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B
ottom

-up effects of plant diversity on m
ultitrophic

interactions in a biodiversity experim
ent

A
bstract

B
iodiversity is rapidly declining1, and this m

ay negatively affect ecosystem
 processes, including

econom
ically im

portant ecosystem
 services. Previous studies have show

n that biodiversity has positive
effects on organism

s and processes4 across trophic levels. H
ow

ever, only a few
 studies have so far

incorporated an explicit food-w
eb perspective. In an eight-year biodiversity experim

ent, w
e studied an

unprecedented range of above- and below
-ground organism

s and m
ultitrophic interactions. A

m
ultitrophic data set originating from

 a single long-term
 experim

ent allow
s m

echanistic insights that
w

ould not be gained from
 m

eta-analysis of different experim
ents. H

ere w
e show

 that plant diversity
effects dam

pen w
ith increasing trophic level and degree of om

nivory. This w
as true both for abundance

and species richness of organism
s. Furtherm

ore, w
e present com

prehensive above-ground/below
-ground

biodiversity food w
ebs. B

oth above ground and below
 ground, herbivores responded m

ore strongly to
changes in plant diversity than did carnivores or om

nivores. D
ensity and richness of carnivorous taxa

w
as independent of vegetation structure. B

elow
-ground responses to plant diversity w

ere consistently
w

eaker than above-ground responses. R
esponses to increasing plant diversity w

ere generally positive,
but w

ere negative for biological invasion, pathogen infestation and hyperparasitism
. O

ur results suggest
that plant diversity has strong bottom

-up effects on m
ultitrophic interaction netw

orks, w
ith particularly

strong effects on low
er trophic levels. Effects on higher trophic levels are indirectly m

ediated through
bottom

-up trophic cascades.
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f p
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 d
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o
th
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t b
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d
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 p
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 d
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 m
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r b
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 d
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e b
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 p
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 d
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 d
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il m
icro

b
es an

d
 p
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t p
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e d
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 p
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e m
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 m
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f p
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r p
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b
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 p
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 p
lan

t sp
ecies rich

n
ess, resu

ltin
g
 in

 
1
7
4
 

en
h

an
ced

 p
o

ten
tial fo

r b
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 d
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f b
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p
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 p
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b
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l o
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f b
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 m
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 o
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s p
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r a p
ro

m
in

en
t ro

le o
f p

lan
t sp

ecies rich
n

ess (rath
er 

1
8
3
 

th
an

 p
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 m
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p
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b
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p
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 m
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 b
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 b
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 m
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 b
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b
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 p
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f b
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 p
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 p
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b
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p
h
ic lev

els. E
x
p
o

n
en

ts o
f p

o
w

er 
2
0
2
 

fu
n
ctio

n
s (Y

=
b
S

z) w
ill d
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l D
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b
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f p
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 p
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 p
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 d
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 p
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 rep
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o
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 p
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b
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 p
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, d
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 p
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Bacterivorous nematode abundance
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Herbivorous macrofauna abundance
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ere identified and their relative population densities (per unit of space) estim

ated. 
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e
tw

e
e
n
 2

0
0
3
-2

0
0
6
 

o
n

 N
=

4
6
 p

lo
ts

 (1
, 4

 a
n
d
 1

6
 p

la
n
t s

p
e
c
ie

s
 m

ix
tu

re
s
) u

s
in

g
  a

n
 e

le
c
tro

s
h
o
c
k
in

g
 m

e
th

o
d

3
1, 

e
m

p
lo

y
in

g
 a

 c
o
m

b
in

a
tio

n
 o

f fo
u
r o

c
te

t d
e
v
ic

e
s
 (D

E
K

A
 4

0
0
0
, D

e
k
a
 G

e
rä

te
b
a
u
, M

a
rs

b
e
rg

, 

G
e
rm

a
n
y
). P

o
s
itio

n
s
 fo

r e
a
rth

w
o
rm

 s
a
m

p
lin

g
 w

e
re

 ra
n
d
o
m

iz
e
d
 o

n
c
e
 a

t th
e
 b

e
g
in

n
in

g
 o

f 

th
e
 e

x
p
e
rim

e
n
t (2

0
0
3
). E

a
rth

w
o
rm

s
 w

e
re

 e
x
tra

c
te

d
 fro

m
 a

n
 a

re
a
 o

f 1
 x

 1
 m

.

N
e
m

a
to

d
e
s w

ere sam
pled in autum

n 2005 from
 5 soil cores (2 cm

 in diam
eter, 5 cm

 
d

e
e
p
) ta

k
e
n
 a

t a
 ra

n
d
o
m

iz
e
d
 s

u
b
p
lo

t p
o
s
itio

n
 (2

 x
 4

 m
) p

e
r p

lo
t (N

=
8
2
). S

a
m

p
le

s
 w

e
re

 h
o

-

m
ogenized, nem

atodes extracted by a m
odified w

et extraction technique
3
2, c

o
u
n
te

d
 a

n
d
 

d
e

te
rm

in
e
d
 to

 s
p
e
c
ie

s
 le

v
e
l.

For the quantification of P
ro

to
z
o

a
 (A

m
o

e
b

a
e
 a

n
d

 F
la

g
e
lla

te
s
), five soil sam

ples w
ere 

taken on a random
ized position on N

=12 plots using a m
etal corer (diam

eter 5 cm
, soil 

depth ~10 cm
) in O

ctober 2009. The soil w
as hom

ogenized and stored at 5 °C
 until usage. 

A
m

oebae and Flagellates w
ere counted using a m

odified m
ost probable num

ber m
ethod

3
3. 

B
riefly, 5 g fresh w

eight of soil w
as suspended in 20 m

L sterile N
eff’s m

odified am
oebae 

s
a
lin

e
 (N

M
A

S
; s

e
e
 re

f.
3
4) a

n
d
 g

e
n
tly

 s
h
a
k
e
n
 fo

r 2
0
 m

in
 o

n
 a

 v
e
rtic

a
l s

h
a
k
e
r. T

h
re

e
fo

ld
 d

i-

lu
tio

n
 s

e
rie

s
 w

ith
 n

u
trie

n
t b

ro
th

 (M
e
rc

k
, D

a
rm

s
ta

d
t, G

e
rm

a
n
y
) a

n
d
 N

M
A

S
 a

t 1
:9

 v
/v

 w
e
re

 

p
re

p
a
re

d
 in

 9
6
-w

e
ll m

ic
ro

tite
r p

la
te

s
 (V

W
R

, D
a
rm

s
ta

d
t, G

e
rm

a
n
y
) w

ith
 fo

u
r re

p
lic

a
te

s
, 

each. The m
icrotiter plates w

ere incubated at 15 °C
 in darkness and the w

ells w
ere in

-

s
p
e
c
te

d
 fo

r p
re

s
e
n
c
e
 o

f p
ro

to
z
o
a
 u

s
in

g
 a

n
 in

v
e
rte

d
 m

ic
ro

s
c
o
p
e
 a

t x
 1

0
0
 a

n
d
 x

 2
0
0
 m

a
g
n
i-

fication (N
ikon, E

clipse TE
 2000-E

, Tokyo, Japan) after 3, 6 ,11, 19 and 26 days. D
ensities 

o
f p

ro
to

z
o
a
 w

e
re

 c
a
lc

u
la

te
d
 a

c
c
o
rd

in
g
 to

 re
f. 35.

M
ic

ro
b

ia
l b

io
m

a
s
s
 a

n
d

 re
s
p

ira
tio

n w
ere m

easured from
 five cores (diam

eter 5 cm
, 

depth 5 cm
) taken on random

ized subplot positions (2 x 4 m
) per plot in M

ay 2002, 2003, 
2

0
0
4
, 2

0
0
6
, 2

0
0
7
 a

n
d
 2

0
0
8
. S

o
il s

a
m

p
le

s
 w

e
re

 h
o
m

o
g
e
n
iz

e
d
 fro

m
 e

a
c
h
 p

lo
t a

n
d
 m

ic
ro

b
ia

l 

re
s
p
ira

tio
n
 a

n
d
 m

ic
ro

b
ia

l b
io

m
a
s
s
 w

e
re

 m
e
a
s
u
re

d
 u

s
in

g
 a

n
 O

2  m
ic

ro
c
o
m

p
e
n
s
a
tio

n
 a

p
-

p
a

ra
tu

s
3
6. M

ic
ro

b
ia

l b
io

m
a
s
s
 w

a
s
 d

e
te

rm
in

e
d
 b

y
 th

e
 s

u
b
s
tra

te
-in

d
u
c
e
d
 re

s
p
ira

tio
n
 m

e
th

o
d
 

(S
IR

; s
e
e
 R

e
f. 

3
7).

D
iv

e
rs

ity
 o

f a
rb

u
s
c
u

la
r m

y
c
o

rrh
iz

a
l fu

n
g

i w
as determ

ined by am
plification of D

N
A de

-

riv
e
d
 d

ire
c
tly

 fro
m

 s
o
il o

n
 a

 s
u
b
s
e
t o

f 2
3
 p

lo
ts

. P
lo

ts
 w

e
re

 s
e
le

c
te

d
 a

t ra
n
d
o
m

, c
o
n
s
tra

in
e
d
 

o
f e

q
u
a
l re

p
re

s
e
n
ta

tio
n
 o

f le
v
e
ls

 o
f p

la
n
t s

p
e
c
ie

s
 ric

h
n
e
s
s
. D

N
A

 w
a
s
 e

x
tra

c
te

d
 u

n
d
e
r u

tili-

zation of FastD
N

A S
pin K

it for S
oil (M

P B
iom

edicals, Illkirch, France) according to m
anu

-

facturers’ protocol. The internal transcribed spacer (ITS
) w

ithin the rD
N

A w
as am

plified by 
n

e
s
te

d
 P

C
R

 (s
e
e
 R

e
f. 

3
8) using the prim

er pair LS
U

-G
lom

1/ S
S

U
-G

lom
1 for the first P

C
R

 
reaction and ITS

4/ ITS
5 for the second P

C
R

 step, B
etw

een the P
C

R
 steps, an interm

e
-

diate A
luI digestion w

as perform
ed to exclude non-m

ycorrhizal D
N

A after the first P
C

R
. 

C
loning, clone fingerprinting by R

FLP and sequencing w
ere perform

ed as in R
ef. 

3
9. S

e
-

q
u

e
n
c
e
s
 w

e
re

 p
re

-s
o
rte

d
 in

to
 s

y
n
g
e
n
e

ic
 c

lu
s
te

rs
 u

s
in

g
 th

e
 c

o
n
tig

-to
o
l a

s
 im

p
le

m
e
n
te

d
 in

 



S
e
q
u
e
n
c
h
e
r 4

.8
 (G

e
n
e
 C

o
d
e
s
 C

o
rp

., A
n
n
 A

rb
o
r, U

S
A

).C
lo

s
e
s
t m

a
tc

h
e
s
 to

 e
a
c
h
 s

e
q
u
e

n
c
e
 

cluster w
ere determ

ined using the B
LA

S
TN

 sequence sim
ilarity search tool in G

enB
ank

4
0 

a
n

d
 u

s
e
d
 a

s
 re

fe
re

n
c
e
s
. S

e
q
u
e
n
c
e
s
 w

e
re

 p
re

-a
lig

n
e
d
 in

 M
u
ltA

lin
4
1, a

lig
n
m

e
n
ts

 w
e
re

 c
o

r-

re
c
te

d
 b

y
 h

a
n
d
. T

h
e
 p

h
y
lo

g
e
n
e
tic

 re
la

tio
n
s
 w

e
re

 in
fe

rre
d
 b

a
s
e
d
 o

n
 th

e
 K

im
u
ra

 2
-p

a
ra

m
e
te

r 

m
e
th

o
d

4
2 w

ith
 th

e
 n

e
ig

h
b
o
u
r-jo

in
in

g
 a

n
a
ly

s
is

4
3 a

s
 im

p
le

m
e
n
te

d
 in

 P
A

U
P

 4
.0

b
8
 (s

e
e
 R

e
f. 

4
4). 

The confidence of branching w
as assessed using 1000 bootstrap resam

plings. S
equences 

fa
llin

g
 in

to
 o

n
e
 c

la
d
e
, a

n
d
 s

h
o
w

in
g
 s

e
q
u
e
n
c
e
 id

e
n
titie

s
 o

f a
t le

a
s
t 9

2
%

 w
e
re

 re
g
a
rd

e
d
 a

s
 

d
is

tin
c
t ta

x
a
. T

h
e
 c

u
to

ff v
a
lu

e
 o

f 9
2
%

 w
a
s
 c

h
o
s
e
n
 a

c
c
o
rd

in
g
 to

 R
e
f. 45 in order to reflect 

th
e
 n

a
tu

ra
l s

e
q
u
e
n
c
e
 d

iv
e
rs

ity
 fo

u
n
d
 w

ith
in

 a
n
d
 b

e
tw

e
e
n
 th

e
 s

p
o
re

s
 o

f th
e
 s

a
m

e
 A

M
F

 s
p
e

-

c
ie

s
4
6.

S
p
a
tia

l s
o

il e
x

p
lo

ita
tio

n
 b

y
 ro

o
ts

 w
a
s
 a

s
s
e
s
s
e
d
 w

ith
 th

e
 in

g
ro

w
th

-c
o
re

 te
c
h
n
iq

u
e

4
7. In

 

June 2003, five soil cores (4.8 cm
 diam

eter, 30 cm
 deep) w

ere rem
oved per plot and re

-

placed by root-free soil from
 the field site. In S

eptem
ber 2003, the initially root-free

in-grow
th cores w

ere rem
oved and the holes w

ere re-filled w
ith root-free soil until the fol-

lo
w

in
g
 w

ith
d
ra

w
a
l in

 J
u
ly

 2
0
0
4
. T

o
 e

x
tra

c
t th

e
 n

e
w

ly
 fo

rm
e
d
 ro

o
ts

, e
a
c
h
 in

-g
ro

w
th

 c
o
re

 

w
as first w

eighed and carefully hom
ogenized. A subsam

ple of 50 g of soil w
as suspended 

in w
ater and rinsed over a 0.5-m

m
 screen. R

oots collected in the screen w
ere transferred 

into a w
ater-filled clear acrylic tray and scanned. Total root length w

as determ
ined from

 im
-

a
g

e
s
 u

s
in

g
 W

in
R

h
iz

o
 (R

e
g
e
n
t In

s
tru

m
e
n
ts

, Q
u
e
b
e
c
, C

a
n
a
d
a
). A

fte
rw

a
rd

s
, ro

o
t le

n
g
th

 d
e
n

-

s
ity

 (c
m

 ro
o
t le

n
g
th

 p
e
r c

m
3 s

o
il v

o
lu

m
e
) w

a
s
 c

a
lc

u
la

te
d
.

C
lassification of organism

s into groups

A
ll organism

s collected w
ere classified into functional groups (guilds) based on extensive 

literature and database searches. Functional groups w
ere defined based on trophic posi-

tio
n
 (fe

e
d
in

g
 g

u
ild

) a
n
d
 in

te
ra

c
tio

n
 ty

p
e
 (c

o
n
s
u
m

e
rs

, m
u
tu

a
lis

ts
, p

a
th

o
g
e
n
s
, d

e
c
o
m

p
o
s
e
rs

). 

A
b

o
v
e
g

ro
u

n
d

 h
e
rb

iv
o

re
s
: P

h
y
to

p
h
a
g
o
u
s
 b

e
e
tle

s
 (m

a
in

ly
 C

h
ry

s
o
m

e
lid

a
e
 a

n
d
 C

u
rc

u
lio

n
i-

d
a

e
), L

e
a
fh

o
p

p
e
rs

 (C
ic

a
d
in

a
), g

a
ll-fo

rm
in

g
 a

n
d
 o

th
e
r p

h
y
to

p
h
a
g
o
u
s
 H

y
m

e
n
o
p
te

ra
, p

h
y
-

to
p
h
a
g
o
u
s
 H

e
te

ro
p
te

ra
, G

ra
s
s
h
o
p
p
e
rs

 (S
a
lta

to
ria

: A
c
rid

id
a
e
), p

h
y
to

p
h
a
g
o
u
s
 D

ip
te

ra
.

A
b

o
v
e
g

ro
u

n
d

 c
a
rn

iv
o

re
s
: Z

o
o
p
h
a
g
o
u
s
 H

y
m

e
n
o
p
te

ra
 (e

x
c
l. P

a
ra

s
itic

a
), z

o
o
p
h
a
g
o
u
s
 

b
e

e
tle

s
 (m

a
in

ly
 C

a
ra

b
id

a
e
 a

n
d
 S

ta
p
h
y
lin

id
a
e
), Z

o
o
p
h
a
g
o
u
s
 H

e
te

ro
p
te

ra
, Z

o
o
p
h
a
g
o
u
s
 D

ip
-

te
ra

, S
p
id

e
rs

 (A
ra

c
h
n
id

a
e
).

A
b

o
v
e
g

ro
u

n
d

 o
m

n
iv

o
re

s
: O

m
n
iv

o
ro

u
s
 b

e
e
tle

s
 (m

a
in

ly
 S

ta
p
h
y
lin

id
 b

e
e
tle

s
) a

n
d
 D

ip
te

ra

P
a
ra

s
ito

id
s
: P

a
ra

s
ito

id
 H

y
m

e
n
o
p
te

ra
 a

n
d
 D

ip
te

ra
. N

o
 p

a
ra

s
ito

id
 C

o
le

o
p
te

ra
 w

e
re

 fo
u
n

d
.

H
y
p

e
rp

a
ra

s
ito

id
s

: H
y
p
e
rp

a
ra

s
ito

id
 H

y
m

e
n
o
p
te

ra
 (m

a
in

ly
 A

llo
x
y
s
ta

 s
p
., H

y
m

e
n
o
p
te

ra
: 

C
y
n
ip

id
a
e
) a

n
d
 m

u
m

m
y
 p

a
ra

s
ito

id
s
 (D

e
n
d
ro

c
e
ru

s
 s

p
., H

y
m

e
n
o
p
te

ra
: M

e
g
a
s
p
ilid

a
e
)

P
o

llin
a
to

rs
: H

y
m

e
n
o
p
te

ra
 (m

a
in

ly
 A

p
id

a
e
), D

ip
te

ra
 (m

a
in

ly
 S

y
rp

h
id

a
e
).

P
a
th

o
g

e
n

s
: P

la
n
t-p

a
th

o
g
e
n
ic

 fu
n
g
i o

f th
e
 g

ro
u
p
s
 P

e
ro

n
o
s
p
o
ra

c
e
a
e
 (D

o
w

n
y
 M

ild
e
w

s
), 

E
ry

s
ip

h
a
le

s
 (P

o
w

d
e
ry

 M
ild

e
w

s
), U

s
tila

g
in

a
le

s
 (S

m
u
t d

is
e
a
s
e
s
) a

n
d
 U

re
d
in

a
le

s
 (R

u
s
t fu

n
-

gi). Further, w
e included B

acteria and Fungi causing Leafspot diseases.

In
v
a
d

e
rs

: A
b
u
n
d
a
n
c
e
 (d

ry
 w

e
ig

h
t/m

²) a
n
d
 s

p
e
c
ie

s
 ric

h
n
e
s
s
 o

f (w
e
e
d
y
) p

la
n
t s

p
e
c
ie

s
 n

o
t 



p
re

s
e
n
t in

 th
e

 p
o
o
l o

f 6
0
 p

la
n
t s

p
e
c
ie

s
 p

re
s
e
n
t in

 th
e
 J

e
n
a
 E

x
p
e
rim

e
n
t (s

o
-c

a
lle

d
 e

x
te

rn
a
l 

in
v
a
d
e
rs

).

B
e
lo

w
g

ro
u

n
d

 m
ic

ro
fa

u
n

a
: A

m
o
e
b
a
e
 a

n
d
 F

la
g
e
lla

te
s
.

B
e
lo

w
g

ro
u

n
d

 m
e
s
o

fa
u

n
a
: C

ollem
bola, H

erbivorous N
em

atodes, B
acterivorous N

em
a

-

to
d
e
s
, F

u
n
g
iv

o
ro

u
s
 N

e
m

a
to

d
e
s
, O

m
n
iv

o
ro

u
s
 N

e
m

a
to

d
e
s
, O

rib
a
tid

 m
ite

s
, p

ro
- m

e
s
o
- a

n
d
 

a
s
tig

m
a
tic

 m
ite

s
.

S
a
p

ro
p

h
a
g

o
u

s
 M

a
c
ro

fa
u

n
a
: E

a
rth

w
o
rm

s
 (L

u
m

b
ric

id
a
e
), Is

o
p
o
d
a
, D

ip
lo

p
o
d
a
, E

n
c
h
y
tra

e
i-

d
a

e

P
re

d
a
to

ry
 M

a
c
ro

fa
u

n
a
: A

ra
n
e
id

a
, G

e
o
p
h
ilid

a
e
, L

ith
o
b
iid

a
e
, C

a
ra

b
id

a
e
, S

ta
p
h
y
lin

id
a
e
, 

E
la

te
rid

a
e
, z

o
o
p
h
a
g
o
u
s
 in

s
e
c
t la

rv
a
e
, H

y
m

e
n
o
p
te

ra

H
e
rb

iv
o

ro
u

s
 M

a
c
ro

fa
u

n
a
: G

a
s
tro

p
o
d
a
, C

u
rc

u
lio

n
id

a
e
, h

e
rb

iv
o
ro

u
s
 la

rv
a
e
 io

f D
ip

te
ra

, 

S
y
m

p
h
y
la

, h
e
rb

iv
o
ro

u
s
 H

e
m

ip
te

ra
 g

ro
u
p
s
.



D
efinition and quantification of organism

 interactions 

W
e
 in

c
lu

d
e
d
 o

n
ly

 th
o
s
e
 in

te
ra

c
tio

n
s
 b

e
tw

e
e
n
 o

rg
a
n
is

m
s
 th

a
t w

e
re

 d
ire

c
tly

 a
n
d
 q

u
a
n
tita

tiv
e

-

ly observed in the field (as opposed to correlative approaches w
here interaction partners 

a
re

 g
e
n
e
ra

lly
 u

n
k
n
o
w

n
). H

e
n
c
e
, e

v
e
ry

 in
te

ra
c
tio

n
 c

o
n
s
id

e
re

d
 h

e
re

 c
o
n
ta

in
s
 in

fo
rm

a
tio

n
 

a
b

o
u
t th

e
 e

x
a

c
t p

ro
c
e
s
s
 ra

te
s
. F

o
r e

x
a

m
p
le

, “d
e
c
o
m

p
o
s
itio

n
” is

 th
e
 a

m
o
u
n
t o

f m
a
te

ria
l o

f 

k
n
o
w

n
 q

u
a
n
tity

 d
e
c
o
m

p
o
s
e
d
 o

v
e
r a

 g
iv

e
n
 p

e
rio

d
 o

f tim
e
 p

e
r u

n
it a

re
a
. 

The specific definitions for each interaction are:

H
e
rb

iv
o

ry
: 

T
h
e
 p

e
rc

e
n
ta

g
e
 o

f in
ta

c
t le

a
f a

re
a
 o

f a
n
 a

v
e
ra

g
e
 s

a
m

p
le

 o
f e

a
c
h
 p

la
n
t c

o
m

-

m
u
n
ity

 c
o
n
s
u
m

e
d
 b

y
 in

v
e
rte

b
ra

te
 h

e
rb

iv
o
re

s
 o

v
e
r a

 g
iv

e
n
 p

e
rio

d
 o

f tim
e
 o

n
 s

u
b
p
lo

ts
 o

f 2
 

x
 4

 m
, a

v
e
ra

g
e
d
 a

c
ro

s
s
 tim

e
. P

la
n
t c

o
m

m
u
n
ity

 h
e
rb

iv
o
ry

 w
a
s
 v

is
u
a
lly

 e
s
tim

a
te

d
 in

 M
a
y
 

and A
ugust 2003, 2004 and 2005 by sam

pling a given num
ber of plant individuals along 

tra
n
s
e
c
ts

 th
ro

u
g
h
 e

a
c
h
 o

f th
e
 8

2
 e

x
p
e
rim

e
n
ta

l p
lo

ts
 a

n
d
 n

o
tin

g
 th

e
 p

e
rc

e
n
ta

g
e
 o

f le
a
f a

re
a
 

e
a

te
n
 b

y
 in

v
e

rte
b
ra

te
 h

e
rb

iv
o
re

s
 (in

s
e

c
ts

 a
n
d
 m

o
llu

s
c
s
).

P
a
ra

s
itis

m
: 

T
h
e
 p

e
rc

e
n
ta

g
e
 o

f w
ild

b
e
e
 (H

y
m

e
n
o
p
te

ra
: A

p
id

a
e
) c

e
lls

 p
a
ra

s
itiz

e
d
 in

 a
r-

tificially exposed trap nests (m
easured in 2005 and 2006). Trap nests consisted of reed 

in
te

rn
o
d
e
s
 c

u
t to

 a
 s

ta
n
d
a
rd

iz
e
d
 le

n
g
th

 a
n
d
 e

n
c
lo

s
e
d
 in

 p
la

s
tic

 tu
b
e
s
 o

f c
. 1

4
 c

m
 d

ia
m

e
te

r. 

T
h
e
re

 w
e
re

 4
 tra

p
 n

e
s
ts

 in
s
ta

lle
d
 o

n
 a

 w
o
o
d
e
n
 p

o
s
t in

 th
e
 m

id
d
le

 o
f e

a
c
h
 p

lo
t; tra

p
 n

e
s
ts

 

w
e
re

 in
s
ta

lle
d
 in

 e
a
rly

 s
p
rin

g
 e

a
c
h
 y

e
a
r a

n
d
 re

m
o
v
e
d
 in

 a
u
tu

m
n
, a

n
d
 a

ll re
e
d
 in

te
rn

o
d
e

s
 

w
e
re

 c
h
e
c
k
e
d
 fo

r c
o
lo

n
iz

a
tio

n
 b

y
 tra

p
-n

e
s
tin

g
 b

e
e
s
, w

a
s
p
s
 a

n
d
 th

e
ir n

a
tu

ra
l e

n
e
m

ie
s
. W

e
 

u
s
e
d
 p

a
ra

s
itiz

e
d
 w

ild
b
e
e
 c

e
lls

 b
e
c
a
u
s
e
 th

e
s
e
 m

e
a
s
u
re

m
e
n
ts

 w
e
re

 p
e
rfo

rm
e
d
 in

 a
ll N

=
8
2
 

la
rg

e
 p

lo
ts

. Q
u
a
lita

tiv
e
ly

 s
im

ila
r re

s
u
lts

 w
e
re

 o
b
ta

in
e
d
 u

s
in

g
 p

a
ra

s
itis

m
 ra

te
s
 e

s
tim

a
te

d
 

fro
m

 a
p
h
id

 m
u
m

m
ie

s
.

H
y
p

e
rp

a
ra

s
itis

m
: 

T
h
e
 p

e
rc

e
n
ta

g
e
 o

f a
p
h
id

 m
u
m

m
ie

s
 th

a
t w

e
re

 p
a
ra

s
itiz

e
d
 b

y
 H

y
-

m
e
n
o
p
te

ra
n
 h

y
p
e
rp

a
ra

s
ito

id
s
. A

ll s
ta

tio
n
a
ry

 a
p
h
id

s
 (in

c
lu

d
in

g
 a

la
te

s
 w

ith
in

 c
o
lo

n
ie

s
) w

e
re

 

counted 4 tim
es (tw

ice before the first m
ow

ing, tw
ice after) in c. 3 m

 x 20 cm
 transects in 

4
7

 s
m

a
ll e

x
tra

 p
lo

ts
 o

n
 a

ll s
o
w

n
 p

la
n
t s

p
e
c
ie

s
 (p

la
n
t s

p
e
c
ie

s
 ric

h
n
e
s
s
 h

e
re

 ra
n
g
e
d
 fro

m
 1

 

to
 9

 p
la

n
t s

p
e

c
ie

s
). A

ll m
u
m

m
ie

s
 (p

a
ra

s
itiz

e
d
 a

p
h
id

s
) w

e
re

 c
o
lle

c
te

d
 in

 th
e
 s

a
m

e
 tra

n
s
e
c
t 

a
t th

e
 s

a
m

e
 4

 d
a
te

s
 a

n
d
 c

h
e
c
k
e
d
 fo

r p
a
ra

s
ito

id
s
 a

n
d
 h

y
p
e
rp

a
ra

s
ito

id
s
. A

n
a
ly

s
e
s
 w

e
re

 p
e
r-

fo
rm

e
d
 s

e
p
a
ra

te
ly

 fro
m

 a
ll o

th
e
r d

a
ta

, a
n
d
 lin

e
s
 in

 F
ig

. 1
 s

h
o
w

 p
re

d
ic

te
d
 v

a
lu

e
s
 e

x
tra

p
o
la

t-

e
d

 to
 m

o
re

 s
p
e
c
ie

s
-ric

h
 m

ix
tu

re
s
. H

y
p
e
rp

a
ra

s
itis

m
 w

a
s
 a

d
d
itio

n
a
lly

 m
e
a
s
u
re

d
 in

 2
3
 la

rg
e
 

p
lo

ts
 (2

0
 x

 2
0

 m
) a

n
d
 a

 b
in

a
ry

 re
g
re

s
s
io

n
 a

n
a
ly

s
is

 s
h
o
w

e
d
 q

u
a
lita

tiv
e
ly

 th
e
 s

a
m

e
 re

s
u
lt.

P
o

llin
a
tio

n
: The num

ber of flow
er visits by D

ipteran and H
ym

enopteran pollinators per 
tim

e
 in

te
rv

a
l (6

 m
in

u
te

s
) v

is
u
a
lly

 c
o
u
n

te
d
 o

n
 0

.6
4
 m

² s
u
b
p
lo

ts
 in

 e
a
c
h
 p

lo
t (e

x
c
lu

d
in

g
 th

o
s
e
 

plots containing only grasses) in M
ay, June and A

ugust 2005 and 2006, averaged over 
tim

e
.

P
a
th

o
g

e
n

 s
e
v
e
rity

: T
h
e
 m

e
a
n
 p

e
rc

e
n
ta

g
e
 o

f le
a
f a

re
a
 d

a
m

a
g
e
d
 b

y
 p

la
n
t p

a
th

o
g
e
n
ic

 fu
n
g
i 

a
c
ro

s
s
 th

e
 w

h
o
le

 p
la

n
t c

o
m

m
u
n
ity

 o
f e

v
e
ry

 p
lo

t. P
a
th

o
g
e
n
 in

fe
c
tio

n
 w

a
s
 v

is
u
a
lly

 a
s
s
e
s
s
e
d
 

in
 2

0
0
6
 fo

r a
ll s

p
e
c
ie

s
 in

 a
ll 8

2
 la

rg
e
 p

lo
ts

. S
c
re

e
n
in

g
 fo

c
u
s
s
e
d
 o

n
 th

e
 p

a
th

o
g
e
n
 g

ro
u
p

s
 

d
o

w
n
y
 m

ild
e
w

, p
o
w

d
e
ry

 m
ild

e
w

, ru
s
ts

 a
n
d
 s

m
u
ts

. In
 a

d
d
itio

n
, in

fe
c
tio

n
 o

f fu
n
g
a
l-c

a
u
s
e
d
 

le
a
f s

p
o
ts

 w
a
s
 a

s
s
e
s
s
e
d
. F

u
n
g
a
l p

a
th

o
g
e
n
 in

fe
c
tio

n
 w

a
s
 re

g
is

te
re

d
 fo

r e
a
c
h
 s

p
e
c
ie

s
 p

e
r 

p
lo

t a
s
 th

e
 m

e
a
n
 p

e
rc

e
n
ta

g
e
 in

fe
c
te

d
 in

d
iv

id
u
a
ls

 p
e
r s

p
e
c
ie

s
.

B
io

tu
rb

a
tio

n
: T

h
e
 n

u
m

b
e
r o

f b
u
rro

w
in

g
 h

o
le

s
 o

f th
e
 C

o
m

m
o
n
 V

o
le

 (M
ic

ro
tu

s
 a

rv
a
lis

) 



found in June and S
eptem

ber 2005 in an area of 20 x 20 m
 on every plot, averaged across 

tim
e
. A

c
tiv

ity
 o

f o
th

e
r b

io
tu

rb
a
to

rs
 (e

.g
. e

a
rth

w
o
rm

s
) w

a
s
 n

o
t a

s
s
e
s
s
e
d
, b

u
t d

a
ta

 o
n
 e

a
rth

-

w
o
rm

 d
e
n
s
itie

s
 a

re
 a

v
a
ila

b
le

 u
p
o
n
 re

q
u
e
s
t.

D
e
c
o

m
p

o
s
itio

n
: 

T
h
e
 p

e
rc

e
n
ta

g
e
 o

f litte
r re

m
a
in

in
g
 in

 s
ta

n
d
a
rd

iz
e
d
 e

x
p
o
s
e
d
 litte

r b
a
g
s
 

p
e

r p
lo

t a
fte

r fo
u
r m

o
n
th

s
 o

f tim
e
. L

itte
r o

f th
re

e
 p

la
n
t fu

n
c
tio

n
a
l g

ro
u
p
s
 (g

ra
s
s
e
s
, h

e
rb

s
 

a
n

d
 le

g
u
m

e
s
) w

a
s
 u

s
e
d
 to

 e
s
ta

b
lis

h
 fo

u
r litte

r tre
a
tm

e
n
ts

 [g
ra

s
s
e
s
 (G

), h
e
rb

s
 (H

), le
g
u
m

e
s
 

(L
) a

n
d
 m

ix
e
d
 (M

)]. E
a
c
h
 litte

rb
a
g
 c

o
n
ta

in
e
d
 3

 g
 d

ry
 w

e
ig

h
t o

f p
la

n
t m

a
te

ria
l. L

itte
r o

f e
a
c
h
 

fu
n
c
tio

n
a
l g

ro
u
p
 w

a
s
 o

b
ta

in
e
d
 b

y
 m

ix
in

g
 1

 g
 o

f s
e
n
e
s
c
e
d
 litte

r o
f th

re
e
 p

la
n
t s

p
e
c
ie

s
: 

g
ra

s
s
e
s
 (F

e
s
tu

c
a
 ru

b
ra

, L
o
liu

m
 p

e
re

n
n
e

, P
o
a

 p
ra

te
n
s
is

) (N
 2

.0
%

, C
:N

 2
2
.6

), h
e
rb

s
 (C

ir-

s
iu

m
 o

le
ra

c
e
u
m

, D
a
u
c
u
s
 c

a
ro

ta
, P

la
n
ta

g
o

 la
n
c
e
o
la

ta
) (N

 2
.3

%
, C

:N
 1

9
.6

), le
g
u
m

e
s
 (L

a
th

-

y
ru

s
 p

ra
te

n
s
is

, L
o
tu

s
 c

o
rn

ic
u
la

tu
s
, T

rifo
liu

m
 re

p
e
n
s) (3.0%

, C
:N

 15.5). For the m
ixed litter 

tre
a
tm

e
n
t w

e
 u

s
e
d
 3

 g
 d

ry
 w

e
ig

h
t litte

r (N
 2

.4
%

, C
:N

 1
9
.3

) fro
m

 a
 h

o
m

o
g
e
n
o
u
s
 m

ix
tu

re
 

c
re

a
te

d
 b

y
 m

ix
in

g
 a

ll 9
 p

la
n
t s

p
e
c
ie

s
. T

h
e
 litte

r m
a
te

ria
l w

a
s
 c

o
lle

c
te

d
 fro

m
 th

e
 J

e
n
a
 E

x
-

perim
ent field site in the previous season (2003), sorted, dried for 3 days at 60 °C

 and cut 
in

to
 p

ie
c
e
s
 ~

 3
 c

m
 in

 le
n
g
th

. L
itte

rb
a
g
s
 w

e
re

 b
u
ilt u

s
in

g
 4

 m
m

 m
e
s
h
 to

 a
llo

w
 a

c
c
e
s
s
 o

f s
o
il 

a
n

im
a
ls

 in
c
lu

d
in

g
 la

rg
e
 e

a
rth

w
o
rm

s
 s

u
c
h
 a

s
 L

u
m

b
ric

u
s
 te

rre
s
tris

. L
itte

rb
a
g
s
 o

f e
a
c
h
 o

f th
e
 

fo
u
r litte

r tre
a
tm

e
n
ts

 w
e
re

 p
la

c
e
d
 o

n
 th

e
 s

o
il s

u
rfa

c
e
 o

f fo
u
r d

e
c
o
m

p
o
s
e
r tre

a
tm

e
n
ts

 (re
-

d
u

c
e
d
 a

n
d
 in

c
re

a
s
e
d
 e

a
rth

w
o
rm

 d
e
n
s
ity, a

m
b
ie

n
t a

n
d
 re

d
u
c
e
d
 s

p
rin

g
ta

il d
e
n
s
ity

) o
f th

e
 1

, 

4
, 1

6
 p

la
n
t s

p
e
c
ie

s
 d

iv
e
rs

ity
 p

lo
ts

 in
 F

e
b
ru

a
ry

 2
0
0
4
. T

h
e
 litte

rb
a
g
s
 w

e
re

 c
o
lle

c
te

d
 in

 J
u

n
e
 

2004, after 4 m
onths of exposure, dried three days at 60 °C

 and w
eighed. The percentage 

o
f litte

r re
m

a
in

in
g
 in

 th
e
 m

ix
e
d
 litte

r tre
a
tm

e
n
t a

fte
r th

e
s
e
 fo

u
r m

o
n
th

s
 w

a
s
 u

s
e
d
 a

s
 a

 m
e
a

-

s
u
re

 o
f d

e
c
o
m

p
o
s
itio

n
 ra

te
. M

e
a
s
u
re

m
e
n
ts

 w
e
re

 p
e
rfo

rm
e
d
 o

n
 p

lo
ts

 c
o
n
ta

in
in

g
 1

, 4
 a

n
d
 1

6
 

p
la

n
t s

p
e
c
ie

s
.

B
io

lo
g

ic
a
l in

v
a
s
io

n
: T

h
e
 p

o
p
u
la

tio
n
 d

e
n
s
ity

 (in
d
iv

id
u
a
ls

 p
e
r 4

 m
²) o

f a
n
 in

v
a
d
in

g
 w

e
e

d
y
 

p
la

n
t s

p
e
c
ie

s
 (C

irs
iu

m
 a

rv
e
n
s
e

), m
e
a
s
u
re

d
 in

 2
0
0
4
 o

n
 ra

n
d
o
m

ly
 p

la
c
e
d
 p

o
s
itio

n
s
 in

 th
e
 

c
o
re

 a
re

a
 o

f e
v
e
ry

 p
lo

t.

M
ic

ro
b

ia
l re

s
p

ira
tio

n: M
icrobial respiration w

as m
easured from

 five cores (diam
eter 5 cm

, 
depth 5 cm

) taken on random
ized subplot positions (2 x 4 m

) per plot in M
ay 2002, 2003, 

2
0

0
4
, 2

0
0
6
, 2

0
0
7
 a

n
d
 2

0
0
8
. S

o
il s

a
m

p
le

s
 w

e
re

 h
o
m

o
g
e
n
iz

e
d
 fro

m
 e

a
c
h
 p

lo
t a

n
d
 m

ic
ro

b
ia

l 

re
s
p
ira

tio
n
 w

a
s
 m

e
a
s
u
re

d
 u

s
in

g
 a

n
 O

2  m
ic

ro
c
o
m

p
e
n
s
a
tio

n
 a

p
p
a
ra

tu
s

3
6.   

A
n

t a
c
tiv

ity
: B

etw
een 4

th J
u
ly

 2
0
0
6
 a

n
d
 1

6
th A

u
g
u
s
t 2

0
0
6
, a

n
t c

o
lo

n
ie

s
 w

e
re

 c
o
u
n
te

d
 in

 

e
a

c
h
 p

lo
t in

 a
n
 a

re
a
 o

f 4
m

2. T
h
e
 s

u
rfa

c
e
 o

f th
e
 p

lo
ts

 w
a
s
 s

e
a
rc

h
e
d
 v

is
u
a
lly. E

v
e
ry

 e
n
tra

n
c
e
 

w
as counted as a m

easure of colony num
ber. A

n entrance w
as defined by the observation 

o
f a

n
ts

 p
a
s
s
in

g
 in

 a
n
d
 o

u
t a

n
d
 b

y
 re

c
ru

itin
g
 b

e
h
a
v
io

u
r o

c
c
u
rrin

g
 w

h
e
n
 th

e
 e

n
tra

n
c
e
 w

a
s
 

d
is

tu
rb

e
d
 u

s
in

g
 tw

e
e
z
e
rs

. 



