant No. 400202/2014-0) for funding. WB is grateful to
CNPq (Grant No. 141656/2014-0) for his doctorate scholarship.

ACKNOWLEDGMENTS

WB thanks FAPESP (Grant No. 2017/19721-0), and RL
thanks CNPq (Grant No. 151453/2018-7) for their postdoctoral
fellowships, which made possible their full-time dedication to
research and finalization of this article.

REFERENCES

Alvarenga, N., and Porto, A. L. M. (2017). Stereoselective reduction of

2-azido-1-phenylethanone derivatives by whole cells of marine-derived fungi

applied to synthesis of enantioenriched beta-hydroxy-1,2,3-triazoles. Biocatal.

Biotransformation 35, 388–396. doi: 10.1080/10242422.2017.1352585

Alvarenga, N., Birolli, W. G., Seleghim, M. H. R., and Porto, A. L. M. (2014).

Biodegradation of methyl parathion by whole cells of marine-derived fungi

Aspergillus sydowii and Penicillium decaturense. Chemosphere 117, 47–52. doi:

10.1016/j.chemosphere.2014.05.069

Andrykovitch, G., and Marx, I. (1988). Isolation of a new polysaccharide-digesting

bacterium from a salt-marsh. Appl. Environ. Microbiol. 54, 1061–1062.

Araujo, L. S., Kagohara, E., Garcia, T. P., Pellizari, V. H., and Andrade, L. H.

(2011). Screening of microorganisms producing cold-active oxidoreductases

to be applied in enantioselective alcohol oxidation. An antarctic survey. Mar.

Drugs 9, 889–905. doi: 10.3390/md9050889

Aravamudhan, A., Ramos, D. M., Nada, A. A., and Kumbar, S. G. (2014). “Natural

polymers: polysaccharides and their derivatives for biomedical applications,” in

Natural and Synthetic Biomedical Polymers, eds S. G. Kumbar, C. T. Laurencin,

and M. Deng (Amsterdam: Elsevier), 67–89. doi: 10.1016/B978-0-12-396983-

5.00004-1

Arora, P. K., and Jain, R. K. (2012). Biotransformation of 4-chloro-2-nitrophenol

into 5-chloro-2-methylbenzoxazole by a marine Bacillus sp. strain MW-1.

Biodegradation 23, 325–331. doi: 10.1007/s10532-011-9512-y

Barzkar, N., Homaei, A., Hemmati, R., and Patel, S. (2018). Thermostable marine

microbial proteases for industrial applications: scopes and risks. Extremophiles

22, 335–346. doi: 10.1007/s00792-018-1009-8

Bergstrand, L. H., Cardenas, E., Holert, J., Van Hamme, J. D., and Mohn,

W. W. (2016). Delineation of steroid-degrading microorganisms through

comparative genomic analysis. mBio 7:e00166. doi: 10.1128/mBio.

00166-16

Beygmoradi, A., Homaei, A., Hemmati, R., Santos-Moriano, P., Hormigo, D., and

Fernández-Lucas, J. (2018). Marine chitinolytic enzymes, a biotechnological

treasure hidden in the ocean? Appl. Microbiol. Biotechnol. 102, 9937–9948.

doi: 10.1007/s00253-018-9385-7

Bhushan, B., Halasz, A., and Hawari, M. (2005). Biotransformation of CL-20 by a

dehydrogenase enzyme from Clostridium sp. EDB2.Appl. Microbiol. Biotechnol.

69, 448–455. doi: 10.1007/s00253-005-1992-4

Bhushan, B., Halasz, A., Thiboutot, S., Ampleman, G., and Hawari, J. (2004).

Chemotaxis-mediated biodegradation of cyclic nitramine explosives RDX,

HMX, and CL-20 by Clostridium sp. EDB2. Biochem. Biophys. Res. Commun.

316, 816–821. doi: 10.1016/j.bbrc.2004.02.120

Birolli, W. G., Ferreira, I. M., Alvarenga, N., Santos, D. A., de Matos, I. L.,

Comasseto, J. V., et al. (2015). Biocatalysis and biotransformation in Brazil: an

overview. Biotechnol. Adv. 33, 481–510. doi: 10.1016/j.biotechadv.2015.02.001

Birolli, W. G., Ferrreira, I. M., Jimenez, D. E. Q., Silva, B. N. M., Silva, B. V., Pinto,

A. C., et al. (2017). First asymmetric reduction of isatin bymarine-derived fungi.

J. Braz. Chem. Soc. 28, 1023–1029. doi: 10.21577/0103-5053.20160256

Birolli, W. G., Santos, D. D., Alvarenga, N., Garcia, A., Romao, L. P. C., and

Porto, A. L. M. (2018). Biodegradation of anthracene and several PAHs by the

marine-derived fungus Cladosporium sp. CBMAI 1237. Mar. Pollut. Bull. 129,

525–533. doi: 10.1016/j.marpolbul.2017.10.023

Blunt, J. W., Carroll, A. R., Copp, B. R., Davis, R. A., Keyzers, R. A., and Prinsep,

M. R. (2018). Marine natural products. Nat. Prod. Rep. 35, 8–53. doi: 10.1039/

c7np00052a

Bonugli-Santos, R. C., Vasconcelos, M. R. D., Passarini, M. R. Z., Vieira, G. A. L.,

Lopes, V. C. P., Mainardi, P. H., et al. (2015). Marine-derived fungi: diversity

of enzymes and biotechnological applications. Front. Microbiol. 6:269. doi: 10.

3389/fmicb.2015.00269

Bovio, E., Gnavi, G., Prigione, V., Spina, F., Denaro, R., Yakimov, M., et al. (2017).

The culturable mycobiota of a Mediterranean marine site after an oil spill:

isolation, identification and potential application in bioremediation. Sci. Total

Environ. 576, 310–318. doi: 10.1016/j.scitotenv.2016.10.064

Brandao, P. F. B., and Bull, A. T. (2003). Nitrile hydrolysing activities of deep-

sea and terrestrial mycolate actinomycetes. Antonie Leeuwenhoek 84, 89–98.

doi: 10.1023/A:1025409818275

Chen, B. S., Liu, H., de Souza, F. Z. R., and Liu, L. (2017). Organic solvent-tolerant

marinemicroorganisms as catalysts for kinetic resolution of cyclic beta-hydroxy

ketones.Mar. Biotechnol. 19, 351–360. doi: 10.1007/s10126-017-9755-7

Chen, F., Chang, Y. G., Dong, S. J., and Xue, C. H. (2016). Wenyingzhuangia

fucanilytica sp. nov., a sulfated fucan utilizing bacterium isolated from shallow

coastal seawater. Int. J. Syst. Evol. Microbiol. 66, 3270–3275. doi: 10.1099/ijsem.

0.001184

Cheung, S., McCarl, V., Holmes, A. J., Coleman, N. V., and Rutledge, P. J. (2013).

Substrate range and enantioselectivity of epoxidation reactions mediated by the

ethene-oxidising Mycobacterium strain NBB4. Appl. Microbiol. Biotechnol. 97,

1131–1140. doi: 10.1007/s00253-012-3975-6

Chun, H. K., Ohnishi, Y., Misawa, N., Shindo, K., Hayashi, M., Harayama, S.,

et al. (2001). Biotransformation of phenanthrene and 1-methoxynaphthalene

with streptomyces lividans cells expressing a marine bacterial phenanthrene

dioxygenase gene cluster. Biosci. Biotechnol. Biochem. 65, 1774–1781. doi: 10.

