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In this Article, Abhishek Niroula should have been listed as an author,
with the affiliations: Broad Institute of MIT and Harvard, Cambridge,
MA, USA; and Department of Medical Oncology, Dana-Farber Cancer
Institute, Boston, MA, USA. They performed additional bioinformatic
analyses (see ‘Author contributions’). The original Article has been
corrected online.

*Alist of authors and their affiliations appears online.
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