S
ta

tis
tic

a
l M

e
th

o
d

s

W
e
 u

s
e
d
 R

 2
.1

1
.0

 (s
e
e
 R

e
f. 

4
8) fo

r d
a
ta

 a
n
a
ly

s
e
s
. In

 a
d
d
itio

n
, w

e
 c

a
lc

u
la

te
d
 s

tru
c
tu

ra
l 

e
q

u
a
tio

n
 m

o
d

e
ls

 u
s
in

g
 A

M
O

S
 1

6
.0

 (S
P

S
S

, In
c
.). C

o
d
e
 p

rin
te

d
 b

e
lo

w
 re

fe
rs

 to
 R

 2
.1

1
.0

.

G
e
n

e
ra

l a
p

p
ro

a
c
h

For m
ost of our analyses, w

e present results on a unified scale [0;1]. This allow
s direct 

c
o
m

p
a
ris

o
n
s
 o

f s
lo

p
e
s
, in

te
rc

e
p
ts

 a
n
d

 o
th

e
r m

o
d
e
l p

a
ra

m
e
te

rs
 a

c
ro

s
s
 a

ll ta
x
o
n
o
m

ic
 

g
ro

u
p
s
. 

A
 s

m
a
ll e

x
a
m

p
le

 d
a
ta

s
e
t s

h
a
ll s

e
rv

e
 to

 in
tro

d
u
c
e
 th

e
 m

e
th

o
d
o
lo

g
y
 u

s
e
d
; le

t y
1 a

n
d
 y

2  b
e
 

c
a
rn

iv
o
re

 a
n
d
 h

e
rb

iv
o
re

 a
b
u
n
d
a
n
c
e
, re

s
p
e
c
tiv

e
ly

; le
t x

1  b
e
 th

e
 e

x
p
la

n
a
to

ry
 v

a
ria

b
le

 (p
la

n
t 

s
p
e
c
ie

s
 ric

h
n
e
s
s
). y

1 ´an
d
 y

2 ´ are th
e tran

sfo
rm

ed
 v

ersio
n
s o

f th
e resp

o
n
se v

ariab
les y

1  a
n
d
 y

2 . A
 

p
o

s
s
ib

le
 d

a
ta

s
e
t m

a
y
 th

e
n
 lo

o
k
 lik

e
 th

is
:

T
h
e
 s

lo
p
e
s
 o

f c
o
rre

s
p
o
n
d
in

g
 re

g
re

s
s
io

n
 lin

e
s
 a

re
 th

e
n
 1

0
.2

 fo
r c

a
rn

iv
o
re

s
 o

r 1
0
2
 fo

r h
e

rb
i-

v
o
re

s
. O

n
 th

e
 tra

n
s
fo

rm
e
d
 s

c
a
le

, h
o
w

e
v
e
r, b

o
th

 s
lo

p
e
s
 a

re
 e

x
a
c
tly

 0
.3

4
. T

h
u
s
, s

ta
n
d
a
rd

-

iz
in

g
 th

e
 re

s
p
o
n
s
e
 v

a
ria

b
le

s
 to

 [0
;1

] re
v
e
a
ls

 th
a
t b

o
th

 g
ro

u
p
s
 a

c
tu

a
lly

 re
s
p
o
n
d
 in

 e
x
a
c
tly

 

th
e
 s

a
m

e
 w

a
y
 to

 p
la

n
t s

p
e
c
ie

s
 ric

h
n
e
s
s
. S

u
c
h
 a

 c
o
n
c
lu

s
io

n
 w

o
u
ld

, h
o
w

e
v
e
r, n

o
t h

a
v
e
 b

e
e
n
 

p
o

s
s
ib

le
 o

n
 th

e
 o

rig
in

a
l s

c
a
le

.

O
u
r a

p
p
ro

a
c
h
 to

 d
a
ta

 a
n
a
ly

s
is

 c
o
n
s
is

ts
 o

f fo
u
r s

te
p
s
:

(1) S
tandardization of response variables to a unified scale [0...1]

(2) S
eparate analysis of every response variable using a com

m
on set of 572 linear and 

n
o

n
lin

e
a
r m

o
d

e
ls

 p
e
r re

s
p
o
n
s
e
 v

a
ria

b
le

(3
) C

o
m

b
in

e
d
 a

n
a
ly

s
is

 o
f a

ll re
s
p
o
n
s
e
 v

a
ria

b
le

s
 u

s
in

g
 a

 c
o
m

m
o
n
 p

o
w

e
r la

w
 fu

n
c
tio

n

(4
) C

o
m

b
in

e
d
 m

u
ltiv

a
ria

te
 a

n
a
ly

s
e
s
 o

f g
ro

u
p
s
 o

f re
s
p
o
n
s
e
 v

a
ria

b
le

s
 u

s
in

g
 (i) m

u
ltiv

a
ria

te
 

lin
e
a
r m

o
d
e
ls

 a
n
d
 (ii) s

tru
c
tu

ra
l e

q
u
a
tio

n
 m

o
d
e
ls

.

W
e
 c

h
o
s
e
 a

 tra
n
s
fo

rm
a
tio

n
 to

 ra
n
g
e
 [0

,1
] ra

th
e
r th

a
n
 a

 z
 tra

n
s
fo

rm
a
tio

n
 b

e
c
a
u
s
e
 (i) th

e
 

re
s
u
ltin

g
 v

a
lu

e
s
 a

re
 e

a
s
ie

r to
 c

o
m

p
a
re

 a
n
d
 to

 in
te

rp
re

t, (ii) b
e
c
a
u
s
e
 th

is
 tra

n
s
fo

rm
a
tio

n
 is

 

m
o
re

 ro
b
u
s
t th

a
n
 th

e
 z

 tra
n
s
fo

rm
a
tio

n
 
4
9, a

n
d
 (iii) b

e
c
a
u
s
e
 in

fo
rm

a
tio

n
 a

b
o
u
t th

e
 v

a
ria

tio
n
 

o
f v

a
ria

b
le

s
 is

 lo
s
t w

ith
 th

e
 z

 tra
n
s
fo

rm
a
tio

n
 (a

ll v
a
ria

b
le

s
 h

a
v
in

g
 a

 s
ta

n
d
a
rd

 d
e
v
ia

tio
n
 o

f 1
 

a
fte

r tra
n
s
fo

rm
a
tio

n
). 

N
o
te

 th
a
t s

c
a
lin

g
 v

a
ria

b
le

s
 to

 [0
;1

] m
a

y
 in

tro
d
u
c
e
 a

 b
ia

s
 w

h
e
n
 d

iv
id

in
g
 b

y
 th

e
 m

a
x
im

u
m

 

o
b

s
e
rv

e
d
 v

a
lu

e
 fo

r e
a
c
h
 v

a
ria

b
le

, e
s
p
e
c
ia

lly
 if th

e
 u

n
d
e
rly

in
g
 d

is
trib

u
tio

n
s
 a

re
 s

k
e
w

e
d
. In

 

p
a

rtic
u
la

r, a
 la

rg
e
 m

a
x
im

u
m

:m
e
d
ia

n
 ra

tio
 c

o
u
ld

 le
a
d
 to

 lo
w

e
r v

a
lu

e
s
 o

f th
e
 e

x
p
o
n
e
n
t z

 re
-

p
o

rte
d
 in

 p
o
w

e
r fu

n
c
tio

n
s
. H

o
w

e
v
e
r, th

e
 z

 v
a
lu

e
s
 c

a
lc

u
la

te
d
 b

y
 u

s
 w

e
re

 b
a
s
e
d
 o

n
 h

ig
h

ly
 

a
g

g
re

g
a
te

d
 d

a
ta

, fo
r w

h
ic

h
 th

e
 a

rith
m

e
tic

 m
e
a
n
 is

 lik
e
ly

 to
 b

e
 a

n
 u

n
b
ia

s
e
d
 e

s
tim

a
te

r o
f th

e
 

x
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y
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y
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1
1
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1
0
0

0
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2
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2
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0

0
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0
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3
3
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3
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0
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0
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4
4
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4
0
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tru
e
 p

o
p
u
la

tio
n
 m

e
a
n
. 

W
e
 a

d
d
itio

n
a
lly

 ra
n
 o

u
r a

n
a
ly

s
e
s
 u

s
in

g
 a

 z
 tra

n
s
fo

rm
a
tio

n
 a

n
d
 fo

u
n
d
 n

o
 p

rin
c
ip

a
l d

iffe
r-

e
n

c
e
s
. 

U
n

iv
a
ria

te
 lin

e
a
r a

n
d

 n
o

n
lin

e
a
r m

o
d

e
ls

T
h
e
 s

e
t o

f lin
e

a
r a

n
d
 n

o
n
lin

e
a
r m

o
d
e
ls

 w
a
s
 c

a
re

fu
lly

 c
h
o
s
e
n
 fro

m
 b

io
lo

g
ic

a
lly

 m
e
a
n
in

g
fu

l 

m
o
d
e
ls

:

(1
) L

in
e
a
r m

o
d

e
ls

 c
o
n
ta

in
in

g
 b

lo
c
k
, p

la
n
t s

p
e
c
ie

s
 ric

h
n
e
s
s
, n

u
m

b
e
r o

f p
la

n
t fu

n
c
tio

n
a

l 

g
ro

u
p
s
, g

ra
s
s
 a

n
d
 le

g
u
m

e
 p

re
s
e
n
c
e

(2
) S

a
tu

ra
tin

g
 n

o
n
-lin

e
a
r m

o
d
e
ls

 (M
ic

h
a
e
lis

-M
e
n
te

n
, a

s
y
m

p
to

tic
 re

g
re

s
s
io

n
 m

o
d
e
ls

, lo
g
is

-

tic
 re

g
re

s
s
io

n
 m

o
d
e
ls

)

(3
) E

x
p

o
n

e
n

tia
l n

o
n
-lin

e
a
r m

o
d
e
ls

 (in
c
lu

d
in

g
 b

ie
x
p
o
n
e
n
tia

l m
o
d
e
ls

)

(4
) P

o
w

e
r la

w
 m

o
d

e
ls

 c
o
v
e
rin

g
 a

 w
id

e
 ra

n
g
e
 o

f p
o
s
s
ib

le
 s

h
a
p
e
s
 o

f re
s
p
o
n
s
e
s
 

T
o
 m

a
k
e
 lin

e
a

r a
n
d
 n

o
n
-lin

e
a
r m

o
d
e
ls

 c
o
m

p
a
ra

b
le

, le
g
u
m

e
 p

re
s
e
n
c
e
, g

ra
s
s
 p

re
s
e
n
c
e
 a

n
d
 

n
u

m
b
e
r o

f fu
n
c
tio

n
a
l g

ro
u
p
s
 w

e
re

 in
c
lu

d
e
d
 a

s
 c

o
v
a
ria

te
s
 in

to
 th

e
 n

o
n
lin

e
a
r m

o
d
e
ls

.

If m
o
d
e
l d

ia
g
n

o
s
tic

 p
lo

ts
 s

h
o
w

e
d
 v

a
ria

n
c
e
 h

e
te

ro
g
e
n
e
ity

 o
r n

o
n
-n

o
rm

a
lity

 o
f v

a
ria

n
c
e
, w

e
 

u
p

d
a
te

d
 o

u
r m

o
d
e
ls

 u
s
in

g
 v

a
ria

n
c
e
 fu

n
c
tio

n
s
. In

 tw
o
 c

a
s
e
s
 (v

e
rte

b
ra

te
 h

e
rb

iv
o
re

 a
b
u
n

-

d
a

n
c
e
 a

n
d
 h

y
p
e
rp

a
ra

s
itis

m
 ra

te
s
) w

e
 a

d
d
itio

n
a
lly

 u
s
e
d
 g

e
n
e
ra

liz
e
d
 lin

e
a
r m

o
d
e
ls

 fo
r a

n
a
l-

y
s
is

50.

B
locks w

ere treated as fixed rather than random
 effects because there w

ere only four lev
-

e
ls

 o
f b

lo
c
k
s
, a

n
d
 b

e
c
a
u
s
e
 tre

a
tm

e
n
ts

 w
e
re

 u
n
e
q
u
a
lly

 re
p
re

s
e
n
te

d
 w

ith
in

 b
lo

c
k
s
 (s

e
e
 R

e
f. 

51 fo
r a

 s
im

ila
r a

p
p
ro

a
c
h
).

W
e
 u

s
e
d
 A

IC
c
 (A

k
a
ik

e
´s

 In
fo

rm
a
tio

n
 C

rite
rio

n
, c

o
rre

c
te

d
 fo

r s
m

a
ll s

a
m

p
le

 s
iz

e
s
; s

e
e
 R

e
f. 

52) for m
odel sim

plification and m
odel selection. M

anual deletions of term
s from

 m
odels 

(c
o
m

p
a
rin

g
 m

o
d
e
ls

 u
s
in

g
 c

o
n
d
itio

n
a
l F

-te
s
ts

) le
a
d
 to

 q
u
a
lita

tiv
e
ly

 v
e
ry

 s
im

ila
r re

s
u
lts

.

A
b
u
n
d
a
n
c
e
s
 a

n
d
 n

u
m

b
e
rs

 o
f d

is
tin

c
t s

p
e
c
ie

s
 p

e
r s

a
m

p
le

 w
e
re

 s
u
m

m
e
d
 d

u
rin

g
 d

a
ta

 a
g

g
re

-

g
a

tio
n
. F

o
r n

o
n
-c

o
u
n
t d

a
ta

 (o
rg

a
n
is

m
 in

te
ra

c
tio

n
s
), w

e
 c

a
lc

u
la

te
d
 m

e
a
n
 v

a
lu

e
s
 fo

r e
v
e

ry
 

plot. The total sam
ple size w

as at least 50 for abundance and species richness data, and 
8

2
 fo

r o
rg

a
n
is

m
 in

te
ra

c
tio

n
s
. F

o
r p

ra
c
tic

a
l re

a
s
o
n
s
, h

y
p
e
rp

a
ra

s
itis

m
 a

n
d
 b

e
lo

w
g
ro

u
n
d
 p

ro
-

F
o
r p

ra
c
tic

a
l re

a
s
o
n
s
, h

y
p
e
rp

a
ra

s
itis

m
 a

n
d
 b

e
lo

w
g
ro

u
n
d
 p

ro
-

to
z
o
a
 h

a
d
 a

 s
m

a
lle

r s
a
m

p
le

 s
iz

e
. T

h
e
s
e
 v

a
ria

b
le

s
 w

e
re

 th
e
re

fo
re

 n
o
t in

c
lu

d
e
d
 in

to
 th

e
 m

u
l-

tiv
a
ria

te
 lin

e
a
r m

o
d
e
ls

. E
v
e
ry

 re
s
p
o
n
s
e
 v

a
ria

b
le

 w
a
s
 tra

n
s
fo

rm
e
d
 u

s
in

g
 a

  tra
n
s
fo

rm
a
tio

n
 

to
 [0

;1
] p

rio
r to

 a
n
a
ly

s
e
s
 to

 a
llo

w
 c

o
m

p
a
ris

o
n
s
 o

f m
o
d
e
l p

a
ra

m
e
te

rs
. V

e
rte

b
ra

te
 h

e
rb

iv
o

re
 

a
b

u
n
d
a
n
c
e
 w

a
s
 lo

g
-tra

n
s
fo

rm
e
d
 b

e
fo

re
 tra

n
s
fo

rm
a
tio

n
 to

 [o
;1

] to
 re

d
u
c
e
 n

o
n
-c

o
n
s
ta

n
c
y
 o

f 

v
a
ria

n
c
e
. F

o
r e

v
e
ry

 re
s
p
o
n
s
e
 v

a
ria

b
le

, w
e
 s

e
t u

p
 a

 s
e
t o

f lin
e
a
r a

n
d
 n

o
n
lin

e
a
r c

a
n
d
id

a
te

 

m
o
d
e
ls

. In
 g

e
n
e
ra

liz
e
d
 n

o
n
-lin

e
a
r le

a
s
t s

q
u
a
re

s
 m

o
d
e
ls

, w
e
 u

s
e
d
 v

a
ria

n
c
e
 fu

n
c
tio

n
s
 to

 a
c
-

c
o
u
n
t fo

r h
e
te

ro
s
c
e
d
a
s
tic

ity. F
o
r e

v
e
ry

 re
s
p
o
n
s
e
 v

a
ria

b
le

, th
e
 s

e
t o

f c
a
n
d
id

a
te

 m
o
d
e
ls

 c
o
n

-

s
id

e
re

d
 w

a
s
 c

re
a
te

d
 u

s
in

g
 lin

e
a
r a

n
d
 n

o
n
lin

e
a
r m

o
d
e
ls

. 

T
o
 g

iv
e
 e

v
e
ry

 m
o
d
e
l th

e
 s

a
m

e
 c

h
a
n
c
e
 o

f b
e
in

g
 s

e
le

c
te

d
, th

e
 s

a
m

e
 p

rin
c
ip

a
l s

e
t o

f in
itia

l 

m
o
d
e
ls

 w
a
s
 c

o
n
s
id

e
re

d
 fo

r e
v
e
ry

 re
s
p
o
n
s
e
 v

a
ria

b
le

 in
 tu

rn
. 

T
h
is

 m
a
k
e
s
 th

e
 o

v
e
ra

ll m
o
d
e
l s

e
le

c
tio

n
 p

ro
c
e
s
s
 e

n
tire

ly
 re

p
ro

d
u
c
ib

le
. 



T
h
e
 R

 c
o
d
e
 fo

r th
e
 g

e
n
e
ra

l m
o
d
e
l s

e
le

c
tio

n
 fu

n
c
tio

n
 w

a
s
:

e
v
a
l
u
a
t
e
.
a
l
l
=
f
u
n
c
t
i
o
n
(
r
e
s
p
o
n
s
e
=
q
u
o
t
e
(
r
e
s
p
o
n
s
e
)
,
D
F
=
q
u
o
t
e
(
D
F
)
,
i
)
{

r
e
q
u
i
r
e
(
M
A
S
S
)

r
e
q
u
i
r
e
(
p
g
i
r
m
e
s
s
)

r
e
q
u
i
r
e
(
n
l
m
e
)

o
p
t
i
o
n
s
(
w
i
d
t
h
=
5
0
0
,
s
h
o
w
.
e
r
r
o
r
.
m
e
s
s
a
g
e
s
=
T
)

D
F
 
<
-
 
c
b
i
n
d
(
r
e
s
p
o
n
s
e
 
=
 
D
F
[
[
r
e
s
p
o
n
s
e
]
]
,
 
D
F
)

o
p
t
i
o
n
s
(
s
h
o
w
.
e
r
r
o
r
.
m
e
s
s
a
g
e
s
=
F
)

L
=
l
i
s
t
(

 
m
o
d
e
l
n
a
m
e
1
=
t
r
y
(
m
o
d
e
l
.
f
o
r
m
u
l
a
1
,
D
F
)
)
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m
o
d
e
l
n
a
m
e
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=
t
r
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m
o
d
e
l
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f
o
r
m
u
l
a
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D
F
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m
o
d
e
l
n
a
m
e
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t
r
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m
o
d
e
l
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f
o
r
m
u
l
a
3
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D
F
)
)

#
t
h
e
 
f
u
l
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d
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c
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h
e
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u
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s
e
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c
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d
 
m
o
d
e
l

s
e
l
e
c
t
e
d
=
w
h
i
c
h
(
s
e
q
(
1
:
l
e
n
g
t
h
(
n
n
)
)
=
=
a
s
.
n
u
m
e
r
i
c
(
r
o
w
n
a
m
e
s
(
s
e
l
M
o
d
(
L
2
)
)
)
[
i
]
)

#
 
r
e
t
u
r
n
 
t
h
e
 
m
o
d
e
l
 
f
o
r
m
u
l
a
 
(
t
h
i
s
 
h
a
s
 
t
h
e
 
s
t
r
u
c
t
u
r
e
 
r
e
s
p
o
n
s
e
~
.
.
.
,
d
a
t
a
=
D
F
)

c
a
l
l
e
d
=
l
a
p
p
l
y
(
L
2
[
s
e
l
e
c
t
e
d
]
,
f
u
n
c
t
i
o
n
(
x
)
x
$
c
a
l
l
)

#
 
S
o
m
e
 
t
e
x
t
 
r
e
p
l
a
c
e
m
e
n
t
 
t
o
 
h
a
v
e
 
t
h
e
 
c
o
r
r
e
c
t
 
r
e
s
p
o
n
s
e
 
v
a
r
i
a
b
l
e
s
 
a
n
d
 
d
a
t
a
f
r
a
m
e
s
 
i
n
 
t
h
e
r
e
:

c
a
l
l
e
d
=
s
u
b
(
"
r
e
s
p
o
n
s
e
"
,
r
e
s
p
o
n
s
e
,
c
a
l
l
e
d
)

r
e
p
l
a
c
e
v
e
c
<
-
c
(
"
n
e
w
s
y
n
t
h
e
s
i
s
.
r
a
n
g
e
d
"
)

c
a
l
l
e
d
=
s
u
b
(
"
D
F
"
,
r
e
p
l
a
c
e
v
e
c
,
c
a
l
l
e
d
)

#
 
F
i
n
a
l
l
y
,
 
r
e
t
u
r
n
 
t
h
e
 
s
e
l
e
c
t
e
d
 
m
o
d
e
l
s

r
e
t
u
r
n
l
i
s
t
=
l
i
s
t
(
r
e
s
p
o
n
s
e
=
r
e
s
p
o
n
s
e
,
m
o
d
e
l
s
=
d
f
,
s
e
l
e
c
t
e
d
.
m
o
d
e
l
=
c
a
l
l
e
d
,
a
l
l
.
m
o
d
e
l
s
=
L
2
)

r
e
t
u
r
n
(
r
e
t
u
r
n
l
i
s
t
)

}
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h
e
 fu
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f m
o
d
e
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rm
u
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e
 u

s
e
d
 in

s
id

e
 th

e
 fu

n
c
tio

n
 is

 a
v
a
ila

b
le

 o
n
 re

q
u
e
s
t.

T
h
e
 g
n
l
s
(
)
 

fu
n
c
tio

n
 fro

m
 th

e
 M
A
S
S

 lib
ra

ry
 in

 R
53 w

as used to fit generalized nonlinear 
le

a
s
t-s

q
u
a
re

s
 m

o
d
e
ls

 th
a
t a

llo
w

 fo
r c

o
v
a
ria

te
s
 in

 n
o
n
lin

e
a
r m

o
d
e
ls

, a
n
d
 v

a
ria

n
c
e
 

h
e

te
ro

s
c
e
d
a
s
tic

ity
 c

a
n
 b

e
 m

o
d
e
lle

d
 u

s
in

g
 v

a
ria

n
c
e
 fu

n
c
tio

n
s
.

T
h
e
 t
r
y
(
)

c
o
m

m
a
n
d
 p

re
v
e
n
ts

 th
e
 fu

n
c
tio

n
 to

 e
x
it w

ith
 a

n
 e

rro
r if in

itia
l p

a
ra

m
e
te

r v
a
lu

e
s
 

d
o

 n
o
t le

a
d
 to

 m
o
d
e
l c

o
n
v
e
rg

e
n
c
e
. In

itia
l p

a
ra

m
e
te

r v
a
lu

e
s
 fo

r n
o
n
lin

e
a
r m

o
d
e
ls

 w
e
re

 

based on previous m
anual m

odel fitting approaches.
T

h
e
 in

d
e
x
 i
 

a
llo

w
s
 th

e
 i´th

 m
o
d
e
l to

 b
e
 e

x
tra

c
te

d
 fro

m
 th

e
 re

s
u
ltin

g
 lis

t o
f m

o
d
e
ls

 (o
rd

e
re

d
 

by A
IC

c) for m
anual inspection and m

odification.

F
o
r a

ll m
o
d
e
ls

 w
e
 c

a
lc

u
la

te
d
 th

e
 n

u
m

b
e
r o

f p
a
ra

m
e
te

rs
, lo

g
-L

ik
e
lih

o
o
d
, A

k
a
ik

e
´s

 A
n
 

In
fo

rm
a
tio

n
 C

rite
rio

n
, c

o
rre

c
te

d
 fo

r s
m

a
ll s

a
m

p
le

 s
iz

e
 (A

IC
c
), d

e
lta

-A
IC

c
 v

a
lu

e
s
 a

n
d
 A

k
a
ik

e
 

w
eights. The five m

odels w
ith low

est A
IC

c values w
ere inspected in detail by plotting 

m
o
d
e
l p

re
d
ic

tio
n
s
 a

n
d
 m

o
d
e
l d

ia
g
n
o
s
tic

 p
lo

ts
 to

 in
s
p
e
c
t th

e
 v

a
ria

n
c
e
 s

tru
c
tu

re
. T

h
e
 m

o
d
e
l 

w
ith

 lo
w

e
s
t A

IC
c
 a

n
d
 h

ig
h
e
s
t A

k
a
ik

e
 w

e
ig

h
t w

a
s
 ta

k
e
n
 to

 b
e
 th

e
 b

e
s
t m

o
d
e
l o

f th
e
 s

u
b
s
e
t, 

w
ith

 s
o
m

e
 e

x
c
e
p
tio

n
s
 w

h
e
re

 b
io

lo
g
ic

a
l k

n
o
w

le
d
g
e
 m

a
d
e
 c

o
m

p
e
tin

g
 m

o
d
e
ls

 m
o
re

 lik
e
ly

 (fo
r 

e
x
a
m

p
le

 if th
e
o
ry

 p
re

d
ic

te
d
 s

a
tu

ra
tin

g
 ra

th
e
r th

a
n
 e

x
p
o
n
e
n
tia

l k
in

e
tic

s
). 

T
o
 a

llo
w

 th
e
 re

a
d
e
r a

 fu
ll a

s
s
e
s
s
m

e
n
t o

f a
ll c

o
m

p
e
tin

g
 m

o
d
e
ls

, w
e
 s

u
p
p
ly

 tw
o
 E

x
c
e
l ta

b
le

s
 

c
o
n
ta

in
in

g
 a

ll m
o
d
e
ls

 c
o
n
s
id

e
re

d
. M

o
d
e
l c

o
n
v
e
rg

e
n
c
e
 w

a
s
 d

iffe
re

n
t fo

r e
v
e
ry

 re
s
p
o
n
s
e
 

v
a
ria

b
le

, a
n
d
 w

e
 p

ro
v
id

e
 th

e
s
e
 o

u
tp

u
ts

 to
 a

llo
w

 a
 p

re
c
is

e
 ju

d
g
e
m

e
n
t o

f w
h
ic

h
 p

a
tte

rn
s
 a

re
 

s
tro

n
g
ly

 s
u
p
p
o
rte

d
 b

y
 th

e
 d

a
ta

, a
n
d
 w

h
ic

h
 n

o
t.

Fitting a m
ore parsim

onious unified pow
er law

 m
odel

U
s
in

g
 th

e
 e
v
a
l
u
a
t
e
.
a
l
l
(
) function defined above revealed that 25 out of 54 response 

v
a
ria

b
le

s
 (i.e

. 4
6
%

) s
h
o
w

e
d
 c

le
a
rly

 n
o

n
lin

e
a
r re

la
tio

n
s
h
ip

s
 w

ith
 p

la
n
t s

p
e
c
ie

s
 ric

h
n
e
s
s
 (8

 

e
x
p
o
n
e
n
tia

l, 7
 M

ic
h
a
e
lis

-M
e
n
te

n
, 1

0
 p

o
w

e
r la

w
 re

la
tio

n
s
h
ip

s
). 

For parsim
ony, w

e decided to fit a c
o

m
m

o
n

 p
o

w
e
r la

w
 fu

n
c
tio

n
 to

 a
ll re

s
p
o
n
s
e
 v

a
ria

b
le

s
 

(A
d
le

r 1
9
9
8
), c

o
v
e
rin

g
 a

 b
ro

a
d
 ra

n
g
e
 o

f p
o
s
s
ib

le
 n

o
n
-lin

e
a
r a

n
d
 lin

e
a
r b

io
d
iv

e
rs

ity
 e

ffe
c
ts

.

T
h
e
 c

o
m

m
o
n
 p

o
w

e
r la

w
 fu

n
c
tio

n
 u

s
e
d
 w

a
s

y
 =

 a
 +

 b
 ×

 s
o
w

n
d
iv

 
c

W
h
e
re

 y
 is

 th
e
 re

s
p
o
n
s
e
 v

a
ria

b
le

, s
o
w

d
iv

 is
 s

o
w

n
 p

la
n
t s

p
e
c
ie

s
 ric

h
n
e
s
s
, a

n
d
 a

, b
 a

n
d
 c

 

a
re

 p
a
ra

m
e
te

rs
 to

 b
e
 e

s
tim

a
te

d
 fro

m
 th

e
 d

a
ta

.

N
o
te

 th
a
t th

is
 m

o
d
e
l a

ls
o
 a

llo
w

s
 lin

e
a
r m

o
d
e
ls

 (fo
r c

=
1
) a

n
d
 n

u
ll m

o
d
e
ls

 (fo
r c

=
0
).

B
ecause m

any response variables can be assum
ed to be zero for zero plant species 

ric
h
n
e
s
s
, w

e
 e

x
c
lu

d
e
d
 th

e
 in

te
rc

e
p
t fro

m
 th

e
 m

o
d
e
l in

 c
a
s
e
s
 w

h
e
re

 th
e
 c

 p
a
ra

m
e
te

r w
a

s
 

c
o
m

p
a
re

d
 a

c
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s
s
 d

iffe
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n
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s
p
o
n
s
e
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a
ria

b
le

s
 (m

o
d
e
l n

a
m

e
d
 P
a
4

 b
e
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w
).



The pow
er law

 m
odels w

ere fitted using the follow
ing R

 code:

e
v
a
l
u
a
t
e
.
s
m
a
l
l
=
f
u
n
c
t
i
o
n
(
r
e
s
p
o
n
s
e
=
q
u
o
t
e
(
r
e
s
p
o
n
s
e
)
,
D
F
=
q
u
o
t
e
(
D
F
)
)
{

r
e
q
u
i
r
e
(
M
A
S
S
)

r
e
q
u
i
r
e
(
p
g
i
r
m
e
s
s
)

r
e
q
u
i
r
e
(
n
l
m
e
)

o
p
t
i
o
n
s
(
w
i
d
t
h
=
5
0
0
,
s
h
o
w
.
e
r
r
o
r
.
m
e
s
s
a
g
e
s
=
T
)

D
F
 
<
-
 
c
b
i
n
d
(
r
e
s
p
o
n
s
e
 
=
 
D
F
[
[
r
e
s
p
o
n
s
e
]
]
,
 
D
F
)

L
=
l
i
s
t
(P
a
1
=
t
r
y
(
n
l
s
(
r
e
s
p
o
n
s
e
~
a
+
b
*
s
o
w
n
d
i
v
^
c
,
s
t
a
r
t
=
l
i
s
t
(
a
=
1
,
b
=
1
,
c
=
1
)
,
D
F
)
)
,

 
P
a
2
=
t
r
y
(
n
l
s
(
r
e
s
p
o
n
s
e
~
a
+
b
*
s
o
w
n
d
i
v
,
s
t
a
r
t
=
l
i
s
t
(
a
=
1
,
b
=
1
)
,
D
F
)
)
,

 
P
a
3
=
t
r
y
(
n
l
s
(
r
e
s
p
o
n
s
e
~
a
+
s
o
w
n
d
i
v
^
c
,
s
t
a
r
t
=
l
i
s
t
(
a
=
1
,
c
=
1
)
,
D
F
)
)
,

 
P
a
4
=
t
r
y
(
n
l
s
(
r
e
s
p
o
n
s
e
~
b
*
s
o
w
n
d
i
v
^
c
,
s
t
a
r
t
=
l
i
s
t
(
b
=
1
,
c
=
1
)
,
D
F
)
)
,

 
P
a
5
=
t
r
y
(
n
l
s
(
r
e
s
p
o
n
s
e
~
s
o
w
n
d
i
v
^
c
,
s
t
a
r
t
=
l
i
s
t
(
c
=
1
)
,
D
F
)
)

)L
2
=
F
i
l
t
e
r
(
f
u
n
c
t
i
o
n
(
x
)
 
!
i
n
h
e
r
i
t
s
(
x
,
 
"
t
r
y
-
e
r
r
o
r
"
)
,
 
L
)
 
#
t
o
 
s
e
l
e
c
t
 
o
n
l
y
 
t
h
o
s
e
 
m
o
d
e
l
s
 

t
h
a
t
 
c
o
n
v
e
r
g
e
d
 
w
i
t
h
o
u
t
 
e
r
r
o
r

n
n
=
n
a
m
e
s
(
L
2
)

c
a
l
l
e
d
=
l
a
p
p
l
y
(
L
2
[
1
]
,
f
u
n
c
t
i
o
n
(
x
)
x
$
c
a
l
l
)

p
a
r
a
m
s
=
l
a
p
p
l
y
(
L
2
[
1
]
,
f
u
n
c
t
i
o
n
(
x
)
s
u
m
m
a
r
y
(
x
)
[
1
0
]
)

s
u
m
m
a
r
y
=
l
a
p
p
l
y
(
L
2
[
1
]
,
f
u
n
c
t
i
o
n
(
x
)
s
u
m
m
a
r
y
(
x
)
)

c
a
l
l
e
d
=
s
u
b
(
"
r
e
s
p
o
n
s
e
"
,
r
e
s
p
o
n
s
e
,
c
a
l
l
e
d
)

r
e
p
l
a
c
e
v
e
c
<
-
c
(
"
n
e
w
s
y
n
t
h
e
s
i
s
.
r
a
n
g
e
d
"
)

c
a
l
l
e
d
=
s
u
b
(
"
D
F
"
,
r
e
p
l
a
c
e
v
e
c
,
c
a
l
l
e
d
)

r
e
t
u
r
n
l
i
s
t
=
l
i
s
t
(
r
e
s
p
o
n
s
e
=
r
e
s
p
o
n
s
e
,
s
e
l
e
c
t
e
d
.
m
o
d
e
l
=
c
a
l
l
e
d
,
a
l
l
.
m
o
d
e
l
s
=
L
2
,
p
a
r
a
m
s
=
p
a
r

a
m
s
,
s
u
m
m
a
r
y
=
s
u
m
m
a
r
y
)

r
e
t
u
r
n
(
r
e
t
u
r
n
l
i
s
t
)

}
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u
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e
a
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o
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e
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M
e
a
s
u
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m
e
n
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o
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c
te

d
 o

n
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e
 s

a
m

e
 8

2
 p

lo
ts

 c
a
n
n
o
t b

e
 c

o
n
s
id

e
re

d
 s

ta
tis

tic
a
lly

 

in
d
e
p
e
n
d
e
n
t; fo

r e
x
a
m

p
le

, h
e
rb

iv
o
ry

 a
n
d
 d

e
c
o
m

p
o
s
itio

n
 c

a
n
 b

e
 in

d
ire

c
tly

 c
o
rre

la
te

d
 v

ia
 

fa
e
c
e
s
 o

f h
e
rb

iv
o
ro

u
s
 in

s
e
c
ts

 o
r in

d
u
c
e
d
 le

a
f a

b
s
c
is

s
io

n
. H

e
n
c
e
, w

e
 u

s
e
d
 m

u
ltiv

a
ria

te
 

lin
e
a
r m

o
d
e
ls

54 to
 c

o
m

p
a
re

 th
e
 re

s
p
o
n
s
e
s
 o

f d
iffe

re
n
t v

a
ria

b
le

s
 to

 b
io

d
iv

e
rs

ity. 

F
o
r p

a
rs

im
o
n
y, m

u
ltiv

a
ria

te
 lin

e
a
r m

o
d
e
ls

 c
o
n
s
is

te
d
 o

f a
 m

a
trix

 o
f re

s
p
o
n
s
e
 v

a
ria

b
le

s
, a

n
d
 

lo
g
 (p

la
n
t s

p
e
c
ie

s
 ric

h
n
e
s
s
) a

s
 th

e
 o

n
ly

 e
x
p
la

n
a
to

ry
 v

a
ria

b
le

.

W
e
 u

s
e
d
 th

e
 lo

g
 o

f p
la

n
t s

p
e
c
ie

s
 ric

h
n

e
s
s
 to

 lin
e
a
riz

e
 in

d
iv

id
u
a
l re

la
tio

n
s
h
ip

s
 b

e
tw

e
e
n

 

each response and explanatory variable, and to reduce leverage. The m
odel w

as fitted like 
th

is
:

m
o
d
e
l
1
<
-
l
m
(
c
b
i
n
d
(
r
e
s
p
o
n
s
e
.
v
a
r
i
a
b
l
e
1
,
r
e
s
p
o
n
s
e
.
v
a
r
i
a
b
l
e
2
.
.
.
)
~
l
o
g
d
i
v
)

W
e
 c

o
n
s
tru

c
te

d
 th

re
e
 m

u
ltiv

a
ria

te
 m

o
d

e
ls

, o
n
e
 fo

r o
rg

a
n
is

m
 a

b
u
n
d
a
n
c
e
s
, o

n
e
 fo

r 

o
rg

a
n
is

m
 s

p
e
c
ie

s
 ric

h
n
e
s
s
, a

n
d
 o

n
e
 fo

r b
io

tic
 in

te
ra

c
tio

n
s
. T

h
e
 o

v
e
ra

ll o
u
tp

u
t fro

m
 th

e
s
e
 

m
o
d
e
ls

 y
ie

ld
e
d
 P

illa
i´s

 tra
c
e
 a

n
d
 a

p
p
ro

x
im

a
te

 F
 v

a
lu

e
s
 c

ite
d
 in

 th
e
 m

a
n
u
s
c
rip

t te
x
t.

For every m
odel, w

e further constructed a m
atrix of contrast coefficients for the response 

v
a
ria

b
le

s
 th

a
t w

a
s
 u

s
e
d
 to

 c
o
m

p
a
re

 th
e
 s

lo
p
e
s
 o

f th
e
 re

s
p
o
n
s
e
 v

a
ria

b
le

s
 w

ith
 o

n
e
 a

n
o

th
e
r. 

In
 a

ll c
a
s
e
s
, w

e
 u

s
e
d
 s

o
-c

a
lle

d
 s

u
c
c
e
s
s
iv

e
 d

iffe
re

n
c
e
 c

o
n
tra

s
ts

53.