1271/bbb.65.1774

Cui, Y., Fanga, L., Guo, X.,Wang, X.,Wang, Y., Li, P., et al. (2018). Responses of soil

microbial communities to nutrient limitation in the desert-grassland ecological

Frontiers in Microbiology | www.frontiersin.org 26 August 2019 | Volume 10 | Article 1453

https://doi.org/10.1080/10242422.2017.1352585
https://doi.org/10.1016/j.chemosphere.2014.05.069
https://doi.org/10.1016/j.chemosphere.2014.05.069
https://doi.org/10.3390/md9050889
https://doi.org/10.1016/B978-0-12-396983-5.00004-1
https://doi.org/10.1016/B978-0-12-396983-5.00004-1
https://doi.org/10.1007/s10532-011-9512-y
https://doi.org/10.1007/s00792-018-1009-8
https://doi.org/10.1128/mBio.00166-16
https://doi.org/10.1128/mBio.00166-16
https://doi.org/10.1007/s00253-018-9385-7
https://doi.org/10.1007/s00253-005-1992-4
https://doi.org/10.1016/j.bbrc.2004.02.120
https://doi.org/10.1016/j.biotechadv.2015.02.001
https://doi.org/10.21577/0103-5053.20160256
https://doi.org/10.1016/j.marpolbul.2017.10.023
https://doi.org/10.1039/c7np00052a
https://doi.org/10.1039/c7np00052a
https://doi.org/10.3389/fmicb.2015.00269
https://doi.org/10.3389/fmicb.2015.00269
https://doi.org/10.1016/j.scitotenv.2016.10.064
https://doi.org/10.1023/A:1025409818275
https://doi.org/10.1007/s10126-017-9755-7
https://doi.org/10.1099/ijsem.0.001184
https://doi.org/10.1099/ijsem.0.001184
https://doi.org/10.1007/s00253-012-3975-6
https://doi.org/10.1271/bbb.65.1774
https://doi.org/10.1271/bbb.65.1774
https://www.frontiersin.org/journals/microbiology/
https://www.frontiersin.org/
https://www.frontiersin.org/journals/microbiology#articles


Birolli et al. Marine-Derived Enzymes Applications in Biocatalysis

transition zone. Sci. Total Environ. 642, 45–55. doi: 10.1016/j.scitotenv.2018.06.

033

Dalmaso, G. Z. L., Ferreira, D., and Vermelho, A. B. (2015). Marine extremophiles:

a source of hydrolases for biotechnological applications. Mar. Drugs 13, 1925–

1965. doi: 10.3390/md13041925

D’Souza, E., Fulke, A. B., Mulani, N., Ram, A., Asodekar, M., Narkhede, N., et al.

(2017). Decolorization of Congo red mediated by marine Alcaligenes species

isolated from Indian West coast sediments. Environ. Earth Sci. 76:721. doi:

10.1007/s12665-017-7077-8

De Jesus, H. C. R., Jeller, A. H., Debonsi, H. M., Alves, P. B., and Porto, A. L. M.

(2017). Multiple monohydroxylation products from rac-camphor by marine

fungus Botryosphaeria sp. isolated frommarine alga Bostrychia radicans. J. Braz.

Chem. Soc. 28, 498–504. doi: 10.21577/0103-5053.20160262

De Lise, F., Mensitieri, F., Tarallo, V., Ventimiglia, N., Vinciguerra, R., Tramice, A.,

et al. (2016). RHA-P: isolation, expression and characterization of a bacterial α-

L-rhamnosidase from Novosphingobium sp. PP1Y. J. Mol. Catal. B Enzym. 134,

136–147. doi: 10.1016/j.molcatb.2016.10.002

De Oliveira, J. R., Mizuno, C. M., Seleghim, M. H. R., Javaroti, D. C. D., Rezende,

M. O. O., Landgraf, M. D., et al. (2013). Biotransformation of phenylacetonitrile

to 2-hydroxyphenylacetic acid by marine fungi. Mar. Biotechnol. 15, 97–103.

doi: 10.1007/s10126-012-9464-1

DeOliveira, J. R., Seleghim,M.H. R., and Porto, A. L.M. (2014). Biotransformation

of methylphenylacetonitriles by Brazilian marine fungal strain Aspergillus

sydowii CBMAI 934: eco-friendly reactions. Mar. Biotechnol. 16, 156–160. doi:

10.1007/s10126-013-9534-z

De Souza, P. M., and Magalhaes, P. D. E. (2010). Application of microbial alpha-

amylase in industry—a review. Braz. J. Microbiol. 41, 850–861. doi: 10.1590/

s1517-83822010000400004

De Vitis, V., Guidi, B., Contente, M. L., Granato, T., Conti, P., Molinari, F.,

et al. (2015). Marine microorganisms as source of stereoselective esterases

and ketoreductases: kinetic resolution of a prostaglandin intermediate. Mar.

Biotechnol. 17, 144–152. doi: 10.1007/s10126-014-9602-z

Devi, P., Naik, C. G., and Rodrigues, C. (2006). Biotransformation of citrinin

to decarboxycitrinin using an organic solvent-tolerant marine bacterium,

Moraxella sp. MB1. Mar. Biotechnol. 8, 129–138. doi: 10.1007/s10126-005-

5021-5

Devi, P., Wahidullah, S., Sheikh, F., Pereira, R., Narkhede, N., Amonkar, D.,

et al. (2017). Biotransformation and detoxification of xylidine orange dye using

immobilized cells of marine-derived Lysinibacillus sphaericus D3. Mar. Drugs

15:30. doi: 10.3390/md15020030

dos Santos, Y. Q., de Veras, B. O., de Franca, A. F. J., Gorlach-Lira, K., Velasques,

J., Migliolo, L., et al. (2018). A new salt-tolerant thermostable cellulase from a

marine Bacillus sp. strain. J. Microbiol. Biotechnol. 28, 1078–1085. doi: 10.4014/

jmb.1802.02037

Du, Z. J., Lv, G. Q., Rooney, A. P., Miao, T. T., Xu, Q. Q., and Chen, G. J. (2011).

Agarivorans gilvus sp. nov. isolated from seaweed. Int. J. Syst. Evol. Microbiol.

61, 493–496. doi: 10.1099/ijs.0.019810-0

Duarte, A. W. F., dos Santos, J. A., Vianna, M. V., Vieira, J. M. F., Mallagutti,

V. H., Inforsato, F. J., et al. (2018). Cold-adapted enzymes produced by fungi

from terrestrial and marine Antarctic environments. Crit. Rev. Biotechnol. 38,

600–619. doi: 10.1080/07388551.2017.1379468

Eidani, S. Z., Shahraki, M. K., Gasemisakha, F., Hahsemi, M., and Bambai, B.

