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Author Correction: Genomic analysis of sewage from 101 coun-
tries reveals global landscape of antimicrobial resistance

Patrick Munk , Christian Brinch , Frederik Duus Møller, Thomas N. Petersen,
Rene S. Hendriksen, Anne Mette Seyfarth, Jette S. Kjeldgaard,
Christina Aaby Svendsen, Bram van Bunnik , Fanny Berglund ,
Global Sewage Surveillance Consortium*, D. G. Joakim Larsson ,
Marion Koopmans , Mark Woolhouse & Frank M. Aarestrup

In this article, the author name Antoinette Ngandjio was incorrectly written as Antoinette
Ngandijo.

In this article, the affiliation details for Author Sara Cuadros-Orellana were incorrectly
given as ‘Centro de Biotecnologνa de los Recursos Naturales, Facultad de Ciencias Agrarias y
Forestales, Talca, Chile’ but should have been ‘Universidad Catolica del Maule, Centro de Bio-
tecnología de los Recursos Naturales, Facultad de Ciencias Agrarias y Forestales, Talca, Chile’.

The original article has been corrected.

Open Access This article is licensed under a Creative Commons Attribution 4.0 International
License, which permits use, sharing, adaptation, distribution and reproduction in any medium or
format, as long as you give appropriate credit to the original author(s) and the source, provide a
link to the Creative Commons license, and indicate if changes were made. The images or other
third party material in this article are included in the article’s Creative Commons license, unless
indicated otherwise in a credit line to the material. If material is not included in the article’s
Creative Commons license and your intended use is not permitted by statutory regulation or
exceeds the permitted use, youwill need to obtain permission directly from the copyright holder.
To view a copy of this license, visit http://creativecommons.org/licenses/by/4.0/.
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Check for updates

*A list of authors and their affiliations appears online.

nature communications          (2023) 14:178 | 1

12
34

56
78

9
0
()
:,;

12
34

56
78

9
0
()
:,;

http://orcid.org/0000-0001-8813-4019
http://orcid.org/0000-0001-8813-4019
http://orcid.org/0000-0001-8813-4019
http://orcid.org/0000-0001-8813-4019
http://orcid.org/0000-0001-8813-4019
http://orcid.org/0000-0002-5074-7183
http://orcid.org/0000-0002-5074-7183
http://orcid.org/0000-0002-5074-7183
http://orcid.org/0000-0002-5074-7183
http://orcid.org/0000-0002-5074-7183
http://orcid.org/0000-0003-2177-7073
http://orcid.org/0000-0003-2177-7073
http://orcid.org/0000-0003-2177-7073
http://orcid.org/0000-0003-2177-7073
http://orcid.org/0000-0003-2177-7073
http://orcid.org/0000-0002-8528-8095
http://orcid.org/0000-0002-8528-8095
http://orcid.org/0000-0002-8528-8095
http://orcid.org/0000-0002-8528-8095
http://orcid.org/0000-0002-8528-8095
http://orcid.org/0000-0002-5496-0328
http://orcid.org/0000-0002-5496-0328
http://orcid.org/0000-0002-5496-0328
http://orcid.org/0000-0002-5496-0328
http://orcid.org/0000-0002-5496-0328
http://orcid.org/0000-0002-5204-2312
http://orcid.org/0000-0002-5204-2312
http://orcid.org/0000-0002-5204-2312
http://orcid.org/0000-0002-5204-2312
http://orcid.org/0000-0002-5204-2312
http://orcid.org/0000-0003-3765-8167
http://orcid.org/0000-0003-3765-8167
http://orcid.org/0000-0003-3765-8167
http://orcid.org/0000-0003-3765-8167
http://orcid.org/0000-0003-3765-8167
http://orcid.org/0000-0002-7116-2723
http://orcid.org/0000-0002-7116-2723
http://orcid.org/0000-0002-7116-2723
http://orcid.org/0000-0002-7116-2723
http://orcid.org/0000-0002-7116-2723
http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.1038/s41467-022-34312-7
http://crossmark.crossref.org/dialog/?doi=10.1038/s41467-023-35890-w&domain=pdf
http://crossmark.crossref.org/dialog/?doi=10.1038/s41467-023-35890-w&domain=pdf
http://crossmark.crossref.org/dialog/?doi=10.1038/s41467-023-35890-w&domain=pdf
http://crossmark.crossref.org/dialog/?doi=10.1038/s41467-023-35890-w&domain=pdf

	Author Correction: Genomic analysis of sewage from 101 countries reveals global landscape of antimicrobial resistance