F
o
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x
a
m

p
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, th
e
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u
c
c
e
s
s
iv

e
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iffe
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n
c
e
 c

o
n
tra

s
ts

 fo
r a

 s
e
t o

f 8
 re

s
p
o
n
s
e
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a
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b
le

s
 w

a
s
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Microbial biomass L02 block + (sowndiv + funcgr + grass + leg)^2 61.935 16 5.125 -83.500 0.000 0.52

Microbial biomass L01 block + (sowndiv + funcgr + grass + leg)^2 61.260 16 5.125 -82.152 1.348 0.26

Microbial biomass L0 block + (sowndiv + funcgr + grass + leg)^2 57.717 15 5.467 -78.161 5.339 0.04

Microbial biomass M1 a * sowndiv/(b + sowndiv) 41.150 3 27.333 -75.993 7.507 0.01

Microbial biomass M1a SSmicmen(sowndiv, Vm, k) 41.150 3 27.333 -75.993 7.507 0.01

Microbial biomass Pa3 a + sowndiv^c 41.021 3 27.333 -75.734 7.766 0.01

Microbial biomass Pb31 a + sowndiv^c 41.021 3 27.333 -75.734 7.766 0.01

Microbial biomass L011 block + (sowndiv + funcgr + grass + leg)^2 57.847 16 5.125 -75.324 8.176 0.01

Microbial biomass L021 block + (sowndiv + funcgr + grass + leg)^2 57.769 16 5.125 -75.169 8.331 0.01

Microbial biomass Pa4 b * sowndiv^c 40.738 3 27.333 -75.168 8.332 0.01

Microbial biomass Pb41 b * sowndiv^c 40.738 3 27.333 -75.168 8.332 0.01

Microbial biomass M3 a * sowndiv/(b + sowndiv) 42.879 5 16.400 -74.969 8.531 0.01

Microbial biomass Pc331 a + sowndiv^c 41.405 4 20.500 -74.290 9.210 0.01

Microbial biomass M2 d + a * sowndiv/(b + sowndiv) 41.252 4 20.500 -73.984 9.515 0.00

Microbial biomass Pc321 a + sowndiv^c 41.210 4 20.500 -73.901 9.599 0.00

Microbial biomass Pc431 b * sowndiv^c 41.111 4 20.500 -73.703 9.797 0.00

Microbial biomass M321 a * sowndiv/(b + sowndiv) 43.375 6 13.667 -73.630 9.870 0.00

Microbial biomass AS3 SSasympOrig(sowndiv, Asym, lrc) 39.966 3 27.333 -73.624 9.876 0.00

Microbial biomass Pg181 a + sowndiv^c 42.122 5 16.400 -73.455 10.045 0.00

Microbial biomass AS1 SSasymp(sowndiv, Asym, R0, lrc) 40.914 4 20.500 -73.309 10.191 0.00

Microbial biomass AS2 SSasympOff(sowndiv, Asym, lrc, c0) 40.914 4 20.500 -73.309 10.191 0.00

Microbial biomass Pc421 b * sowndiv^c 40.914 4 20.500 -73.308 10.192 0.00

Microbial biomass LG2 SSlogis(sowndiv, Asym, xmid, scal) 40.793 4 20.500 -73.067 10.433 0.00

Microbial biomass M141 d + a * sowndiv/(b + sowndiv) 48.042 10 8.200 -72.985 10.515 0.00

Microbial biomass Pg191 b * sowndiv^c 41.860 5 16.400 -72.930 10.570 0.00

Microbial biomass M311 a * sowndiv/(b + sowndiv) 42.938 6 13.667 -72.756 10.744 0.00

Microbial biomass Pf131 a + sowndiv^c 41.721 5 16.400 -72.653 10.846 0.00

Microbial biomass M222 d + a * sowndiv/(b + sowndiv) 41.564 5 16.400 -72.338 11.162 0.00

Microbial biomass M5 a * sowndiv/(b + sowndiv) 41.513 5 16.400 -72.237 11.263 0.00

Microbial biomass M211 d + a * sowndiv/(b + sowndiv) 41.488 5 16.400 -72.188 11.312 0.00

Microbial biomass Pf141 b * sowndiv^c 41.487 5 16.400 -72.185 11.315 0.00

Microbial biomass M4 a * sowndiv/(b + sowndiv) 41.483 5 16.400 -72.176 11.324 0.00

Microbial biomass Pn1831 a + sowndiv^c 42.529 6 13.667 -71.939 11.561 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Microbial biomass Pd81 a + sowndiv^c 41.282 5 16.400 -71.775 11.725 0.00

Microbial biomass Pd91 b * sowndiv^c 41.275 5 16.400 -71.761 11.739 0.00

Microbial biomass Pn1931 b * sowndiv^c 42.277 6 13.667 -71.434 12.066 0.00

Microbial biomass Pn1821 a + sowndiv^c 42.208 6 13.667 -71.296 12.204 0.00

Microbial biomass Pm1331 a + sowndiv^c 42.069 6 13.667 -71.017 12.483 0.00

Microbial biomass M81 a * sowndiv/(b + sowndiv) 43.195 7 11.714 -70.877 12.623 0.00

Microbial biomass M6 a * sowndiv/(b + sowndiv) 43.172 7 11.714 -70.831 12.669 0.00

Microbial biomass Pn1921 b * sowndiv^c 41.937 6 13.667 -70.755 12.745 0.00

Microbial biomass M522 a * sowndiv/(b + sowndiv) 41.927 6 13.667 -70.734 12.766 0.00

Microbial biomass Ph241 b * sowndiv^c 43.117 7 11.714 -70.720 12.780 0.00

Microbial biomass Pm1321 a + sowndiv^c 41.916 6 13.667 -70.713 12.787 0.00

Microbial biomass Pd61 a + b * sowndiv^c 43.040 7 11.714 -70.567 12.933 0.00

Microbial biomass Pm1431 b * sowndiv^c 41.836 6 13.667 -70.553 12.947 0.00

Microbial biomass Ph231 a + sowndiv^c 43.004 7 11.714 -70.494 13.006 0.00

Microbial biomass M411 a * sowndiv/(b + sowndiv) 41.768 6 13.667 -70.417 13.083 0.00

Microbial biomass Pj331 a + sowndiv^c 42.934 7 11.714 -70.354 13.146 0.00

Microbial biomass Pe831 a + sowndiv^c 41.699 6 13.667 -70.278 13.222 0.00

Microbial biomass Pe931 b * sowndiv^c 41.695 6 13.667 -70.269 13.231 0.00

Microbial biomass M511 a * sowndiv/(b + sowndiv) 41.694 6 13.667 -70.268 13.232 0.00

Microbial biomass Pm1421 b * sowndiv^c 41.678 6 13.667 -70.236 13.264 0.00

Microbial biomass M422 a * sowndiv/(b + sowndiv) 41.613 6 13.667 -70.107 13.393 0.00

Microbial biomass Pj341 b * sowndiv^c 42.749 7 11.714 -69.984 13.516 0.00

Microbial biomass Pe821 a + sowndiv^c 41.476 6 13.667 -69.833 13.667 0.00

Microbial biomass Pe921 b * sowndiv^c 41.466 6 13.667 -69.812 13.688 0.00

Microbial biomass M7 a * sowndiv/(b + sowndiv) 42.497 7 11.714 -69.481 14.019 0.00

Microbial biomass M622 a * sowndiv/(b + sowndiv) 43.634 8 10.250 -69.296 14.204 0.00

Microbial biomass Pd71 a + b * sowndiv 40.033 5 16.400 -69.276 14.224 0.00

Microbial biomass M832 a * sowndiv/(b + sowndiv) 43.624 8 10.250 -69.275 14.225 0.00

Microbial biomass Pi291 b * sowndiv^c 42.357 7 11.714 -69.201 14.299 0.00

Microbial biomass Pi281 a + sowndiv^c 42.355 7 11.714 -69.197 14.303 0.00

Microbial biomass Pp2431 b * sowndiv^c 43.584 8 10.250 -69.195 14.305 0.00

Microbial biomass Pp2331 a + sowndiv^c 43.487 8 10.250 -69.002 14.498 0.00

Microbial biomass Pr3331 a + sowndiv^c 43.340 8 10.250 -68.707 14.792 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Microbial biomass M111 d + a * sowndiv/(b + sowndiv) 42.028 7 11.714 -68.542 14.958 0.00

Microbial biomass M821 a * sowndiv/(b + sowndiv) 43.254 8 10.250 -68.535 14.965 0.00

Microbial biomass M611 a * sowndiv/(b + sowndiv) 43.222 8 10.250 -68.470 15.029 0.00

Microbial biomass Pp2421 b * sowndiv^c 43.181 8 10.250 -68.389 15.111 0.00

Microbial biomass Pr3431 b * sowndiv^c 43.154 8 10.250 -68.336 15.164 0.00

Microbial biomass Pp2321 a + sowndiv^c 43.063 8 10.250 -68.154 15.346 0.00

Microbial biomass Pr3321 a + sowndiv^c 43.019 8 10.250 -68.066 15.434 0.00

Microbial biomass Ph221 a + b * sowndiv 41.695 7 11.714 -67.877 15.623 0.00

Microbial biomass Pe731 a + b * sowndiv 40.482 6 13.667 -67.843 15.657 0.00

Microbial biomass M722 a * sowndiv/(b + sowndiv) 42.872 8 10.250 -67.771 15.729 0.00

Microbial biomass Pr3421 b * sowndiv^c 42.839 8 10.250 -67.705 15.795 0.00

Microbial biomass Ec2121 a + exp(c * sowndiv) 40.373 6 13.667 -67.627 15.873 0.00

Microbial biomass Pb21 a + b * sowndiv 36.961 3 27.333 -67.614 15.886 0.00

Microbial biomass Pa2 a + b * sowndiv 36.961 3 27.333 -67.614 15.886 0.00

Microbial biomass Pq2831 a + sowndiv^c 42.717 8 10.250 -67.461 16.039 0.00

Microbial biomass Pq2931 b * sowndiv^c 42.712 8 10.250 -67.451 16.049 0.00

Microbial biomass L2 sowndiv + funcgr + leg 39.107 5 16.400 -67.424 16.076 0.00

Microbial biomass Pe721 a + b * sowndiv 40.207 6 13.667 -67.295 16.205 0.00

Microbial biomass Pg171 a + b * sowndiv 39.038 5 16.400 -67.287 16.213 0.00

Microbial biomass M711 a * sowndiv/(b + sowndiv) 42.621 8 10.250 -67.268 16.232 0.00

Microbial biomass Pq2921 b * sowndiv^c 42.514 8 10.250 -67.056 16.444 0.00

Microbial biomass Pq2821 a + sowndiv^c 42.505 8 10.250 -67.038 16.462 0.00

Microbial biomass Pf121 a + b * sowndiv 38.854 5 16.400 -66.919 16.581 0.00

Microbial biomass M1132 d + a * sowndiv/(b + sowndiv) 42.436 8 10.250 -66.899 16.601 0.00

Microbial biomass Pp2231 a + b * sowndiv 42.176 8 10.250 -66.380 17.120 0.00

Microbial biomass Pc231 a + b * sowndiv 37.344 4 20.500 -66.168 17.332 0.00

Microbial biomass Pn1731 a + b * sowndiv 39.613 6 13.667 -66.107 17.393 0.00

Microbial biomass Pi271 a + b * sowndiv 40.783 7 11.714 -66.052 17.448 0.00

Microbial biomass L222 sowndiv + funcgr + leg 39.577 6 13.667 -66.034 17.465 0.00

Microbial biomass M91 a * sowndiv/(b + sowndiv) 43.240 9 9.111 -65.980 17.520 0.00

Microbial biomass Ea921 a + exp(c * sowndiv) 39.536 6 13.667 -65.952 17.548 0.00

Microbial biomass Pk391 b * sowndiv^c 43.163 9 9.111 -65.825 17.675 0.00

Microbial biomass E32 a + exp(c * sowndiv) 37.167 4 20.500 -65.814 17.686 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Microbial biomass Pk381 a + sowndiv^c 43.083 9 9.111 -65.666 17.834 0.00

Microbial biomass Pj321 a + b * sowndiv 40.566 7 11.714 -65.618 17.882 0.00

Microbial biomass Pp2221 a + b * sowndiv 41.779 8 10.250 -65.585 17.915 0.00

Microbial biomass M131 d + a * sowndiv/(b + sowndiv) 44.339 10 8.200 -65.579 17.921 0.00

Microbial biomass Pc221 a + b * sowndiv 37.024 4 20.500 -65.529 17.971 0.00

Microbial biomass L21 sowndiv + funcgr + leg 39.316 6 13.667 -65.511 17.989 0.00

Microbial biomass L22 sowndiv + funcgr + leg 39.212 6 13.667 -65.305 18.195 0.00

Microbial biomass Pm1231 a + b * sowndiv 39.193 6 13.667 -65.266 18.234 0.00

Microbial biomass L211 sowndiv + funcgr + leg 39.163 6 13.667 -65.206 18.294 0.00

Microbial biomass E31 a + exp(c * sowndiv) 36.782 4 20.500 -65.044 18.456 0.00

Microbial biomass Pq2631 a + b * sowndiv^c 45.387 11 7.455 -65.002 18.498 0.00

Microbial biomass Pn1721 a + b * sowndiv 39.049 6 13.667 -64.978 18.522 0.00

Microbial biomass Pm1221 a + b * sowndiv 39.013 6 13.667 -64.906 18.594 0.00

Microbial biomass Eb1521 a + exp(c * sowndiv) 38.963 6 13.667 -64.806 18.694 0.00

Microbial biomass Ea911 a + exp(c * sowndiv) 38.943 6 13.667 -64.767 18.733 0.00

Microbial biomass Pq2731 a + b * sowndiv 41.190 8 10.250 -64.407 19.093 0.00

Microbial biomass Eb1511 a + exp(c * sowndiv) 38.741 6 13.667 -64.362 19.138 0.00

Microbial biomass M932 a * sowndiv/(b + sowndiv) 43.680 10 8.200 -64.262 19.238 0.00

Microbial biomass Ps3931 b * sowndiv^c 43.610 10 8.200 -64.121 19.379 0.00

Microbial biomass Pr3231 a + b * sowndiv 41.003 8 10.250 -64.033 19.466 0.00

Microbial biomass Ps3831 a + sowndiv^c 43.533 10 8.200 -63.967 19.533 0.00

Microbial biomass Pq2721 a + b * sowndiv 40.935 8 10.250 -63.897 19.603 0.00

Microbial biomass Ef3921 a + exp(c * sowndiv) 40.852 8 10.250 -63.731 19.769 0.00

Microbial biomass M921 a * sowndiv/(b + sowndiv) 43.294 10 8.200 -63.490 20.010 0.00

Microbial biomass Ps3921 b * sowndiv^c 43.234 10 8.200 -63.370 20.130 0.00

Microbial biomass Pr3221 a + b * sowndiv 40.651 8 10.250 -63.330 20.170 0.00

Microbial biomass Ps3821 a + sowndiv^c 43.155 10 8.200 -63.212 20.288 0.00

Microbial biomass Pk371 a + b * sowndiv 41.722 9 9.111 -62.945 20.555 0.00

Microbial biomass E2 a + b * exp(sowndiv) 34.222 3 27.333 -62.137 21.363 0.00

Microbial biomass Ps3731 a + b * sowndiv 42.217 10 8.200 -61.336 22.164 0.00

Microbial biomass E22 a + b * exp(sowndiv) 34.840 4 20.500 -61.161 22.339 0.00

Microbial biomass M1332 d + a * sowndiv/(b + sowndiv) 43.226 11 7.455 -60.680 22.820 0.00

Microbial biomass Ps3721 a + b * sowndiv 41.798 10 8.200 -60.497 23.003 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Microbial biomass E21 a + b * exp(sowndiv) 34.224 4 20.500 -59.929 23.571 0.00

Microbial biomass M1621 d + a * sowndiv/(b + sowndiv) 43.829 14 5.857 -53.389 30.111 0.00

Microbial biomass Ec2411 exp(c * sowndiv) -16.779 4 20.500 42.077 125.577 0.00

Microbial biomass Ef4211 exp(c * sowndiv) -18.452 5 16.400 47.693 131.193 0.00

Microbial biomass Ec2421 exp(c * sowndiv) -22.010 4 20.500 52.539 136.039 0.00

Microbial biomass Pe1021 sowndiv^c -23.004 4 20.500 54.528 138.028 0.00

Microbial biomass Ed3021 exp(c * sowndiv) -21.873 5 16.400 54.535 138.035 0.00

Microbial biomass Ef4221 exp(c * sowndiv) -22.298 5 16.400 55.385 138.885 0.00

Microbial biomass Pp2521 sowndiv^c -22.318 5 16.400 55.426 138.926 0.00

Microbial biomass Pq3021 sowndiv^c -22.751 5 16.400 56.291 139.791 0.00

Microbial biomass Pr3521 sowndiv^c -23.330 5 16.400 57.449 140.949 0.00

Microbial biomass Ps4021 sowndiv^c -22.318 6 13.667 57.757 141.257 0.00

Microbial biomass Ec24 exp(c * sowndiv) -25.822 3 27.333 57.952 141.452 0.00

Microbial biomass E61 exp(c * sowndiv) -25.837 3 27.333 57.982 141.482 0.00

Microbial biomass Ea121 exp(c * sowndiv) -24.809 4 20.500 58.138 141.638 0.00

Microbial biomass Eb1811 exp(c * sowndiv) -24.874 4 20.500 58.268 141.768 0.00

Microbial biomass Pn2021 sowndiv^c -25.447 4 20.500 59.414 142.914 0.00

Microbial biomass Ea1221 exp(c * sowndiv) -27.410 4 20.500 63.338 146.838 0.00

Microbial biomass Eb1821 exp(c * sowndiv) -28.062 4 20.500 64.644 148.144 0.00

Microbial biomass Ea12 exp(c * sowndiv) -29.323 3 27.333 64.953 148.453 0.00

Microbial biomass Pm1521 sowndiv^c -29.450 4 20.500 67.419 150.919 0.00

Microbial biomass Eb18 exp(c * sowndiv) -30.733 3 27.333 67.775 151.275 0.00

Microbial biomass E62 exp(c * sowndiv) -31.043 3 27.333 68.394 151.894 0.00

Microbial biomass Pc521 sowndiv^c -31.052 3 27.333 68.411 151.911 0.00

Microbial biomass Pe1031 sowndiv^c -33.608 4 20.500 75.736 159.236 0.00

Microbial biomass Pp2531 sowndiv^c -33.351 5 16.400 77.491 160.991 0.00

Microbial biomass Pq3031 sowndiv^c -33.507 5 16.400 77.803 161.303 0.00

Microbial biomass Ps4031 sowndiv^c -33.349 6 13.667 79.818 163.318 0.00

Microbial biomass Pr3531 sowndiv^c -34.584 5 16.400 79.957 163.456 0.00

Microbial biomass E5 b * exp(sowndiv) -39.024 2 41.000 82.200 165.700 0.00

Microbial biomass E52 b * exp(sowndiv) -38.413 3 27.333 83.133 166.633 0.00

Microbial biomass Pn2031 sowndiv^c -37.755 4 20.500 84.029 167.529 0.00

Microbial biomass Pm1531 sowndiv^c -40.766 4 20.500 90.051 173.551 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Microbial biomass Pd101 sowndiv^c -42.131 3 27.333 90.570 174.070 0.00

Microbial biomass Pg201 sowndiv^c -43.048 3 27.333 92.403 175.903 0.00

Microbial biomass Ph251 sowndiv^c -41.970 4 20.500 92.459 175.958 0.00

Microbial biomass Pi301 sowndiv^c -42.003 4 20.500 92.526 176.026 0.00

Microbial biomass Pc531 sowndiv^c -43.207 3 27.333 92.721 176.221 0.00

Microbial biomass Pb51 sowndiv^c -44.520 2 41.000 93.193 176.693 0.00

Microbial biomass Pa5 sowndiv^c -44.520 2 41.000 93.193 176.693 0.00

Microbial biomass Pj351 sowndiv^c -42.416 4 20.500 93.351 176.851 0.00

Microbial biomass Pf151 sowndiv^c -44.034 3 27.333 94.377 177.877 0.00

Microbial biomass Pk401 sowndiv^c -41.948 5 16.400 94.686 178.186 0.00

Microbial biomass Ec2221 a + exp(sowndiv) -794.328 4 20.500 1597.176 1680.676 0.00

Microbial biomass Ed2821 a + exp(sowndiv) -794.328 5 16.400 1599.445 1682.945 0.00

Microbial biomass Ee342 a + exp(sowndiv) -794.328 5 16.400 1599.446 1682.946 0.00

Microbial biomass Eg4621 a + exp(sowndiv) -794.328 6 13.667 1601.775 1685.275 0.00

Microbial biomass E42 a + exp(sowndiv) -800.988 3 27.333 1608.285 1691.785 0.00

Microbial biomass Eb1621 a + exp(sowndiv) -800.869 4 20.500 1610.258 1693.758 0.00

Microbial biomass Ea1021 a + exp(sowndiv) -800.886 4 20.500 1610.291 1693.791 0.00

Microbial biomass Ef4021 a + exp(sowndiv) -800.642 5 16.400 1612.074 1695.574 0.00

Microbial biomass E51 b * exp(sowndiv) -1656.492 3 27.333 3319.291 3402.791 0.00

Microbial biomass E41 a + exp(sowndiv) -1729.079 3 27.333 3464.466 3547.966 0.00

Microbial biomass Ea1011 a + exp(sowndiv) -1728.390 4 20.500 3465.300 3548.800 0.00

Microbial biomass Eb1611 a + exp(sowndiv) -1729.038 4 20.500 3466.596 3550.096 0.00

Microbial biomass Ec2211 a + exp(sowndiv) -1729.079 4 20.500 3466.678 3550.178 0.00

Microbial biomass Ef4011 a + exp(sowndiv) -1728.384 5 16.400 3467.558 3551.058 0.00

Microbial biomass Ed2811 a + exp(sowndiv) -1728.390 5 16.400 3467.570 3551.070 0.00

Microbial biomass Ee341 a + exp(sowndiv) -1729.038 5 16.400 3468.866 3552.366 0.00

Microbial biomass Eg4611 a + exp(sowndiv) -1728.384 6 13.667 3469.888 3553.388 0.00

Microbial biomass Ef3721 a + b * exp(c * sowndiv) -2719.873 11 7.455 5465.518 5549.017 0.00

Microbial biomass Ec1921 a + b * exp(c * sowndiv) -2877.534 8 10.250 5773.040 5856.540 0.00

Microbial biomass E4 a + exp(sowndiv) -4912.516 2 41.000 9829.183 9912.683 0.00

Microbial biomass Ea10 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9914.839 0.00

Microbial biomass Eb16 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9914.839 0.00

Microbial biomass Ec22 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9914.839 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Microbial biomass Ed28 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9917.051 0.00

Microbial biomass Ee40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9917.051 0.00

Microbial biomass Ef40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9917.051 0.00

Microbial biomass Eg46 a + exp(sowndiv) -4912.516 5 16.400 9835.821 9919.321 0.00

Microbial respiration M211 d + a * sowndiv/(b + sowndiv) 62.409 5 16.400 -114.029 0.000 0.14

Microbial respiration AS3 SSasympOrig(sowndiv, Asym, lrc) 60.009 3 27.333 -113.711 0.318 0.12

Microbial respiration M1a SSmicmen(sowndiv, Vm, k) 59.730 3 27.333 -113.152 0.878 0.09

Microbial respiration M1 a * sowndiv/(b + sowndiv) 59.730 3 27.333 -113.152 0.878 0.09

Microbial respiration M411 a * sowndiv/(b + sowndiv) 62.783 6 13.667 -112.446 1.583 0.06

Microbial respiration Pc321 a + sowndiv^c 60.190 4 20.500 -111.861 2.168 0.05

Microbial respiration M2 d + a * sowndiv/(b + sowndiv) 60.138 4 20.500 -111.756 2.273 0.05

Microbial respiration AS2 SSasympOff(sowndiv, Asym, lrc, c0) 60.010 4 20.500 -111.501 2.528 0.04

Microbial respiration AS1 SSasymp(sowndiv, Asym, R0, lrc) 60.010 4 20.500 -111.501 2.528 0.04

Microbial respiration LG2 SSlogis(sowndiv, Asym, xmid, scal) 59.677 4 20.500 -110.835 3.194 0.03

Microbial respiration M511 a * sowndiv/(b + sowndiv) 61.900 6 13.667 -110.680 3.349 0.03

Microbial respiration M311 a * sowndiv/(b + sowndiv) 61.884 6 13.667 -110.647 3.382 0.03

Microbial respiration Pm1321 a + sowndiv^c 61.709 6 13.667 -110.298 3.731 0.02

Microbial respiration M4 a * sowndiv/(b + sowndiv) 60.326 5 16.400 -109.862 4.167 0.02

Microbial respiration M222 d + a * sowndiv/(b + sowndiv) 60.224 5 16.400 -109.659 4.371 0.02

Microbial respiration Pe821 a + sowndiv^c 61.067 6 13.667 -109.014 5.015 0.01

Microbial respiration Pa3 a + sowndiv^c 57.578 3 27.333 -108.848 5.181 0.01

Microbial respiration Pb31 a + sowndiv^c 57.578 3 27.333 -108.848 5.181 0.01

Microbial respiration M5 a * sowndiv/(b + sowndiv) 59.764 5 16.400 -108.738 5.292 0.01

Microbial respiration M3 a * sowndiv/(b + sowndiv) 59.731 5 16.400 -108.672 5.357 0.01

Microbial respiration Pc421 b * sowndiv^c 58.486 4 20.500 -108.452 5.577 0.01

Microbial respiration Pe921 b * sowndiv^c 60.555 6 13.667 -107.990 6.040 0.01

Microbial respiration Pm1421 b * sowndiv^c 60.552 6 13.667 -107.983 6.046 0.01

Microbial respiration M711 a * sowndiv/(b + sowndiv) 62.960 8 10.250 -107.947 6.082 0.01

Microbial respiration M821 a * sowndiv/(b + sowndiv) 62.821 8 10.250 -107.670 6.359 0.01

Microbial respiration M422 a * sowndiv/(b + sowndiv) 60.387 6 13.667 -107.654 6.376 0.01

Microbial respiration Pn1821 a + sowndiv^c 60.321 6 13.667 -107.521 6.508 0.01

Microbial respiration Pf131 a + sowndiv^c 58.961 5 16.400 -107.133 6.897 0.00

Microbial respiration Pd81 a + sowndiv^c 58.841 5 16.400 -106.892 7.137 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Microbial respiration Pc331 a + sowndiv^c 57.625 4 20.500 -106.731 7.298 0.00

Microbial respiration Pd91 b * sowndiv^c 58.712 5 16.400 -106.635 7.394 0.00

Microbial respiration M522 a * sowndiv/(b + sowndiv) 59.846 6 13.667 -106.572 7.458 0.00

Microbial respiration M321 a * sowndiv/(b + sowndiv) 59.800 6 13.667 -106.480 7.550 0.00

Microbial respiration Pa4 b * sowndiv^c 56.348 3 27.333 -106.389 7.640 0.00

Microbial respiration Pb41 b * sowndiv^c 56.348 3 27.333 -106.389 7.640 0.00

Microbial respiration Pq2821 a + sowndiv^c 62.032 8 10.250 -106.092 7.937 0.00

Microbial respiration Pr3321 a + sowndiv^c 61.957 8 10.250 -105.942 8.087 0.00

Microbial respiration M611 a * sowndiv/(b + sowndiv) 61.940 8 10.250 -105.908 8.121 0.00

Microbial respiration Pf141 b * sowndiv^c 58.114 5 16.400 -105.439 8.591 0.00

Microbial respiration Pr3421 b * sowndiv^c 61.701 8 10.250 -105.429 8.600 0.00

Microbial respiration M7 a * sowndiv/(b + sowndiv) 60.422 7 11.714 -105.331 8.698 0.00

Microbial respiration Pq2921 b * sowndiv^c 61.647 8 10.250 -105.321 8.708 0.00

Microbial respiration M1221 d + a * sowndiv/(b + sowndiv) 61.631 8 10.250 -105.289 8.740 0.00

Microbial respiration Pg181 a + sowndiv^c 58.011 5 16.400 -105.233 8.796 0.00

Microbial respiration M81 a * sowndiv/(b + sowndiv) 60.369 7 11.714 -105.224 8.805 0.00

Microbial respiration Pn1921 b * sowndiv^c 58.998 6 13.667 -104.877 9.152 0.00

Microbial respiration Pm1331 a + sowndiv^c 58.961 6 13.667 -104.802 9.227 0.00

Microbial respiration Pe831 a + sowndiv^c 58.904 6 13.667 -104.688 9.342 0.00

Microbial respiration Pe931 b * sowndiv^c 58.832 6 13.667 -104.544 9.486 0.00

Microbial respiration Pp2321 a + sowndiv^c 61.104 8 10.250 -104.235 9.794 0.00

Microbial respiration Pc431 b * sowndiv^c 56.374 4 20.500 -104.228 9.801 0.00

Microbial respiration M6 a * sowndiv/(b + sowndiv) 59.767 7 11.714 -104.021 10.008 0.00

Microbial respiration Pj341 b * sowndiv^c 59.744 7 11.714 -103.974 10.055 0.00

Microbial respiration Pg191 b * sowndiv^c 57.215 5 16.400 -103.641 10.388 0.00

Microbial respiration M921 a * sowndiv/(b + sowndiv) 63.323 10 8.200 -103.548 10.481 0.00

Microbial respiration Pi291 b * sowndiv^c 59.440 7 11.714 -103.366 10.664 0.00

Microbial respiration Pi281 a + sowndiv^c 59.425 7 11.714 -103.336 10.694 0.00

Microbial respiration Pj331 a + sowndiv^c 59.394 7 11.714 -103.274 10.755 0.00

Microbial respiration Pp2421 b * sowndiv^c 60.588 8 10.250 -103.203 10.826 0.00

Microbial respiration Pm1431 b * sowndiv^c 58.119 6 13.667 -103.118 10.911 0.00

Microbial respiration M722 a * sowndiv/(b + sowndiv) 60.475 8 10.250 -102.977 11.052 0.00

Microbial respiration Pe721 a + b * sowndiv 58.032 6 13.667 -102.943 11.086 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Microbial respiration Pn1831 a + sowndiv^c 58.016 6 13.667 -102.913 11.116 0.00

Microbial respiration M832 a * sowndiv/(b + sowndiv) 60.439 8 10.250 -102.906 11.123 0.00

Microbial respiration Ph231 a + sowndiv^c 58.844 7 11.714 -102.175 11.855 0.00

Microbial respiration Ph241 b * sowndiv^c 58.713 7 11.714 -101.912 12.118 0.00

Microbial respiration Pd71 a + b * sowndiv 56.350 5 16.400 -101.910 12.119 0.00

Microbial respiration M622 a * sowndiv/(b + sowndiv) 59.847 8 10.250 -101.721 12.308 0.00

Microbial respiration Pr3431 b * sowndiv^c 59.846 8 10.250 -101.720 12.309 0.00

Microbial respiration Ps3821 a + sowndiv^c 62.343 10 8.200 -101.587 12.442 0.00

Microbial respiration Pn1931 b * sowndiv^c 57.254 6 13.667 -101.388 12.641 0.00

Microbial respiration Pq2931 b * sowndiv^c 59.530 8 10.250 -101.086 12.943 0.00

Microbial respiration Pq2831 a + sowndiv^c 59.468 8 10.250 -100.964 13.066 0.00

Microbial respiration M91 a * sowndiv/(b + sowndiv) 60.720 9 9.111 -100.939 13.090 0.00

Microbial respiration Ps3921 b * sowndiv^c 62.017 10 8.200 -100.936 13.094 0.00

Microbial respiration Pr3331 a + sowndiv^c 59.423 8 10.250 -100.873 13.156 0.00

Microbial respiration M1521 d + a * sowndiv/(b + sowndiv) 63.319 11 7.455 -100.867 13.162 0.00

Microbial respiration M1421 d + a * sowndiv/(b + sowndiv) 63.110 11 7.455 -100.449 13.580 0.00

Microbial respiration Pe731 a + b * sowndiv 56.506 6 13.667 -99.891 14.138 0.00

Microbial respiration Pp2331 a + sowndiv^c 58.905 8 10.250 -99.837 14.192 0.00

Microbial respiration Pm1221 a + b * sowndiv 56.415 6 13.667 -99.711 14.318 0.00

Microbial respiration Pp2431 b * sowndiv^c 58.836 8 10.250 -99.699 14.330 0.00

Microbial respiration Pq2721 a + b * sowndiv 58.828 8 10.250 -99.684 14.345 0.00

Microbial respiration Ec2121 a + exp(c * sowndiv) 56.300 6 13.667 -99.480 14.549 0.00

Microbial respiration Pk391 b * sowndiv^c 59.873 9 9.111 -99.245 14.784 0.00

Microbial respiration Eb1511 a + exp(c * sowndiv) 56.116 6 13.667 -99.112 14.917 0.00

Microbial respiration Pr3221 a + b * sowndiv 58.507 8 10.250 -99.041 14.988 0.00

Microbial respiration Pk381 a + sowndiv^c 59.658 9 9.111 -98.816 15.213 0.00

Microbial respiration Pf121 a + b * sowndiv 54.674 5 16.400 -98.558 15.471 0.00

Microbial respiration M932 a * sowndiv/(b + sowndiv) 60.766 10 8.200 -98.433 15.597 0.00

Microbial respiration Ef3911 a + exp(c * sowndiv) 58.200 8 10.250 -98.428 15.601 0.00

Microbial respiration Pj321 a + b * sowndiv 56.839 7 11.714 -98.164 15.865 0.00

Microbial respiration Pi271 a + b * sowndiv 56.834 7 11.714 -98.154 15.876 0.00

Microbial respiration Pp2221 a + b * sowndiv 58.033 8 10.250 -98.093 15.936 0.00

Microbial respiration Ph221 a + b * sowndiv 56.387 7 11.714 -97.260 16.769 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Microbial respiration Pg171 a + b * sowndiv 53.904 5 16.400 -97.019 17.010 0.00

Microbial respiration Ps3931 b * sowndiv^c 59.968 10 8.200 -96.836 17.193 0.00

Microbial respiration Pm1231 a + b * sowndiv 54.756 6 13.667 -96.392 17.637 0.00

Microbial respiration Ps3831 a + sowndiv^c 59.692 10 8.200 -96.285 17.745 0.00

Microbial respiration Pn1721 a + b * sowndiv 54.636 6 13.667 -96.153 17.876 0.00

Microbial respiration Eb1521 a + exp(c * sowndiv) 54.591 6 13.667 -96.063 17.967 0.00

Microbial respiration Pr3231 a + b * sowndiv 56.998 8 10.250 -96.023 18.007 0.00

Microbial respiration Pq2731 a + b * sowndiv 56.970 8 10.250 -95.968 18.061 0.00

Microbial respiration Ea911 a + exp(c * sowndiv) 54.458 6 13.667 -95.795 18.234 0.00

Microbial respiration Ef3921 a + exp(c * sowndiv) 56.781 8 10.250 -95.589 18.440 0.00

Microbial respiration Pn1731 a + b * sowndiv 54.192 6 13.667 -95.263 18.766 0.00

Microbial respiration L211 sowndiv + funcgr + leg 54.155 6 13.667 -95.191 18.838 0.00

Microbial respiration Pa2 a + b * sowndiv 50.749 3 27.333 -95.190 18.839 0.00

Microbial respiration Pb21 a + b * sowndiv 50.749 3 27.333 -95.190 18.839 0.00

Microbial respiration Pp2231 a + b * sowndiv 56.569 8 10.250 -95.164 18.865 0.00

Microbial respiration Ps3721 a + b * sowndiv 59.097 10 8.200 -95.095 18.934 0.00

Microbial respiration Ea921 a + exp(c * sowndiv) 54.095 6 13.667 -95.070 18.959 0.00

Microbial respiration Pc221 a + b * sowndiv 51.769 4 20.500 -95.019 19.010 0.00

Microbial respiration L2 sowndiv + funcgr + leg 52.741 5 16.400 -94.693 19.336 0.00

Microbial respiration E31 a + exp(c * sowndiv) 51.405 4 20.500 -94.291 19.738 0.00

Microbial respiration L02 block + (sowndiv + funcgr + grass + leg)^2 67.299 16 5.125 -94.229 19.801 0.00

Microbial respiration Pk371 a + b * sowndiv 57.122 9 9.111 -93.744 20.285 0.00

Microbial respiration Pc231 a + b * sowndiv 50.802 4 20.500 -93.084 20.945 0.00

Microbial respiration E32 a + exp(c * sowndiv) 50.668 4 20.500 -92.816 21.213 0.00

Microbial respiration L22 sowndiv + funcgr + leg 52.937 6 13.667 -92.753 21.276 0.00

Microbial respiration L222 sowndiv + funcgr + leg 52.839 6 13.667 -92.558 21.471 0.00

Microbial respiration L21 sowndiv + funcgr + leg 52.799 6 13.667 -92.477 21.552 0.00

Microbial respiration M1432 d + a * sowndiv/(b + sowndiv) 59.112 11 7.455 -92.452 21.578 0.00

Microbial respiration L01 block + (sowndiv + funcgr + grass + leg)^2 66.292 16 5.125 -92.215 21.815 0.00

Microbial respiration Ps3731 a + b * sowndiv 57.261 10 8.200 -91.423 22.606 0.00

Microbial respiration E2 a + b * exp(sowndiv) 48.244 3 27.333 -90.180 23.850 0.00

Microbial respiration E22 a + b * exp(sowndiv) 48.708 4 20.500 -88.896 25.133 0.00

Microbial respiration M161 d + a * sowndiv/(b + sowndiv) 59.883 13 6.308 -88.413 25.616 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Microbial respiration M1621 d + a * sowndiv/(b + sowndiv) 61.225 14 5.857 -88.182 25.847 0.00

Microbial respiration L0 block + (sowndiv + funcgr + grass + leg)^2 61.919 15 5.467 -86.565 27.465 0.00

Microbial respiration L011 block + (sowndiv + funcgr + grass + leg)^2 63.317 16 5.125 -86.265 27.764 0.00

Microbial respiration L021 block + (sowndiv + funcgr + grass + leg)^2 62.589 16 5.125 -84.809 29.220 0.00

Microbial respiration M1632 d + a * sowndiv/(b + sowndiv) 59.482 14 5.857 -84.695 29.334 0.00

Microbial respiration Ec2411 exp(c * sowndiv) 10.156 4 20.500 -11.793 102.236 0.00

Microbial respiration Ef4211 exp(c * sowndiv) 10.038 5 16.400 -9.286 104.743 0.00

Microbial respiration E61 exp(c * sowndiv) 4.334 3 27.333 -2.360 111.670 0.00

Microbial respiration Eb1811 exp(c * sowndiv) 4.924 4 20.500 -1.328 112.701 0.00

Microbial respiration Ea121 exp(c * sowndiv) 4.341 4 20.500 -0.163 113.866 0.00

Microbial respiration Ec2421 exp(c * sowndiv) 2.870 4 20.500 2.780 116.809 0.00

Microbial respiration Ef4221 exp(c * sowndiv) 3.632 5 16.400 3.526 117.555 0.00

Microbial respiration Ed3021 exp(c * sowndiv) 2.873 5 16.400 5.044 119.073 0.00

Microbial respiration Ec24 exp(c * sowndiv) 0.615 3 27.333 5.078 119.107 0.00

Microbial respiration E51 b * exp(sowndiv) -0.183 3 27.333 6.673 120.702 0.00

Microbial respiration E5 b * exp(sowndiv) -3.785 2 41.000 11.721 125.751 0.00

Microbial respiration E62 exp(c * sowndiv) -2.729 3 27.333 11.765 125.794 0.00

Microbial respiration Eb1821 exp(c * sowndiv) -2.195 4 20.500 12.910 126.940 0.00

Microbial respiration E52 b * exp(sowndiv) -3.732 3 27.333 13.772 127.801 0.00

Microbial respiration Ea1221 exp(c * sowndiv) -2.700 4 20.500 13.919 127.948 0.00

Microbial respiration Eb18 exp(c * sowndiv) -3.830 3 27.333 13.968 127.998 0.00

Microbial respiration Ea12 exp(c * sowndiv) -4.269 3 27.333 14.845 128.874 0.00

Microbial respiration Pe1021 sowndiv^c -20.441 4 20.500 49.401 163.430 0.00

Microbial respiration Pq3021 sowndiv^c -20.252 5 16.400 51.294 165.324 0.00

Microbial respiration Pp2521 sowndiv^c -20.310 5 16.400 51.409 165.438 0.00

Microbial respiration Ps4021 sowndiv^c -20.224 6 13.667 53.569 167.598 0.00

Microbial respiration Pr3521 sowndiv^c -21.788 5 16.400 54.366 168.396 0.00

Microbial respiration Pm1521 sowndiv^c -24.079 4 20.500 56.678 170.708 0.00

Microbial respiration Pn2021 sowndiv^c -25.634 4 20.500 59.788 173.817 0.00

Microbial respiration Pc521 sowndiv^c -28.002 3 27.333 62.312 176.342 0.00

Microbial respiration Pe1031 sowndiv^c -37.730 4 20.500 83.979 198.008 0.00

Microbial respiration Pq3031 sowndiv^c -37.693 5 16.400 86.175 200.204 0.00

Microbial respiration Pp2531 sowndiv^c -37.717 5 16.400 86.223 200.252 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Microbial respiration Ps4031 sowndiv^c -37.691 6 13.667 88.503 202.532 0.00

Microbial respiration Pr3531 sowndiv^c -38.999 5 16.400 88.788 202.817 0.00

Microbial respiration Pm1531 sowndiv^c -42.138 4 20.500 92.795 206.825 0.00

Microbial respiration Pn2031 sowndiv^c -43.376 4 20.500 95.271 209.301 0.00

Microbial respiration Pc531 sowndiv^c -47.571 3 27.333 101.449 215.478 0.00

Microbial respiration Pd101 sowndiv^c -49.733 3 27.333 105.774 219.803 0.00

Microbial respiration Pb51 sowndiv^c -51.460 2 41.000 107.072 221.101 0.00

Microbial respiration Pa5 sowndiv^c -51.460 2 41.000 107.072 221.101 0.00

Microbial respiration Pf151 sowndiv^c -50.453 3 27.333 107.213 221.243 0.00

Microbial respiration Pi301 sowndiv^c -49.710 4 20.500 107.940 221.969 0.00

Microbial respiration Ph251 sowndiv^c -49.733 4 20.500 107.985 222.014 0.00

Microbial respiration Pj351 sowndiv^c -49.758 4 20.500 108.035 222.064 0.00

Microbial respiration Pg201 sowndiv^c -50.899 3 27.333 108.106 222.135 0.00

Microbial respiration Pk401 sowndiv^c -49.680 5 16.400 110.149 224.178 0.00

Microbial respiration Ec2221 a + exp(sowndiv) -794.154 4 20.500 1596.827 1710.856 0.00