(2012). Cloning and expression of alkane hydroxylase-1 from Alcanivorax

borkumensis in Escherichia coli. Toxicol. Ind. Health 28, 560–565. doi: 10.1177/

0748233711416953

El Sayed, K. A., Laphookhieo, S., Baraka, H. N., Yousaf, M., Hebert, A., Bagaley,

D., et al. (2008). Biocatalytic and semisynthetic optimization of the anti-

invasive tobacco (1S,2E,4R,6R,7E,11E)-2,7,11-cembratriene-4,6-diol. Bioorg.

Med. Chem. 16, 2886–2893. doi: 10.1016/j.bmc.2007.12.056

Faber, K. (2011). Biotransformations in Organic Chemistry. Berlin: Springer-Verlag.

Feng, Z., Nenkep, V. N., Yun, K., Zhang, D., Choi, H. D., Kang, J. S., et al. (2010).

Biotransformation of bioactive (–)-mellein by a marine isolate of bacterium

Stappia sp. J. Microbiol. Biotechnol. 20, 985–987.

Fernandes, P. (2014). Marine enzymes and food industry: insight on existing and

potential interactions. Front. Mar. Sci. 1:46. doi: 10.3389/fmars.2014.00046

Ferreira, I. M., de Vasconcellos, S. P., da Cruz, J. B., Comasseto, J. V., Porto,

A. L. M., and Rocha, L. C. (2015a). Hydrogenation of bis-α, β-unsaturated

enones mediated by filamentous fungi. Biocatal. Agric. Biotechnol. 4, 144–149.

doi: 10.1016/j.bcab.2015.03.001

Ferreira, I. M., Meira, E. B., Rosset, I. G., and Porto, A. L. M. (2015b).

Chemoselective biohydrogenation of alpha, beta- and alpha, beta, gamma,

delta-unsaturated ketones by the marine-derived fungus Penicillium citrinum

CBMAI 1186 in a biphasic system. J. Mol. Catal. B Enzym. 115, 59–65. doi:

10.1016/j.molcatb.2015.01.017

Ferreira, I. M., Rocha, L. C., Yoshioka, S. A., Nitschke, M., Jeller, A. H., Pizzuti,

L., et al. (2014). Chemoselective reduction of chalcones by whole hyphae of

marine fungus Penicillium citrinum CBMAI 1186, free and immobilized on

biopolymers. Biocatal. Agric. Biotechnol. 3, 358–364.

Fuse, H., Takimura, O., Murakami, K., Inoue, H., and Yamaoka, Y. (2003).

Degradation of chlorinated biphenyl, dibenzofuran, and dibenzo-p-dioxin by

marine bacteria that degrade biphenyl, carbazole, or dibenzofuran. Biosci.

Biotechnol. Biochem. 67, 1121–1125. doi: 10.1271/bbb.67.1121

Gangola, S., Sharma, A., Bhatt, P., Khati, P., and Chaudhary, P. (2018). Presence

of esterase and laccase in Bacillus subtilis facilitates biodegradation and

detoxification of cypermethrin. Sci. Rep. 8:12755. doi: 10.1038/s41598-018-

31082-5

Garcia-Fraga, B., da Silva, A. F., Lopez-Seijas, J., and Sieiro, C. (2015). A novel

family 19 chitinase from the marine-derived Pseudoalteromonas tunicata

CCUG 44952T: heterologous expression, characterization and antifungal

activity. Biochem. Eng. J. 93, 84–93. doi: 10.1016/j.bej.2014.09.014

Gomaa, M., Fawzy, M. A., Hifney, A. F., and Abdel-gawad, K. M. (2018).

Optimization of enzymatic saccharification of fucoidan and alginate from

brown seaweed using fucoidanase and alginate lyase from the marine fungus

Dendryphiella arenaria. J. Appl. Phycol. 31, 1955–1965. doi: 10.1007/s10811-

018-1685-x

Gomaa, M., Hifney, A. F., Fawzy, M. A., and Abdel-Gawad, K. M. (2017).

Statistical optimization of culture variables for enhancing agarase production

by Dendryphiella arenaria utilizing Palisada perforata (Rhodophyta) and

enzymatic saccharification of the macroalgal biomass. Mar. Biotechnol. 19,

592–600. doi: 10.1007/s10126-017-9778-0

Han, W. J., Wang, W. S., Zhao, M., Sugahara, K., and Li, F. C. (2014). A novel

eliminase from a marine bacterium that degrades hyaluronan and chondroitin

sulfate. J. Biol. Chem. 289, 27886–27898. doi: 10.1074/jbc.M114.590752

Haritash, A. K., and Kaushik, C. P. (2009). Biodegradation aspects of polycyclic

aromatic hydrocarbons (PAHs): a review. J. Hazard. Mater. 169, 1–15. doi:

10.1016/j.jhazmat.2009.03.137

Huang, J. L., Zhang, Y., and Hu, Y. F. (2016). Functional characterization of a

marine Bacillus esterase and its utilization in the stereo-selective production

of D-methyl lactate. Biotechnol. Appl. Biochem. 180, 1467–1481. doi: 10.1007/

s12010-016-2180-y

Huang, J. X., Ning, G. J., Li, F. L., and Sheng, G. D. (2015). Biotransformation of 2,4-

dinitrotoluene by obligate marine Shewanella marisflavi EP1 under anaerobic

conditions. Bioresour. Technol. 180, 200–206. doi: 10.1016/j.biortech.2014.

12.108

Huang, S. Y., Zhang, Y. H. P., and Zhong, J. J. (2012). A thermostable recombinant

transaldolase with high activity over a broad pH range. Appl. Microbiol.

Biotechnol. 93, 2403–2410. doi: 10.1007/s00253-011-3578-7

Huo, Y. Y., Rong, Z., Jian, S. L., Xu, C. D., Li, J. X., and Xu, X. W. (2017). A novel

halotolerant thermoalkaliphilic esterase from marine bacterium Erythrobacter

seohaensis SW-135. Front. Microbiol. 8:2315. doi: 10.3389/fmicb.2017.02315

Ivanova, E. P., Alexeeva, Y. V., Flavier, S., Wright, J. P., Zhukova, N. V., Gorshkova,

N. M., et al. (2004). Formosa algae gen. nov., sp nov., a novel member of

the family Flavobacteriaceae. Int. J. Syst. Evol. Microbiol. 54(Pt 3), 705–711.

doi: 10.1099/ijs.0.02763-0

Izzo, V., Tedesco, P., Notomista, E., Pagnotta, E., Di Donato, A., Trincone, A.,

et al. (2014). α-Rhamnosidase activity in the marine isolate Novosphingobium

sp. PP1Y and its use in the bioconversion of flavonoids. J. Mol. Catal. B Enzym.

105, 95–103. doi: 10.1016/j.molcatb.2014.04.002

Jensen, C. N., Cartwright, J., Ward, J., Hart, S., Turkenburg, J. P., Ali, S. T.,

et al. (2012). A flavoprotein monooxygenase that catalyses a Baeyer–Villiger

reaction and thioether oxidation using NADH as the nicotinamide cofactor.

Chembiochem 13, 872–878. doi: 10.1002/cbic.201200006

Jiang, C. J., Wu, L. L., Zhao, G. C., Shen, P. H., Jin, K., Hao, Z. Y., et al. (2010).

Identification and characterization of a novel fumarase gene by metagenome

Frontiers in Microbiology | www.frontiersin.org 27 August 2019 | Volume 10 | Article 1453

https://doi.org/10.1016/j.scitotenv.2018.06.033
https://doi.org/10.1016/j.scitotenv.2018.06.033
https://doi.org/10.3390/md13041925
https://doi.org/10.1007/s12665-017-7077-8
https://doi.org/10.1007/s12665-017-7077-8
https://doi.org/10.21577/0103-5053.20160262
https://doi.org/10.1016/j.molcatb.2016.10.002
https://doi.org/10.1007/s10126-012-9464-1
https://doi.org/10.1007/s10126-013-9534-z
https://doi.org/10.1007/s10126-013-9534-z
https://doi.org/10.1590/s1517-83822010000400004
https://doi.org/10.1590/s1517-83822010000400004
https://doi.org/10.1007/s10126-014-9602-z
https://doi.org/10.1007/s10126-005-5021-5
https://doi.org/10.1007/s10126-005-5021-5
https://doi.org/10.3390/md15020030
https://doi.org/10.4014/jmb.1802.02037
https://doi.org/10.4014/jmb.1802.02037
https://doi.org/10.1099/ijs.0.019810-0
https://doi.org/10.1080/07388551.2017.1379468
https://doi.org/10.1177/0748233711416953
https://doi.org/10.1177/0748233711416953
https://doi.org/10.1016/j.bmc.2007.12.056
https://doi.org/10.3389/fmars.2014.00046
https://doi.org/10.1016/j.bcab.2015.03.001
https://doi.org/10.1016/j.molcatb.2015.01.017
https://doi.org/10.1016/j.molcatb.2015.01.017
https://doi.org/10.1271/bbb.67.1121
https://doi.org/10.1038/s41598-018-31082-5
https://doi.org/10.1038/s41598-018-31082-5
https://doi.org/10.1016/j.bej.2014.09.014
https://doi.org/10.1007/s10811-018-1685-x
https://doi.org/10.1007/s10811-018-1685-x
https://doi.org/10.1007/s10126-017-9778-0
https://doi.org/10.1074/jbc.M114.590752
https://doi.org/10.1016/j.jhazmat.2009.03.137
https://doi.org/10.1016/j.jhazmat.2009.03.137
https://doi.org/10.1007/s12010-016-2180-y
https://doi.org/10.1007/s12010-016-2180-y
https://doi.org/10.1016/j.biortech.2014.12.108
https://doi.org/10.1016/j.biortech.2014.12.108
https://doi.org/10.1007/s00253-011-3578-7
https://doi.org/10.3389/fmicb.2017.02315
https://doi.org/10.1099/ijs.0.02763-0
https://doi.org/10.1016/j.molcatb.2014.04.002
https://doi.org/10.1002/cbic.201200006
https://www.frontiersin.org/journals/microbiology/
https://www.frontiersin.org/
https://www.frontiersin.org/journals/microbiology#articles


Birolli et al. Marine-Derived Enzymes Applications in Biocatalysis

expression cloning from marine microorganisms. Microb. Cell Fact. 9:91. doi:

10.1186/1475-2859-9-91

Jiang, W., Sun, D. F., Lu, J. X., Wang, Y. L., Wang, S. Z., Zhang, Y. H., et al. (2016).

A cold-adapted leucine dehydrogenase from marine bacterium Alcanivorax

dieselolei: characterization and L-tert-leucine production. Eng. Life Sci. 16,

283–289. doi: 10.1002/elsc.201500092

Jimenez, D. E. Q., Ferreira, I. M., Birolli, W. G., Fonseca, L. P., and Porto, A. L. M.

(2016). Synthesis and biocatalytic ene-reduction of knoevenagel condensation

compounds by the marine-derived fungus Penicillium citrinum CBMAI 1186.

Tetrahedron 72, 7317–7322. doi: 10.1016/j.tet.2016.02.014

Jo, B. H., Im, S. K., and Cha, H. J. (2018). Halotolerant carbonic anhydrase with

unusual N-terminal extension from marine Hydrogenovibrio marinus as novel

biocatalyst for carbon sequestration under high-salt environments. J. Co2 Util.

26, 415–424. doi: 10.1016/j.jcou.2018.05.030

Kamble, P., and Vavilala, S. L. (2018). Discovering novel enzymes from marine

ecosystems: a metagenomic approach. Bot. Mar. 61, 161–175. doi: 10.1515/bot-

2017-0075

Kim, J. H., Byun, D. S., Godber, J. S., Choi, J. S., Choi, W. C., and Kim, H. R.

(2004). Purification and characterization of arylsulfatase from Sphingomonas

sp. AS6330. Appl. Microbiol. Biotechnol. 63, 553–559. doi: 10.1007/s00253-003-

1463-8

Kim, Y. S., Park, C. S., and Oh, D. K. (2010). Retinal production from

beta-carotene by beta-carotene 15,15’-dioxygenase from an unculturable

marine bacterium. Biotechnol. Lett. 32, 957–961. doi: 10.1007/s10529-010-

0239-3

Leutou, A. S., Yang, G., Nenkep, V. N., Siwe, X. N., Feng, Z., Khong, T. T.,

et al. (2009). Microbial transformation of a monoterpene, geraniol, by the

marine-derived fungus Hypocrea sp. J. Microbiol. Biotechnol. 19, 1150–1152.

doi: 10.4014/jmb.0904.04013

Li, H. J., Lan,W. J., Cai, C. H., Zhou, Y. P., and Lin, Y. C. (2006). Biotransformation

of limonene by marine bacteria. Chin. J. Anal. Chem. 34, 946–950. doi: 10.1016/

s1872-2040(06)60046-7

Li, X. F., Kim, Y. H., Jung, J. H., Kang, J. S., Kim, D. K., Choi, H. D., et al. (2007).

Microbial transformation of the bioactive sesquiterpene, cyclonerodiol, by the

ascomycete Penicillium sp. and the actinomycete Streptomyces sp. Enzyme

Microb. Technol. 40, 1188–1192. doi: 10.1016/j.enzmictec.2006.09.002

Li, X. F., Lee, S. M., Choi, H. D., Kang, J. S., and Son, B. W. (2003).

Microbial transformation of terreusinone, an ultraviolet-A (UV-A) protecting

dipyrroloquinone, by Streptomyces sp. Chem. Pharm. Bull. 51, 1458–1459. doi:

10.1248/cpb.51.1458

Liao, L., Sun, X., Zeng, Y. X., Luo, W., Yu, Y., and Chen, B. (2015). A new

l-haloacid dehalogenase from the arctic psychrotrophic Pseudoalteromonas sp.

BSW20308. Polar Biol. 38, 1161–1169. doi: 10.1007/s00300-015-1674-3

Lima, R. N., and Porto, A. L. M. (2016). Recent advances in marine enzymes for

biotechnological processes. Adv. Food Nutr. Res. 78, 153–192. doi: 10.1016/bs.

afnr.2016.06.005

Lipowicz, B., Hanekop, N., Schmitt, L., and Proksch, P. (2013). An aeroplysinin-1

specific nitrile hydratase isolated from the marine sponge Aplysina cavernicola.