Microbial respiration Ee342 a + exp(sowndiv) -794.152 5 16.400 1599.094 1713.124 0.00

Microbial respiration Ed2821 a + exp(sowndiv) -794.154 5 16.400 1599.097 1713.126 0.00

Microbial respiration Eg4621 a + exp(sowndiv) -794.152 6 13.667 1601.425 1715.454 0.00

Microbial respiration E42 a + exp(sowndiv) -800.938 3 27.333 1608.183 1722.212 0.00

Microbial respiration Ea1021 a + exp(sowndiv) -800.816 4 20.500 1610.151 1724.181 0.00

Microbial respiration Eb1621 a + exp(sowndiv) -800.839 4 20.500 1610.198 1724.227 0.00

Microbial respiration Ef4021 a + exp(sowndiv) -800.595 5 16.400 1611.979 1726.008 0.00

Microbial respiration Eb1611 a + exp(sowndiv) -1703.664 4 20.500 3415.847 3529.876 0.00

Microbial respiration E41 a + exp(sowndiv) -1705.469 3 27.333 3417.246 3531.275 0.00

Microbial respiration Ef4011 a + exp(sowndiv) -1703.572 5 16.400 3417.933 3531.962 0.00

Microbial respiration Ee341 a + exp(sowndiv) -1703.664 5 16.400 3418.117 3532.146 0.00

Microbial respiration Ea1011 a + exp(sowndiv) -1705.442 4 20.500 3419.403 3533.433 0.00

Microbial respiration Ec2211 a + exp(sowndiv) -1705.469 4 20.500 3419.457 3533.487 0.00

Microbial respiration Eg4611 a + exp(sowndiv) -1703.572 6 13.667 3420.263 3534.293 0.00

Microbial respiration Ed2811 a + exp(sowndiv) -1705.442 5 16.400 3421.673 3535.703 0.00

Microbial respiration Ef3721 a + b * exp(c * sowndiv) -2708.060 11 7.455 5441.891 5555.921 0.00

Microbial respiration Ec1921 a + b * exp(c * sowndiv) -2845.250 8 10.250 5708.472 5822.502 0.00

Microbial respiration E4 a + exp(sowndiv) -4912.516 2 41.000 9829.183 9943.212 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Microbial respiration Ea10 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9945.368 0.00

Microbial respiration Eb16 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9945.368 0.00

Microbial respiration Ec22 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9945.368 0.00

Microbial respiration Ed28 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9947.580 0.00

Microbial respiration Ee40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9947.580 0.00

Microbial respiration Ef40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9947.580 0.00

Microbial respiration Eg46 a + exp(sowndiv) -4912.516 5 16.400 9835.821 9949.850 0.00

Saprophagous macrofauna abundance M1 a * sowndiv/(b + sowndiv) 42.594 3 26.667 -78.872 0.000 0.20

Saprophagous macrofauna abundance M1a SSmicmen(sowndiv, Vm, k) 42.594 3 26.667 -78.872 0.000 0.20

Saprophagous macrofauna abundance Pa3 a + sowndiv^c 42.493 3 26.667 -78.670 0.202 0.18

Saprophagous macrofauna abundance Pa4 b * sowndiv^c 42.280 3 26.667 -78.244 0.628 0.15

Saprophagous macrofauna abundance LG2 SSlogis(sowndiv, Asym, xmid, scal) 43.253 4 20.000 -77.972 0.899 0.13

Saprophagous macrofauna abundance M2 d + a * sowndiv/(b + sowndiv) 42.838 4 20.000 -77.142 1.730 0.09

Saprophagous macrofauna abundance Pa2 a + b * sowndiv 40.425 3 26.667 -74.535 4.337 0.02

Saprophagous macrofauna abundance L2 sowndiv + funcgr + leg 42.370 5 16.000 -73.929 4.943 0.02

Saprophagous macrofauna abundance E2 a + b * exp(sowndiv) 39.508 3 26.667 -72.700 6.171 0.01

Saprophagous macrofauna abundance L0 block + (sowndiv + funcgr + grass + leg)^2 52.730 15 5.333 -67.960 10.911 0.00

Saprophagous macrofauna abundance E5 b * exp(sowndiv) 5.689 2 40.000 -7.221 71.650 0.00

Saprophagous macrofauna abundance Pa5 sowndiv^c -46.774 2 40.000 97.704 176.576 0.00

Saprophagous macrofauna abundance E4 a + exp(sowndiv) -4793.686 2 40.000 9591.527 9670.399 0.00

Saprophagous macrofauna diversity Pa2 a + b * sowndiv 2.962 3 26.667 0.393 0.000 0.23

Saprophagous macrofauna diversity L2 sowndiv + funcgr + leg 4.621 5 16.000 1.569 1.176 0.13

Saprophagous macrofauna diversity Pa4 b * sowndiv^c 1.968 3 26.667 2.380 1.988 0.08

Saprophagous macrofauna diversity E2 a + b * exp(sowndiv) 1.918 3 26.667 2.479 2.086 0.08

Saprophagous macrofauna diversity LG2 SSlogis(sowndiv, Asym, xmid, scal) 2.976 4 20.000 2.581 2.188 0.08

Saprophagous macrofauna diversity Pa1 a + b * sowndiv^c 2.975 4 20.000 2.583 2.190 0.08

Saprophagous macrofauna diversity AS2 SSasympOff(sowndiv, Asym, lrc, c0) 2.972 4 20.000 2.589 2.196 0.08

Saprophagous macrofauna diversity AS1 SSasymp(sowndiv, Asym, R0, lrc) 2.972 4 20.000 2.589 2.196 0.08

Saprophagous macrofauna diversity M2 d + a * sowndiv/(b + sowndiv) 2.972 4 20.000 2.589 2.196 0.08

Saprophagous macrofauna diversity Pa3 a + sowndiv^c 1.784 3 26.667 2.748 2.355 0.07

Saprophagous macrofauna diversity M1a SSmicmen(sowndiv, Vm, k) 0.283 3 26.667 5.750 5.357 0.02

Saprophagous macrofauna diversity M1 a * sowndiv/(b + sowndiv) 0.283 3 26.667 5.750 5.357 0.02

Saprophagous macrofauna diversity AS3 SSasympOrig(sowndiv, Asym, lrc) -0.271 3 26.667 6.858 6.466 0.01
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Saprophagous macrofauna diversity L0 block + (sowndiv + funcgr + grass + leg)^2 11.769 15 5.333 13.963 13.570 0.00

Saprophagous macrofauna diversity Pa5 sowndiv^c -42.094 2 40.000 88.344 87.952 0.00

Saprophagous macrofauna diversity E5 b * exp(sowndiv) -60.104 2 40.000 124.364 123.971 0.00

Saprophagous macrofauna diversity E4 a + exp(sowndiv) -4793.686 2 40.000 9591.527 9591.135 0.00

Herbivorous macrofauna abundance Pa2 a + b * sowndiv 13.870 3 26.667 -21.424 0.000 0.18

Herbivorous macrofauna abundance Pa4 b * sowndiv^c 13.487 3 26.667 -20.659 0.766 0.12

Herbivorous macrofauna abundance Pa3 a + sowndiv^c 13.358 3 26.667 -20.399 1.025 0.10

Herbivorous macrofauna abundance E2 a + b * exp(sowndiv) 13.291 3 26.667 -20.266 1.158 0.10

Herbivorous macrofauna abundance AS3 SSasympOrig(sowndiv, Asym, lrc) 12.845 3 26.667 -19.374 2.050 0.06

Herbivorous macrofauna abundance M1 a * sowndiv/(b + sowndiv) 12.817 3 26.667 -19.318 2.106 0.06

Herbivorous macrofauna abundance M1a SSmicmen(sowndiv, Vm, k) 12.817 3 26.667 -19.318 2.106 0.06

Herbivorous macrofauna abundance Pa1 a + b * sowndiv^c 13.876 4 20.000 -19.219 2.205 0.06

Herbivorous macrofauna abundance LG2 SSlogis(sowndiv, Asym, xmid, scal) 13.876 4 20.000 -19.218 2.206 0.06

Herbivorous macrofauna abundance AS2 SSasympOff(sowndiv, Asym, lrc, c0) 13.871 4 20.000 -19.209 2.215 0.06

Herbivorous macrofauna abundance AS1 SSasymp(sowndiv, Asym, R0, lrc) 13.871 4 20.000 -19.209 2.215 0.06

Herbivorous macrofauna abundance M2 d + a * sowndiv/(b + sowndiv) 13.871 4 20.000 -19.209 2.215 0.06

Herbivorous macrofauna abundance L2 sowndiv + funcgr + leg 14.184 5 16.000 -17.557 3.867 0.03

Herbivorous macrofauna abundance L0 block + (sowndiv + funcgr + grass + leg)^2 24.697 15 5.333 -11.894 9.530 0.00

Herbivorous macrofauna abundance E5 b * exp(sowndiv) -19.873 2 40.000 43.901 65.326 0.00

Herbivorous macrofauna abundance Pa5 sowndiv^c -50.540 2 40.000 105.237 126.661 0.00

Herbivorous macrofauna abundance E4 a + exp(sowndiv) -4793.686 2 40.000 9591.527 9612.952 0.00

Herbivorous macrofauna diversity Pa3 a + sowndiv^c 10.690 3 26.667 -15.064 0.000 0.19

Herbivorous macrofauna diversity Pa4 b * sowndiv^c 10.557 3 26.667 -14.798 0.266 0.17

Herbivorous macrofauna diversity M1a SSmicmen(sowndiv, Vm, k) 10.553 3 26.667 -14.790 0.274 0.17

Herbivorous macrofauna diversity M1 a * sowndiv/(b + sowndiv) 10.553 3 26.667 -14.790 0.274 0.17

Herbivorous macrofauna diversity AS3 SSasympOrig(sowndiv, Asym, lrc) 10.081 3 26.667 -13.846 1.218 0.11

Herbivorous macrofauna diversity M2 d + a * sowndiv/(b + sowndiv) 10.554 4 20.000 -12.575 2.489 0.06

Herbivorous macrofauna diversity AS1 SSasymp(sowndiv, Asym, R0, lrc) 10.059 4 20.000 -11.584 3.480 0.03

Herbivorous macrofauna diversity AS2 SSasympOff(sowndiv, Asym, lrc, c0) 10.059 4 20.000 -11.584 3.480 0.03

Herbivorous macrofauna diversity LG2 SSlogis(sowndiv, Asym, xmid, scal) 9.860 4 20.000 -11.187 3.877 0.03

Herbivorous macrofauna diversity Pa2 a + b * sowndiv 8.722 3 26.667 -11.129 3.935 0.03

Herbivorous macrofauna diversity L2 sowndiv + funcgr + leg 9.906 5 16.000 -9.002 6.062 0.01

Herbivorous macrofauna diversity E2 a + b * exp(sowndiv) 6.931 3 26.667 -7.547 7.518 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Herbivorous macrofauna diversity L0 block + (sowndiv + funcgr + grass + leg)^2 21.929 15 5.333 -6.359 8.705 0.00

Herbivorous macrofauna diversity E5 b * exp(sowndiv) -42.733 2 40.000 89.621 104.685 0.00

Herbivorous macrofauna diversity Pa5 sowndiv^c -49.612 2 40.000 103.380 118.444 0.00

Herbivorous macrofauna diversity E4 a + exp(sowndiv) -4793.686 2 40.000 9591.527 9606.592 0.00

Predatory macrofauna abundance E2 a + b * exp(sowndiv) 35.938 3 26.667 -65.560 0.000 0.20

Predatory macrofauna abundance Pa2 a + b * sowndiv 35.865 3 26.667 -65.414 0.145 0.18

Predatory macrofauna abundance Pa4 b * sowndiv^c 35.471 3 26.667 -64.626 0.934 0.12

Predatory macrofauna abundance Pa3 a + sowndiv^c 35.441 3 26.667 -64.567 0.993 0.12

Predatory macrofauna abundance AS3 SSasympOrig(sowndiv, Asym, lrc) 35.269 3 26.667 -64.223 1.337 0.10

Predatory macrofauna abundance M1a SSmicmen(sowndiv, Vm, k) 35.267 3 26.667 -64.218 1.342 0.10

Predatory macrofauna abundance M1 a * sowndiv/(b + sowndiv) 35.267 3 26.667 -64.218 1.342 0.10

Predatory macrofauna abundance L2 sowndiv + funcgr + leg 36.535 5 16.000 -62.260 3.300 0.04

Predatory macrofauna abundance L0 block + (sowndiv + funcgr + grass + leg)^2 49.549 15 5.333 -61.599 3.961 0.03

Predatory macrofauna abundance E5 b * exp(sowndiv) 10.776 2 40.000 -17.397 48.163 0.00

Predatory macrofauna abundance Pa5 sowndiv^c -44.448 2 40.000 93.053 158.612 0.00

Predatory macrofauna abundance E4 a + exp(sowndiv) -4793.686 2 40.000 9591.527 9657.087 0.00

Predatory macrofauna diversity L0 block + (sowndiv + funcgr + grass + leg)^2 23.649 15 5.333 -9.798 0.000 0.18

Predatory macrofauna diversity AS3 SSasympOrig(sowndiv, Asym, lrc) 7.652 3 26.667 -8.988 0.811 0.12

Predatory macrofauna diversity M1 a * sowndiv/(b + sowndiv) 7.521 3 26.667 -8.726 1.073 0.11

Predatory macrofauna diversity M1a SSmicmen(sowndiv, Vm, k) 7.521 3 26.667 -8.726 1.073 0.11

Predatory macrofauna diversity Pa2 a + b * sowndiv 7.513 3 26.667 -8.709 1.089 0.11

Predatory macrofauna diversity E2 a + b * exp(sowndiv) 7.498 3 26.667 -8.681 1.118 0.11

Predatory macrofauna diversity Pa4 b * sowndiv^c 7.467 3 26.667 -8.618 1.181 0.10

Predatory macrofauna diversity Pa3 a + sowndiv^c 7.466 3 26.667 -8.617 1.181 0.10

Predatory macrofauna diversity Pa1 a + b * sowndiv^c 7.519 4 20.000 -6.506 3.293 0.04

Predatory macrofauna diversity L2 sowndiv + funcgr + leg 8.364 5 16.000 -5.918 3.881 0.03

Predatory macrofauna diversity Pa5 sowndiv^c -37.843 2 40.000 79.841 89.640 0.00

Predatory macrofauna diversity E5 b * exp(sowndiv) -51.152 2 40.000 106.460 116.259 0.00

Predatory macrofauna diversity E4 a + exp(sowndiv) -4793.686 2 40.000 9591.527 9601.326 0.00

Amoebae abundance L2 sowndiv + funcgr + leg 4.083 5 2.400 11.834 Inf NA

Amoebae abundance E1 a + b * exp(c * sowndiv) 2.516 4 3.000 8.682 Inf NA

Amoebae abundance E2 a + b * exp(sowndiv) 2.514 3 4.000 3.971 Inf NA

Amoebae abundance E3 a + exp(c * sowndiv) 2.395 3 4.000 4.211 Inf NA
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Amoebae abundance E4 a + exp(sowndiv) -200.003 2 6.000 405.339 Inf NA

Amoebae abundance E5 b * exp(sowndiv) 2.201 2 6.000 0.931 Inf NA

Amoebae abundance E6 exp(c * sowndiv) -3.953 2 6.000 13.239 Inf NA

Amoebae abundance Pa2 a + b * sowndiv 2.344 3 4.000 4.313 Inf NA

Amoebae abundance Pa3 a + sowndiv^c 1.470 3 4.000 6.059 Inf NA

Amoebae abundance Pa4 b * sowndiv^c 2.424 3 4.000 4.151 Inf NA

Amoebae abundance Pa5 sowndiv^c -11.612 2 6.000 28.557 Inf NA

Amoebae abundance L0 block + (sowndiv + funcgr + grass + leg)^2 Inf 13 0.923 #NAME? NA NA

Flagellate abundance L2 sowndiv + funcgr + leg -2.336 5 2.400 24.672 Inf NA

Flagellate abundance M1 a * sowndiv/(b + sowndiv) -3.237 3 4.000 15.473 Inf NA

Flagellate abundance M1a SSmicmen(sowndiv, Vm, k) -3.237 3 4.000 15.473 Inf NA

Flagellate abundance E2 a + b * exp(sowndiv) -3.254 3 4.000 15.508 Inf NA

Flagellate abundance E3 a + exp(c * sowndiv) -3.285 3 4.000 15.570 Inf NA

Flagellate abundance E4 a + exp(sowndiv) -200.003 2 6.000 405.339 Inf NA

Flagellate abundance E5 b * exp(sowndiv) -10.527 2 6.000 26.387 Inf NA

Flagellate abundance E6 exp(c * sowndiv) -6.344 2 6.000 18.021 Inf NA

Flagellate abundance Pa2 a + b * sowndiv -3.285 3 4.000 15.570 Inf NA

Flagellate abundance Pa3 a + sowndiv^c -3.290 3 4.000 15.579 Inf NA

Flagellate abundance Pa4 b * sowndiv^c -3.290 3 4.000 15.580 Inf NA

Flagellate abundance Pa5 sowndiv^c -6.575 2 6.000 18.483 Inf NA

Flagellate abundance L0 block + (sowndiv + funcgr + grass + leg)^2 Inf 13 0.923 #NAME? NA NA

Bacteria-feeding nematode diversity L2 sowndiv + funcgr + leg -0.372 5 14.400 11.653 0.000 0.52

Bacteria-feeding nematode diversity Pa2 a + b * sowndiv -4.300 3 24.000 14.953 3.301 0.10

Bacteria-feeding nematode diversity Pa4 b * sowndiv^c -4.858 3 24.000 16.068 4.416 0.06

Bacteria-feeding nematode diversity Pa3 a + sowndiv^c -4.961 3 24.000 16.275 4.623 0.05

Bacteria-feeding nematode diversity LG2 SSlogis(sowndiv, Asym, xmid, scal) -4.085 4 18.000 16.767 5.114 0.04

Bacteria-feeding nematode diversity AS2 SSasympOff(sowndiv, Asym, lrc, c0) -4.125 4 18.000 16.848 5.195 0.04

Bacteria-feeding nematode diversity AS1 SSasymp(sowndiv, Asym, R0, lrc) -4.125 4 18.000 16.848 5.195 0.04

Bacteria-feeding nematode diversity M2 d + a * sowndiv/(b + sowndiv) -4.140 4 18.000 16.877 5.225 0.04

Bacteria-feeding nematode diversity E2 a + b * exp(sowndiv) -5.317 3 24.000 16.986 5.333 0.04

Bacteria-feeding nematode diversity Pa1 a + b * sowndiv^c -4.227 4 18.000 17.050 5.397 0.04

Bacteria-feeding nematode diversity M1a SSmicmen(sowndiv, Vm, k) -6.102 3 24.000 18.557 6.904 0.02

Bacteria-feeding nematode diversity M1 a * sowndiv/(b + sowndiv) -6.102 3 24.000 18.557 6.904 0.02
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Bacteria-feeding nematode diversity AS3 SSasympOrig(sowndiv, Asym, lrc) -6.552 3 24.000 19.457 7.804 0.01

Bacteria-feeding nematode diversity L0 block + (sowndiv + funcgr + grass + leg)^2 5.619 15 4.800 27.333 15.680 0.00

Bacteria-feeding nematode diversity Pa5 sowndiv^c -38.237 2 36.000 80.648 68.996 0.00

Bacteria-feeding nematode diversity E5 b * exp(sowndiv) -56.678 2 36.000 117.529 105.877 0.00

Bacteria-feeding nematode diversity E4 a + exp(sowndiv) -4307.754 2 36.000 8619.681 8608.029 0.00

Hyphenophagous nematode diversity E2 a + b * exp(sowndiv) -6.338 3 24.000 19.030 0.000 0.18

Hyphenophagous nematode diversity Pa2 a + b * sowndiv -6.442 3 24.000 19.237 0.207 0.16

Hyphenophagous nematode diversity AS3 SSasympOrig(sowndiv, Asym, lrc) -6.631 3 24.000 19.615 0.585 0.13

Hyphenophagous nematode diversity Pa4 b * sowndiv^c -6.682 3 24.000 19.716 0.686 0.13

Hyphenophagous nematode diversity Pa3 a + sowndiv^c -6.683 3 24.000 19.719 0.689 0.12

Hyphenophagous nematode diversity M1a SSmicmen(sowndiv, Vm, k) -6.714 3 24.000 19.781 0.751 0.12

Hyphenophagous nematode diversity M1 a * sowndiv/(b + sowndiv) -6.714 3 24.000 19.781 0.751 0.12

Hyphenophagous nematode diversity L2 sowndiv + funcgr + leg -5.536 5 14.400 21.982 2.952 0.04

Hyphenophagous nematode diversity L0 block + (sowndiv + funcgr + grass + leg)^2 -2.443 15 4.800 43.457 24.427 0.00

Hyphenophagous nematode diversity Pa5 sowndiv^c -27.188 2 36.000 58.551 39.521 0.00

Hyphenophagous nematode diversity E5 b * exp(sowndiv) -70.270 2 36.000 144.713 125.683 0.00

Hyphenophagous nematode diversity E4 a + exp(sowndiv) -4307.754 2 36.000 8619.681 8600.651 0.00

Omnivorous nematode diversity L0 block + (sowndiv + funcgr + grass + leg)^2 9.273 15 4.800 20.025 0.000 0.95

Omnivorous nematode diversity E2 a + b * exp(sowndiv) -11.048 3 24.000 28.450 8.425 0.01

Omnivorous nematode diversity Pa2 a + b * sowndiv -11.332 3 24.000 29.016 8.992 0.01

Omnivorous nematode diversity Pa4 b * sowndiv^c -11.932 3 24.000 30.217 10.192 0.01

Omnivorous nematode diversity Pa3 a + sowndiv^c -11.939 3 24.000 30.231 10.207 0.01

Omnivorous nematode diversity M1 a * sowndiv/(b + sowndiv) -11.967 3 24.000 30.286 10.261 0.01

Omnivorous nematode diversity M1a SSmicmen(sowndiv, Vm, k) -11.967 3 24.000 30.286 10.261 0.01

Omnivorous nematode diversity L2 sowndiv + funcgr + leg -10.388 5 14.400 31.685 11.661 0.00

Omnivorous nematode diversity Pa5 sowndiv^c -41.636 2 36.000 87.446 67.421 0.00

Omnivorous nematode diversity E5 b * exp(sowndiv) -45.885 2 36.000 95.944 75.919 0.00

Omnivorous nematode diversity E4 a + exp(sowndiv) -4307.754 2 36.000 8619.681 8599.657 0.00

Plant-feeding nematode diversity Pa4 b * sowndiv^c 5.971 3 24.000 -5.589 0.000 0.17

Plant-feeding nematode diversity Pa3 a + sowndiv^c 5.918 3 24.000 -5.483 0.106 0.16

Plant-feeding nematode diversity Pa2 a + b * sowndiv 5.551 3 24.000 -4.749 0.840 0.11

Plant-feeding nematode diversity L2 sowndiv + funcgr + leg 7.367 5 14.400 -3.826 1.763 0.07

Plant-feeding nematode diversity M1 a * sowndiv/(b + sowndiv) 5.036 3 24.000 -3.718 1.871 0.07
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant-feeding nematode diversity M1a SSmicmen(sowndiv, Vm, k) 5.036 3 24.000 -3.718 1.871 0.07

Plant-feeding nematode diversity Pa1 a + b * sowndiv^c 6.060 4 18.000 -3.523 2.066 0.06

Plant-feeding nematode diversity M2 d + a * sowndiv/(b + sowndiv) 6.017 4 18.000 -3.437 2.152 0.06

Plant-feeding nematode diversity AS1 SSasymp(sowndiv, Asym, R0, lrc) 6.000 4 18.000 -3.404 2.185 0.06

Plant-feeding nematode diversity AS2 SSasympOff(sowndiv, Asym, lrc, c0) 6.000 4 18.000 -3.404 2.185 0.06

Plant-feeding nematode diversity LG2 SSlogis(sowndiv, Asym, xmid, scal) 5.979 4 18.000 -3.360 2.229 0.06

Plant-feeding nematode diversity E2 a + b * exp(sowndiv) 4.290 3 24.000 -2.227 3.362 0.03

Plant-feeding nematode diversity AS3 SSasympOrig(sowndiv, Asym, lrc) 4.224 3 24.000 -2.096 3.493 0.03

Plant-feeding nematode diversity L0 block + (sowndiv + funcgr + grass + leg)^2 18.509 15 4.800 1.554 7.143 0.00

Plant-feeding nematode diversity Pa5 sowndiv^c -36.718 2 36.000 77.610 83.199 0.00

Plant-feeding nematode diversity E5 b * exp(sowndiv) -54.298 2 36.000 112.770 118.359 0.00

Plant-feeding nematode diversity E4 a + exp(sowndiv) -4307.754 2 36.000 8619.681 8625.270 0.00

Predatory nematode diversity E2 a + b * exp(sowndiv) 0.053 3 24.000 6.246 0.000 0.70

Predatory nematode diversity Pa2 a + b * sowndiv -1.425 3 24.000 9.204 2.958 0.16

Predatory nematode diversity L2 sowndiv + funcgr + leg -0.250 5 14.400 11.409 5.163 0.05

Predatory nematode diversity Pa4 b * sowndiv^c -3.313 3 24.000 12.979 6.733 0.02

Predatory nematode diversity Pa3 a + sowndiv^c -3.437 3 24.000 13.226 6.980 0.02

Predatory nematode diversity M1a SSmicmen(sowndiv, Vm, k) -3.596 3 24.000 13.546 7.299 0.02

Predatory nematode diversity M1 a * sowndiv/(b + sowndiv) -3.596 3 24.000 13.546 7.299 0.02

Predatory nematode diversity AS3 SSasympOrig(sowndiv, Asym, lrc) -7.114 3 24.000 20.582 14.336 0.00

Predatory nematode diversity L0 block + (sowndiv + funcgr + grass + leg)^2 5.297 15 4.800 27.977 21.731 0.00

Predatory nematode diversity E5 b * exp(sowndiv) -12.484 2 36.000 29.142 22.896 0.00

Predatory nematode diversity Pa5 sowndiv^c -47.020 2 36.000 98.214 91.968 0.00

Predatory nematode diversity E4 a + exp(sowndiv) -4307.754 2 36.000 8619.681 8613.435 0.00

Plant-feeding nematode abundance Pa3 a + sowndiv^c 12.727 3 24.333 -19.105 0.000 0.13

Plant-feeding nematode abundance Pa4 b * sowndiv^c 12.724 3 24.333 -19.101 0.004 0.13

Plant-feeding nematode abundance M1a SSmicmen(sowndiv, Vm, k) 12.696 3 24.333 -19.044 0.062 0.12

Plant-feeding nematode abundance M1 a * sowndiv/(b + sowndiv) 12.696 3 24.333 -19.044 0.062 0.12

Plant-feeding nematode abundance AS3 SSasympOrig(sowndiv, Asym, lrc) 12.647 3 24.333 -18.946 0.160 0.12

Plant-feeding nematode abundance Pa2 a + b * sowndiv 12.552 3 24.333 -18.756 0.349 0.11

Plant-feeding nematode abundance E2 a + b * exp(sowndiv) 12.404 3 24.333 -18.460 0.645 0.09

Plant-feeding nematode abundance LG2 SSlogis(sowndiv, Asym, xmid, scal) 12.744 4 18.250 -16.900 2.205 0.04

Plant-feeding nematode abundance AS2 SSasympOff(sowndiv, Asym, lrc, c0) 12.742 4 18.250 -16.895 2.211 0.04
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant-feeding nematode abundance AS1 SSasymp(sowndiv, Asym, R0, lrc) 12.742 4 18.250 -16.895 2.211 0.04

Plant-feeding nematode abundance M2 d + a * sowndiv/(b + sowndiv) 12.729 4 18.250 -16.869 2.236 0.04

Plant-feeding nematode abundance L2 sowndiv + funcgr + leg 12.645 5 14.600 -14.394 4.712 0.01

Plant-feeding nematode abundance L0 block + (sowndiv + funcgr + grass + leg)^2 19.461 15 4.867 -0.501 18.604 0.00

Plant-feeding nematode abundance E5 b * exp(sowndiv) -27.302 2 36.500 58.774 77.880 0.00

Plant-feeding nematode abundance Pa5 sowndiv^c -41.221 2 36.500 86.613 105.719 0.00

Plant-feeding nematode abundance E4 a + exp(sowndiv) -4367.080 2 36.500 8738.332 8757.437 0.00

Omnivorous nematode abundance E2 a + b * exp(sowndiv) 16.894 3 24.333 -27.440 0.000 0.20

Omnivorous nematode abundance Pa2 a + b * sowndiv 16.873 3 24.333 -27.397 0.043 0.20

Omnivorous nematode abundance Pa4 b * sowndiv^c 16.848 3 24.333 -27.349 0.091 0.19

Omnivorous nematode abundance Pa3 a + sowndiv^c 16.848 3 24.333 -27.348 0.092 0.19

Omnivorous nematode abundance M1a SSmicmen(sowndiv, Vm, k) 16.831 3 24.333 -27.315 0.125 0.19

Omnivorous nematode abundance L2 sowndiv + funcgr + leg 17.079 5 14.600 -23.263 4.178 0.02

Omnivorous nematode abundance L0 block + (sowndiv + funcgr + grass + leg)^2 29.080 15 4.867 -19.739 7.701 0.00

Omnivorous nematode abundance E5 b * exp(sowndiv) -12.819 2 36.500 29.809 57.249 0.00

Omnivorous nematode abundance Pa5 sowndiv^c -41.112 2 36.500 86.396 113.836 0.00

Omnivorous nematode abundance E4 a + exp(sowndiv) -4367.080 2 36.500 8738.332 8765.772 0.00

Predatory nematode abundance E2 a + b * exp(sowndiv) 45.837 3 24.333 -85.326 0.000 0.90

Predatory nematode abundance Pa2 a + b * sowndiv 43.329 3 24.333 -80.310 5.016 0.07

Predatory nematode abundance Pa4 b * sowndiv^c 41.916 3 24.333 -77.484 7.842 0.02

Predatory nematode abundance L2 sowndiv + funcgr + leg 43.603 5 14.600 -76.311 9.015 0.01

Predatory nematode abundance E5 b * exp(sowndiv) 38.795 2 36.500 -73.419 11.907 0.00

Predatory nematode abundance Pa3 a + sowndiv^c 38.342 3 24.333 -70.336 14.990 0.00

Predatory nematode abundance L0 block + (sowndiv + funcgr + grass + leg)^2 51.168 15 4.867 -63.914 21.412 0.00

Predatory nematode abundance Pa5 sowndiv^c -46.129 2 36.500 96.430 181.756 0.00

Predatory nematode abundance E4 a + exp(sowndiv) -4367.080 2 36.500 8738.332 8823.658 0.00

Bacteria-feeding nematode abundance L2 sowndiv + funcgr + leg 23.367 5 14.600 -35.838 0.000 0.22

Bacteria-feeding nematode abundance Pa2 a + b * sowndiv 20.918 3 24.333 -35.489 0.349 0.18

Bacteria-feeding nematode abundance E2 a + b * exp(sowndiv) 20.746 3 24.333 -35.144 0.694 0.15

Bacteria-feeding nematode abundance Pa4 b * sowndiv^c 20.445 3 24.333 -34.543 1.295 0.11

Bacteria-feeding nematode abundance Pa3 a + sowndiv^c 20.406 3 24.333 -34.464 1.374 0.11

Bacteria-feeding nematode abundance M1 a * sowndiv/(b + sowndiv) 20.123 3 24.333 -33.898 1.940 0.08

Bacteria-feeding nematode abundance M1a SSmicmen(sowndiv, Vm, k) 20.123 3 24.333 -33.898 1.940 0.08
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Bacteria-feeding nematode abundance LG2 SSlogis(sowndiv, Asym, xmid, scal) 20.921 4 18.250 -33.253 2.585 0.06

Bacteria-feeding nematode abundance L0 block + (sowndiv + funcgr + grass + leg)^2 33.511 15 4.867 -28.601 7.237 0.01

Bacteria-feeding nematode abundance E5 b * exp(sowndiv) -8.654 2 36.500 21.479 57.317 0.00

Bacteria-feeding nematode abundance Pa5 sowndiv^c -41.091 2 36.500 86.354 122.192 0.00

Bacteria-feeding nematode abundance E4 a + exp(sowndiv) -4367.080 2 36.500 8738.332 8774.169 0.00

Hyphenophagous nematode abundance Pa2 a + b * sowndiv 16.299 3 24.333 -26.251 0.000 0.17

Hyphenophagous nematode abundance E2 a + b * exp(sowndiv) 16.271 3 24.333 -26.193 0.058 0.17

Hyphenophagous nematode abundance Pa3 a + sowndiv^c 16.075 3 24.333 -25.803 0.448 0.14

Hyphenophagous nematode abundance Pa4 b * sowndiv^c 16.067 3 24.333 -25.785 0.466 0.14

Hyphenophagous nematode abundance M1a SSmicmen(sowndiv, Vm, k) 15.952 3 24.333 -25.556 0.695 0.12

Hyphenophagous nematode abundance M1 a * sowndiv/(b + sowndiv) 15.952 3 24.333 -25.556 0.695 0.12

Hyphenophagous nematode abundance LG2 SSlogis(sowndiv, Asym, xmid, scal) 16.308 4 18.250 -24.029 2.222 0.06

Hyphenophagous nematode abundance M2 d + a * sowndiv/(b + sowndiv) 16.197 4 18.250 -23.807 2.444 0.05

Hyphenophagous nematode abundance L2 sowndiv + funcgr + leg 16.657 5 14.600 -22.418 3.833 0.03

Hyphenophagous nematode abundance BIEXP SSbiexp(sowndiv, A1, lrc1, A2, lrc2) 16.345 5 14.600 -21.795 4.456 0.02

Hyphenophagous nematode abundance L0 block + (sowndiv + funcgr + grass + leg)^2 18.821 15 4.867 0.779 27.030 0.00

Hyphenophagous nematode abundance E5 b * exp(sowndiv) -13.864 2 36.500 31.900 58.151 0.00

Hyphenophagous nematode abundance Pa5 sowndiv^c -40.837 2 36.500 85.845 112.096 0.00

Hyphenophagous nematode abundance E4 a + exp(sowndiv) -4367.080 2 36.500 8738.332 8764.583 0.00

Collembola abundance M1 a * sowndiv/(b + sowndiv) 23.858 3 26.667 -41.400 0.000 0.15

Collembola abundance M1a SSmicmen(sowndiv, Vm, k) 23.858 3 26.667 -41.400 0.000 0.15

Collembola abundance Pa3 a + sowndiv^c 23.795 3 26.667 -41.274 0.126 0.14

Collembola abundance Pa4 b * sowndiv^c 23.747 3 26.667 -41.179 0.221 0.13

Collembola abundance AS3 SSasympOrig(sowndiv, Asym, lrc) 23.630 3 26.667 -40.944 0.455 0.12

Collembola abundance Pa2 a + b * sowndiv 22.952 3 26.667 -39.588 1.812 0.06

Collembola abundance M2 d + a * sowndiv/(b + sowndiv) 23.870 4 20.000 -39.206 2.194 0.05

Collembola abundance AS1 SSasymp(sowndiv, Asym, R0, lrc) 23.793 4 20.000 -39.052 2.348 0.05

Collembola abundance AS2 SSasympOff(sowndiv, Asym, lrc, c0) 23.793 4 20.000 -39.052 2.348 0.05

Collembola abundance LG2 SSlogis(sowndiv, Asym, xmid, scal) 23.765 4 20.000 -38.997 2.403 0.04

Collembola abundance E2 a + b * exp(sowndiv) 22.427 3 26.667 -38.539 2.860 0.04

Collembola abundance L0 block + (sowndiv + funcgr + grass + leg)^2 37.655 15 5.333 -37.810 3.590 0.02

Collembola abundance L2 sowndiv + funcgr + leg 23.595 5 16.000 -36.379 5.021 0.01

Collembola abundance E5 b * exp(sowndiv) -21.858 2 40.000 47.872 89.272 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Collembola abundance Pa5 sowndiv^c -47.012 2 40.000 98.181 139.580 0.00

Collembola abundance E4 a + exp(sowndiv) -4793.686 2 40.000 9591.527 9632.927 0.00

Mite abundance Pa2 a + b * sowndiv 19.716 3 26.667 -33.116 0.000 0.16

Mite abundance E2 a + b * exp(sowndiv) 19.712 3 26.667 -33.108 0.008 0.16

Mite abundance Pa3 a + sowndiv^c 19.637 3 26.667 -32.958 0.157 0.15

Mite abundance Pa4 b * sowndiv^c 19.637 3 26.667 -32.957 0.158 0.15

Mite abundance M1 a * sowndiv/(b + sowndiv) 19.631 3 26.667 -32.946 0.169 0.15

Mite abundance M1a SSmicmen(sowndiv, Vm, k) 19.631 3 26.667 -32.946 0.169 0.15

Mite abundance LG2 SSlogis(sowndiv, Asym, xmid, scal) 19.722 4 20.000 -30.911 2.205 0.05

Mite abundance L2 sowndiv + funcgr + leg 20.009 5 16.000 -29.207 3.908 0.02

Mite abundance BIEXP SSbiexp(sowndiv, A1, lrc1, A2, lrc2) 19.786 5 16.000 -28.761 4.355 0.02

Mite abundance L0 block + (sowndiv + funcgr + grass + leg)^2 28.917 15 5.333 -20.333 12.783 0.00

Mite abundance E5 b * exp(sowndiv) -12.679 2 40.000 29.514 62.630 0.00

Mite abundance Pa5 sowndiv^c -45.163 2 40.000 94.483 127.598 0.00

Mite abundance E4 a + exp(sowndiv) -4793.686 2 40.000 9591.527 9624.643 0.00

Gamasida abundance Pa2 a + b * sowndiv 22.832 3 26.667 -39.349 0.000 0.26

Gamasida abundance E2 a + b * exp(sowndiv) 22.606 3 26.667 -38.895 0.454 0.21

Gamasida abundance Pa4 b * sowndiv^c 22.019 3 26.667 -37.723 1.626 0.12

Gamasida abundance LG2 SSlogis(sowndiv, Asym, xmid, scal) 22.867 4 20.000 -37.201 2.149 0.09

Gamasida abundance Pa1 a + b * sowndiv^c 22.864 4 20.000 -37.195 2.154 0.09

Gamasida abundance Pa3 a + sowndiv^c 21.600 3 26.667 -36.885 2.464 0.08

Gamasida abundance L2 sowndiv + funcgr + leg 23.844 5 16.000 -36.877 2.472 0.08

Gamasida abundance M1 a * sowndiv/(b + sowndiv) 20.714 3 26.667 -35.112 4.237 0.03

Gamasida abundance M1a SSmicmen(sowndiv, Vm, k) 20.714 3 26.667 -35.112 4.237 0.03

Gamasida abundance AS3 SSasympOrig(sowndiv, Asym, lrc) 20.240 3 26.667 -34.164 5.185 0.02

Gamasida abundance L0 block + (sowndiv + funcgr + grass + leg)^2 33.400 15 5.333 -29.301 10.049 0.00

Gamasida abundance E5 b * exp(sowndiv) 6.190 2 40.000 -8.224 31.125 0.00

Gamasida abundance Pa5 sowndiv^c -50.302 2 40.000 104.760 144.109 0.00

Gamasida abundance E4 a + exp(sowndiv) -4793.686 2 40.000 9591.527 9630.877 0.00

Collembola diversity L0 block + (sowndiv + funcgr + grass + leg)^2 36.161 15 5.333 -34.822 0.000 0.38