Mar. Drugs 11, 3046–3067. doi: 10.3390/md11083046

Liu, C. L., and Shao, Z. Z. (2005). Alcanivorax dieselolei sp. nov., a novel alkane-

degrading bacterium isolated from sea water and deep-sea sediment. Int. J. Syst.

Evol. Microbiol. 55, 1181–1186. doi: 10.1099/ijs.0.63443-0

Liu, H., Chen, B. S., de Souza, F. Z. R., and Liu, L. (2018a). A comparative study

on asymmetric reduction of ketones using the growing and resting cells of

marine-derived fungi.Mar. Drugs 16:E62. doi: 10.3390/md16020062

Liu, H., de Souza, F. Z. R., Liu, L., and Chen, B. S. (2018b). The

use of marine-derived fungi for preparation of enantiomerically pure

alcohols. Appl. Microbiol. Biotechnol. 102, 1317–1330. doi: 10.1007/s00253-017-

8707-5

Liu, H., Lei, X. L., Li, N., and Zong, M. H. (2013). Highly regioselective synthesis

of betulone from betulin by growing cultures of marine fungus Dothideomycete

sp. HQ 316564. J. Mol. Catal. B Enzym. 88, 32–35. doi: 10.1016/j.molcatb.2012.

08.011

Liu, N., Mao, X., Du, Z., Mu, B., and Wei, D. (2014). Cloning and characterisation

of a novel neoagarotetraose-forming-β-agarase, AgWH50A from Agarivorans

gilvus WH0801. Carbohydr. Res. 388, 147–151. doi: 10.1016/j.carres.2014.

02.019

Liu, N., Yang, M., Mao, X. Z., Mu, B. Z., and Wei, D. Z. (2016). Molecular cloning

and expression of a new α-neoagarobiose hydrolase from Agarivorans gilvus

WH0801 and enzymatic production of 3,6-anhydro-l-galactose. Biotechnol.

Appl. Biochem. 63, 230–237. doi: 10.1002/bab.1363

Lopez-Mondejar, R., Zuhlke, D., Becher, D., Riedel, K., and Baldrian, P. (2016).

Cellulose and hemicellulose decomposition by forest soil bacteria proceeds by

the action of structurally variable enzymatic systems. Sci. Rep. 6:25279. doi:

10.1038/srep25279

Maeda, R., Nagashima, H., Widada, J., Iwata, K., and Omori, T. (2009). Novel

marine carbazole-degrading bacteria. FEMS Microbiol. Lett. 292, 203–209. doi:

10.1111/j.1574-6968.2009.01497.x

Malard, L. A., and Pearce, D. A. (2018). Microbial diversity and biogeography

in Arctic soils. Environ. Microbiol. Rep. 10, 611–625. doi: 10.1111/1758-2229.

12680

Mane, S. (2016). Racemic drug resolution: a comprehensive guide. Anal. Methods

8, 7567–7586. doi: 10.1039/c6ay02015a

Martins, M. P., Mouad, A. M., Boschini, L., Seleghim, M. H. R., Sette, L. D., and

Porto, A. L. M. (2011). Marine fungi Aspergillus sydowii and Trichoderma sp.

Catalyze the hydrolysis of benzyl glycidyl ether. Mar. Biotechnol. 13, 314–320.

doi: 10.1007/s10126-010-9302-2

Martins, M. P., Ouazzani, J., Arcile, G., Jeller, A. H., de Lima, J. P. F., Seleghim,

M. H. R., et al. (2015). Biohydroxylation of (–)-AmbroxA (R), (–)-Sclareol,

and (+)-Sclareolide by whole cells of Brazilian marine-derived fungi. Mar.

Biotechnol. 17, 211–218. doi: 10.1007/s10126-015-9610-7

McDonald, A. G., Boyce, S., and Tipton, K. F. (2015). Enzyme classification and

nomenclature. eLS 1–11. doi: 10.1002/9780470015902.a0000710.pub3

Miao, L.,Wang, P., Hou, J., Yao, Y., Liu, Z., Liu, S., et al. (2019). Distinct community

structure and microbial functions of biofilms colonizing microplastics. Sci.

Total Environ. 650, 2395–2402. doi: 10.1016/j.scitotenv.2018.09.378

Misal, S. A., Lingojwar, D. P., and Gawai, K. R. (2013). Properties of NAD(P)H

azoreductase from alkaliphilic red bacteria Aquiflexum sp. DL6. Protein J. 32,

601–608. doi: 10.1007/s10930-013-9522-1

Misawa, N., Nodate, M., Otomatsu, T., Shimizu, K., Kaido, C., Kikuta, M., et al.

(2011). Bioconversion of substituted naphthalenes and beta-eudesmol with the

cytochrome P450 BM3 variant F87V. Appl. Microbiol. Biotechnol. 90, 147–157.

doi: 10.1007/s00253-010-3064-7

Morais, A. T. D., Ferreira, I. M., Jimenez, D. E. Q., and Porto, A. L. M.

(2018). Synthesis of alpha-chloroacetophenones with NH4Cl/Oxone (R) in situ

followed by bioreduction with whole cells of marine-derived fungi. Biocatal

Agric. Biotechnol. 16, 314–319. doi: 10.1016/j.bcab.2018.08.003

Musat, F., Galushko, A., Jacob, J., Widdel, F., Kube, M., Reinhardt, R., et al.

(2009). Anaerobic degradation of naphthalene and 2-methylnaphthalene by

strains of marine sulfate-reducing bacteria. Environ. Microbiol. 11, 209–219.

doi: 10.1111/j.1462-2920.2008.01756.x

Nadalig, T., Raymond, N., Gilewicz, N. M., Budzinski, H., and Bertrand,

J. C. (2002). Degradation of phenanthrene, methylphenanthrenes and

dibenzothiophene by a Sphingomonas strain 2mpII. Appl. Microbiol. Biotechnol.

59, 79–85. doi: 10.1007/s00253-002-0960-5

Nasario, F. D., Cazetta, T., Moran, P. J. S., and Rodrigues, J. A. R.

(2016). Deracemization of 1-phenylethanol via tandem biocatalytic

oxidation and reduction. Tetrahedron Asymmetry 27, 404–409. doi:

10.1016/j.tetasy.2016.03.008

Neira, J. L., Medina-Carmona, E., Hernandez-Cifre, J. G., Montoliu-Gaya, L.,

Camara-Artigas, A., Seffouh, I., et al. (2016). The chondroitin sulfate/dermatan

sulfate 4-O-endosulfatase from marine bacterium Vibrio sp. FC509 is a dimeric

species: biophysical characterization of an endosulfatase. Biochimie 131, 85–95.

doi: 10.1016/j.biochi.2016.09.015

Nelson, K. E., Eisen, J. A., and Fraser, C. M. (2001). Genome of Thermotoga

maritimaMSB8.Methods Enzymol. 330, 169–180.

Newmister, S. A., Gober, C. M., Romminger, S., Yu, F. A., Tripathi, A., Parra,

L. L. L., et al. (2016). OxaD: a versatile indolic nitrone synthase from themarine-

derived fungus Penicillium oxalicum F30. J. Am. Chem. Soc. 138, 11176–11184.

doi: 10.1021/jacs.6b04915

Nikolaivits, E., Dimarogona, M., Fokialakis, N., and Topakas, E. (2017). Marine-

derived biocatalysts: importance, accessing, and application in aromatic

pollutant bioremediation. Front. Microbiol. 8:265. doi: 10.3389/fmicb.2017.

00265

Nishihara, H., Igarashi, Y., and Kodama, T. (1991). Hydrogenovibrio marinus gen.

nov. sp. nov. a marine obligately chemolithoautotrophic hydrogen-oxidizing

bacterium. Int. J. Syst. Evol. Microbiol. 41, 130–133. doi: 10.1099/00207713-41-

1-130

Frontiers in Microbiology | www.frontiersin.org 28 August 2019 | Volume 10 | Article 1453

https://doi.org/10.1186/1475-2859-9-91
https://doi.org/10.1186/1475-2859-9-91
https://doi.org/10.1002/elsc.201500092
https://doi.org/10.1016/j.tet.2016.02.014
https://doi.org/10.1016/j.jcou.2018.05.030
https://doi.org/10.1515/bot-2017-0075
https://doi.org/10.1515/bot-2017-0075
https://doi.org/10.1007/s00253-003-1463-8
https://doi.org/10.1007/s00253-003-1463-8
https://doi.org/10.1007/s10529-010-0239-3
https://doi.org/10.1007/s10529-010-0239-3
https://doi.org/10.4014/jmb.0904.04013
https://doi.org/10.1016/s1872-2040(06)60046-7
https://doi.org/10.1016/s1872-2040(06)60046-7
https://doi.org/10.1016/j.enzmictec.2006.09.002
https://doi.org/10.1248/cpb.51.1458
https://doi.org/10.1248/cpb.51.1458
https://doi.org/10.1007/s00300-015-1674-3
https://doi.org/10.1016/bs.afnr.2016.06.005
https://doi.org/10.1016/bs.afnr.2016.06.005
https://doi.org/10.3390/md11083046
https://doi.org/10.1099/ijs.0.63443-0
https://doi.org/10.3390/md16020062
https://doi.org/10.1007/s00253-017-8707-5
https://doi.org/10.1007/s00253-017-8707-5
https://doi.org/10.1016/j.molcatb.2012.08.011
https://doi.org/10.1016/j.molcatb.2012.08.011
https://doi.org/10.1016/j.carres.2014.02.019
https://doi.org/10.1016/j.carres.2014.02.019
https://doi.org/10.1002/bab.1363
https://doi.org/10.1038/srep25279
https://doi.org/10.1038/srep25279
https://doi.org/10.1111/j.1574-6968.2009.01497.x
https://doi.org/10.1111/j.1574-6968.2009.01497.x
https://doi.org/10.1111/1758-2229.12680
https://doi.org/10.1111/1758-2229.12680
https://doi.org/10.1039/c6ay02015a
https://doi.org/10.1007/s10126-010-9302-2
https://doi.org/10.1007/s10126-015-9610-7
https://doi.org/10.1002/9780470015902.a0000710.pub3
https://doi.org/10.1016/j.scitotenv.2018.09.378
https://doi.org/10.1007/s10930-013-9522-1
https://doi.org/10.1007/s00253-010-3064-7
https://doi.org/10.1016/j.bcab.2018.08.003
https://doi.org/10.1111/j.1462-2920.2008.01756.x
https://doi.org/10.1007/s00253-002-0960-5
https://doi.org/10.1016/j.tetasy.2016.03.008
https://doi.org/10.1016/j.tetasy.2016.03.008
https://doi.org/10.1016/j.biochi.2016.09.015
https://doi.org/10.1021/jacs.6b04915
https://doi.org/10.3389/fmicb.2017.00265
https://doi.org/10.3389/fmicb.2017.00265
https://doi.org/10.1099/00207713-41-1-130
https://doi.org/10.1099/00207713-41-1-130
https://www.frontiersin.org/journals/microbiology/
https://www.frontiersin.org/
https://www.frontiersin.org/journals/microbiology#articles


Birolli et al. Marine-Derived Enzymes Applications in Biocatalysis

Noriler, S. A., Savi, D. C., Aluizio, R., Palácio-Cortes, A. M., Possiede, Y. M.,

and Glienke, C. (2018). Bioprospecting and structure of fungal endophyte

communities found in the brazilian biomes, pantanal, and cerrado. Front.

Microbiol. 9:1526. doi: 10.3389/fmicb.2018.01526

Notomista, E., Pennacchio, F., Cafaro, V., Smaldone, G., Izzo, V., Troncone, L.,

et al. (2011). The marine isolate Novosphingobium sp. PP1Y shows specific

adaptation to use the aromatic fraction of fuels as the sole carbon and energy

source.Microb. Ecol. 61, 582–594. doi: 10.1007/s00248-010-9786-3

Novak, H. R., Sayer, C., Panning, J., and Littlechild, J. A. (2013). Characterisation

of an L-haloacid dehalogenase from the marine psychrophile Psychromonas

ingrahamii with potential industrial application. Mar. Biotechnol. 15, 695–705.

doi: 10.1007/s10126-013-9522-3

Oroz-Guinea, I., Sanchez-Moreno, I., Mena, M., and Garcia-Junceda, E.

(2015). Hyperthermophilic aldolases as biocatalyst for C-C bond formation:

rhamnulose 1-phosphate aldolase from Thermotoga maritima. Appl. Microbiol.

Biotechnol. 99, 3057–3068. doi: 10.1007/s00253-014-6123-7

Otomatsu, T., Bai, L. M., Fujita, N., Shindo, K., Shimizu, K., and Misawa, N.

(2010). Bioconversion of aromatic compounds by Escherichia coli that expresses

cytochrome P450 CYP153A13a gene isolated from an alkane-assimilating

marine bacterium Alcanivorax borkumensis. J. Mol. Catal. B Enzym. 66, 234–

240. doi: 10.1016/j.molcatb.2010.05.015

Pajares, S., and Bohannan, B. J. M. (2016). Ecology of nitrogen fixing, nitrifying,

and denitrifying microorganisms in tropical forest soils. Front. Microbiol.

7:1045. doi: 10.3389/fmicb.2016.01045

Palmeira, D. J., Araujo, L. S., Abreu, J. C., and Andrade, L. H. (2014). Application

of a promiscuous Arthrobacter sp. from Antarctic in aerobic (R)-selective

deracemization and anaerobic (S)-selective reduction. J. Mol. Catal. B Enzym.

110, 117–125. doi: 10.1016/j.molcatb.2014.09.016

Parales, R. E., Bruce, N. C., Schmid, A., and Wackett, L. P. (2002). Biodegradation,

biotransformation, and biocatalysis (B3). Appl. Environ. Microbiol. 68, 4699–

4709. doi: 10.1128/aem.68.10.4699-4709.2002

Passos, D. D., Pereira, N., and de Castro, A. M. (2018). A comparative review

of recent advances in cellulases production by Aspergillus, Penicillium and

Trichoderma strains and their use for lignocellulose deconstruction. Curr. Opin.