Collembola diversity Pa4 b * sowndiv^c 19.349 3 26.667 -32.382 2.440 0.11

Collembola diversity Pa3 a + sowndiv^c 19.305 3 26.667 -32.295 2.527 0.11

Collembola diversity Pa2 a + b * sowndiv 18.847 3 26.667 -31.379 3.443 0.07
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Collembola diversity AS1 SSasymp(sowndiv, Asym, R0, lrc) 19.475 4 20.000 -30.416 4.406 0.04

Collembola diversity AS2 SSasympOff(sowndiv, Asym, lrc, c0) 19.475 4 20.000 -30.416 4.406 0.04

Collembola diversity LG2 SSlogis(sowndiv, Asym, xmid, scal) 19.473 4 20.000 -30.412 4.410 0.04

Collembola diversity M2 d + a * sowndiv/(b + sowndiv) 19.472 4 20.000 -30.411 4.411 0.04

Collembola diversity Pa1 a + b * sowndiv^c 19.453 4 20.000 -30.373 4.449 0.04

Collembola diversity M1 a * sowndiv/(b + sowndiv) 18.207 3 26.667 -30.099 4.723 0.04

Collembola diversity M1a SSmicmen(sowndiv, Vm, k) 18.207 3 26.667 -30.099 4.723 0.04

Collembola diversity E2 a + b * exp(sowndiv) 17.544 3 26.667 -28.772 6.050 0.02

Collembola diversity AS3 SSasympOrig(sowndiv, Asym, lrc) 17.249 3 26.667 -28.183 6.639 0.01

Collembola diversity L2 sowndiv + funcgr + leg 18.994 5 16.000 -27.178 7.644 0.01

Collembola diversity Pa5 sowndiv^c -32.542 2 40.000 69.240 104.063 0.00

Collembola diversity E5 b * exp(sowndiv) -62.899 2 40.000 129.954 164.777 0.00

Collembola diversity E4 a + exp(sowndiv) -4793.686 2 40.000 9591.527 9626.350 0.00

Aboveground herbivore abundance Pa4 b * sowndiv^c 21.063 3 16.667 -35.603 0.000 0.25

Aboveground herbivore abundance Pa2 a + b * sowndiv 20.600 3 16.667 -34.678 0.926 0.16

Aboveground herbivore abundance Pa1 a + b * sowndiv^c 21.542 4 12.500 -34.196 1.408 0.13

Aboveground herbivore abundance M2 d + a * sowndiv/(b + sowndiv) 21.247 4 12.500 -33.605 1.999 0.09

Aboveground herbivore abundance AS1 SSasymp(sowndiv, Asym, R0, lrc) 21.222 4 12.500 -33.555 2.049 0.09

Aboveground herbivore abundance AS2 SSasympOff(sowndiv, Asym, lrc, c0) 21.222 4 12.500 -33.555 2.049 0.09

Aboveground herbivore abundance LG2 SSlogis(sowndiv, Asym, xmid, scal) 20.999 4 12.500 -33.109 2.494 0.07

Aboveground herbivore abundance Pa3 a + sowndiv^c 19.713 3 16.667 -32.904 2.699 0.07

Aboveground herbivore abundance L2 sowndiv + funcgr + leg 21.687 5 10.000 -32.011 3.593 0.04

Aboveground herbivore abundance M1 a * sowndiv/(b + sowndiv) 16.580 3 16.667 -26.638 8.965 0.00

Aboveground herbivore abundance M1a SSmicmen(sowndiv, Vm, k) 16.580 3 16.667 -26.638 8.965 0.00

Aboveground herbivore abundance E2 a + b * exp(sowndiv) 15.766 3 16.667 -25.011 10.593 0.00

Aboveground herbivore abundance L0 block + (sowndiv + funcgr + grass + leg)^2 34.420 15 3.333 -24.722 10.881 0.00

Aboveground herbivore abundance AS3 SSasympOrig(sowndiv, Asym, lrc) 14.098 3 16.667 -21.675 13.929 0.00

Aboveground herbivore abundance E5 b * exp(sowndiv) -14.632 2 25.000 33.519 69.122 0.00

Aboveground herbivore abundance Pa5 sowndiv^c -39.991 2 25.000 84.238 119.841 0.00

Aboveground herbivore abundance E4 a + exp(sowndiv) -3007.804 2 25.000 6019.863 6055.466 0.00

Aboveground carnivore abundance M1 a * sowndiv/(b + sowndiv) 12.069 3 16.667 -17.617 0.000 0.20

Aboveground carnivore abundance M1a SSmicmen(sowndiv, Vm, k) 12.069 3 16.667 -17.617 0.000 0.20

Aboveground carnivore abundance AS3 SSasympOrig(sowndiv, Asym, lrc) 11.573 3 16.667 -16.624 0.993 0.12
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Aboveground carnivore abundance Pa3 a + sowndiv^c 11.353 3 16.667 -16.183 1.434 0.10

Aboveground carnivore abundance Pa4 b * sowndiv^c 10.999 3 16.667 -15.477 2.140 0.07

Aboveground carnivore abundance AS1 SSasymp(sowndiv, Asym, R0, lrc) 12.078 4 12.500 -15.267 2.350 0.06

Aboveground carnivore abundance AS2 SSasympOff(sowndiv, Asym, lrc, c0) 12.078 4 12.500 -15.267 2.350 0.06

Aboveground carnivore abundance M2 d + a * sowndiv/(b + sowndiv) 12.076 4 12.500 -15.263 2.354 0.06

Aboveground carnivore abundance LG2 SSlogis(sowndiv, Asym, xmid, scal) 12.075 4 12.500 -15.262 2.355 0.06

Aboveground carnivore abundance L2 sowndiv + funcgr + leg 12.984 5 10.000 -14.605 3.012 0.05

Aboveground carnivore abundance Pa2 a + b * sowndiv 8.122 3 16.667 -9.721 7.895 0.00

Aboveground carnivore abundance E2 a + b * exp(sowndiv) 6.367 3 16.667 -6.213 11.404 0.00

Aboveground carnivore abundance L0 block + (sowndiv + funcgr + grass + leg)^2 25.106 15 3.333 -6.094 11.522 0.00

Aboveground carnivore abundance E5 b * exp(sowndiv) -26.232 2 25.000 56.719 74.336 0.00

Aboveground carnivore abundance Pa5 sowndiv^c -36.012 2 25.000 76.280 93.897 0.00

Aboveground carnivore abundance E4 a + exp(sowndiv) -3007.804 2 25.000 6019.863 6037.480 0.00

Aboveground omnivore abundance L2 sowndiv + funcgr + leg 17.487 5 10.000 -23.611 0.000 1.00

Aboveground omnivore abundance L0 block + (sowndiv + funcgr + grass + leg)^2 26.922 15 3.333 -9.726 13.885 0.00

Aboveground omnivore abundance Pa4 b * sowndiv^c 5.551 3 16.667 -4.580 19.031 0.00

Aboveground omnivore abundance Pa3 a + sowndiv^c 5.517 3 16.667 -4.513 19.098 0.00

Aboveground omnivore abundance Pa2 a + b * sowndiv 5.313 3 16.667 -4.103 19.507 0.00

Aboveground omnivore abundance M1a SSmicmen(sowndiv, Vm, k) 5.007 3 16.667 -3.492 20.119 0.00

Aboveground omnivore abundance M1 a * sowndiv/(b + sowndiv) 5.007 3 16.667 -3.492 20.119 0.00

Aboveground omnivore abundance E2 a + b * exp(sowndiv) 4.721 3 16.667 -2.920 20.691 0.00

Aboveground omnivore abundance AS3 SSasympOrig(sowndiv, Asym, lrc) 4.623 3 16.667 -2.723 20.887 0.00

Aboveground omnivore abundance LG2 SSlogis(sowndiv, Asym, xmid, scal) 5.728 4 12.500 -2.567 21.043 0.00

Aboveground omnivore abundance AS2 SSasympOff(sowndiv, Asym, lrc, c0) 5.706 4 12.500 -2.523 21.087 0.00

Aboveground omnivore abundance AS1 SSasymp(sowndiv, Asym, R0, lrc) 5.706 4 12.500 -2.523 21.087 0.00

Aboveground omnivore abundance M2 d + a * sowndiv/(b + sowndiv) 5.675 4 12.500 -2.462 21.149 0.00

Aboveground omnivore abundance Pa1 a + b * sowndiv^c 5.589 4 12.500 -2.289 21.321 0.00

Aboveground omnivore abundance E5 b * exp(sowndiv) -21.514 2 25.000 47.283 70.893 0.00

Aboveground omnivore abundance Pa5 sowndiv^c -35.116 2 25.000 74.487 98.097 0.00

Aboveground omnivore abundance E4 a + exp(sowndiv) -3007.804 2 25.000 6019.863 6043.473 0.00

Aboveground parasitoid abundance L2 sowndiv + funcgr + leg 9.945 5 10.000 -8.527 0.000 0.77

Aboveground parasitoid abundance L0 block + (sowndiv + funcgr + grass + leg)^2 25.076 15 3.333 -6.035 2.492 0.22

Aboveground parasitoid abundance Pa2 a + b * sowndiv 1.345 3 16.667 3.831 12.358 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Aboveground parasitoid abundance Pa4 b * sowndiv^c 0.444 3 16.667 5.634 14.161 0.00

Aboveground parasitoid abundance Pa1 a + b * sowndiv^c 1.373 4 12.500 6.143 14.670 0.00

Aboveground parasitoid abundance M2 d + a * sowndiv/(b + sowndiv) 1.366 4 12.500 6.157 14.683 0.00

Aboveground parasitoid abundance AS1 SSasymp(sowndiv, Asym, R0, lrc) 1.366 4 12.500 6.157 14.684 0.00

Aboveground parasitoid abundance AS2 SSasympOff(sowndiv, Asym, lrc, c0) 1.366 4 12.500 6.157 14.684 0.00

Aboveground parasitoid abundance LG2 SSlogis(sowndiv, Asym, xmid, scal) 1.353 4 12.500 6.183 14.709 0.00

Aboveground parasitoid abundance E2 a + b * exp(sowndiv) -0.256 3 16.667 7.033 15.559 0.00

Aboveground parasitoid abundance Pa3 a + sowndiv^c -0.521 3 16.667 7.565 16.091 0.00

Aboveground parasitoid abundance M1a SSmicmen(sowndiv, Vm, k) -2.370 3 16.667 11.262 19.788 0.00

Aboveground parasitoid abundance M1 a * sowndiv/(b + sowndiv) -2.370 3 16.667 11.262 19.788 0.00

Aboveground parasitoid abundance E5 b * exp(sowndiv) -19.263 2 25.000 42.781 51.307 0.00

Aboveground parasitoid abundance Pa5 sowndiv^c -41.660 2 25.000 87.576 96.102 0.00

Aboveground parasitoid abundance E4 a + exp(sowndiv) -3007.804 2 25.000 6019.863 6028.389 0.00

Aboveground hyperparasitoid abundance Pa3 a + sowndiv^c -9.108 3 9.333 25.216 0.000 0.13

Aboveground hyperparasitoid abundance Pa4 b * sowndiv^c -9.110 3 9.333 25.221 0.005 0.13

Aboveground hyperparasitoid abundance E2 a + b * exp(sowndiv) -9.157 3 9.333 25.313 0.097 0.12

Aboveground hyperparasitoid abundance Pa2 a + b * sowndiv -9.166 3 9.333 25.332 0.116 0.12

Aboveground hyperparasitoid abundance AS3 SSasympOrig(sowndiv, Asym, lrc) -9.170 3 9.333 25.339 0.123 0.12

Aboveground hyperparasitoid abundance M1a SSmicmen(sowndiv, Vm, k) -9.177 3 9.333 25.354 0.138 0.12

Aboveground hyperparasitoid abundance M1 a * sowndiv/(b + sowndiv) -9.177 3 9.333 25.354 0.138 0.12

Aboveground hyperparasitoid abundance M2 d + a * sowndiv/(b + sowndiv) -8.044 4 7.000 25.827 0.611 0.09

Aboveground hyperparasitoid abundance Pa1 a + b * sowndiv^c -9.103 4 7.000 27.946 2.730 0.03

Aboveground hyperparasitoid abundance L2 sowndiv + funcgr + leg -8.811 5 5.600 30.349 5.132 0.01

Aboveground hyperparasitoid abundance E5 b * exp(sowndiv) -16.232 2 14.000 36.944 11.728 0.00

Aboveground hyperparasitoid abundance Pa5 sowndiv^c -22.603 2 14.000 49.686 24.469 0.00

Aboveground hyperparasitoid abundance L0 block + (sowndiv + funcgr + grass + leg)^2 -2.232 14 2.000 64.772 39.556 0.00

Aboveground hyperparasitoid abundance E4 a + exp(sowndiv) -1688.460 2 14.000 3381.400 3356.184 0.00

Pollinator abundance L2 sowndiv + funcgr + leg 14.800 5 10.000 -18.236 0.000 0.71

Pollinator abundance E2 a + b * exp(sowndiv) 9.723 3 16.667 -12.924 5.311 0.05

Pollinator abundance Pa2 a + b * sowndiv 9.718 3 16.667 -12.913 5.322 0.05

Pollinator abundance Pa4 b * sowndiv^c 9.554 3 16.667 -12.586 5.650 0.04

Pollinator abundance Pa3 a + sowndiv^c 9.544 3 16.667 -12.567 5.668 0.04

Pollinator abundance M1 a * sowndiv/(b + sowndiv) 9.416 3 16.667 -12.310 5.925 0.04
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Pollinator abundance M1a SSmicmen(sowndiv, Vm, k) 9.416 3 16.667 -12.310 5.925 0.04

Pollinator abundance AS3 SSasympOrig(sowndiv, Asym, lrc) 9.377 3 16.667 -12.232 6.004 0.04

Pollinator abundance L0 block + (sowndiv + funcgr + grass + leg)^2 21.013 15 3.333 2.092 20.327 0.00

Pollinator abundance E5 b * exp(sowndiv) -14.188 2 25.000 32.632 50.868 0.00

Pollinator abundance Pa5 sowndiv^c -34.576 2 25.000 73.408 91.644 0.00

Pollinator abundance E4 a + exp(sowndiv) -3007.804 2 25.000 6019.863 6038.098 0.00

Plant invader abundance Pn1831 a + sowndiv^c 48.697 6 13.667 -84.274 0.000 0.28

Plant invader abundance Pp2231 a + b * sowndiv 50.809 8 10.250 -83.645 0.629 0.21

Plant invader abundance Ef3921 a + exp(c * sowndiv) 49.460 8 10.250 -80.947 3.327 0.05

Plant invader abundance Eb1521 a + exp(c * sowndiv) 47.019 6 13.667 -80.918 3.357 0.05

Plant invader abundance Pm1231 a + b * sowndiv 46.962 6 13.667 -80.803 3.471 0.05

Plant invader abundance Pr3231 a + b * sowndiv 49.301 8 10.250 -80.629 3.645 0.05

Plant invader abundance Pp2331 a + sowndiv^c 48.984 8 10.250 -79.996 4.278 0.03

Plant invader abundance Pr3331 a + sowndiv^c 48.974 8 10.250 -79.976 4.298 0.03

Plant invader abundance Pc131 a + b * sowndiv^c 45.114 5 16.400 -79.439 4.836 0.03

Plant invader abundance L222 sowndiv + funcgr + leg 46.251 6 13.667 -79.381 4.893 0.02

Plant invader abundance Pc331 a + sowndiv^c 43.827 4 20.500 -79.135 5.139 0.02

Plant invader abundance M222 d + a * sowndiv/(b + sowndiv) 44.888 5 16.400 -78.987 5.288 0.02

Plant invader abundance Ps3731 a + b * sowndiv 50.947 10 8.200 -78.795 5.480 0.02

Plant invader abundance Pe731 a + b * sowndiv 45.857 6 13.667 -78.595 5.679 0.02

Plant invader abundance Ec2121 a + exp(c * sowndiv) 45.817 6 13.667 -78.513 5.761 0.02

Plant invader abundance Ea921 a + exp(c * sowndiv) 45.525 6 13.667 -77.931 6.344 0.01

Plant invader abundance E32 a + exp(c * sowndiv) 43.208 4 20.500 -77.897 6.377 0.01

Plant invader abundance M1332 d + a * sowndiv/(b + sowndiv) 51.803 11 7.455 -77.835 6.439 0.01

Plant invader abundance Pc231 a + b * sowndiv 42.975 4 20.500 -77.430 6.845 0.01

Plant invader abundance Pn1731 a + b * sowndiv 45.232 6 13.667 -77.344 6.931 0.01

Plant invader abundance Pq2731 a + b * sowndiv 47.461 8 10.250 -76.949 7.326 0.01

Plant invader abundance L21 sowndiv + funcgr + leg 44.789 6 13.667 -76.459 7.816 0.01

Plant invader abundance Pe831 a + sowndiv^c 44.568 6 13.667 -76.016 8.258 0.00

Plant invader abundance Ps3831 a + sowndiv^c 49.274 10 8.200 -75.449 8.826 0.00

Plant invader abundance Pm1331 a + sowndiv^c 44.253 6 13.667 -75.386 8.889 0.00

Plant invader abundance Pp2221 a + b * sowndiv 46.641 8 10.250 -75.310 8.964 0.00

Plant invader abundance Pn1821 a + sowndiv^c 44.155 6 13.667 -75.191 9.084 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant invader abundance Pq2831 a + sowndiv^c 45.974 8 10.250 -73.975 10.300 0.00

Plant invader abundance Pe631 a + b * sowndiv^c 45.966 8 10.250 -73.959 10.316 0.00

Plant invader abundance Pp2431 b * sowndiv^c 45.810 8 10.250 -73.647 10.627 0.00

Plant invader abundance L021 block + (sowndiv + funcgr + grass + leg)^2 56.949 16 5.125 -73.529 10.745 0.00

Plant invader abundance Pp2321 a + sowndiv^c 44.915 8 10.250 -71.858 12.416 0.00

Plant invader abundance E22 a + b * exp(sowndiv) 40.118 4 20.500 -71.716 12.559 0.00

Plant invader abundance Pr3221 a + b * sowndiv 44.782 8 10.250 -71.591 12.683 0.00

Plant invader abundance Ps3931 b * sowndiv^c 47.285 10 8.200 -71.472 12.802 0.00

Plant invader abundance Pn1921 b * sowndiv^c 42.293 6 13.667 -71.465 12.809 0.00

Plant invader abundance Pr3321 a + sowndiv^c 44.683 8 10.250 -71.394 12.880 0.00

Plant invader abundance Eb1511 a + exp(c * sowndiv) 42.254 6 13.667 -71.388 12.886 0.00

Plant invader abundance Pm1221 a + b * sowndiv 42.183 6 13.667 -71.245 13.029 0.00

Plant invader abundance L211 sowndiv + funcgr + leg 42.132 6 13.667 -71.144 13.131 0.00

Plant invader abundance Pc321 a + sowndiv^c 39.601 4 20.500 -70.683 13.592 0.00

Plant invader abundance Ps3721 a + b * sowndiv 46.849 10 8.200 -70.599 13.676 0.00

Plant invader abundance Pc121 a + b * sowndiv^c 40.352 5 16.400 -69.915 14.360 0.00

Plant invader abundance Pp2421 b * sowndiv^c 43.816 8 10.250 -69.658 14.616 0.00

Plant invader abundance M211 d + a * sowndiv/(b + sowndiv) 40.146 5 16.400 -69.502 14.772 0.00

Plant invader abundance Ea911 a + exp(c * sowndiv) 41.265 6 13.667 -69.410 14.865 0.00

Plant invader abundance Pe721 a + b * sowndiv 41.204 6 13.667 -69.289 14.986 0.00

Plant invader abundance Pn1931 b * sowndiv^c 41.149 6 13.667 -69.178 15.096 0.00

Plant invader abundance E31 a + exp(c * sowndiv) 38.800 4 20.500 -69.080 15.194 0.00

Plant invader abundance Pn1721 a + b * sowndiv 40.995 6 13.667 -68.870 15.405 0.00

Plant invader abundance Pc221 a + b * sowndiv 38.588 4 20.500 -68.656 15.618 0.00

Plant invader abundance Pe931 b * sowndiv^c 40.776 6 13.667 -68.432 15.843 0.00

Plant invader abundance Pp2121 a + b * sowndiv^c 47.064 11 7.455 -68.357 15.917 0.00

Plant invader abundance Pq2931 b * sowndiv^c 43.015 8 10.250 -68.058 16.216 0.00

Plant invader abundance Ps3921 b * sowndiv^c 45.546 10 8.200 -67.994 16.281 0.00

Plant invader abundance Ps3821 a + sowndiv^c 45.287 10 8.200 -67.475 16.799 0.00

Plant invader abundance Pq2721 a + b * sowndiv 42.661 8 10.250 -67.349 16.925 0.00

Plant invader abundance Pm1321 a + sowndiv^c 40.157 6 13.667 -67.194 17.080 0.00

Plant invader abundance Pc421 b * sowndiv^c 37.776 4 20.500 -67.033 17.242 0.00

Plant invader abundance Pr3431 b * sowndiv^c 42.487 8 10.250 -67.001 17.273 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant invader abundance Pr3421 b * sowndiv^c 42.481 8 10.250 -66.990 17.285 0.00

Plant invader abundance Pm1121 a + b * sowndiv^c 42.423 8 10.250 -66.874 17.400 0.00

Plant invader abundance Pe821 a + sowndiv^c 39.853 6 13.667 -66.586 17.688 0.00

Plant invader abundance L011 block + (sowndiv + funcgr + grass + leg)^2 53.396 16 5.125 -66.423 17.852 0.00

Plant invader abundance L22 sowndiv + funcgr + leg 39.721 6 13.667 -66.321 17.953 0.00

Plant invader abundance L02 block + (sowndiv + funcgr + grass + leg)^2 53.251 16 5.125 -66.132 18.142 0.00

Plant invader abundance M1521 d + a * sowndiv/(b + sowndiv) 45.930 11 7.455 -66.089 18.185 0.00

Plant invader abundance Pe621 a + b * sowndiv^c 41.381 8 10.250 -64.790 19.485 0.00

Plant invader abundance Pq2821 a + sowndiv^c 41.280 8 10.250 -64.587 19.687 0.00

Plant invader abundance Pq2921 b * sowndiv^c 41.113 8 10.250 -64.254 20.021 0.00

Plant invader abundance Pm1421 b * sowndiv^c 38.553 6 13.667 -63.987 20.288 0.00

Plant invader abundance Pe921 b * sowndiv^c 38.531 6 13.667 -63.941 20.333 0.00

Plant invader abundance Pc431 b * sowndiv^c 36.144 4 20.500 -63.768 20.507 0.00

Plant invader abundance Pm1431 b * sowndiv^c 38.291 6 13.667 -63.462 20.812 0.00

Plant invader abundance M1421 d + a * sowndiv/(b + sowndiv) 43.545 11 7.455 -61.319 22.955 0.00

Plant invader abundance M611 a * sowndiv/(b + sowndiv) 39.484 8 10.250 -60.995 23.279 0.00

Plant invader abundance Pg181 a + sowndiv^c 34.980 5 16.400 -59.171 25.103 0.00

Plant invader abundance Pg191 b * sowndiv^c 34.617 5 16.400 -58.445 25.830 0.00

Plant invader abundance M511 a * sowndiv/(b + sowndiv) 35.620 6 13.667 -58.121 26.154 0.00

Plant invader abundance Ph221 a + b * sowndiv 36.486 7 11.714 -57.458 26.816 0.00

Plant invader abundance L2 sowndiv + funcgr + leg 33.960 5 16.400 -57.130 27.144 0.00

Plant invader abundance M522 a * sowndiv/(b + sowndiv) 34.949 6 13.667 -56.778 27.497 0.00

Plant invader abundance Ph241 b * sowndiv^c 36.033 7 11.714 -56.553 27.722 0.00

Plant invader abundance Ph231 a + sowndiv^c 35.822 7 11.714 -56.130 28.145 0.00

Plant invader abundance M711 a * sowndiv/(b + sowndiv) 36.902 8 10.250 -55.832 28.443 0.00

Plant invader abundance Pj331 a + sowndiv^c 35.634 7 11.714 -55.754 28.521 0.00

Plant invader abundance M311 a * sowndiv/(b + sowndiv) 34.412 6 13.667 -55.703 28.571 0.00

Plant invader abundance M411 a * sowndiv/(b + sowndiv) 34.382 6 13.667 -55.644 28.630 0.00

Plant invader abundance Pj321 a + b * sowndiv 35.068 7 11.714 -54.623 29.652 0.00

Plant invader abundance Pj341 b * sowndiv^c 35.063 7 11.714 -54.612 29.663 0.00

Plant invader abundance Pf121 a + b * sowndiv 32.563 5 16.400 -54.337 29.938 0.00

Plant invader abundance M722 a * sowndiv/(b + sowndiv) 36.121 8 10.250 -54.270 30.004 0.00

Plant invader abundance M821 a * sowndiv/(b + sowndiv) 36.094 8 10.250 -54.216 30.059 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant invader abundance Pa3 a + sowndiv^c 30.134 3 27.333 -53.960 30.315 0.00

Plant invader abundance Pb31 a + sowndiv^c 30.134 3 27.333 -53.960 30.315 0.00

Plant invader abundance Pk391 b * sowndiv^c 37.000 9 9.111 -53.499 30.775 0.00

Plant invader abundance M932 a * sowndiv/(b + sowndiv) 38.207 10 8.200 -53.315 30.959 0.00

Plant invader abundance Pa4 b * sowndiv^c 29.788 3 27.333 -53.269 31.006 0.00

Plant invader abundance Pb41 b * sowndiv^c 29.788 3 27.333 -53.269 31.006 0.00

Plant invader abundance Pk371 a + b * sowndiv 36.720 9 9.111 -52.940 31.334 0.00

Plant invader abundance Pf131 a + sowndiv^c 31.751 5 16.400 -52.712 31.563 0.00

Plant invader abundance Pa1 a + b * sowndiv^c 30.270 4 20.500 -52.021 32.254 0.00

Plant invader abundance Pb11 a + b * sowndiv^c 30.270 4 20.500 -52.021 32.254 0.00

Plant invader abundance Pf141 b * sowndiv^c 31.388 5 16.400 -51.986 32.288 0.00

Plant invader abundance Pk381 a + sowndiv^c 36.239 9 9.111 -51.977 32.297 0.00

Plant invader abundance Pg171 a + b * sowndiv 31.246 5 16.400 -51.702 32.572 0.00

Plant invader abundance M2 d + a * sowndiv/(b + sowndiv) 30.089 4 20.500 -51.658 32.616 0.00

Plant invader abundance AS1 SSasymp(sowndiv, Asym, R0, lrc) 29.965 4 20.500 -51.410 32.864 0.00

Plant invader abundance M3 a * sowndiv/(b + sowndiv) 30.972 5 16.400 -51.155 33.119 0.00

Plant invader abundance Pa2 a + b * sowndiv 28.556 3 27.333 -50.805 33.470 0.00

Plant invader abundance Pb21 a + b * sowndiv 28.556 3 27.333 -50.805 33.470 0.00

Plant invader abundance M422 a * sowndiv/(b + sowndiv) 31.717 6 13.667 -50.315 33.960 0.00

Plant invader abundance Pd71 a + b * sowndiv 30.410 5 16.400 -50.030 34.245 0.00

Plant invader abundance Pi271 a + b * sowndiv 32.726 7 11.714 -49.939 34.335 0.00

Plant invader abundance BIEXP SSbiexp(sowndiv, A1, lrc1, A2, lrc2) 30.313 5 16.400 -49.837 34.437 0.00

Plant invader abundance Pf111 a + b * sowndiv^c 32.652 7 11.714 -49.791 34.483 0.00

Plant invader abundance M321 a * sowndiv/(b + sowndiv) 31.415 6 13.667 -49.710 34.565 0.00

Plant invader abundance Pd81 a + sowndiv^c 30.161 5 16.400 -49.532 34.743 0.00

Plant invader abundance M1 a * sowndiv/(b + sowndiv) 27.831 3 27.333 -49.354 34.920 0.00

Plant invader abundance M1a SSmicmen(sowndiv, Vm, k) 27.831 3 27.333 -49.354 34.920 0.00

Plant invader abundance Pi291 b * sowndiv^c 32.283 7 11.714 -49.052 35.222 0.00

Plant invader abundance Pi281 a + sowndiv^c 32.281 7 11.714 -49.048 35.226 0.00

Plant invader abundance Pd91 b * sowndiv^c 29.914 5 16.400 -49.038 35.237 0.00

Plant invader abundance M151 d + a * sowndiv/(b + sowndiv) 36.039 10 8.200 -48.980 35.295 0.00

Plant invader abundance M81 a * sowndiv/(b + sowndiv) 32.234 7 11.714 -48.954 35.320 0.00

Plant invader abundance M832 a * sowndiv/(b + sowndiv) 33.419 8 10.250 -48.866 35.409 0.00

S
u

p
p

le
m

e
n

ta
ry

 T
a
b

le
  2

 (c
o

n
tin

u
e
d

)



Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant invader abundance Pj311 a + b * sowndiv^c 35.961 10 8.200 -48.824 35.451 0.00

Plant invader abundance M4 a * sowndiv/(b + sowndiv) 29.731 5 16.400 -48.672 35.602 0.00

Plant invader abundance M91 a * sowndiv/(b + sowndiv) 34.291 9 9.111 -48.082 36.192 0.00

Plant invader abundance M7 a * sowndiv/(b + sowndiv) 30.885 7 11.714 -46.256 38.019 0.00

Plant invader abundance E2 a + b * exp(sowndiv) 26.173 3 27.333 -46.038 38.236 0.00

Plant invader abundance Pd61 a + b * sowndiv^c 30.472 7 11.714 -45.431 38.844 0.00

Plant invader abundance L0 block + (sowndiv + funcgr + grass + leg)^2 40.782 15 5.467 -44.291 39.983 0.00

Plant invader abundance Pi261 a + b * sowndiv^c 32.917 10 8.200 -42.736 41.539 0.00

Plant invader abundance Ea1221 exp(c * sowndiv) 24.206 4 20.500 -39.892 44.382 0.00

Plant invader abundance Ef4221 exp(c * sowndiv) 25.198 5 16.400 -39.607 44.667 0.00

Plant invader abundance Ed3021 exp(c * sowndiv) 25.091 5 16.400 -39.392 44.882 0.00

Plant invader abundance Ec2421 exp(c * sowndiv) 21.536 4 20.500 -34.553 49.722 0.00

Plant invader abundance Ea121 exp(c * sowndiv) 20.206 4 20.500 -31.893 52.382 0.00

Plant invader abundance M921 a * sowndiv/(b + sowndiv) 27.032 10 8.200 -30.966 53.309 0.00

Plant invader abundance Ef4211 exp(c * sowndiv) 20.862 5 16.400 -30.934 53.340 0.00

Plant invader abundance M622 a * sowndiv/(b + sowndiv) 24.105 8 10.250 -30.237 54.037 0.00

Plant invader abundance Ea12 exp(c * sowndiv) 16.695 3 27.333 -27.082 57.192 0.00

Plant invader abundance E62 exp(c * sowndiv) 16.512 3 27.333 -26.716 57.558 0.00

Plant invader abundance Eb1821 exp(c * sowndiv) 16.715 4 20.500 -24.910 59.364 0.00

Plant invader abundance Ec2411 exp(c * sowndiv) 16.339 4 20.500 -24.158 60.116 0.00

Plant invader abundance Ec24 exp(c * sowndiv) 13.667 3 27.333 -21.026 63.248 0.00

Plant invader abundance E61 exp(c * sowndiv) 11.004 3 27.333 -15.700 68.574 0.00

Plant invader abundance Eb1811 exp(c * sowndiv) 11.140 4 20.500 -13.760 70.515 0.00

Plant invader abundance Pn2021 sowndiv^c 10.348 4 20.500 -12.176 72.099 0.00

Plant invader abundance Pc521 sowndiv^c 8.497 3 27.333 -10.685 73.589 0.00

Plant invader abundance Eb18 exp(c * sowndiv) 8.492 3 27.333 -10.676 73.599 0.00

Plant invader abundance M6 a * sowndiv/(b + sowndiv) 13.077 7 11.714 -10.640 73.634 0.00

Plant invader abundance Pp2521 sowndiv^c 10.517 5 16.400 -10.244 74.030 0.00

Plant invader abundance Pr3521 sowndiv^c 10.352 5 16.400 -9.914 74.360 0.00

Plant invader abundance Pe1021 sowndiv^c 8.958 4 20.500 -9.397 74.877 0.00

Plant invader abundance Ps4021 sowndiv^c 10.956 6 13.667 -8.792 75.483 0.00

Plant invader abundance Pm1521 sowndiv^c 8.558 4 20.500 -8.596 75.678 0.00

Plant invader abundance Pq3021 sowndiv^c 8.990 5 16.400 -7.191 77.084 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant invader abundance E52 b * exp(sowndiv) 4.866 3 27.333 -3.424 80.850 0.00

Plant invader abundance E51 b * exp(sowndiv) -1.920 3 27.333 10.148 94.422 0.00

Plant invader abundance Pn2031 sowndiv^c -2.959 4 20.500 14.438 98.712 0.00

Plant invader abundance Pc531 sowndiv^c -4.439 3 27.333 15.186 99.460 0.00

Plant invader abundance Pp2531 sowndiv^c -2.463 5 16.400 15.715 99.990 0.00

Plant invader abundance Pr3531 sowndiv^c -2.779 5 16.400 16.347 100.621 0.00

Plant invader abundance Pe1031 sowndiv^c -4.182 4 20.500 16.884 101.158 0.00

Plant invader abundance Pm1531 sowndiv^c -4.434 4 20.500 17.387 101.661 0.00

Plant invader abundance Ps4031 sowndiv^c -2.209 6 13.667 17.539 101.813 0.00

Plant invader abundance Pq3031 sowndiv^c -3.964 5 16.400 18.718 102.992 0.00

Plant invader abundance E5 b * exp(sowndiv) -11.141 2 41.000 26.434 110.708 0.00

Plant invader abundance Pg201 sowndiv^c -31.336 3 27.333 68.980 153.255 0.00

Plant invader abundance Pj351 sowndiv^c -31.296 4 20.500 71.111 155.385 0.00

Plant invader abundance Pb51 sowndiv^c -33.511 2 41.000 71.173 155.448 0.00

Plant invader abundance Pa5 sowndiv^c -33.511 2 41.000 71.173 155.448 0.00

Plant invader abundance Ph251 sowndiv^c -31.336 4 20.500 71.192 155.466 0.00

Plant invader abundance Pd101 sowndiv^c -32.674 3 27.333 71.656 155.930 0.00

Plant invader abundance Pk401 sowndiv^c -31.175 5 16.400 73.140 157.414 0.00

Plant invader abundance Pf151 sowndiv^c -33.456 3 27.333 73.220 157.494 0.00

Plant invader abundance Pi301 sowndiv^c -32.365 4 20.500 73.249 157.523 0.00

Plant invader abundance Ec2221 a + exp(sowndiv) -794.702 4 20.500 1597.924 1682.199 0.00

Plant invader abundance Ed2821 a + exp(sowndiv) -794.689 5 16.400 1600.168 1684.442 0.00

Plant invader abundance Ee342 a + exp(sowndiv) -794.697 5 16.400 1600.183 1684.458 0.00

Plant invader abundance Eg4621 a + exp(sowndiv) -794.688 6 13.667 1602.496 1686.771 0.00

Plant invader abundance E42 a + exp(sowndiv) -801.511 3 27.333 1609.329 1693.603 0.00

Plant invader abundance Eb1621 a + exp(sowndiv) -801.342 4 20.500 1611.204 1695.479 0.00

Plant invader abundance Ea1021 a + exp(sowndiv) -801.450 4 20.500 1611.420 1695.694 0.00

Plant invader abundance Ef4021 a + exp(sowndiv) -801.165 5 16.400 1613.120 1697.394 0.00

Plant invader abundance Ea1011 a + exp(sowndiv) -1766.566 4 20.500 3541.651 3625.925 0.00

Plant invader abundance E41 a + exp(sowndiv) -1768.036 3 27.333 3542.379 3626.654 0.00

Plant invader abundance Eb1611 a + exp(sowndiv) -1767.522 4 20.500 3543.564 3627.838 0.00

Plant invader abundance Ef4011 a + exp(sowndiv) -1766.448 5 16.400 3543.685 3627.959 0.00

Plant invader abundance Ed2811 a + exp(sowndiv) -1766.566 5 16.400 3543.921 3628.195 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant invader abundance Ec2211 a + exp(sowndiv) -1768.036 4 20.500 3544.591 3628.865 0.00

Plant invader abundance Ee341 a + exp(sowndiv) -1767.522 5 16.400 3545.834 3630.108 0.00

Plant invader abundance Eg4611 a + exp(sowndiv) -1766.448 6 13.667 3546.015 3630.290 0.00

Plant invader abundance Ef3721 a + b * exp(c * sowndiv) -2739.352 11 7.455 5504.476 5588.751 0.00

Plant invader abundance E4 a + exp(sowndiv) -4912.516 2 41.000 9829.183 9913.457 0.00

Plant invader abundance Ea10 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9915.613 0.00

Plant invader abundance Eb16 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9915.613 0.00

Plant invader abundance Ec22 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9915.613 0.00

Plant invader abundance Ed28 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9917.825 0.00

Plant invader abundance Ee40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9917.825 0.00

Plant invader abundance Ef40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9917.825 0.00

Plant invader abundance Eg46 a + exp(sowndiv) -4912.516 5 16.400 9835.821 9920.095 0.00

Mycorrhiza diversity L2 sowndiv + funcgr + leg 22.380 5 15.400 -33.915 0.000 0.16

Mycorrhiza diversity Pa2 a + b * sowndiv 20.038 3 25.667 -33.747 0.168 0.15

Mycorrhiza diversity LG2 SSlogis(sowndiv, Asym, xmid, scal) 20.753 4 19.250 -32.951 0.965 0.10

Mycorrhiza diversity Pa4 b * sowndiv^c 19.561 3 25.667 -32.793 1.122 0.09

Mycorrhiza diversity AS2 SSasympOff(sowndiv, Asym, lrc, c0) 20.644 4 19.250 -32.733 1.182 0.09

Mycorrhiza diversity AS1 SSasymp(sowndiv, Asym, R0, lrc) 20.644 4 19.250 -32.733 1.182 0.09

Mycorrhiza diversity Pa3 a + sowndiv^c 19.470 3 25.667 -32.611 1.305 0.08

Mycorrhiza diversity M2 d + a * sowndiv/(b + sowndiv) 20.555 4 19.250 -32.554 1.362 0.08

Mycorrhiza diversity Pa1 a + b * sowndiv^c 20.262 4 19.250 -31.968 1.947 0.06

Mycorrhiza diversity E2 a + b * exp(sowndiv) 18.554 3 25.667 -30.779 3.136 0.03

Mycorrhiza diversity M1 a * sowndiv/(b + sowndiv) 18.030 3 25.667 -29.731 4.184 0.02

Mycorrhiza diversity M1a SSmicmen(sowndiv, Vm, k) 18.030 3 25.667 -29.731 4.184 0.02

Mycorrhiza diversity AS3 SSasympOrig(sowndiv, Asym, lrc) 17.712 3 25.667 -29.095 4.821 0.01

Mycorrhiza diversity L0 block + (sowndiv + funcgr + grass + leg)^2 31.426 15 5.133 -24.983 8.932 0.00

Mycorrhiza diversity Pa5 sowndiv^c -29.466 2 38.500 63.094 97.009 0.00

Mycorrhiza diversity E5 b * exp(sowndiv) -57.516 2 38.500 119.193 153.109 0.00

Mycorrhiza diversity E4 a + exp(sowndiv) -4604.318 2 38.500 9212.799 9246.714 0.00

Aboveground herbivore diversity L0 block + (sowndiv + funcgr + grass + leg)^2 52.874 15 3.333 -61.630 0.000 0.73

Aboveground herbivore diversity L2 sowndiv + funcgr + leg 35.489 5 10.000 -59.614 2.016 0.27

Aboveground herbivore diversity Pa4 b * sowndiv^c 24.661 3 16.667 -42.801 18.829 0.00

Aboveground herbivore diversity Pa1 a + b * sowndiv^c 24.816 4 12.500 -40.743 20.886 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Aboveground herbivore diversity M2 d + a * sowndiv/(b + sowndiv) 24.509 4 12.500 -40.129 21.500 0.00