Green. Sustain. Chem. 14, 60–66. doi: 10.1016/j.cogsc.2018.06.003

Patagundi, B. I., Shivasharan, C. T., and Kaliwal, B. B. (2014). Isolation and

characterization of cellulase producing bacteria from soil. Int. J. Curr. Microbiol.

Appl. Sci. 3, 59–69.

Pu, W., Cui, C., Guo, C., and Wu, Z. L. (2018). Characterization of two styrene

monooxygenases from marine microbes. Enzyme Microb. Technol. 112, 29–34.

doi: 10.1016/j.enzmictec.2018.02.001

Rahman, M. A., Culsum, U., Kumar, A., Gao, H. F., and Hu, N. (2016).

Immobilization of a novel cold active esterase onto Fe3O4 similar to cellulose

nano-composite enhances catalytic properties. Int. J. Biol. Macromol. 87, 488–

497. doi: 10.1016/j.ijbiomac.2016.03.016

Rocha, L. C., de Souza, A. L., Rodrigues Filho, U. P., Campana Filho, S. P., Sette,

L. D., and Porto, A. L. M. (2012a). Immobilization of marine fungi on silica gel,

silica xerogel and chitosan for biocatalytic reduction of ketones. J. Mol. Catal. B

Enzym. 84, 160–165. doi: 10.1016/j.molcatb.2012.05.025

Rocha, L. C., Ferreira, H. V., Luiz, R. F., Sette, L. D., and Porto, A. L. M. (2012b).

Stereoselective bioreduction of 1-(4-methoxyphenyl)ethanone by whole cells of

marine-derived fungi. Mar. Biotechnol. 14, 358–362. doi: 10.1007/s10126-011-

9419-y

Rocha, L. C., Seleghim, M. H. R., Comasseto, J. V., Sette, L. D., and Porto, A. L. M.

(2015). Stereoselective bioreduction of alpha-azido ketones by whole cells of

marine-derived fungi. Mar. Biotechnol. 17, 736–742. doi: 10.1007/s10126-015-

9644-x

Rodrigues, C. J. C., Pereira, R. F. S., Fernandes, P., Cabral, J. M. S., and de Carvalho,

C. (2017). Cultivation-based strategies to find efficient marine biocatalysts.

Biotechnol. J. 12:1700036. doi: 10.1002/biot.201700036

Romagnolo, A., Spina, F., Risso, S., Brenna, E., Crotti, M., andVarese, G. C. (2016a).

A competitive approach for the reduction of unsaturated compounds based on

fungal ene-reductases. Mycosphere 7, 1588–1599. doi: 10.5943/mycosphere/si/

3b/10

Romagnolo, A., Spina, F., Risso, S., Crotti, M., Monti, D., Brenna, E., et al. (2016b).

“Fungal oxidoreductases as biocatalysts for fine chemicals transformations,” in

Proceeding of the 5th International Symposium on Industrial Biotechnology (Ibic

2016), Bologna, doi: 10.3303/cet1649006

Sardessai, Y., and Bhosle, S. (2003). Isolation of an organic-solvent-tolerant

cholesterol-transforming Bacillus species, BC1, from coastal sediment. Mar.

Biotechnol. 5, 116–118. doi: 10.1007/s10126-002-0069-y

Shah, K., Mody, K., Keshri, J., and Jha, B. (2010). Purification and characterization

of a solvent, detergent and oxidizing agent tolerant protease from Bacillus

cereus isolated from the Gulf of Khambhat. J. Mol. Catal. B Enzym. 67, 85–91.

doi: 10.1016/j.molcatb.2010.07.010

Shen, J. J., Chang, Y. G., Dong, S. J., and Chen, F. (2017). Cloning,

expression and characterization of a iota-carrageenase from marine bacterium

Wenyingzhuangia fucanilytica: a biocatalyst for producing iota-carrageenan

oligosaccharides. J. Biotechnol. 259, 103–109. doi: 10.1016/j.jbiotec.2017.07.034

Shindo, K., Osawa, A., Kasai, Y., Lba, N., Saotome, A., and Misawa, N.

(2007). Hydroxylations of substituted naphthalenes by Escherichia coli

expressing aromatic dihydroxylating dioxygenase genes from polycyclic

aromatic hydrocarbon-utilizing marine bacteria. J. Mol. Catal. B Enzym. 48,

77–83. doi: 10.1016/j.molcatb.2007.06.007

Shindo, K., Tachibana, A., Tanaka, A., Toba, S., Yuki, E., Ozaki, T., et al. (2011).

Production of novel antioxidative prenyl naphthalen-ols by combinational

bioconversion with dioxygenase PhnA1A2A3A4 and prenyltransferase NphB

or SCO7190. Biosci. Biotechnol. Biochem. 75, 505–510. doi: 10.1271/bbb.100731

Silchenko, A. S., Kusaykin, M. I., Kurilenko, V. V., Zakharenko, A. M., Isakov,

V. V., Zaporozhets, T. S., et al. (2013). Hydrolysis of fucoidan by fucoidanase

isolated from the marine bacterium, Formosa algae.Mar. Drugs 11, 2413–2430.

doi: 10.3390/md11072413

Silchenko, A. S., Rasin, A. B., Kusaykin, M. I., Malyarenko, O. S., Shevchenko,

N. M., Zueva, A. O., et al. (2018). Modification of native fucoidan from Fucus

evanescens by recombinant fucoidanase from marine bacteria Formosa algae.

Carbohyd. Polym. 193, 189–195. doi: 10.1016/j.carbpol.2018.03.094

Smits, T. H. M., Witholt, B., and van Beilen, J. B. (2003). Functional cha-

racterization of genes involved in alkane oxidation by Pseudomonas aeruginosa.

Anton. Van Leeuwenhoek 84, 193–200. doi: 10.1023/a:1026000622765

Thompson, F., Krüger, R., Thompson, C. C., Berlinck, R. G. S., Coutinho,

R., Landell, M. F., et al. (2018). Marine biotechnology in Brazil: recent

developments and its potential for innovation. Front. Mar. Sci. 5:236. doi:

10.3389/fmars.2018.00236

Umemoto, Y., Shibata, T., and Araki, T. (2012). D-Xylose isomerase from a

marine bacterium, Vibrio sp. strain XY-214, and D-xylulose production from

β-1,3-Xylan.Mar. Biotechnol. 14, 10–20. doi: 10.1007/s10126-011-9380-9

Uttatree, S., and Charoenpanich, J. (2018). Purification and characterization of

a harsh conditions-resistant protease from a new strain of Staphylococcus

saprophyticus. Agric. Nat. Resour. 52, 16–23. doi: 10.1016/j.anres.2018.05.001

Wahidullah, S., Naik, D. N., and Devi, P. (2013). Fermentation products of

solvent tolerant marine bacteriumMoraxella spp.MB1 and its biotechnological

applications in salicylic acid bioconversion. PLoS One 8:e83647. doi: 10.1371/

journal.pone.0083647

Wang, G., Xia, J., Xie, X., Xu, Q., and Chen, N. (2010). Molecular cloning,

gene expression and characterization of purine nucleoside phosphorylase from

Pseudoalteromonas sp. XM2107.Wei Sheng Wu Xue Bao 50, 222–227.

Wang, W. J., Yan, R. Y., Nocek, B. P., Vuong, T. V., Di Leo, R., Xu,

X. H., et al. (2016). Biochemical and structural characterization of a five-

domain GH115 α-glucuronidase from the marine bacterium Saccharophagus

degradans 2-40T. J. Biol. Chem. 291, 14120–14133. doi: 10.1074/jbc.M115.

702944

Wang, Y. L., Zhang, Y., Sun, A. J., and Hu, Y. F. (2016). Characterization of a novel

marine microbial esterase and its use to make D-methyl lactate. Chin. J. Catal.

37, 1396–1402. doi: 10.1016/s1872-2067(16)62495-6

Wei, X. L., Jiang, X. W., Ye, L. D., Yuan, S. F., Chen, Z. R., Wu, M., et al. (2013).

Cloning, expression and characterization of a new enantioselective esterase

from a marine bacterium Pelagibacterium halotolerans B2T. J. Mol. Catal. B

Enzym. 97, 270–277. doi: 10.1016/j.molcatb.2013.09.002

Woo, J. H., Kang, J. H., Hwang, Y. O., Cho, J. C., Kim, S. J., and Kang, S. G.

(2010). Biocatalytic resolution of glycidyl phenyl ether using a novel epoxide

hydrolase from a marine bacterium, Rhodobacterales bacterium HTCC2654.

J. Biosci. Bioeng. 110, 509–509. doi: 10.1016/j.jbiosc.2010.07.012

Wu, Y. R., Mao, A. H., Sun, C. R., Shanmugam, S., Li, J., Zhong, M. Q., et al.

(2017). Catalytic hydrolysis of starch for biohydrogen production by using a

newly identified amylase from a marine bacterium Catenovulum sp. X3. Int. J.

Biol. Macromol. 104, 716–723. doi: 10.1016/j.ijbiomac.2017.06.084

Frontiers in Microbiology | www.frontiersin.org 29 August 2019 | Volume 10 | Article 1453

https://doi.org/10.3389/fmicb.2018.01526
https://doi.org/10.1007/s00248-010-9786-3
https://doi.org/10.1007/s10126-013-9522-3
https://doi.org/10.1007/s00253-014-6123-7
https://doi.org/10.1016/j.molcatb.2010.05.015
https://doi.org/10.3389/fmicb.2016.01045
https://doi.org/10.1016/j.molcatb.2014.09.016
https://doi.org/10.1128/aem.68.10.4699-4709.2002
https://doi.org/10.1016/j.cogsc.2018.06.003
https://doi.org/10.1016/j.enzmictec.2018.02.001
https://doi.org/10.1016/j.ijbiomac.2016.03.016
https://doi.org/10.1016/j.molcatb.2012.05.025
https://doi.org/10.1007/s10126-011-9419-y
https://doi.org/10.1007/s10126-011-9419-y
https://doi.org/10.1007/s10126-015-9644-x
https://doi.org/10.1007/s10126-015-9644-x
https://doi.org/10.1002/biot.201700036
https://doi.org/10.5943/mycosphere/si/3b/10
https://doi.org/10.5943/mycosphere/si/3b/10
https://doi.org/10.3303/cet1649006
https://doi.org/10.1007/s10126-002-0069-y
https://doi.org/10.1016/j.molcatb.2010.07.010
https://doi.org/10.1016/j.jbiotec.2017.07.034
https://doi.org/10.1016/j.molcatb.2007.06.007
https://doi.org/10.1271/bbb.100731
https://doi.org/10.3390/md11072413
https://doi.org/10.1016/j.carbpol.2018.03.094
https://doi.org/10.1023/a:1026000622765
https://doi.org/10.3389/fmars.2018.00236
https://doi.org/10.3389/fmars.2018.00236
https://doi.org/10.1007/s10126-011-9380-9
https://doi.org/10.1016/j.anres.2018.05.001
https://doi.org/10.1371/journal.pone.0083647
https://doi.org/10.1371/journal.pone.0083647
https://doi.org/10.1074/jbc.M115.702944
https://doi.org/10.1074/jbc.M115.702944
https://doi.org/10.1016/s1872-2067(16)62495-6
https://doi.org/10.1016/j.molcatb.2013.09.002
https://doi.org/10.1016/j.jbiosc.2010.07.012
https://doi.org/10.1016/j.ijbiomac.2017.06.084
https://www.frontiersin.org/journals/microbiology/
https://www.frontiersin.org/
https://www.frontiersin.org/journals/microbiology#articles


Birolli et al. Marine-Derived Enzymes Applications in Biocatalysis

Zhang, H. Z., Zhang, F. L., and Li, Z. Y. (2009). Gene analysis, optimized

production and property ofmarine lipase from Bacillus pumilusB106 associated

with South China Sea sponge Halichondria rugosa. World J. Microbiol.

Biotechnol. 25, 1267–1274. doi: 10.1007/s11274-009-0010-x

Zhu, B. W., Sun, Y., Ni, F., Ning, L. M., and Yao, Z. (2018). Characterization of

a new endo-type alginate lyase from Vibrio sp. NJU-03. Int. J. Biol. Macromol.

108, 1140–1147. doi: 10.1016/j.ijbiomac.2017.10.164

Zhu, X. Y., Li, X. Q., Shi, H., Zhou, J., Tan, Z. B., Yuan, M. D., et al. (2018).

Characterization of a novel alginate lyase frommarine bacteriumVibrio furnissii

H1.Mar. Drugs 16:E30. doi: 10.3390/md16010030

Conflict of Interest Statement: The authors declare that the research was

conducted in the absence of any commercial or financial relationships that could

be construed as a potential conflict of interest.

Copyright © 2019 Birolli, Lima and Porto. This is an open-access article distributed

under the terms of the Creative Commons Attribution License (CC BY). The use,

distribution or reproduction in other forums is permitted, provided the original

author(s) and the copyright owner(s) are credited and that the original publication

in this journal is cited, in accordance with accepted academic practice. No use,

distribution or reproduction is permitted which does not comply with these terms.

Frontiers in Microbiology | www.frontiersin.org 30 August 2019 | Volume 10 | Article 1453

https://doi.org/10.1007/s11274-009-0010-x
https://doi.org/10.1016/j.ijbiomac.2017.10.164
https://doi.org/10.3390/md16010030
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://www.frontiersin.org/journals/microbiology/
https://www.frontiersin.org/
https://www.frontiersin.org/journals/microbiology#articles

	Applications of Marine-Derived Microorganisms and TheirEnzymes in Biocatalysis and Biotransformation, the Underexplored Potentials
	Introduction
	Whole-Cell Processes
	Bacteria
	Biocatalysis
	Kinetic resolution
	Deracemization and reduction
	Epoxidation
	Hydrolysis
	Decarboxylation
	Hydroxylation

	Biotransformation

	Fungi
	Reduction
	Reduction of carbonyl groups
	Reduction of C–C double bonds
	Reduction of carboxylic acids

	Hydroxylation
	Oxidation, Hydrolysis, and Kinetic Resolution
	Conjugation


	Isolated Enzymes
	Bacterial Enzymes
	Oxidoreductases
	Hydrolases
	Lyases
	Ligases

	Fungal Enzymes

	Conclusion and Perspective
	Author Contributions
	Funding
	Acknowledgments
	References