Aboveground herbivore diversity AS1 SSasymp(sowndiv, Asym, R0, lrc) 24.437 4 12.500 -39.985 21.644 0.00

Aboveground herbivore diversity AS2 SSasympOff(sowndiv, Asym, lrc, c0) 24.437 4 12.500 -39.985 21.644 0.00

Aboveground herbivore diversity LG2 SSlogis(sowndiv, Asym, xmid, scal) 23.986 4 12.500 -39.084 22.546 0.00

Aboveground herbivore diversity Pa3 a + sowndiv^c 22.637 3 16.667 -38.753 22.877 0.00

Aboveground herbivore diversity Pa2 a + b * sowndiv 21.592 3 16.667 -36.662 24.967 0.00

Aboveground herbivore diversity M1a SSmicmen(sowndiv, Vm, k) 19.284 3 16.667 -32.047 29.583 0.00

Aboveground herbivore diversity M1 a * sowndiv/(b + sowndiv) 19.284 3 16.667 -32.047 29.583 0.00

Aboveground herbivore diversity AS3 SSasympOrig(sowndiv, Asym, lrc) 15.873 3 16.667 -25.225 36.405 0.00

Aboveground herbivore diversity E2 a + b * exp(sowndiv) 12.252 3 16.667 -17.982 43.647 0.00

Aboveground herbivore diversity E5 b * exp(sowndiv) -19.712 2 25.000 43.678 105.308 0.00

Aboveground herbivore diversity Pa5 sowndiv^c -41.029 2 25.000 86.313 147.942 0.00

Aboveground herbivore diversity E4 a + exp(sowndiv) -3007.804 2 25.000 6019.863 6081.492 0.00

Aboveground carnivore diversity Pa3 a + sowndiv^c 10.999 3 16.667 -15.476 0.000 0.30

Aboveground carnivore diversity Pa4 b * sowndiv^c 10.926 3 16.667 -15.330 0.146 0.28

Aboveground carnivore diversity Pa1 a + b * sowndiv^c 10.999 4 12.500 -13.109 2.367 0.09

Aboveground carnivore diversity M2 d + a * sowndiv/(b + sowndiv) 10.665 4 12.500 -12.441 3.035 0.07

Aboveground carnivore diversity L2 sowndiv + funcgr + leg 11.623 5 10.000 -11.883 3.593 0.05

Aboveground carnivore diversity AS1 SSasymp(sowndiv, Asym, R0, lrc) 10.328 4 12.500 -11.768 3.708 0.05

Aboveground carnivore diversity AS2 SSasympOff(sowndiv, Asym, lrc, c0) 10.328 4 12.500 -11.768 3.708 0.05

Aboveground carnivore diversity M1a SSmicmen(sowndiv, Vm, k) 9.010 3 16.667 -11.498 3.978 0.04

Aboveground carnivore diversity M1 a * sowndiv/(b + sowndiv) 9.010 3 16.667 -11.498 3.978 0.04

Aboveground carnivore diversity LG2 SSlogis(sowndiv, Asym, xmid, scal) 9.969 4 12.500 -11.050 4.426 0.03

Aboveground carnivore diversity Pa2 a + b * sowndiv 7.027 3 16.667 -7.533 7.943 0.01

Aboveground carnivore diversity AS3 SSasympOrig(sowndiv, Asym, lrc) 6.274 3 16.667 -6.027 9.449 0.00

Aboveground carnivore diversity L0 block + (sowndiv + funcgr + grass + leg)^2 23.529 15 3.333 -2.941 12.535 0.00

Aboveground carnivore diversity E2 a + b * exp(sowndiv) 2.305 3 16.667 1.911 17.387 0.00

Aboveground carnivore diversity Pa5 sowndiv^c -29.955 2 25.000 64.165 79.641 0.00

Aboveground carnivore diversity E5 b * exp(sowndiv) -42.534 2 25.000 89.324 104.800 0.00

Aboveground carnivore diversity E4 a + exp(sowndiv) -3007.804 2 25.000 6019.863 6035.339 0.00

Aboveground omnivore diversity L2 sowndiv + funcgr + leg 13.132 5 10.000 -14.901 0.000 0.77

Aboveground omnivore diversity L0 block + (sowndiv + funcgr + grass + leg)^2 27.336 15 3.333 -10.555 4.346 0.09

Aboveground omnivore diversity Pa4 b * sowndiv^c 7.052 3 16.667 -7.582 7.318 0.02
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Aboveground omnivore diversity Pa3 a + sowndiv^c 7.031 3 16.667 -7.540 7.361 0.02

Aboveground omnivore diversity Pa2 a + b * sowndiv 6.959 3 16.667 -7.397 7.504 0.02

Aboveground omnivore diversity M1 a * sowndiv/(b + sowndiv) 6.461 3 16.667 -6.401 8.500 0.01

Aboveground omnivore diversity M1a SSmicmen(sowndiv, Vm, k) 6.461 3 16.667 -6.401 8.500 0.01

Aboveground omnivore diversity E2 a + b * exp(sowndiv) 6.437 3 16.667 -6.352 8.548 0.01

Aboveground omnivore diversity AS3 SSasympOrig(sowndiv, Asym, lrc) 6.222 3 16.667 -5.923 8.978 0.01

Aboveground omnivore diversity LG2 SSlogis(sowndiv, Asym, xmid, scal) 7.393 4 12.500 -5.897 9.004 0.01

Aboveground omnivore diversity AS2 SSasympOff(sowndiv, Asym, lrc, c0) 7.361 4 12.500 -5.833 9.067 0.01

Aboveground omnivore diversity AS1 SSasymp(sowndiv, Asym, R0, lrc) 7.361 4 12.500 -5.833 9.067 0.01

Aboveground omnivore diversity M2 d + a * sowndiv/(b + sowndiv) 7.300 4 12.500 -5.711 9.189 0.01

Aboveground omnivore diversity Pa1 a + b * sowndiv^c 7.158 4 12.500 -5.427 9.474 0.01

Aboveground omnivore diversity Pa5 sowndiv^c -26.421 2 25.000 57.098 71.999 0.00

Aboveground omnivore diversity E5 b * exp(sowndiv) -35.181 2 25.000 74.616 89.517 0.00

Aboveground omnivore diversity E4 a + exp(sowndiv) -3007.804 2 25.000 6019.863 6034.763 0.00

Aboveground parasitoid diversity L2 sowndiv + funcgr + leg 23.314 5 10.000 -35.263 0.000 0.89

Aboveground parasitoid diversity Pa2 a + b * sowndiv 17.439 3 16.667 -28.356 6.907 0.03

Aboveground parasitoid diversity Pa1 a + b * sowndiv^c 17.859 4 12.500 -26.829 8.435 0.01

Aboveground parasitoid diversity M2 d + a * sowndiv/(b + sowndiv) 17.739 4 12.500 -26.590 8.674 0.01

Aboveground parasitoid diversity AS1 SSasymp(sowndiv, Asym, R0, lrc) 17.732 4 12.500 -26.574 8.689 0.01

Aboveground parasitoid diversity AS2 SSasympOff(sowndiv, Asym, lrc, c0) 17.732 4 12.500 -26.574 8.689 0.01

Aboveground parasitoid diversity Pa4 b * sowndiv^c 16.517 3 16.667 -26.512 8.751 0.01

Aboveground parasitoid diversity LG2 SSlogis(sowndiv, Asym, xmid, scal) 17.675 4 12.500 -26.461 8.802 0.01

Aboveground parasitoid diversity Pa3 a + sowndiv^c 15.857 3 16.667 -25.192 10.071 0.01

Aboveground parasitoid diversity E2 a + b * exp(sowndiv) 13.889 3 16.667 -21.256 14.008 0.00

Aboveground parasitoid diversity L0 block + (sowndiv + funcgr + grass + leg)^2 31.429 15 3.333 -18.740 16.523 0.00

Aboveground parasitoid diversity M1a SSmicmen(sowndiv, Vm, k) 11.677 3 16.667 -16.832 18.431 0.00

Aboveground parasitoid diversity M1 a * sowndiv/(b + sowndiv) 11.677 3 16.667 -16.832 18.431 0.00

Aboveground parasitoid diversity AS3 SSasympOrig(sowndiv, Asym, lrc) 9.146 3 16.667 -11.770 23.493 0.00

Aboveground parasitoid diversity Pa5 sowndiv^c -30.274 2 25.000 64.804 100.068 0.00

Aboveground parasitoid diversity E5 b * exp(sowndiv) -34.364 2 25.000 72.983 108.247 0.00

Aboveground parasitoid diversity E4 a + exp(sowndiv) -3007.804 2 25.000 6019.863 6055.126 0.00

Pollinator diversity L2 sowndiv + funcgr + leg 11.991 5 10.000 -12.617 0.000 0.37

Pollinator diversity L0 block + (sowndiv + funcgr + grass + leg)^2 27.788 15 3.333 -11.458 1.159 0.20
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Pollinator diversity Pa3 a + sowndiv^c 8.073 3 16.667 -9.625 2.992 0.08

Pollinator diversity M1a SSmicmen(sowndiv, Vm, k) 7.859 3 16.667 -9.197 3.421 0.07

Pollinator diversity M1 a * sowndiv/(b + sowndiv) 7.859 3 16.667 -9.197 3.421 0.07

Pollinator diversity Pa4 b * sowndiv^c 7.690 3 16.667 -8.859 3.758 0.06

Pollinator diversity M2 d + a * sowndiv/(b + sowndiv) 8.443 4 12.500 -7.997 4.621 0.04

Pollinator diversity AS1 SSasymp(sowndiv, Asym, R0, lrc) 8.440 4 12.500 -7.992 4.626 0.04

Pollinator diversity AS2 SSasympOff(sowndiv, Asym, lrc, c0) 8.440 4 12.500 -7.992 4.626 0.04

Pollinator diversity LG2 SSlogis(sowndiv, Asym, xmid, scal) 8.344 4 12.500 -7.798 4.819 0.03

Pollinator diversity AS3 SSasympOrig(sowndiv, Asym, lrc) 6.485 3 16.667 -6.449 6.168 0.02

Pollinator diversity Pa2 a + b * sowndiv 3.711 3 16.667 -0.900 11.718 0.00

Pollinator diversity E2 a + b * exp(sowndiv) 0.265 3 16.667 5.992 18.609 0.00

Pollinator diversity E5 b * exp(sowndiv) -33.144 2 25.000 70.544 83.161 0.00

Pollinator diversity Pa5 sowndiv^c -36.253 2 25.000 76.761 89.378 0.00

Pollinator diversity E4 a + exp(sowndiv) -3007.804 2 25.000 6019.863 6032.480 0.00

Plant invader diversity Eb1511 a + exp(c * sowndiv) 42.190 6 13.667 -71.260 0.000 0.19

Plant invader diversity Pm1321 a + sowndiv^c 42.108 6 13.667 -71.096 0.164 0.18

Plant invader diversity Pm1221 a + b * sowndiv 41.797 6 13.667 -70.475 0.785 0.13

Plant invader diversity Pr3321 a + sowndiv^c 44.003 8 10.250 -70.033 1.226 0.11

Plant invader diversity Ef3911 a + exp(c * sowndiv) 43.404 8 10.250 -68.836 2.424 0.06

Plant invader diversity Pr3221 a + b * sowndiv 43.172 8 10.250 -68.371 2.888 0.05

Plant invader diversity Pq2821 a + sowndiv^c 42.912 8 10.250 -67.852 3.407 0.04

Plant invader diversity Pq2721 a + b * sowndiv 42.862 8 10.250 -67.752 3.508 0.03

Plant invader diversity Pq2921 b * sowndiv^c 42.607 8 10.250 -67.241 4.019 0.03

Plant invader diversity Pm1421 b * sowndiv^c 40.154 6 13.667 -67.188 4.072 0.03

Plant invader diversity Ps3921 b * sowndiv^c 44.981 10 8.200 -66.864 4.396 0.02

Plant invader diversity Ps3621 a + b * sowndiv^c 50.295 14 5.857 -66.322 4.938 0.02

Plant invader diversity Eb1521 a + exp(c * sowndiv) 39.694 6 13.667 -66.268 4.992 0.02

Plant invader diversity Pr3421 b * sowndiv^c 42.008 8 10.250 -66.043 5.216 0.01

Plant invader diversity M1521 d + a * sowndiv/(b + sowndiv) 45.848 11 7.455 -65.925 5.335 0.01

Plant invader diversity Pm1331 a + sowndiv^c 39.374 6 13.667 -65.628 5.632 0.01

Plant invader diversity Pm1231 a + b * sowndiv 39.356 6 13.667 -65.592 5.668 0.01

Plant invader diversity Ps3721 a + b * sowndiv 43.727 10 8.200 -64.355 6.905 0.01

Plant invader diversity L021 block + (sowndiv + funcgr + grass + leg)^2 52.320 16 5.125 -64.270 6.989 0.01
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant invader diversity Pp2121 a + b * sowndiv^c 45.014 11 7.455 -64.257 7.002 0.01

Plant invader diversity Pm1131 a + b * sowndiv^c 41.113 8 10.250 -64.254 7.005 0.01

Plant invader diversity M1132 d + a * sowndiv/(b + sowndiv) 41.025 8 10.250 -64.077 7.182 0.01

Plant invader diversity Pr3331 a + sowndiv^c 40.833 8 10.250 -63.693 7.567 0.00

Plant invader diversity Pp2421 b * sowndiv^c 40.805 8 10.250 -63.638 7.622 0.00

Plant invader diversity Ef3921 a + exp(c * sowndiv) 40.653 8 10.250 -63.334 7.926 0.00

Plant invader diversity Pr3231 a + b * sowndiv 40.436 8 10.250 -62.900 8.360 0.00

Plant invader diversity Pq2731 a + b * sowndiv 40.410 8 10.250 -62.848 8.412 0.00

Plant invader diversity Pq2831 a + sowndiv^c 40.274 8 10.250 -62.576 8.683 0.00

Plant invader diversity Pq2931 b * sowndiv^c 40.026 8 10.250 -62.080 9.180 0.00

Plant invader diversity Ps3821 a + sowndiv^c 42.527 10 8.200 -61.955 9.304 0.00

Plant invader diversity Ps3931 b * sowndiv^c 41.813 10 8.200 -60.528 10.732 0.00

Plant invader diversity Pp2321 a + sowndiv^c 39.062 8 10.250 -60.152 11.107 0.00

Plant invader diversity Pm1431 b * sowndiv^c 36.628 6 13.667 -60.137 11.123 0.00

Plant invader diversity Pp2221 a + b * sowndiv 38.794 8 10.250 -59.615 11.645 0.00

Plant invader diversity M1532 d + a * sowndiv/(b + sowndiv) 42.512 11 7.455 -59.252 12.007 0.00

Plant invader diversity Ps3731 a + b * sowndiv 41.047 10 8.200 -58.995 12.265 0.00

Plant invader diversity Ps3831 a + sowndiv^c 41.027 10 8.200 -58.955 12.304 0.00

Plant invader diversity Pr3431 b * sowndiv^c 38.217 8 10.250 -58.461 12.799 0.00

Plant invader diversity L02 block + (sowndiv + funcgr + grass + leg)^2 49.350 16 5.125 -58.330 12.930 0.00

Plant invader diversity Pn1821 a + sowndiv^c 35.507 6 13.667 -57.893 13.366 0.00

Plant invader diversity M1432 d + a * sowndiv/(b + sowndiv) 41.584 11 7.455 -57.397 13.863 0.00

Plant invader diversity Pp2431 b * sowndiv^c 37.352 8 10.250 -56.731 14.528 0.00

Plant invader diversity Pc321 a + sowndiv^c 32.510 4 20.500 -56.500 14.759 0.00

Plant invader diversity M1321 d + a * sowndiv/(b + sowndiv) 39.997 11 7.455 -54.222 17.037 0.00

Plant invader diversity M711 a * sowndiv/(b + sowndiv) 36.073 8 10.250 -54.174 17.086 0.00

Plant invader diversity L011 block + (sowndiv + funcgr + grass + leg)^2 47.231 16 5.125 -54.092 17.168 0.00

Plant invader diversity M211 d + a * sowndiv/(b + sowndiv) 32.394 5 16.400 -53.998 17.261 0.00

Plant invader diversity Pn1831 a + sowndiv^c 33.497 6 13.667 -53.875 17.385 0.00

Plant invader diversity Pn1921 b * sowndiv^c 33.483 6 13.667 -53.845 17.414 0.00

Plant invader diversity Pp2231 a + b * sowndiv 35.895 8 10.250 -53.817 17.443 0.00

Plant invader diversity Pp2331 a + sowndiv^c 35.757 8 10.250 -53.541 17.719 0.00

Plant invader diversity Pe821 a + sowndiv^c 33.070 6 13.667 -53.020 18.240 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant invader diversity Pc331 a + sowndiv^c 30.552 4 20.500 -52.585 18.675 0.00

Plant invader diversity Pf131 a + sowndiv^c 31.353 5 16.400 -51.916 19.344 0.00

Plant invader diversity Pe721 a + b * sowndiv 32.441 6 13.667 -51.762 19.498 0.00

Plant invader diversity Pc421 b * sowndiv^c 30.120 4 20.500 -51.720 19.540 0.00

Plant invader diversity Pf121 a + b * sowndiv 31.167 5 16.400 -51.544 19.716 0.00

Plant invader diversity Pe921 b * sowndiv^c 32.278 6 13.667 -51.435 19.825 0.00

Plant invader diversity M222 d + a * sowndiv/(b + sowndiv) 30.841 5 16.400 -50.893 20.367 0.00

Plant invader diversity M1332 d + a * sowndiv/(b + sowndiv) 38.254 11 7.455 -50.737 20.523 0.00

Plant invader diversity Pf141 b * sowndiv^c 30.666 5 16.400 -50.543 20.716 0.00

Plant invader diversity L22 sowndiv + funcgr + leg 31.622 6 13.667 -50.124 21.136 0.00

Plant invader diversity M921 a * sowndiv/(b + sowndiv) 36.556 10 8.200 -50.013 21.246 0.00

Plant invader diversity M111 d + a * sowndiv/(b + sowndiv) 32.758 7 11.714 -50.002 21.257 0.00

Plant invader diversity Pf111 a + b * sowndiv^c 32.754 7 11.714 -49.994 21.266 0.00

Plant invader diversity Pj331 a + sowndiv^c 32.596 7 11.714 -49.677 21.582 0.00

Plant invader diversity Pi291 b * sowndiv^c 32.433 7 11.714 -49.352 21.907 0.00

Plant invader diversity Pe621 a + b * sowndiv^c 33.502 8 10.250 -49.031 22.228 0.00

Plant invader diversity M1221 d + a * sowndiv/(b + sowndiv) 33.386 8 10.250 -48.800 22.460 0.00

Plant invader diversity Pj321 a + b * sowndiv 32.135 7 11.714 -48.757 22.503 0.00

Plant invader diversity Pi281 a + sowndiv^c 32.133 7 11.714 -48.753 22.507 0.00

Plant invader diversity Ec2121 a + exp(c * sowndiv) 30.935 6 13.667 -48.750 22.510 0.00

Plant invader diversity Pi271 a + b * sowndiv 32.085 7 11.714 -48.656 22.604 0.00

Plant invader diversity Pj341 b * sowndiv^c 31.937 7 11.714 -48.361 22.899 0.00

Plant invader diversity Pe731 a + b * sowndiv 30.724 6 13.667 -48.328 22.932 0.00

Plant invader diversity M722 a * sowndiv/(b + sowndiv) 33.108 8 10.250 -48.244 23.015 0.00

Plant invader diversity L21 sowndiv + funcgr + leg 30.445 6 13.667 -47.770 23.490 0.00

Plant invader diversity Pe931 b * sowndiv^c 30.401 6 13.667 -47.683 23.577 0.00

Plant invader diversity M611 a * sowndiv/(b + sowndiv) 32.773 8 10.250 -47.574 23.686 0.00

Plant invader diversity Pk391 b * sowndiv^c 33.934 9 9.111 -47.369 23.891 0.00

Plant invader diversity Pe831 a + sowndiv^c 30.055 6 13.667 -46.990 24.270 0.00

Plant invader diversity L211 sowndiv + funcgr + leg 29.753 6 13.667 -46.387 24.873 0.00

Plant invader diversity Pn1931 b * sowndiv^c 29.519 6 13.667 -45.918 25.342 0.00

Plant invader diversity Pk381 a + sowndiv^c 32.851 9 9.111 -45.201 26.058 0.00

Plant invader diversity Pe631 a + b * sowndiv^c 31.490 8 10.250 -45.008 26.252 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant invader diversity M1232 d + a * sowndiv/(b + sowndiv) 31.487 8 10.250 -45.001 26.258 0.00

Plant invader diversity Pk371 a + b * sowndiv 32.696 9 9.111 -44.891 26.368 0.00

Plant invader diversity M151 d + a * sowndiv/(b + sowndiv) 33.979 10 8.200 -44.860 26.400 0.00

Plant invader diversity Pc431 b * sowndiv^c 26.004 4 20.500 -43.489 27.770 0.00

Plant invader diversity M141 d + a * sowndiv/(b + sowndiv) 33.087 10 8.200 -43.076 28.184 0.00

Plant invader diversity M7 a * sowndiv/(b + sowndiv) 29.219 7 11.714 -42.925 28.334 0.00

Plant invader diversity L222 sowndiv + funcgr + leg 27.856 6 13.667 -42.592 28.668 0.00

Plant invader diversity M821 a * sowndiv/(b + sowndiv) 30.058 8 10.250 -42.143 29.117 0.00

Plant invader diversity Ph241 b * sowndiv^c 28.541 7 11.714 -41.569 29.691 0.00

Plant invader diversity M511 a * sowndiv/(b + sowndiv) 27.249 6 13.667 -41.379 29.881 0.00

Plant invader diversity M622 a * sowndiv/(b + sowndiv) 29.625 8 10.250 -41.277 29.983 0.00

Plant invader diversity M4 a * sowndiv/(b + sowndiv) 25.145 5 16.400 -39.500 31.760 0.00

Plant invader diversity M422 a * sowndiv/(b + sowndiv) 26.254 6 13.667 -39.388 31.872 0.00

Plant invader diversity Pn1721 a + b * sowndiv 26.045 6 13.667 -38.971 32.289 0.00

Plant invader diversity Ph231 a + sowndiv^c 27.199 7 11.714 -38.884 32.376 0.00

Plant invader diversity M91 a * sowndiv/(b + sowndiv) 29.600 9 9.111 -38.701 32.559 0.00

Plant invader diversity Ph221 a + b * sowndiv 26.755 7 11.714 -37.996 33.264 0.00

Plant invader diversity Pg181 a + sowndiv^c 24.388 5 16.400 -37.987 33.273 0.00

Plant invader diversity E31 a + exp(c * sowndiv) 23.217 4 20.500 -37.915 33.345 0.00

Plant invader diversity M161 d + a * sowndiv/(b + sowndiv) 34.505 13 6.308 -37.658 33.602 0.00

Plant invader diversity Ea921 a + exp(c * sowndiv) 25.080 6 13.667 -37.041 34.219 0.00

Plant invader diversity M522 a * sowndiv/(b + sowndiv) 24.795 6 13.667 -36.470 34.789 0.00

Plant invader diversity Pg191 b * sowndiv^c 23.547 5 16.400 -36.304 34.955 0.00

Plant invader diversity Pa3 a + sowndiv^c 21.156 3 27.333 -36.004 35.255 0.00

Plant invader diversity Pb31 a + sowndiv^c 21.156 3 27.333 -36.004 35.255 0.00

Plant invader diversity Pc221 a + b * sowndiv 22.216 4 20.500 -35.913 35.347 0.00

Plant invader diversity M81 a * sowndiv/(b + sowndiv) 25.500 7 11.714 -35.487 35.772 0.00

Plant invader diversity M832 a * sowndiv/(b + sowndiv) 26.651 8 10.250 -35.329 35.931 0.00

Plant invader diversity Pn1731 a + b * sowndiv 24.020 6 13.667 -34.920 36.340 0.00

Plant invader diversity M2 d + a * sowndiv/(b + sowndiv) 21.557 4 20.500 -34.594 36.666 0.00

Plant invader diversity L0 block + (sowndiv + funcgr + grass + leg)^2 35.931 15 5.467 -34.589 36.671 0.00

Plant invader diversity Pa4 b * sowndiv^c 20.304 3 27.333 -34.300 36.960 0.00

Plant invader diversity Pb41 b * sowndiv^c 20.304 3 27.333 -34.300 36.960 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant invader diversity M131 d + a * sowndiv/(b + sowndiv) 28.679 10 8.200 -34.260 36.999 0.00

Plant invader diversity M6 a * sowndiv/(b + sowndiv) 24.859 7 11.714 -34.205 37.054 0.00

Plant invader diversity E32 a + exp(c * sowndiv) 21.201 4 20.500 -33.882 37.378 0.00

Plant invader diversity AS1 SSasymp(sowndiv, Asym, R0, lrc) 21.171 4 20.500 -33.823 37.437 0.00

Plant invader diversity Pr3521 sowndiv^c 22.137 5 16.400 -33.484 37.776 0.00

Plant invader diversity Pd81 a + sowndiv^c 21.684 5 16.400 -32.579 38.681 0.00

Plant invader diversity BIEXP SSbiexp(sowndiv, A1, lrc1, A2, lrc2) 21.683 5 16.400 -32.577 38.682 0.00

Plant invader diversity Pp2521 sowndiv^c 21.663 5 16.400 -32.536 38.724 0.00

Plant invader diversity Pd91 b * sowndiv^c 21.630 5 16.400 -32.471 38.788 0.00

Plant invader diversity Pm1521 sowndiv^c 20.270 4 20.500 -32.020 39.239 0.00

Plant invader diversity Ps4021 sowndiv^c 22.558 6 13.667 -31.995 39.264 0.00

Plant invader diversity Pd71 a + b * sowndiv 21.336 5 16.400 -31.883 39.377 0.00

Plant invader diversity L2 sowndiv + funcgr + leg 21.275 5 16.400 -31.760 39.499 0.00

Plant invader diversity Pc231 a + b * sowndiv 20.107 4 20.500 -31.694 39.565 0.00

Plant invader diversity Pq3021 sowndiv^c 20.801 5 16.400 -30.813 40.447 0.00

Plant invader diversity M121 d + a * sowndiv/(b + sowndiv) 22.143 7 11.714 -28.772 42.487 0.00

Plant invader diversity Pd61 a + b * sowndiv^c 22.040 7 11.714 -28.567 42.692 0.00

Plant invader diversity Pn2021 sowndiv^c 17.174 4 20.500 -25.829 45.431 0.00

Plant invader diversity Pc521 sowndiv^c 15.825 3 27.333 -25.342 45.918 0.00

Plant invader diversity Ef4211 exp(c * sowndiv) 17.786 5 16.400 -24.783 46.477 0.00

Plant invader diversity E21 a + b * exp(sowndiv) 16.353 4 20.500 -24.187 47.073 0.00

Plant invader diversity Pe1021 sowndiv^c 16.103 4 20.500 -23.687 47.572 0.00

Plant invader diversity Ef4221 exp(c * sowndiv) 16.998 5 16.400 -23.207 48.053 0.00

Plant invader diversity M311 a * sowndiv/(b + sowndiv) 17.325 6 13.667 -21.531 49.729 0.00

Plant invader diversity Ea1221 exp(c * sowndiv) 15.011 4 20.500 -21.502 49.758 0.00

Plant invader diversity Pg171 a + b * sowndiv 15.865 5 16.400 -20.941 50.318 0.00

Plant invader diversity Ea121 exp(c * sowndiv) 14.628 4 20.500 -20.736 50.523 0.00

Plant invader diversity M1a SSmicmen(sowndiv, Vm, k) 13.122 3 27.333 -19.936 51.324 0.00

Plant invader diversity M1 a * sowndiv/(b + sowndiv) 13.122 3 27.333 -19.936 51.324 0.00

Plant invader diversity Ed3021 exp(c * sowndiv) 15.314 5 16.400 -19.839 51.421 0.00

Plant invader diversity E22 a + b * exp(sowndiv) 13.986 4 20.500 -19.453 51.806 0.00

Plant invader diversity Pa2 a + b * sowndiv 12.881 3 27.333 -19.453 51.806 0.00

Plant invader diversity Pb21 a + b * sowndiv 12.881 3 27.333 -19.453 51.806 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant invader diversity M3 a * sowndiv/(b + sowndiv) 14.237 5 16.400 -17.685 53.575 0.00

Plant invader diversity Eb1811 exp(c * sowndiv) 12.401 4 20.500 -16.283 54.976 0.00

Plant invader diversity M321 a * sowndiv/(b + sowndiv) 14.335 6 13.667 -15.549 55.711 0.00

Plant invader diversity Ea12 exp(c * sowndiv) 9.941 3 27.333 -13.573 57.686 0.00

Plant invader diversity Eb1821 exp(c * sowndiv) 10.935 4 20.500 -13.351 57.909 0.00

Plant invader diversity Ec2421 exp(c * sowndiv) 9.886 4 20.500 -11.252 60.008 0.00

Plant invader diversity E61 exp(c * sowndiv) 8.675 3 27.333 -11.042 60.218 0.00

Plant invader diversity Ec2411 exp(c * sowndiv) 9.415 4 20.500 -10.311 60.949 0.00

Plant invader diversity E62 exp(c * sowndiv) 7.984 3 27.333 -9.661 61.598 0.00

Plant invader diversity E2 a + b * exp(sowndiv) 6.446 3 27.333 -6.584 64.676 0.00

Plant invader diversity Eb18 exp(c * sowndiv) 5.873 3 27.333 -5.439 65.820 0.00

Plant invader diversity Ec24 exp(c * sowndiv) 4.719 3 27.333 -3.131 68.129 0.00

Plant invader diversity Pr3531 sowndiv^c 5.287 5 16.400 0.215 71.474 0.00

Plant invader diversity Pm1531 sowndiv^c 3.927 4 20.500 0.666 71.926 0.00

Plant invader diversity Pp2531 sowndiv^c 4.725 5 16.400 1.340 72.599 0.00

Plant invader diversity Pq3031 sowndiv^c 4.610 5 16.400 1.569 72.829 0.00

Plant invader diversity Ps4031 sowndiv^c 5.329 6 13.667 2.462 73.722 0.00

Plant invader diversity Pc531 sowndiv^c 1.714 3 27.333 2.880 74.139 0.00

Plant invader diversity Pn2031 sowndiv^c 2.426 4 20.500 3.667 74.927 0.00

Plant invader diversity Pe1031 sowndiv^c 1.832 4 20.500 4.855 76.115 0.00

Plant invader diversity Pj351 sowndiv^c -11.079 4 20.500 30.677 101.937 0.00

Plant invader diversity Pf151 sowndiv^c -12.329 3 27.333 30.967 102.226 0.00

Plant invader diversity Pi301 sowndiv^c -11.612 4 20.500 31.743 103.003 0.00

Plant invader diversity Pg201 sowndiv^c -12.821 3 27.333 31.949 103.209 0.00

Plant invader diversity Ph251 sowndiv^c -11.817 4 20.500 32.153 103.412 0.00

Plant invader diversity Pk401 sowndiv^c -11.079 5 16.400 32.947 104.207 0.00

Plant invader diversity Pa5 sowndiv^c -14.534 2 41.000 33.219 104.479 0.00

Plant invader diversity Pb51 sowndiv^c -14.534 2 41.000 33.219 104.479 0.00

Plant invader diversity Pd101 sowndiv^c -14.530 3 27.333 35.367 106.626 0.00

Plant invader diversity M932 a * sowndiv/(b + sowndiv) -20.171 10 8.200 63.440 134.700 0.00

Plant invader diversity E52 b * exp(sowndiv) -29.160 3 27.333 64.628 135.888 0.00

Plant invader diversity M5 a * sowndiv/(b + sowndiv) -38.464 5 16.400 87.718 158.978 0.00

Plant invader diversity E5 b * exp(sowndiv) -44.289 2 41.000 92.730 163.990 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant invader diversity Ec2221 a + exp(sowndiv) -794.669 4 20.500 1597.858 1669.118 0.00

Plant invader diversity Ee342 a + exp(sowndiv) -794.639 5 16.400 1600.068 1671.328 0.00

Plant invader diversity Ed2821 a + exp(sowndiv) -794.663 5 16.400 1600.116 1671.375 0.00

Plant invader diversity Eg4621 a + exp(sowndiv) -794.639 6 13.667 1602.398 1673.658 0.00

Plant invader diversity E42 a + exp(sowndiv) -801.469 3 27.333 1609.245 1680.505 0.00

Plant invader diversity Eb1621 a + exp(sowndiv) -801.223 4 20.500 1610.966 1682.226 0.00

Plant invader diversity Ea1021 a + exp(sowndiv) -801.392 4 20.500 1611.303 1682.563 0.00

Plant invader diversity Ef4021 a + exp(sowndiv) -800.985 5 16.400 1612.760 1684.019 0.00

Plant invader diversity E51 b * exp(sowndiv) -1715.803 3 27.333 3437.914 3509.174 0.00

Plant invader diversity Eb1611 a + exp(sowndiv) -1765.168 4 20.500 3538.856 3610.115 0.00

Plant invader diversity Ef4011 a + exp(sowndiv) -1765.167 5 16.400 3541.123 3612.383 0.00

Plant invader diversity Ee341 a + exp(sowndiv) -1765.168 5 16.400 3541.126 3612.385 0.00

Plant invader diversity E41 a + exp(sowndiv) -1768.390 3 27.333 3543.087 3614.347 0.00

Plant invader diversity Eg4611 a + exp(sowndiv) -1765.167 6 13.667 3543.453 3614.713 0.00

Plant invader diversity Ea1011 a + exp(sowndiv) -1768.089 4 20.500 3544.698 3615.958 0.00

Plant invader diversity Ec2211 a + exp(sowndiv) -1768.390 4 20.500 3545.299 3616.559 0.00

Plant invader diversity Ed2811 a + exp(sowndiv) -1768.089 5 16.400 3546.968 3618.227 0.00

Plant invader diversity Ef3721 a + b * exp(c * sowndiv) -2712.751 11 7.455 5451.272 5522.532 0.00

Plant invader diversity E4 a + exp(sowndiv) -4912.516 2 41.000 9829.183 9900.443 0.00

Plant invader diversity Ea10 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9902.598 0.00

Plant invader diversity Eb16 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9902.598 0.00

Plant invader diversity Ec22 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9902.598 0.00

Plant invader diversity Ed28 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9904.810 0.00

Plant invader diversity Ee40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9904.810 0.00

Plant invader diversity Ef40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9904.810 0.00

Plant invader diversity Eg46 a + exp(sowndiv) -4912.516 5 16.400 9835.821 9907.080 0.00

Aboveground pathogen diversity M3 a * sowndiv/(b + sowndiv) 23.455 5 16.400 -36.120 0.000 0.09

Aboveground pathogen diversity M311 a * sowndiv/(b + sowndiv) 24.298 6 13.667 -35.476 0.644 0.07

Aboveground pathogen diversity M321 a * sowndiv/(b + sowndiv) 24.040 6 13.667 -34.960 1.160 0.05

Aboveground pathogen diversity Pn1821 a + sowndiv^c 23.840 6 13.667 -34.560 1.560 0.04

Aboveground pathogen diversity Pg181 a + sowndiv^c 22.670 5 16.400 -34.551 1.569 0.04

Aboveground pathogen diversity M1 a * sowndiv/(b + sowndiv) 20.409 3 27.333 -34.509 1.611 0.04

Aboveground pathogen diversity M1a SSmicmen(sowndiv, Vm, k) 20.409 3 27.333 -34.509 1.611 0.04
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Aboveground pathogen diversity Pn1921 b * sowndiv^c 23.573 6 13.667 -34.026 2.094 0.03

Aboveground pathogen diversity Pg191 b * sowndiv^c 22.330 5 16.400 -33.871 2.249 0.03

Aboveground pathogen diversity Pn1831 a + sowndiv^c 23.494 6 13.667 -33.867 2.253 0.03

Aboveground pathogen diversity Pn1931 b * sowndiv^c 23.176 6 13.667 -33.231 2.889 0.02

Aboveground pathogen diversity Pd81 a + sowndiv^c 21.787 5 16.400 -32.784 3.336 0.02

Aboveground pathogen diversity Pd91 b * sowndiv^c 21.620 5 16.400 -32.451 3.669 0.02

Aboveground pathogen diversity M5 a * sowndiv/(b + sowndiv) 21.606 5 16.400 -32.423 3.697 0.01

Aboveground pathogen diversity AS3 SSasympOrig(sowndiv, Asym, lrc) 19.359 3 27.333 -32.410 3.710 0.01

Aboveground pathogen diversity Pa3 a + sowndiv^c 19.336 3 27.333 -32.365 3.755 0.01

Aboveground pathogen diversity Pb31 a + sowndiv^c 19.336 3 27.333 -32.365 3.755 0.01

Aboveground pathogen diversity M2 d + a * sowndiv/(b + sowndiv) 20.411 4 20.500 -32.303 3.817 0.01

Aboveground pathogen diversity Pe821 a + sowndiv^c 22.687 6 13.667 -32.255 3.865 0.01

Aboveground pathogen diversity Pc321 a + sowndiv^c 20.372 4 20.500 -32.224 3.896 0.01

Aboveground pathogen diversity M81 a * sowndiv/(b + sowndiv) 23.843 7 11.714 -32.172 3.948 0.01

Aboveground pathogen diversity Ph231 a + sowndiv^c 23.833 7 11.714 -32.153 3.967 0.01

Aboveground pathogen diversity Pe921 b * sowndiv^c 22.539 6 13.667 -31.959 4.161 0.01

Aboveground pathogen diversity Pj331 a + sowndiv^c 23.734 7 11.714 -31.955 4.165 0.01

Aboveground pathogen diversity Pe831 a + sowndiv^c 22.536 6 13.667 -31.952 4.168 0.01

Aboveground pathogen diversity Ph241 b * sowndiv^c 23.681 7 11.714 -31.848 4.272 0.01

Aboveground pathogen diversity Pc331 a + sowndiv^c 20.160 4 20.500 -31.800 4.320 0.01

Aboveground pathogen diversity Pp2321 a + sowndiv^c 24.864 8 10.250 -31.756 4.364 0.01

Aboveground pathogen diversity Pj341 b * sowndiv^c 23.606 7 11.714 -31.698 4.422 0.01

Aboveground pathogen diversity Pe931 b * sowndiv^c 22.380 6 13.667 -31.640 4.480 0.01

Aboveground pathogen diversity Pr3321 a + sowndiv^c 24.783 8 10.250 -31.594 4.526 0.01

Aboveground pathogen diversity M511 a * sowndiv/(b + sowndiv) 22.321 6 13.667 -31.522 4.598 0.01

Aboveground pathogen diversity Pp2421 b * sowndiv^c 24.727 8 10.250 -31.481 4.639 0.01

Aboveground pathogen diversity M6 a * sowndiv/(b + sowndiv) 23.490 7 11.714 -31.467 4.653 0.01

Aboveground pathogen diversity Pr3421 b * sowndiv^c 24.675 8 10.250 -31.377 4.743 0.01

Aboveground pathogen diversity M522 a * sowndiv/(b + sowndiv) 22.188 6 13.667 -31.255 4.865 0.01

Aboveground pathogen diversity M821 a * sowndiv/(b + sowndiv) 24.613 8 10.250 -31.254 4.866 0.01

Aboveground pathogen diversity M211 d + a * sowndiv/(b + sowndiv) 21.015 5 16.400 -31.241 4.879 0.01

Aboveground pathogen diversity Pp2331 a + sowndiv^c 24.574 8 10.250 -31.175 4.945 0.01

Aboveground pathogen diversity Pc421 b * sowndiv^c 19.801 4 20.500 -31.082 5.038 0.01
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Aboveground pathogen diversity Pr3331 a + sowndiv^c 24.510 8 10.250 -31.047 5.073 0.01

Aboveground pathogen diversity Pa4 b * sowndiv^c 18.654 3 27.333 -31.000 5.120 0.01

Aboveground pathogen diversity Pb41 b * sowndiv^c 18.654 3 27.333 -31.000 5.120 0.01

Aboveground pathogen diversity M222 d + a * sowndiv/(b + sowndiv) 20.873 5 16.400 -30.957 5.163 0.01

Aboveground pathogen diversity Pp2431 b * sowndiv^c 24.429 8 10.250 -30.886 5.234 0.01

Aboveground pathogen diversity Pr3431 b * sowndiv^c 24.381 8 10.250 -30.789 5.331 0.01

Aboveground pathogen diversity M832 a * sowndiv/(b + sowndiv) 24.380 8 10.250 -30.788 5.332 0.01

Aboveground pathogen diversity AS2 SSasympOff(sowndiv, Asym, lrc, c0) 19.634 4 20.500 -30.749 5.371 0.01

Aboveground pathogen diversity AS1 SSasymp(sowndiv, Asym, R0, lrc) 19.634 4 20.500 -30.749 5.371 0.01

Aboveground pathogen diversity M611 a * sowndiv/(b + sowndiv) 24.317 8 10.250 -30.662 5.458 0.01

Aboveground pathogen diversity Pc431 b * sowndiv^c 19.481 4 20.500 -30.443 5.677 0.01

Aboveground pathogen diversity Pd71 a + b * sowndiv 20.601 5 16.400 -30.412 5.708 0.01

Aboveground pathogen diversity M622 a * sowndiv/(b + sowndiv) 24.079 8 10.250 -30.185 5.935 0.00

Aboveground pathogen diversity Pe721 a + b * sowndiv 21.641 6 13.667 -30.162 5.958 0.00

Aboveground pathogen diversity M4 a * sowndiv/(b + sowndiv) 20.462 5 16.400 -30.134 5.986 0.00

Aboveground pathogen diversity Ph221 a + b * sowndiv 22.665 7 11.714 -29.816 6.304 0.00

Aboveground pathogen diversity Pe731 a + b * sowndiv 21.441 6 13.667 -29.762 6.359 0.00

Aboveground pathogen diversity Pp2221 a + b * sowndiv 23.845 8 10.250 -29.717 6.403 0.00

Aboveground pathogen diversity Pp2231 a + b * sowndiv 23.498 8 10.250 -29.024 7.096 0.00

Aboveground pathogen diversity M411 a * sowndiv/(b + sowndiv) 21.071 6 13.667 -29.023 7.097 0.00

Aboveground pathogen diversity Pf131 a + sowndiv^c 19.810 5 16.400 -28.831 7.289 0.00

Aboveground pathogen diversity M422 a * sowndiv/(b + sowndiv) 20.940 6 13.667 -28.760 7.360 0.00

Aboveground pathogen diversity Pm1321 a + sowndiv^c 20.855 6 13.667 -28.589 7.531 0.00

Aboveground pathogen diversity Pi281 a + sowndiv^c 21.968 7 11.714 -28.423 7.697 0.00

Aboveground pathogen diversity Pm1331 a + sowndiv^c 20.693 6 13.667 -28.266 7.854 0.00

Aboveground pathogen diversity Pr3221 a + b * sowndiv 23.079 8 10.250 -28.185 7.935 0.00

Aboveground pathogen diversity Pj321 a + b * sowndiv 21.801 7 11.714 -28.088 8.032 0.00

Aboveground pathogen diversity M7 a * sowndiv/(b + sowndiv) 21.785 7 11.714 -28.056 8.064 0.00

Aboveground pathogen diversity Pi291 b * sowndiv^c 21.782 7 11.714 -28.050 8.070 0.00

Aboveground pathogen diversity Pf141 b * sowndiv^c 19.373 5 16.400 -27.957 8.163 0.00

Aboveground pathogen diversity Pk381 a + sowndiv^c 24.217 9 9.111 -27.934 8.186 0.00

Aboveground pathogen diversity Pn1721 a + b * sowndiv 20.518 6 13.667 -27.916 8.204 0.00

Aboveground pathogen diversity Pm1421 b * sowndiv^c 20.495 6 13.667 -27.870 8.250 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Aboveground pathogen diversity Pq2821 a + sowndiv^c 22.887 8 10.250 -27.802 8.318 0.00

Aboveground pathogen diversity M121 d + a * sowndiv/(b + sowndiv) 21.639 7 11.714 -27.764 8.356 0.00

Aboveground pathogen diversity Pk391 b * sowndiv^c 24.048 9 9.111 -27.596 8.524 0.00

Aboveground pathogen diversity Ea911 a + exp(c * sowndiv) 20.314 6 13.667 -27.508 8.613 0.00

Aboveground pathogen diversity Pq2921 b * sowndiv^c 22.722 8 10.250 -27.472 8.648 0.00

Aboveground pathogen diversity Pq2831 a + sowndiv^c 22.710 8 10.250 -27.447 8.673 0.00

Aboveground pathogen diversity Pm1431 b * sowndiv^c 20.280 6 13.667 -27.439 8.681 0.00

Aboveground pathogen diversity Ps3821 a + sowndiv^c 25.248 10 8.200 -27.398 8.722 0.00

Aboveground pathogen diversity Pr3231 a + b * sowndiv 22.662 8 10.250 -27.351 8.769 0.00

Aboveground pathogen diversity M91 a * sowndiv/(b + sowndiv) 23.911 9 9.111 -27.321 8.799 0.00

Aboveground pathogen diversity Pq2931 b * sowndiv^c 22.537 8 10.250 -27.101 9.019 0.00

Aboveground pathogen diversity Ps3921 b * sowndiv^c 25.096 10 8.200 -27.093 9.027 0.00

Aboveground pathogen diversity M711 a * sowndiv/(b + sowndiv) 22.509 8 10.250 -27.045 9.075 0.00

Aboveground pathogen diversity Ef3921 a + exp(c * sowndiv) 22.444 8 10.250 -26.915 9.205 0.00

Aboveground pathogen diversity Ps3831 a + sowndiv^c 24.955 10 8.200 -26.812 9.308 0.00

Aboveground pathogen diversity M722 a * sowndiv/(b + sowndiv) 22.353 8 10.250 -26.733 9.387 0.00

Aboveground pathogen diversity Pg171 a + b * sowndiv 18.736 5 16.400 -26.683 9.438 0.00

Aboveground pathogen diversity Ps3931 b * sowndiv^c 24.795 10 8.200 -26.491 9.629 0.00

Aboveground pathogen diversity Pn1731 a + b * sowndiv 19.745 6 13.667 -26.370 9.750 0.00

Aboveground pathogen diversity M921 a * sowndiv/(b + sowndiv) 24.716 10 8.200 -26.333 9.787 0.00

Aboveground pathogen diversity Pi271 a + b * sowndiv 20.763 7 11.714 -26.013 10.107 0.00

Aboveground pathogen diversity Ea921 a + exp(c * sowndiv) 19.511 6 13.667 -25.901 10.219 0.00

Aboveground pathogen diversity M932 a * sowndiv/(b + sowndiv) 24.477 10 8.200 -25.855 10.265 0.00

Aboveground pathogen diversity Pq2721 a + b * sowndiv 21.824 8 10.250 -25.674 10.446 0.00

Aboveground pathogen diversity Pk371 a + b * sowndiv 23.022 9 9.111 -25.543 10.577 0.00

Aboveground pathogen diversity M131 d + a * sowndiv/(b + sowndiv) 24.312 10 8.200 -25.525 10.595 0.00

Aboveground pathogen diversity L2 sowndiv + funcgr + leg 18.120 5 16.400 -25.451 10.669 0.00

Aboveground pathogen diversity M111 d + a * sowndiv/(b + sowndiv) 20.474 7 11.714 -25.435 10.685 0.00

Aboveground pathogen diversity Ps3721 a + b * sowndiv 24.209 10 8.200 -25.320 10.800 0.00

Aboveground pathogen diversity Pq2731 a + b * sowndiv 21.598 8 10.250 -25.223 10.897 0.00

Aboveground pathogen diversity L211 sowndiv + funcgr + leg 19.140 6 13.667 -25.159 10.961 0.00

Aboveground pathogen diversity Ph211 a + b * sowndiv^c 23.941 10 8.200 -24.783 11.337 0.00

Aboveground pathogen diversity M151 d + a * sowndiv/(b + sowndiv) 23.928 10 8.200 -24.757 11.363 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Aboveground pathogen diversity Ps3731 a + b * sowndiv 23.857 10 8.200 -24.615 11.505 0.00

Aboveground pathogen diversity L222 sowndiv + funcgr + leg 18.728 6 13.667 -24.337 11.783 0.00

Aboveground pathogen diversity M1521 d + a * sowndiv/(b + sowndiv) 24.749 11 7.455 -23.727 12.393 0.00

Aboveground pathogen diversity Pp2131 a + b * sowndiv^c 24.694 11 7.455 -23.617 12.503 0.00

Aboveground pathogen diversity L21 sowndiv + funcgr + leg 18.346 6 13.667 -23.572 12.548 0.00

Aboveground pathogen diversity L22 sowndiv + funcgr + leg 18.328 6 13.667 -23.536 12.584 0.00

Aboveground pathogen diversity M1532 d + a * sowndiv/(b + sowndiv) 24.554 11 7.455 -23.336 12.784 0.00

Aboveground pathogen diversity M1021 d + a * sowndiv/(b + sowndiv) 19.879 8 10.250 -21.786 14.334 0.00

Aboveground pathogen diversity Pm1221 a + b * sowndiv 16.919 6 13.667 -20.718 15.402 0.00

Aboveground pathogen diversity Eb1511 a + exp(c * sowndiv) 16.569 6 13.667 -20.018 16.102 0.00

Aboveground pathogen diversity Pf121 a + b * sowndiv 15.305 5 16.400 -19.820 16.300 0.00

Aboveground pathogen diversity Pm1231 a + b * sowndiv 16.342 6 13.667 -19.564 16.556 0.00

Aboveground pathogen diversity Eb1521 a + exp(c * sowndiv) 15.956 6 13.667 -18.793 17.327 0.00

Aboveground pathogen diversity Pc221 a + b * sowndiv 13.633 4 20.500 -18.747 17.374 0.00

Aboveground pathogen diversity E31 a + exp(c * sowndiv) 13.189 4 20.500 -17.859 18.261 0.00

Aboveground pathogen diversity Pa2 a + b * sowndiv 11.759 3 27.333 -17.211 18.909 0.00

Aboveground pathogen diversity Pb21 a + b * sowndiv 11.759 3 27.333 -17.211 18.909 0.00

Aboveground pathogen diversity Pc231 a + b * sowndiv 12.629 4 20.500 -16.738 19.382 0.00

Aboveground pathogen diversity E32 a + exp(c * sowndiv) 12.130 4 20.500 -15.741 20.379 0.00

Aboveground pathogen diversity M1421 d + a * sowndiv/(b + sowndiv) 20.480 11 7.455 -15.189 20.931 0.00

Aboveground pathogen diversity L0 block + (sowndiv + funcgr + grass + leg)^2 25.507 15 5.467 -13.741 22.379 0.00

Aboveground pathogen diversity L011 block + (sowndiv + funcgr + grass + leg)^2 26.267 16 5.125 -12.165 23.955 0.00

Aboveground pathogen diversity L021 block + (sowndiv + funcgr + grass + leg)^2 25.967 16 5.125 -11.565 24.555 0.00

Aboveground pathogen diversity L01 block + (sowndiv + funcgr + grass + leg)^2 25.791 16 5.125 -11.212 24.908 0.00

Aboveground pathogen diversity L02 block + (sowndiv + funcgr + grass + leg)^2 25.782 16 5.125 -11.195 24.925 0.00

Aboveground pathogen diversity E21 a + b * exp(sowndiv) 9.634 4 20.500 -10.748 25.372 0.00

Aboveground pathogen diversity E22 a + b * exp(sowndiv) 8.329 4 20.500 -8.138 27.982 0.00

Aboveground pathogen diversity E2 a + b * exp(sowndiv) 7.061 3 27.333 -7.814 28.306 0.00

Aboveground pathogen diversity Pe1021 sowndiv^c -24.247 4 20.500 57.014 93.134 0.00

Aboveground pathogen diversity Pp2521 sowndiv^c -23.671 5 16.400 58.131 94.251 0.00

Aboveground pathogen diversity Pr3521 sowndiv^c -23.959 5 16.400 58.707 94.827 0.00

Aboveground pathogen diversity Pq3021 sowndiv^c -24.237 5 16.400 59.264 95.384 0.00

Aboveground pathogen diversity Ps4021 sowndiv^c -23.484 6 13.667 60.089 96.209 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Aboveground pathogen diversity Pn2021 sowndiv^c -26.605 4 20.500 61.730 97.850 0.00

Aboveground pathogen diversity Pm1521 sowndiv^c -30.156 4 20.500 68.831 104.951 0.00

Aboveground pathogen diversity Pc521 sowndiv^c -32.738 3 27.333 71.783 107.903 0.00

Aboveground pathogen diversity Ec2411 exp(c * sowndiv) -33.392 4 20.500 75.304 111.424 0.00

Aboveground pathogen diversity Pe1031 sowndiv^c -35.017 4 20.500 78.554 114.674 0.00

Aboveground pathogen diversity Pp2531 sowndiv^c -34.750 5 16.400 80.288 116.409 0.00

Aboveground pathogen diversity Pq3031 sowndiv^c -35.014 5 16.400 80.818 116.938 0.00

Aboveground pathogen diversity Pr3531 sowndiv^c -35.278 5 16.400 81.345 117.465 0.00

Aboveground pathogen diversity Ed3021 exp(c * sowndiv) -35.570 5 16.400 81.930 118.050 0.00

Aboveground pathogen diversity Ps4031 sowndiv^c -34.665 6 13.667 82.451 118.571 0.00

Aboveground pathogen diversity Ec2421 exp(c * sowndiv) -36.985 4 20.500 82.489 118.609 0.00

Aboveground pathogen diversity Ec24 exp(c * sowndiv) -38.386 3 27.333 83.080 119.200 0.00

Aboveground pathogen diversity Pn2031 sowndiv^c -38.002 4 20.500 84.523 120.643 0.00

Aboveground pathogen diversity Ef4211 exp(c * sowndiv) -37.203 5 16.400 85.195 121.315 0.00

Aboveground pathogen diversity Ef4221 exp(c * sowndiv) -37.583 5 16.400 85.956 122.076 0.00

Aboveground pathogen diversity Ea121 exp(c * sowndiv) -39.144 4 20.500 86.808 122.928 0.00

Aboveground pathogen diversity Ea1221 exp(c * sowndiv) -39.154 4 20.500 86.828 122.948 0.00

Aboveground pathogen diversity Ea12 exp(c * sowndiv) -40.980 3 27.333 88.267 124.387 0.00

Aboveground pathogen diversity Pd101 sowndiv^c -41.203 3 27.333 88.713 124.833 0.00

Aboveground pathogen diversity Pm1531 sowndiv^c -40.496 4 20.500 89.512 125.632 0.00

Aboveground pathogen diversity Ph251 sowndiv^c -40.939 4 20.500 90.398 126.518 0.00

Aboveground pathogen diversity Pj351 sowndiv^c -41.130 4 20.500 90.780 126.900 0.00

Aboveground pathogen diversity Pg201 sowndiv^c -42.259 3 27.333 90.825 126.945 0.00

Aboveground pathogen diversity Pi301 sowndiv^c -41.194 4 20.500 90.907 127.027 0.00

Aboveground pathogen diversity Pk401 sowndiv^c -40.879 5 16.400 92.547 128.667 0.00

Aboveground pathogen diversity Pc531 sowndiv^c -43.450 3 27.333 93.208 129.328 0.00

Aboveground pathogen diversity Pb51 sowndiv^c -44.666 2 41.000 93.484 129.604 0.00

Aboveground pathogen diversity Pa5 sowndiv^c -44.666 2 41.000 93.484 129.604 0.00

Aboveground pathogen diversity Pf151 sowndiv^c -43.663 3 27.333 93.635 129.755 0.00

Aboveground pathogen diversity Eb1811 exp(c * sowndiv) -43.076 4 20.500 94.671 130.791 0.00

Aboveground pathogen diversity Eb18 exp(c * sowndiv) -46.159 3 27.333 98.625 134.745 0.00

Aboveground pathogen diversity Eb1821 exp(c * sowndiv) -46.373 4 20.500 101.265 137.385 0.00

Aboveground pathogen diversity E62 exp(c * sowndiv) -49.204 3 27.333 104.716 140.836 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Aboveground pathogen diversity E61 exp(c * sowndiv) -53.489 3 27.333 113.286 149.406 0.00

Aboveground pathogen diversity E51 b * exp(sowndiv) -66.114 3 27.333 138.536 174.656 0.00

Aboveground pathogen diversity E5 b * exp(sowndiv) -67.256 2 41.000 138.664 174.784 0.00

Aboveground pathogen diversity E52 b * exp(sowndiv) -66.864 3 27.333 140.036 176.156 0.00

Aboveground pathogen diversity Ec2221 a + exp(sowndiv) -794.242 4 20.500 1597.004 1633.124 0.00

Aboveground pathogen diversity Ed2821 a + exp(sowndiv) -794.235 5 16.400 1599.260 1635.380 0.00

Aboveground pathogen diversity Ee342 a + exp(sowndiv) -794.242 5 16.400 1599.274 1635.394 0.00

Aboveground pathogen diversity Eg4621 a + exp(sowndiv) -794.235 6 13.667 1601.589 1637.709 0.00

Aboveground pathogen diversity E42 a + exp(sowndiv) -800.847 3 27.333 1608.002 1644.122 0.00

Aboveground pathogen diversity Eb1621 a + exp(sowndiv) -800.726 4 20.500 1609.972 1646.092 0.00

Aboveground pathogen diversity Ea1021 a + exp(sowndiv) -800.775 4 20.500 1610.069 1646.189 0.00

Aboveground pathogen diversity Ef4021 a + exp(sowndiv) -800.548 5 16.400 1611.886 1648.006 0.00

Aboveground pathogen diversity Ea1011 a + exp(sowndiv) -1753.602 4 20.500 3515.722 3551.843 0.00

Aboveground pathogen diversity E41 a + exp(sowndiv) -1755.331 3 27.333 3516.971 3553.091 0.00

Aboveground pathogen diversity Ef4011 a + exp(sowndiv) -1753.528 5 16.400 3517.846 3553.966 0.00

Aboveground pathogen diversity Ed2811 a + exp(sowndiv) -1753.601 5 16.400 3517.992 3554.113 0.00

Aboveground pathogen diversity Eb1611 a + exp(sowndiv) -1755.297 4 20.500 3519.114 3555.234 0.00

Aboveground pathogen diversity Ec2211 a + exp(sowndiv) -1755.331 4 20.500 3519.182 3555.302 0.00

Aboveground pathogen diversity Eg4611 a + exp(sowndiv) -1753.528 6 13.667 3520.177 3556.297 0.00

Aboveground pathogen diversity Ee341 a + exp(sowndiv) -1755.297 5 16.400 3521.384 3557.504 0.00

Aboveground pathogen diversity Ef3721 a + b * exp(c * sowndiv) -2748.242 11 7.455 5522.255 5558.375 0.00

Aboveground pathogen diversity Ec1921 a + b * exp(c * sowndiv) -2913.733 8 10.250 5845.439 5881.559 0.00

Aboveground pathogen diversity E4 a + exp(sowndiv) -4912.516 2 41.000 9829.183 9865.303 0.00

Aboveground pathogen diversity Ea10 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9867.459 0.00

Aboveground pathogen diversity Eb16 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9867.459 0.00

Aboveground pathogen diversity Ec22 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9867.459 0.00

Aboveground pathogen diversity Ed28 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9869.671 0.00

Aboveground pathogen diversity Ee40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9869.671 0.00

Aboveground pathogen diversity Ef40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9869.671 0.00

Aboveground pathogen diversity Eg46 a + exp(sowndiv) -4912.516 5 16.400 9835.821 9871.941 0.00

Herbivory L22 sowndiv + funcgr + leg 41.196 6 13.667 -69.272 0.000 0.36

Herbivory L21 sowndiv + funcgr + leg 41.049 6 13.667 -68.977 0.295 0.31

Herbivory L211 sowndiv + funcgr + leg 39.526 6 13.667 -65.931 3.341 0.07

S
u

p
p

le
m

e
n

ta
ry

 T
a
b

le
  2

 (c
o

n
tin

u
e
d

)



Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Herbivory L222 sowndiv + funcgr + leg 38.649 6 13.667 -64.177 5.095 0.03

Herbivory Ea911 a + exp(c * sowndiv) 38.151 6 13.667 -63.181 6.091 0.02

Herbivory Pn1721 a + b * sowndiv 38.148 6 13.667 -63.175 6.097 0.02

Herbivory L2 sowndiv + funcgr + leg 36.909 5 16.400 -63.029 6.244 0.02

Herbivory Pn1921 b * sowndiv^c 37.775 6 13.667 -62.430 6.842 0.01

Herbivory Pn1821 a + sowndiv^c 37.751 6 13.667 -62.382 6.891 0.01

Herbivory Ea921 a + exp(c * sowndiv) 37.555 6 13.667 -61.990 7.283 0.01

Herbivory Pn1731 a + b * sowndiv 37.552 6 13.667 -61.984 7.288 0.01

Herbivory M311 a * sowndiv/(b + sowndiv) 37.483 6 13.667 -61.846 7.426 0.01

Herbivory Pp2421 b * sowndiv^c 39.799 8 10.250 -61.625 7.647 0.01

Herbivory Pn1931 b * sowndiv^c 37.236 6 13.667 -61.353 7.919 0.01

Herbivory Pn1831 a + sowndiv^c 37.214 6 13.667 -61.308 7.964 0.01

Herbivory Pp2221 a + b * sowndiv 39.532 8 10.250 -61.092 8.181 0.01

Herbivory Pp2321 a + sowndiv^c 39.418 8 10.250 -60.863 8.409 0.01

Herbivory Pg171 a + b * sowndiv 35.818 5 16.400 -60.847 8.425 0.01

Herbivory M321 a * sowndiv/(b + sowndiv) 36.966 6 13.667 -60.813 8.460 0.01

Herbivory M3 a * sowndiv/(b + sowndiv) 35.678 5 16.400 -60.567 8.705 0.00

Herbivory Pg191 b * sowndiv^c 35.636 5 16.400 -60.482 8.790 0.00

Herbivory Pg181 a + sowndiv^c 35.633 5 16.400 -60.477 8.796 0.00

Herbivory M611 a * sowndiv/(b + sowndiv) 38.902 8 10.250 -59.831 9.442 0.00

Herbivory Pp2431 b * sowndiv^c 38.837 8 10.250 -59.701 9.571 0.00

Herbivory Pr3221 a + b * sowndiv 38.713 8 10.250 -59.453 9.819 0.00

Herbivory Ef3911 a + exp(c * sowndiv) 38.702 8 10.250 -59.431 9.841 0.00

Herbivory Pp2231 a + b * sowndiv 38.668 8 10.250 -59.363 9.910 0.00

Herbivory Pp2331 a + sowndiv^c 38.636 8 10.250 -59.299 9.974 0.00

Herbivory Pr3421 b * sowndiv^c 38.448 8 10.250 -58.924 10.349 0.00

Herbivory Pr3321 a + sowndiv^c 38.379 8 10.250 -58.786 10.486 0.00

Herbivory M821 a * sowndiv/(b + sowndiv) 38.320 8 10.250 -58.667 10.606 0.00

Herbivory Ph241 b * sowndiv^c 37.078 7 11.714 -58.642 10.630 0.00

Herbivory Ps3921 b * sowndiv^c 40.762 10 8.200 -58.425 10.847 0.00

Herbivory Ph231 a + sowndiv^c 36.963 7 11.714 -58.412 10.861 0.00

Herbivory M1321 d + a * sowndiv/(b + sowndiv) 42.085 11 7.455 -58.399 10.873 0.00

Herbivory Ph221 a + b * sowndiv 36.922 7 11.714 -58.331 10.941 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Herbivory Pc221 a + b * sowndiv 33.422 4 20.500 -58.324 10.949 0.00

Herbivory E31 a + exp(c * sowndiv) 33.417 4 20.500 -58.314 10.959 0.00

Herbivory Pr3231 a + b * sowndiv 37.969 8 10.250 -57.966 11.306 0.00

Herbivory Ef3921 a + exp(c * sowndiv) 37.964 8 10.250 -57.956 11.317 0.00

Herbivory Ps3721 a + b * sowndiv 40.357 10 8.200 -57.616 11.656 0.00

Herbivory E21 a + b * exp(sowndiv) 33.041 4 20.500 -57.564 11.709 0.00

Herbivory Pc231 a + b * sowndiv 33.023 4 20.500 -57.526 11.747 0.00

Herbivory E32 a + exp(c * sowndiv) 33.015 4 20.500 -57.510 11.762 0.00

Herbivory Pc421 b * sowndiv^c 32.996 4 20.500 -57.472 11.801 0.00

Herbivory Pr3431 b * sowndiv^c 37.714 8 10.250 -57.455 11.818 0.00

Herbivory Pr3331 a + sowndiv^c 37.674 8 10.250 -57.376 11.896 0.00

Herbivory M832 a * sowndiv/(b + sowndiv) 37.670 8 10.250 -57.367 11.906 0.00

Herbivory Pc321 a + sowndiv^c 32.888 4 20.500 -57.256 12.016 0.00

Herbivory M1232 d + a * sowndiv/(b + sowndiv) 37.588 8 10.250 -57.203 12.069 0.00

Herbivory Ps3821 a + sowndiv^c 40.103 10 8.200 -57.108 12.165 0.00

Herbivory Pc431 b * sowndiv^c 32.780 4 20.500 -57.040 12.232 0.00

Herbivory Pj321 a + b * sowndiv 36.242 7 11.714 -56.970 12.303 0.00

Herbivory M121 d + a * sowndiv/(b + sowndiv) 36.217 7 11.714 -56.921 12.351 0.00

Herbivory Pc331 a + sowndiv^c 32.672 4 20.500 -56.824 12.449 0.00

Herbivory M81 a * sowndiv/(b + sowndiv) 36.168 7 11.714 -56.822 12.451 0.00

Herbivory E22 a + b * exp(sowndiv) 32.629 4 20.500 -56.739 12.533 0.00

Herbivory Pj331 a + sowndiv^c 36.002 7 11.714 -56.490 12.783 0.00

Herbivory Pj341 b * sowndiv^c 35.998 7 11.714 -56.482 12.790 0.00

Herbivory AS3 SSasympOrig(sowndiv, Asym, lrc) 31.389 3 27.333 -56.469 12.803 0.00

Herbivory Pc121 a + b * sowndiv^c 33.425 5 16.400 -56.061 13.211 0.00

Herbivory M921 a * sowndiv/(b + sowndiv) 39.558 10 8.200 -56.017 13.256 0.00

Herbivory Pb21 a + b * sowndiv 31.149 3 27.333 -55.990 13.282 0.00

Herbivory Pa2 a + b * sowndiv 31.149 3 27.333 -55.990 13.282 0.00

Herbivory Pa4 b * sowndiv^c 31.106 3 27.333 -55.903 13.369 0.00

Herbivory Pb41 b * sowndiv^c 31.106 3 27.333 -55.903 13.369 0.00

Herbivory Pa3 a + sowndiv^c 31.090 3 27.333 -55.872 13.401 0.00

Herbivory Pb31 a + sowndiv^c 31.090 3 27.333 -55.872 13.401 0.00

Herbivory Ps3931 b * sowndiv^c 39.477 10 8.200 -55.854 13.418 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Herbivory M1a SSmicmen(sowndiv, Vm, k) 31.046 3 27.333 -55.785 13.487 0.00

Herbivory M1 a * sowndiv/(b + sowndiv) 31.046 3 27.333 -55.785 13.487 0.00

Herbivory Pm1421 b * sowndiv^c 34.360 6 13.667 -55.601 13.671 0.00

Herbivory Ps3731 a + b * sowndiv 39.251 10 8.200 -55.403 13.869 0.00

Herbivory Pm1321 a + sowndiv^c 34.213 6 13.667 -55.305 13.967 0.00

Herbivory E2 a + b * exp(sowndiv) 30.806 3 27.333 -55.304 13.968 0.00

Herbivory Ps3831 a + sowndiv^c 39.127 10 8.200 -55.155 14.117 0.00

Herbivory Pm1221 a + b * sowndiv 34.134 6 13.667 -55.147 14.125 0.00

Herbivory Eb1511 a + exp(c * sowndiv) 34.102 6 13.667 -55.084 14.189 0.00

Herbivory Pm1431 b * sowndiv^c 34.013 6 13.667 -54.907 14.366 0.00

Herbivory M1121 d + a * sowndiv/(b + sowndiv) 36.378 8 10.250 -54.784 14.488 0.00

Herbivory Pm1331 a + sowndiv^c 33.898 6 13.667 -54.676 14.596 0.00

Herbivory Pk391 b * sowndiv^c 37.538 9 9.111 -54.576 14.696 0.00

Herbivory Pk371 a + b * sowndiv 37.370 9 9.111 -54.239 15.033 0.00

Herbivory Pm1231 a + b * sowndiv 33.650 6 13.667 -54.180 15.093 0.00

Herbivory Pk381 a + sowndiv^c 37.327 9 9.111 -54.155 15.118 0.00

Herbivory Eb1521 a + exp(c * sowndiv) 33.621 6 13.667 -54.123 15.150 0.00

Herbivory Pe921 b * sowndiv^c 33.542 6 13.667 -53.964 15.308 0.00

Herbivory M411 a * sowndiv/(b + sowndiv) 33.541 6 13.667 -53.963 15.310 0.00

Herbivory Pe721 a + b * sowndiv 33.516 6 13.667 -53.912 15.360 0.00

Herbivory Pa1 a + b * sowndiv^c 31.181 4 20.500 -53.842 15.431 0.00

Herbivory Pb11 a + b * sowndiv^c 31.181 4 20.500 -53.842 15.431 0.00

Herbivory LG2 SSlogis(sowndiv, Asym, xmid, scal) 31.162 4 20.500 -53.804 15.469 0.00

Herbivory AS2 SSasympOff(sowndiv, Asym, lrc, c0) 31.161 4 20.500 -53.802 15.471 0.00

Herbivory AS1 SSasymp(sowndiv, Asym, R0, lrc) 31.161 4 20.500 -53.802 15.471 0.00

Herbivory Pe821 a + sowndiv^c 33.432 6 13.667 -53.745 15.528 0.00

Herbivory Pf141 b * sowndiv^c 32.258 5 16.400 -53.726 15.546 0.00

Herbivory Pf131 a + sowndiv^c 32.206 5 16.400 -53.622 15.651 0.00

Herbivory M422 a * sowndiv/(b + sowndiv) 33.290 6 13.667 -53.461 15.812 0.00

Herbivory M4 a * sowndiv/(b + sowndiv) 32.088 5 16.400 -53.386 15.887 0.00

Herbivory Pe931 b * sowndiv^c 33.135 6 13.667 -53.151 16.122 0.00

Herbivory Pe731 a + b * sowndiv 33.120 6 13.667 -53.121 16.152 0.00

Herbivory Ec2121 a + exp(c * sowndiv) 33.118 6 13.667 -53.117 16.156 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Herbivory Pe831 a + sowndiv^c 33.061 6 13.667 -53.001 16.271 0.00

Herbivory Pf121 a + b * sowndiv 31.879 5 16.400 -52.969 16.304 0.00

Herbivory M511 a * sowndiv/(b + sowndiv) 33.007 6 13.667 -52.893 16.379 0.00

Herbivory Ph211 a + b * sowndiv^c 37.919 10 8.200 -52.740 16.532 0.00

Herbivory M522 a * sowndiv/(b + sowndiv) 32.711 6 13.667 -52.302 16.971 0.00

Herbivory Pq2721 a + b * sowndiv 35.013 8 10.250 -52.054 17.219 0.00

Herbivory Pd91 b * sowndiv^c 31.264 5 16.400 -51.739 17.533 0.00

Herbivory Pd71 a + b * sowndiv 31.238 5 16.400 -51.687 17.586 0.00

Herbivory M1632 d + a * sowndiv/(b + sowndiv) 42.962 14 5.857 -51.655 17.618 0.00

Herbivory Pd81 a + sowndiv^c 31.220 5 16.400 -51.652 17.621 0.00

Herbivory Pq2921 b * sowndiv^c 34.785 8 10.250 -51.598 17.675 0.00

Herbivory M5 a * sowndiv/(b + sowndiv) 31.179 5 16.400 -51.569 17.703 0.00

Herbivory Pq2821 a + sowndiv^c 34.729 8 10.250 -51.485 17.787 0.00

Herbivory L021 block + (sowndiv + funcgr + grass + leg)^2 45.900 16 5.125 -51.430 17.842 0.00

Herbivory M711 a * sowndiv/(b + sowndiv) 34.527 8 10.250 -51.082 18.190 0.00

Herbivory Pq2731 a + b * sowndiv 34.501 8 10.250 -51.029 18.244 0.00

Herbivory Pq2931 b * sowndiv^c 34.354 8 10.250 -50.735 18.537 0.00

Herbivory Pq2831 a + sowndiv^c 34.304 8 10.250 -50.635 18.637 0.00

Herbivory M722 a * sowndiv/(b + sowndiv) 34.059 8 10.250 -50.146 19.126 0.00

Herbivory Pi271 a + b * sowndiv 32.701 7 11.714 -49.888 19.384 0.00

Herbivory Pi291 b * sowndiv^c 32.602 7 11.714 -49.690 19.583 0.00

Herbivory Pi281 a + sowndiv^c 32.579 7 11.714 -49.644 19.629 0.00

Herbivory M7 a * sowndiv/(b + sowndiv) 32.574 7 11.714 -49.635 19.637 0.00

Herbivory Pd61 a + b * sowndiv^c 32.014 7 11.714 -48.514 20.759 0.00

Herbivory L02 block + (sowndiv + funcgr + grass + leg)^2 44.424 16 5.125 -48.479 20.793 0.00

Herbivory Pk361 a + b * sowndiv^c 39.593 13 6.308 -47.834 21.439 0.00

Herbivory L011 block + (sowndiv + funcgr + grass + leg)^2 43.699 16 5.125 -47.030 22.243 0.00

Herbivory Pi261 a + b * sowndiv^c 33.730 10 8.200 -44.362 24.910 0.00

Herbivory M932 a * sowndiv/(b + sowndiv) 33.092 10 8.200 -43.086 26.186 0.00

Herbivory L0 block + (sowndiv + funcgr + grass + leg)^2 39.591 15 5.467 -41.910 27.362 0.00

Herbivory M622 a * sowndiv/(b + sowndiv) 23.298 8 10.250 -28.623 40.649 0.00

Herbivory M6 a * sowndiv/(b + sowndiv) 21.048 7 11.714 -26.583 42.690 0.00

Herbivory M91 a * sowndiv/(b + sowndiv) 18.946 9 9.111 -17.392 51.881 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Herbivory Ed3021 exp(c * sowndiv) -1.164 5 16.400 13.118 82.391 0.00

Herbivory Ea12 exp(c * sowndiv) -3.939 3 27.333 14.186 83.458 0.00

Herbivory Ea1221 exp(c * sowndiv) -3.010 4 20.500 14.540 83.812 0.00

Herbivory Ef4221 exp(c * sowndiv) -1.909 5 16.400 14.607 83.880 0.00

Herbivory Ef4211 exp(c * sowndiv) -2.225 5 16.400 15.239 84.512 0.00

Herbivory Ea121 exp(c * sowndiv) -3.435 4 20.500 15.390 84.662 0.00

Herbivory Ec24 exp(c * sowndiv) -5.092 3 27.333 16.492 85.765 0.00

Herbivory Ec2411 exp(c * sowndiv) -4.149 4 20.500 16.817 86.089 0.00

Herbivory Ec2421 exp(c * sowndiv) -4.203 4 20.500 16.925 86.198 0.00

Herbivory E61 exp(c * sowndiv) -7.970 3 27.333 22.248 91.521 0.00

Herbivory E62 exp(c * sowndiv) -8.125 3 27.333 22.558 91.830 0.00

Herbivory E52 b * exp(sowndiv) -8.651 3 27.333 23.610 92.882 0.00

Herbivory Eb18 exp(c * sowndiv) -8.737 3 27.333 23.782 93.054 0.00

Herbivory Eb1811 exp(c * sowndiv) -7.964 4 20.500 24.447 93.719 0.00

Herbivory Eb1821 exp(c * sowndiv) -8.125 4 20.500 24.769 94.042 0.00

Herbivory E5 b * exp(sowndiv) -10.336 2 41.000 24.824 94.097 0.00

Herbivory E51 b * exp(sowndiv) -10.130 3 27.333 26.568 95.840 0.00

Herbivory Pr3521 sowndiv^c -21.591 5 16.400 53.972 123.244 0.00

Herbivory Pp2521 sowndiv^c -21.663 5 16.400 54.115 123.387 0.00

Herbivory Ps4021 sowndiv^c -21.345 6 13.667 55.811 125.083 0.00

Herbivory Pe1021 sowndiv^c -23.804 4 20.500 56.128 125.401 0.00

Herbivory Pn2021 sowndiv^c -24.538 4 20.500 57.595 126.867 0.00

Herbivory Pq3021 sowndiv^c -23.672 5 16.400 58.134 127.406 0.00

Herbivory Pc521 sowndiv^c -31.123 3 27.333 68.553 137.826 0.00

Herbivory Pm1521 sowndiv^c -30.066 4 20.500 68.651 137.923 0.00

Herbivory Pp2531 sowndiv^c -37.888 5 16.400 86.565 155.837 0.00

Herbivory Pe1031 sowndiv^c -39.043 4 20.500 86.605 155.877 0.00

Herbivory Pr3531 sowndiv^c -38.356 5 16.400 87.501 156.773 0.00

Herbivory Pq3031 sowndiv^c -38.943 5 16.400 88.676 157.948 0.00

Herbivory Ps4031 sowndiv^c -37.796 6 13.667 88.712 157.985 0.00

Herbivory Pc531 sowndiv^c -45.620 3 27.333 97.547 166.819 0.00

Herbivory Pg201 sowndiv^c -46.205 3 27.333 98.718 167.990 0.00

Herbivory Pm1531 sowndiv^c -45.419 4 20.500 99.358 168.630 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Herbivory Pb51 sowndiv^c -48.045 2 41.000 100.241 169.513 0.00

Herbivory Pa5 sowndiv^c -48.045 2 41.000 100.241 169.513 0.00

Herbivory Pj351 sowndiv^c -46.049 4 20.500 100.618 169.890 0.00

Herbivory Pd101 sowndiv^c -47.180 3 27.333 100.667 169.939 0.00

Herbivory Ph251 sowndiv^c -46.119 4 20.500 100.758 170.031 0.00

Herbivory Pf151 sowndiv^c -48.035 3 27.333 102.377 171.649 0.00

Herbivory Pi301 sowndiv^c -46.955 4 20.500 102.430 171.702 0.00

Herbivory Pk401 sowndiv^c -46.037 5 16.400 102.864 172.136 0.00

Herbivory Ec2221 a + exp(sowndiv) -794.227 4 20.500 1596.974 1666.247 0.00

Herbivory Ed2821 a + exp(sowndiv) -794.222 5 16.400 1599.233 1668.505 0.00

Herbivory Ee342 a + exp(sowndiv) -794.225 5 16.400 1599.239 1668.511 0.00

Herbivory Eg4621 a + exp(sowndiv) -794.221 6 13.667 1601.562 1670.834 0.00

Herbivory E42 a + exp(sowndiv) -800.854 3 27.333 1608.017 1677.289 0.00

Herbivory Eb1621 a + exp(sowndiv) -800.705 4 20.500 1609.929 1679.201 0.00

Herbivory Ea1021 a + exp(sowndiv) -800.780 4 20.500 1610.079 1679.351 0.00

Herbivory Ef4021 a + exp(sowndiv) -800.509 5 16.400 1611.808 1681.080 0.00

Herbivory Ea1011 a + exp(sowndiv) -1727.462 4 20.500 3463.443 3532.715 0.00

Herbivory Ef4011 a + exp(sowndiv) -1726.707 5 16.400 3464.203 3533.476 0.00

Herbivory Eb1611 a + exp(sowndiv) -1728.199 4 20.500 3464.917 3534.190 0.00

Herbivory Ed2811 a + exp(sowndiv) -1727.462 5 16.400 3465.713 3534.985 0.00

Herbivory E41 a + exp(sowndiv) -1729.905 3 27.333 3466.117 3535.390 0.00

Herbivory Eg4611 a + exp(sowndiv) -1726.707 6 13.667 3466.534 3535.806 0.00

Herbivory Ee341 a + exp(sowndiv) -1728.199 5 16.400 3467.187 3536.460 0.00

Herbivory Ec2211 a + exp(sowndiv) -1729.905 4 20.500 3468.329 3537.601 0.00

Herbivory Ef3721 a + b * exp(c * sowndiv) -2688.523 11 7.455 5402.817 5472.089 0.00

Herbivory Ec1921 a + b * exp(c * sowndiv) -2878.481 8 10.250 5774.934 5844.207 0.00

Herbivory E4 a + exp(sowndiv) -4912.516 2 41.000 9829.183 9898.455 0.00

Herbivory Ea10 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9900.611 0.00

Herbivory Eb16 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9900.611 0.00

Herbivory Ec22 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9900.611 0.00

Herbivory Ed28 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9902.823 0.00

Herbivory Ee40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9902.823 0.00

Herbivory Ef40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9902.823 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Herbivory Eg46 a + exp(sowndiv) -4912.516 5 16.400 9835.821 9905.093 0.00

Parasitism Pa2 a + b * sowndiv 5.078 3 26.000 -3.833 0.000 0.15

Parasitism Pa4 b * sowndiv^c 4.935 3 26.000 -3.546 0.287 0.13

Parasitism Pa3 a + sowndiv^c 4.872 3 26.000 -3.419 0.413 0.13

Parasitism E2 a + b * exp(sowndiv) 4.726 3 26.000 -3.128 0.705 0.11

Parasitism M1a SSmicmen(sowndiv, Vm, k) 4.289 3 26.000 -2.254 1.578 0.07

Parasitism M1 a * sowndiv/(b + sowndiv) 4.289 3 26.000 -2.254 1.578 0.07

Parasitism Pa1 a + b * sowndiv^c 5.131 4 19.500 -1.714 2.119 0.05

Parasitism M2 d + a * sowndiv/(b + sowndiv) 5.118 4 19.500 -1.687 2.145 0.05

Parasitism AS2 SSasympOff(sowndiv, Asym, lrc, c0) 5.115 4 19.500 -1.681 2.151 0.05

Parasitism AS1 SSasymp(sowndiv, Asym, R0, lrc) 5.115 4 19.500 -1.681 2.151 0.05

Parasitism LG2 SSlogis(sowndiv, Asym, xmid, scal) 5.105 4 19.500 -1.662 2.171 0.05

Parasitism AS3 SSasympOrig(sowndiv, Asym, lrc) 3.811 3 26.000 -1.297 2.536 0.04

Parasitism L2 sowndiv + funcgr + leg 5.805 5 15.600 -0.776 3.057 0.03

Parasitism L0 block + (sowndiv + funcgr + grass + leg)^2 14.398 15 5.200 8.945 12.778 0.00

Parasitism E5 b * exp(sowndiv) -31.235 2 39.000 66.631 70.463 0.00

Parasitism Pa5 sowndiv^c -46.858 2 39.000 97.875 101.708 0.00

Parasitism E4 a + exp(sowndiv) -4674.831 2 39.000 9353.822 9357.655 0.00

Flower visitation L2 sowndiv + funcgr + leg 41.249 5 14.600 -71.602 0.000 0.75

Flower visitation Pa4 b * sowndiv^c 36.025 3 24.333 -65.703 5.900 0.04

Flower visitation M1a SSmicmen(sowndiv, Vm, k) 36.007 3 24.333 -65.666 5.936 0.04

Flower visitation M1 a * sowndiv/(b + sowndiv) 36.007 3 24.333 -65.666 5.936 0.04

Flower visitation Pa3 a + sowndiv^c 36.001 3 24.333 -65.654 5.948 0.04

Flower visitation AS3 SSasympOrig(sowndiv, Asym, lrc) 35.673 3 24.333 -64.998 6.605 0.03

Flower visitation Pa1 a + b * sowndiv^c 36.189 4 18.250 -63.790 7.813 0.02

Flower visitation M2 d + a * sowndiv/(b + sowndiv) 36.122 4 18.250 -63.655 7.947 0.01

Flower visitation AS1 SSasymp(sowndiv, Asym, R0, lrc) 36.040 4 18.250 -63.492 8.110 0.01

Flower visitation AS2 SSasympOff(sowndiv, Asym, lrc, c0) 36.040 4 18.250 -63.492 8.110 0.01

Flower visitation Pa2 a + b * sowndiv 34.526 3 24.333 -62.703 8.899 0.01

Flower visitation LG2 SSlogis(sowndiv, Asym, xmid, scal) 35.602 4 18.250 -62.615 8.987 0.01

Flower visitation E2 a + b * exp(sowndiv) 31.686 3 24.333 -57.023 14.579 0.00

Flower visitation L0 block + (sowndiv + funcgr + grass + leg)^2 46.318 15 4.867 -54.214 17.388 0.00

Flower visitation E5 b * exp(sowndiv) 17.632 2 36.500 -31.092 40.510 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Flower visitation Pa5 sowndiv^c -43.530 2 36.500 91.232 162.834 0.00

Flower visitation E4 a + exp(sowndiv) -4377.580 2 36.500 8759.332 8830.935 0.00

Litter decomposition Pa4 b * sowndiv^c 10.937 3 14.667 -15.275 0.000 0.13

Litter decomposition Pa3 a + sowndiv^c 10.937 3 14.667 -15.275 0.000 0.13

Litter decomposition Pa2 a + b * sowndiv 10.799 3 14.667 -14.998 0.277 0.12

Litter decomposition E3 a + exp(c * sowndiv) 10.792 3 14.667 -14.984 0.291 0.11

Litter decomposition M1 a * sowndiv/(b + sowndiv) 10.791 3 14.667 -14.982 0.292 0.11

Litter decomposition M1a SSmicmen(sowndiv, Vm, k) 10.791 3 14.667 -14.982 0.292 0.11

Litter decomposition E2 a + b * exp(sowndiv) 10.596 3 14.667 -14.592 0.682 0.09

Litter decomposition AS3 SSasympOrig(sowndiv, Asym, lrc) 10.565 3 14.667 -14.529 0.746 0.09

Litter decomposition M2 d + a * sowndiv/(b + sowndiv) 10.937 4 11.000 -12.849 2.426 0.04

Litter decomposition Pa1 a + b * sowndiv^c 10.937 4 11.000 -12.849 2.426 0.04

Litter decomposition L2 sowndiv + funcgr + leg 10.799 5 8.800 -10.019 5.256 0.01

Litter decomposition L0 block + (sowndiv + funcgr + grass + leg)^2 23.167 15 2.933 0.809 16.084 0.00

Litter decomposition Pa5 sowndiv^c -16.748 2 22.000 37.789 53.064 0.00

Litter decomposition E6 exp(c * sowndiv) -17.601 2 22.000 39.494 54.769 0.00

Litter decomposition E5 b * exp(sowndiv) -31.904 2 22.000 68.101 83.376 0.00

Litter decomposition E4 a + exp(sowndiv) -731.905 2 22.000 1468.104 1483.378 0.00

Seed predation Pa3 a + sowndiv^c 11.123 3 15.333 -15.675 0.000 0.13

Seed predation Pa4 b * sowndiv^c 11.123 3 15.333 -15.674 0.000 0.13

Seed predation E3 a + exp(c * sowndiv) 11.035 3 15.333 -15.499 0.176 0.12

Seed predation Pa2 a + b * sowndiv 11.031 3 15.333 -15.491 0.184 0.12

Seed predation M1a SSmicmen(sowndiv, Vm, k) 11.017 3 15.333 -15.463 0.212 0.12

Seed predation M1 a * sowndiv/(b + sowndiv) 11.017 3 15.333 -15.463 0.212 0.12

Seed predation E2 a + b * exp(sowndiv) 10.904 3 15.333 -15.236 0.439 0.11

Seed predation L2 sowndiv + funcgr + leg 12.756 5 9.200 -14.013 1.662 0.06

Seed predation Pa1 a + b * sowndiv^c 11.123 4 11.500 -13.271 2.403 0.04

Seed predation M2 d + a * sowndiv/(b + sowndiv) 11.123 4 11.500 -13.271 2.403 0.04

Seed predation L0 block + (sowndiv + funcgr + grass + leg)^2 18.277 15 3.067 9.446 25.121 0.00

Seed predation Pa5 sowndiv^c -2.743 2 23.000 9.765 25.440 0.00

Seed predation E6 exp(c * sowndiv) -3.969 2 23.000 12.218 27.892 0.00

Seed predation E5 b * exp(sowndiv) -42.906 2 23.000 90.092 105.767 0.00

Seed predation E4 a + exp(sowndiv) -765.564 2 23.000 1535.407 1551.081 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Pathogen infection L021 block + (sowndiv + funcgr + grass + leg)^2 75.283 16 5.125 -110.197 0.000 1.00

Pathogen infection Pn1821 a + sowndiv^c 40.701 6 13.667 -68.282 41.915 0.00

Pathogen infection Pn1921 b * sowndiv^c 40.362 6 13.667 -67.604 42.594 0.00

Pathogen infection Pp2421 b * sowndiv^c 41.321 8 10.250 -64.668 45.529 0.00

Pathogen infection Pr3321 a + sowndiv^c 40.941 8 10.250 -63.910 46.287 0.00

Pathogen infection Pp2321 a + sowndiv^c 40.747 8 10.250 -63.521 46.676 0.00

Pathogen infection Pr3421 b * sowndiv^c 40.721 8 10.250 -63.470 46.727 0.00

Pathogen infection Pp2221 a + b * sowndiv 40.561 8 10.250 -63.149 47.049 0.00

Pathogen infection Ea911 a + exp(c * sowndiv) 37.106 6 13.667 -61.092 49.106 0.00

Pathogen infection Ps3921 b * sowndiv^c 41.769 10 8.200 -60.440 49.757 0.00

Pathogen infection Ps3821 a + sowndiv^c 41.671 10 8.200 -60.244 49.953 0.00

Pathogen infection M1121 d + a * sowndiv/(b + sowndiv) 38.554 8 10.250 -59.135 51.062 0.00

Pathogen infection Pc421 b * sowndiv^c 33.704 4 20.500 -58.889 51.308 0.00

Pathogen infection Ps3721 a + b * sowndiv 40.948 10 8.200 -58.797 51.400 0.00

Pathogen infection Pe821 a + sowndiv^c 35.419 6 13.667 -57.717 52.480 0.00

Pathogen infection M1221 d + a * sowndiv/(b + sowndiv) 37.749 8 10.250 -57.526 52.671 0.00

Pathogen infection Pc321 a + sowndiv^c 32.801 4 20.500 -57.083 53.114 0.00

Pathogen infection Pe921 b * sowndiv^c 34.787 6 13.667 -56.454 53.743 0.00

Pathogen infection Pm1321 a + sowndiv^c 34.370 6 13.667 -55.620 54.577 0.00

Pathogen infection M1421 d + a * sowndiv/(b + sowndiv) 40.392 11 7.455 -55.013 55.184 0.00

Pathogen infection Pm1421 b * sowndiv^c 33.980 6 13.667 -54.839 55.358 0.00

Pathogen infection Pq2821 a + sowndiv^c 36.326 8 10.250 -54.680 55.518 0.00

Pathogen infection Pe721 a + b * sowndiv 33.782 6 13.667 -54.445 55.752 0.00

Pathogen infection Pn1931 b * sowndiv^c 33.547 6 13.667 -53.975 56.223 0.00

Pathogen infection Pq2921 b * sowndiv^c 35.867 8 10.250 -53.762 56.435 0.00

Pathogen infection Pn2021 sowndiv^c 30.358 4 20.500 -52.197 58.000 0.00

Pathogen infection Pq2721 a + b * sowndiv 35.043 8 10.250 -52.112 58.085 0.00

Pathogen infection Pn1831 a + sowndiv^c 32.524 6 13.667 -51.928 58.269 0.00

Pathogen infection Pp2431 b * sowndiv^c 34.308 8 10.250 -50.643 59.555 0.00

Pathogen infection Pr3431 b * sowndiv^c 34.290 8 10.250 -50.607 59.590 0.00

Pathogen infection Pr3331 a + sowndiv^c 34.182 8 10.250 -50.392 59.805 0.00

Pathogen infection Pp2521 sowndiv^c 30.497 5 16.400 -50.205 59.992 0.00

Pathogen infection Ea921 a + exp(c * sowndiv) 31.598 6 13.667 -50.077 60.120 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Pathogen infection Pr3521 sowndiv^c 30.370 5 16.400 -49.951 60.246 0.00

Pathogen infection Pr3221 a + b * sowndiv 33.907 8 10.250 -49.842 60.355 0.00

Pathogen infection Pp2331 a + sowndiv^c 33.676 8 10.250 -49.380 60.817 0.00

Pathogen infection Ps4021 sowndiv^c 30.962 6 13.667 -48.805 61.392 0.00

Pathogen infection L011 block + (sowndiv + funcgr + grass + leg)^2 44.572 16 5.125 -48.775 61.422 0.00

Pathogen infection Eb1511 a + exp(c * sowndiv) 30.925 6 13.667 -48.731 61.467 0.00

Pathogen infection Pm1221 a + b * sowndiv 30.729 6 13.667 -48.338 61.859 0.00

Pathogen infection Pp2231 a + b * sowndiv 32.303 8 10.250 -46.634 63.563 0.00

Pathogen infection Pe1021 sowndiv^c 27.528 4 20.500 -46.536 63.661 0.00

Pathogen infection Ps3931 b * sowndiv^c 34.761 10 8.200 -46.424 63.773 0.00

Pathogen infection Pc521 sowndiv^c 26.032 3 27.333 -45.757 64.440 0.00

Pathogen infection Ps3831 a + sowndiv^c 34.280 10 8.200 -45.461 64.736 0.00

Pathogen infection Ef3921 a + exp(c * sowndiv) 31.632 8 10.250 -45.292 64.905 0.00

Pathogen infection Pq3021 sowndiv^c 27.839 5 16.400 -44.888 65.309 0.00

Pathogen infection Pm1521 sowndiv^c 26.078 4 20.500 -43.637 66.560 0.00

Pathogen infection Pc331 a + sowndiv^c 25.683 4 20.500 -42.847 67.350 0.00

Pathogen infection Ps3731 a + b * sowndiv 32.937 10 8.200 -42.776 67.421 0.00

Pathogen infection Pc431 b * sowndiv^c 24.561 4 20.500 -40.603 69.594 0.00

Pathogen infection Pe831 a + sowndiv^c 26.793 6 13.667 -40.466 69.731 0.00

Pathogen infection Pe931 b * sowndiv^c 26.500 6 13.667 -39.881 70.316 0.00

Pathogen infection M611 a * sowndiv/(b + sowndiv) 28.756 8 10.250 -39.540 70.658 0.00

Pathogen infection Pm1331 a + sowndiv^c 26.197 6 13.667 -39.274 70.923 0.00

Pathogen infection Ec2121 a + exp(c * sowndiv) 25.890 6 13.667 -38.659 71.538 0.00

Pathogen infection Pe731 a + b * sowndiv 25.650 6 13.667 -38.179 72.018 0.00

Pathogen infection M1132 d + a * sowndiv/(b + sowndiv) 27.988 8 10.250 -38.004 72.193 0.00

Pathogen infection M1232 d + a * sowndiv/(b + sowndiv) 27.931 8 10.250 -37.890 72.307 0.00

Pathogen infection Pm1431 b * sowndiv^c 25.263 6 13.667 -37.406 72.791 0.00

Pathogen infection M511 a * sowndiv/(b + sowndiv) 25.251 6 13.667 -37.383 72.815 0.00

Pathogen infection Pn1721 a + b * sowndiv 24.872 6 13.667 -36.625 73.573 0.00

Pathogen infection Pq2831 a + sowndiv^c 27.265 8 10.250 -36.558 73.639 0.00

Pathogen infection Pq2931 b * sowndiv^c 27.138 8 10.250 -36.303 73.894 0.00

Pathogen infection M921 a * sowndiv/(b + sowndiv) 29.658 10 8.200 -36.217 73.980 0.00

Pathogen infection M622 a * sowndiv/(b + sowndiv) 26.472 8 10.250 -34.971 75.226 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Pathogen infection Pq2731 a + b * sowndiv 26.271 8 10.250 -34.569 75.628 0.00

Pathogen infection Eb1521 a + exp(c * sowndiv) 23.337 6 13.667 -33.555 76.643 0.00

Pathogen infection M711 a * sowndiv/(b + sowndiv) 25.706 8 10.250 -33.439 76.758 0.00

Pathogen infection Pm1231 a + b * sowndiv 23.104 6 13.667 -33.087 77.110 0.00

Pathogen infection L211 sowndiv + funcgr + leg 23.014 6 13.667 -32.908 77.289 0.00

Pathogen infection Pr3231 a + b * sowndiv 25.261 8 10.250 -32.550 77.647 0.00

Pathogen infection M932 a * sowndiv/(b + sowndiv) 27.698 10 8.200 -32.297 77.900 0.00

Pathogen infection M1432 d + a * sowndiv/(b + sowndiv) 29.024 11 7.455 -32.277 77.920 0.00

Pathogen infection E31 a + exp(c * sowndiv) 20.338 4 20.500 -32.157 78.040 0.00

Pathogen infection Pc221 a + b * sowndiv 19.850 4 20.500 -31.180 79.017 0.00

Pathogen infection M522 a * sowndiv/(b + sowndiv) 21.678 6 13.667 -30.236 79.962 0.00

Pathogen infection M821 a * sowndiv/(b + sowndiv) 22.538 8 10.250 -27.104 83.093 0.00

Pathogen infection L222 sowndiv + funcgr + leg 19.643 6 13.667 -26.166 84.031 0.00

Pathogen infection Ea121 exp(c * sowndiv) 17.244 4 20.500 -25.969 84.228 0.00

Pathogen infection M722 a * sowndiv/(b + sowndiv) 21.935 8 10.250 -25.897 84.300 0.00

Pathogen infection Pn1731 a + b * sowndiv 18.971 6 13.667 -24.821 85.376 0.00

Pathogen infection Ef4211 exp(c * sowndiv) 17.249 5 16.400 -23.709 86.488 0.00

Pathogen infection E32 a + exp(c * sowndiv) 15.635 4 20.500 -22.750 87.447 0.00

Pathogen infection M832 a * sowndiv/(b + sowndiv) 20.337 8 10.250 -22.702 87.495 0.00

Pathogen infection Pc231 a + b * sowndiv 15.027 4 20.500 -21.534 88.663 0.00

Pathogen infection L21 sowndiv + funcgr + leg 16.897 6 13.667 -20.673 89.524 0.00

Pathogen infection Pg181 a + sowndiv^c 15.187 5 16.400 -19.584 90.613 0.00

Pathogen infection Pg191 b * sowndiv^c 14.896 5 16.400 -19.002 91.196 0.00

Pathogen infection M311 a * sowndiv/(b + sowndiv) 16.050 6 13.667 -18.981 91.217 0.00

Pathogen infection L22 sowndiv + funcgr + leg 15.925 6 13.667 -18.729 91.468 0.00

Pathogen infection M411 a * sowndiv/(b + sowndiv) 15.832 6 13.667 -18.545 91.652 0.00

Pathogen infection Ph241 b * sowndiv^c 16.305 7 11.714 -17.096 93.101 0.00

Pathogen infection Pj341 b * sowndiv^c 15.805 7 11.714 -16.097 94.100 0.00

Pathogen infection M101 d + a * sowndiv/(b + sowndiv) 15.631 7 11.714 -15.748 94.449 0.00

Pathogen infection Pj331 a + sowndiv^c 15.625 7 11.714 -15.736 94.461 0.00

Pathogen infection Ec2411 exp(c * sowndiv) 12.014 4 20.500 -15.509 94.688 0.00

Pathogen infection Ph231 a + sowndiv^c 15.301 7 11.714 -15.088 95.109 0.00

Pathogen infection E61 exp(c * sowndiv) 10.465 3 27.333 -14.623 95.574 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Pathogen infection Pk391 b * sowndiv^c 16.812 9 9.111 -13.124 97.073 0.00

Pathogen infection Eb1811 exp(c * sowndiv) 10.468 4 20.500 -12.416 97.781 0.00

Pathogen infection E22 a + b * exp(sowndiv) 10.274 4 20.500 -12.028 98.169 0.00

Pathogen infection Pk381 a + sowndiv^c 16.002 9 9.111 -11.504 98.693 0.00

Pathogen infection Ea1221 exp(c * sowndiv) 9.960 4 20.500 -11.401 98.796 0.00

Pathogen infection Ph221 a + b * sowndiv 13.254 7 11.714 -10.994 99.203 0.00

Pathogen infection M151 d + a * sowndiv/(b + sowndiv) 16.376 10 8.200 -9.654 100.543 0.00

Pathogen infection Ef4221 exp(c * sowndiv) 10.073 5 16.400 -9.356 100.841 0.00

Pathogen infection M6 a * sowndiv/(b + sowndiv) 12.411 7 11.714 -9.309 100.888 0.00

Pathogen infection Ed3021 exp(c * sowndiv) 10.002 5 16.400 -9.215 100.982 0.00

Pathogen infection M161 d + a * sowndiv/(b + sowndiv) 20.154 13 6.308 -8.955 101.242 0.00

Pathogen infection M422 a * sowndiv/(b + sowndiv) 10.737 6 13.667 -8.353 101.844 0.00

Pathogen infection Pk371 a + b * sowndiv 14.054 9 9.111 -7.608 102.589 0.00

Pathogen infection M321 a * sowndiv/(b + sowndiv) 9.854 6 13.667 -6.587 103.610 0.00

Pathogen infection Pa3 a + sowndiv^c 5.973 3 27.333 -5.639 104.559 0.00

Pathogen infection Pb31 a + sowndiv^c 5.973 3 27.333 -5.639 104.559 0.00

Pathogen infection M3 a * sowndiv/(b + sowndiv) 8.073 5 16.400 -5.356 104.841 0.00

Pathogen infection AS1 SSasymp(sowndiv, Asym, R0, lrc) 6.870 4 20.500 -5.221 104.976 0.00

Pathogen infection M2 d + a * sowndiv/(b + sowndiv) 6.683 4 20.500 -4.846 105.351 0.00

Pathogen infection M81 a * sowndiv/(b + sowndiv) 10.018 7 11.714 -4.522 105.675 0.00

Pathogen infection Pa4 b * sowndiv^c 5.278 3 27.333 -4.247 105.950 0.00

Pathogen infection Pb41 b * sowndiv^c 5.278 3 27.333 -4.247 105.950 0.00

Pathogen infection Pb11 a + b * sowndiv^c 6.155 4 20.500 -3.791 106.406 0.00

Pathogen infection L2 sowndiv + funcgr + leg 6.919 5 16.400 -3.049 107.148 0.00

Pathogen infection Pd91 b * sowndiv^c 6.652 5 16.400 -2.515 107.682 0.00

Pathogen infection Pd81 a + sowndiv^c 6.645 5 16.400 -2.501 107.696 0.00

Pathogen infection Pf131 a + sowndiv^c 6.268 5 16.400 -1.746 108.451 0.00

Pathogen infection Pf141 b * sowndiv^c 5.673 5 16.400 -0.557 109.640 0.00

Pathogen infection Pd71 a + b * sowndiv 5.597 5 16.400 -0.404 109.793 0.00

Pathogen infection L0 block + (sowndiv + funcgr + grass + leg)^2 18.527 15 5.467 0.219 110.416 0.00

Pathogen infection Pn2031 sowndiv^c 3.933 4 20.500 0.654 110.851 0.00

Pathogen infection Pi291 b * sowndiv^c 7.348 7 11.714 0.817 111.014 0.00

Pathogen infection M111 d + a * sowndiv/(b + sowndiv) 7.242 7 11.714 1.029 111.226 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Pathogen infection M121 d + a * sowndiv/(b + sowndiv) 7.242 7 11.714 1.030 111.227 0.00

Pathogen infection Pi281 a + sowndiv^c 7.224 7 11.714 1.065 111.262 0.00

Pathogen infection Pj321 a + b * sowndiv 7.222 7 11.714 1.069 111.266 0.00

Pathogen infection M5 a * sowndiv/(b + sowndiv) 4.745 5 16.400 1.299 111.496 0.00

Pathogen infection Ec2421 exp(c * sowndiv) 3.570 4 20.500 1.379 111.577 0.00

Pathogen infection Ea12 exp(c * sowndiv) 2.367 3 27.333 1.574 111.771 0.00

Pathogen infection Pf121 a + b * sowndiv 4.472 5 16.400 1.845 112.042 0.00

Pathogen infection Pe1031 sowndiv^c 2.939 4 20.500 2.641 112.838 0.00

Pathogen infection Pd61 a + b * sowndiv^c 6.362 7 11.714 2.789 112.986 0.00

Pathogen infection Pr3531 sowndiv^c 3.963 5 16.400 2.863 113.060 0.00

Pathogen infection Pp2531 sowndiv^c 3.934 5 16.400 2.922 113.119 0.00

Pathogen infection Pi271 a + b * sowndiv 6.179 7 11.714 3.155 113.352 0.00

Pathogen infection Pg171 a + b * sowndiv 3.781 5 16.400 3.227 113.425 0.00

Pathogen infection Pc531 sowndiv^c 1.501 3 27.333 3.307 113.504 0.00

Pathogen infection Pq3031 sowndiv^c 3.040 5 16.400 4.710 114.907 0.00

Pathogen infection Pm1531 sowndiv^c 1.865 4 20.500 4.790 114.987 0.00

Pathogen infection Ps4031 sowndiv^c 4.085 6 13.667 4.951 115.148 0.00

Pathogen infection M7 a * sowndiv/(b + sowndiv) 5.081 7 11.714 5.351 115.548 0.00

Pathogen infection Pb21 a + b * sowndiv 0.410 3 27.333 5.487 115.684 0.00

Pathogen infection Pa2 a + b * sowndiv 0.410 3 27.333 5.487 115.684 0.00

Pathogen infection M1 a * sowndiv/(b + sowndiv) 0.260 3 27.333 5.788 115.985 0.00

Pathogen infection M1a SSmicmen(sowndiv, Vm, k) 0.260 3 27.333 5.788 115.985 0.00

Pathogen infection E62 exp(c * sowndiv) -0.331 3 27.333 6.970 117.167 0.00

Pathogen infection M4 a * sowndiv/(b + sowndiv) 1.345 5 16.400 8.100 118.297 0.00

Pathogen infection Eb1821 exp(c * sowndiv) 0.004 4 20.500 8.511 118.708 0.00

Pathogen infection E2 a + b * exp(sowndiv) -4.382 3 27.333 15.071 125.268 0.00

Pathogen infection Ec24 exp(c * sowndiv) -4.515 3 27.333 15.338 125.535 0.00

Pathogen infection Eb18 exp(c * sowndiv) -8.313 3 27.333 22.933 133.130 0.00

Pathogen infection Pg201 sowndiv^c -22.795 3 27.333 51.897 162.094 0.00

Pathogen infection Pb51 sowndiv^c -24.119 2 41.000 52.389 162.586 0.00

Pathogen infection Pa5 sowndiv^c -24.119 2 41.000 52.389 162.586 0.00

Pathogen infection E52 b * exp(sowndiv) -23.229 3 27.333 52.766 162.964 0.00

Pathogen infection Pd101 sowndiv^c -23.764 3 27.333 53.836 164.033 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Pathogen infection Ph251 sowndiv^c -22.746 4 20.500 54.012 164.209 0.00

Pathogen infection Pj351 sowndiv^c -22.791 4 20.500 54.102 164.299 0.00

Pathogen infection Pf151 sowndiv^c -24.119 3 27.333 54.545 164.742 0.00

Pathogen infection Pi301 sowndiv^c -23.643 4 20.500 55.805 166.002 0.00

Pathogen infection Pk401 sowndiv^c -22.604 5 16.400 55.997 166.194 0.00

Pathogen infection E51 b * exp(sowndiv) -26.121 3 27.333 58.550 168.747 0.00

Pathogen infection M91 a * sowndiv/(b + sowndiv) -30.729 9 9.111 81.958 192.156 0.00

Pathogen infection E5 b * exp(sowndiv) -45.555 2 41.000 95.262 205.459 0.00

Pathogen infection Ec2221 a + exp(sowndiv) -794.917 4 20.500 1598.354 1708.551 0.00

Pathogen infection Ed2821 a + exp(sowndiv) -794.801 5 16.400 1600.391 1710.588 0.00

Pathogen infection Ee342 a + exp(sowndiv) -794.913 5 16.400 1600.615 1710.812 0.00

Pathogen infection Eg4621 a + exp(sowndiv) -794.796 6 13.667 1602.712 1712.909 0.00

Pathogen infection E42 a + exp(sowndiv) -801.579 3 27.333 1609.465 1719.662 0.00

Pathogen infection Eb1621 a + exp(sowndiv) -801.418 4 20.500 1611.355 1721.552 0.00

Pathogen infection Ea1021 a + exp(sowndiv) -801.577 4 20.500 1611.673 1721.870 0.00

Pathogen infection Ef4021 a + exp(sowndiv) -801.376 5 16.400 1613.542 1723.739 0.00

Pathogen infection Ea1011 a + exp(sowndiv) -1772.911 4 20.500 3554.342 3664.539 0.00

Pathogen infection Ef4011 a + exp(sowndiv) -1772.553 5 16.400 3555.894 3666.092 0.00

Pathogen infection Ed2811 a + exp(sowndiv) -1772.911 5 16.400 3556.612 3666.809 0.00

Pathogen infection Eg4611 a + exp(sowndiv) -1772.553 6 13.667 3558.225 3668.422 0.00

Pathogen infection E41 a + exp(sowndiv) -1784.916 3 27.333 3576.140 3686.338 0.00

Pathogen infection Eb1611 a + exp(sowndiv) -1784.570 4 20.500 3577.659 3687.856 0.00

Pathogen infection Ec2211 a + exp(sowndiv) -1784.916 4 20.500 3578.352 3688.549 0.00

Pathogen infection Ee341 a + exp(sowndiv) -1784.570 5 16.400 3579.929 3690.126 0.00

Pathogen infection Ef3721 a + b * exp(c * sowndiv) -2734.132 11 7.455 5494.035 5604.232 0.00

Pathogen infection E4 a + exp(sowndiv) -4912.516 2 41.000 9829.183 9939.380 0.00

Pathogen infection Ea10 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9941.536 0.00

Pathogen infection Eb16 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9941.536 0.00

Pathogen infection Ec22 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9941.536 0.00

Pathogen infection Ed28 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9943.748 0.00

Pathogen infection Ee40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9943.748 0.00

Pathogen infection Ef40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9943.748 0.00

Pathogen infection Eg46 a + exp(sowndiv) -4912.516 5 16.400 9835.821 9946.018 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Plant invasion Pa4 b * sowndiv^c 35.226 3 26.667 -64.136 0.000 0.29

Plant invasion Pa3 a + sowndiv^c 35.036 3 26.667 -63.757 0.380 0.24

Plant invasion AS1 SSasymp(sowndiv, Asym, R0, lrc) 36.012 4 20.000 -63.491 0.645 0.21

Plant invasion M2 d + a * sowndiv/(b + sowndiv) 35.790 4 20.000 -63.047 1.089 0.17

Plant invasion BIEXP SSbiexp(sowndiv, A1, lrc1, A2, lrc2) 36.014 5 16.000 -61.218 2.918 0.07

Plant invasion M1 a * sowndiv/(b + sowndiv) 32.131 3 26.667 -57.946 6.190 0.01

Plant invasion M1a SSmicmen(sowndiv, Vm, k) 32.131 3 26.667 -57.946 6.190 0.01

Plant invasion Pa2 a + b * sowndiv 29.147 3 26.667 -51.978 12.159 0.00

Plant invasion L2 sowndiv + funcgr + leg 30.911 5 16.000 -51.012 13.125 0.00

Plant invasion E2 a + b * exp(sowndiv) 26.742 3 26.667 -47.168 16.969 0.00

Plant invasion L0 block + (sowndiv + funcgr + grass + leg)^2 37.835 15 5.333 -38.170 25.967 0.00

Plant invasion E5 b * exp(sowndiv) 13.224 2 40.000 -22.293 41.844 0.00

Plant invasion Pa5 sowndiv^c -34.269 2 40.000 72.694 136.830 0.00

Plant invasion E4 a + exp(sowndiv) -4793.686 2 40.000 9591.527 9655.664 0.00

Bioturbation L22 sowndiv + funcgr + leg 51.391 6 13.667 -89.662 0.000 0.54

Bioturbation L21 sowndiv + funcgr + leg 51.249 6 13.667 -89.377 0.285 0.46

Bioturbation Pg191 b * sowndiv^c 33.746 5 16.400 -56.703 32.958 0.00

Bioturbation Pg181 a + sowndiv^c 33.689 5 16.400 -56.589 33.073 0.00

Bioturbation L2 sowndiv + funcgr + leg 33.180 5 16.400 -55.570 34.092 0.00

Bioturbation M6 a * sowndiv/(b + sowndiv) 35.506 7 11.714 -55.499 34.162 0.00

Bioturbation Pg171 a + b * sowndiv 33.072 5 16.400 -55.355 34.306 0.00

Bioturbation Pn1831 a + sowndiv^c 34.117 6 13.667 -55.114 34.547 0.00

Bioturbation Pn1931 b * sowndiv^c 34.103 6 13.667 -55.087 34.575 0.00

Bioturbation Pn1921 b * sowndiv^c 33.896 6 13.667 -54.671 34.990 0.00

Bioturbation Pn1821 a + sowndiv^c 33.807 6 13.667 -54.493 35.168 0.00

Bioturbation M611 a * sowndiv/(b + sowndiv) 36.172 8 10.250 -54.372 35.289 0.00

Bioturbation L222 sowndiv + funcgr + leg 33.556 6 13.667 -53.993 35.669 0.00

Bioturbation L211 sowndiv + funcgr + leg 33.494 6 13.667 -53.868 35.793 0.00

Bioturbation Pn1721 a + b * sowndiv 33.471 6 13.667 -53.822 35.839 0.00

Bioturbation Ea911 a + exp(c * sowndiv) 33.428 6 13.667 -53.736 35.925 0.00

Bioturbation Pn1731 a + b * sowndiv 33.328 6 13.667 -53.536 36.125 0.00

Bioturbation M622 a * sowndiv/(b + sowndiv) 35.594 8 10.250 -53.216 36.446 0.00

Bioturbation Pj321 a + b * sowndiv 34.315 7 11.714 -53.117 36.545 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Bioturbation Pj341 b * sowndiv^c 34.126 7 11.714 -52.739 36.923 0.00

Bioturbation M311 a * sowndiv/(b + sowndiv) 32.900 6 13.667 -52.680 36.981 0.00

Bioturbation Pj331 a + sowndiv^c 34.078 7 11.714 -52.642 37.020 0.00

Bioturbation Ea921 a + exp(c * sowndiv) 32.774 6 13.667 -52.428 37.234 0.00

Bioturbation Ph231 a + sowndiv^c 33.871 7 11.714 -52.228 37.433 0.00

Bioturbation M91 a * sowndiv/(b + sowndiv) 36.353 9 9.111 -52.205 37.456 0.00

Bioturbation Ph221 a + b * sowndiv 33.799 7 11.714 -52.084 37.578 0.00

Bioturbation Ph241 b * sowndiv^c 33.798 7 11.714 -52.082 37.580 0.00

Bioturbation Pr3231 a + b * sowndiv 34.861 8 10.250 -51.749 37.913 0.00

Bioturbation Pr3431 b * sowndiv^c 34.599 8 10.250 -51.225 38.437 0.00

Bioturbation M81 a * sowndiv/(b + sowndiv) 33.345 7 11.714 -51.177 38.484 0.00

Bioturbation Pr3331 a + sowndiv^c 34.468 8 10.250 -50.964 38.697 0.00

Bioturbation Pr3221 a + b * sowndiv 34.446 8 10.250 -50.919 38.743 0.00

Bioturbation Pp2231 a + b * sowndiv 34.374 8 10.250 -50.776 38.885 0.00

Bioturbation Ef3921 a + exp(c * sowndiv) 34.286 8 10.250 -50.600 39.061 0.00

Bioturbation Pr3321 a + sowndiv^c 34.260 8 10.250 -50.547 39.115 0.00

Bioturbation Pr3421 b * sowndiv^c 34.256 8 10.250 -50.539 39.122 0.00

Bioturbation Pp2431 b * sowndiv^c 34.170 8 10.250 -50.368 39.294 0.00

Bioturbation Pp2331 a + sowndiv^c 34.168 8 10.250 -50.363 39.298 0.00

Bioturbation Pp2321 a + sowndiv^c 34.128 8 10.250 -50.283 39.378 0.00

Bioturbation Pp2221 a + b * sowndiv 33.942 8 10.250 -49.912 39.749 0.00

Bioturbation M832 a * sowndiv/(b + sowndiv) 33.928 8 10.250 -49.883 39.779 0.00

Bioturbation M932 a * sowndiv/(b + sowndiv) 36.474 10 8.200 -49.849 39.813 0.00

Bioturbation L0 block + (sowndiv + funcgr + grass + leg)^2 42.835 15 5.467 -48.397 41.264 0.00

Bioturbation Pk371 a + b * sowndiv 34.366 9 9.111 -48.233 41.429 0.00

Bioturbation Pk381 a + sowndiv^c 34.321 9 9.111 -48.141 41.520 0.00

Bioturbation Pk391 b * sowndiv^c 34.235 9 9.111 -47.971 41.691 0.00

Bioturbation L011 block + (sowndiv + funcgr + grass + leg)^2 43.917 16 5.125 -47.465 42.196 0.00

Bioturbation Ps3731 a + b * sowndiv 34.915 10 8.200 -46.732 42.929 0.00

Bioturbation M1321 d + a * sowndiv/(b + sowndiv) 36.179 11 7.455 -46.586 43.076 0.00

Bioturbation Ps3931 b * sowndiv^c 34.628 10 8.200 -46.158 43.504 0.00

Bioturbation Ps3831 a + sowndiv^c 34.591 10 8.200 -46.084 43.577 0.00

Bioturbation Ps3821 a + sowndiv^c 34.570 10 8.200 -46.041 43.620 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Bioturbation Ps3721 a + b * sowndiv 34.499 10 8.200 -45.899 43.763 0.00

Bioturbation Ps3921 b * sowndiv^c 34.424 10 8.200 -45.750 43.912 0.00

Bioturbation L021 block + (sowndiv + funcgr + grass + leg)^2 43.031 16 5.125 -45.694 43.968 0.00

Bioturbation M5 a * sowndiv/(b + sowndiv) 27.553 5 16.400 -44.317 45.344 0.00

Bioturbation Pd81 a + sowndiv^c 27.499 5 16.400 -44.209 45.452 0.00

Bioturbation Pd91 b * sowndiv^c 27.287 5 16.400 -43.785 45.877 0.00

Bioturbation Pi291 b * sowndiv^c 29.352 7 11.714 -43.190 46.471 0.00

Bioturbation Pd71 a + b * sowndiv 26.938 5 16.400 -43.086 46.576 0.00

Bioturbation M522 a * sowndiv/(b + sowndiv) 27.886 6 13.667 -42.652 47.010 0.00

Bioturbation Pq2931 b * sowndiv^c 30.223 8 10.250 -42.473 47.189 0.00

Bioturbation M7 a * sowndiv/(b + sowndiv) 28.974 7 11.714 -42.434 47.227 0.00

Bioturbation Pe831 a + sowndiv^c 27.710 6 13.667 -42.300 47.361 0.00

Bioturbation Pe821 a + sowndiv^c 27.683 6 13.667 -42.247 47.415 0.00

Bioturbation M511 a * sowndiv/(b + sowndiv) 27.665 6 13.667 -42.211 47.451 0.00

Bioturbation Pe931 b * sowndiv^c 27.575 6 13.667 -42.031 47.631 0.00

Bioturbation Pe921 b * sowndiv^c 27.461 6 13.667 -41.803 47.859 0.00

Bioturbation Pi281 a + sowndiv^c 28.605 7 11.714 -41.696 47.966 0.00

Bioturbation Pa4 b * sowndiv^c 23.999 3 27.333 -41.691 47.971 0.00

Bioturbation Pb41 b * sowndiv^c 23.999 3 27.333 -41.691 47.971 0.00

Bioturbation Pe731 a + b * sowndiv 27.306 6 13.667 -41.493 48.169 0.00

Bioturbation Ec2121 a + exp(c * sowndiv) 27.304 6 13.667 -41.487 48.174 0.00

Bioturbation Pa3 a + sowndiv^c 23.847 3 27.333 -41.386 48.276 0.00

Bioturbation Pb31 a + sowndiv^c 23.847 3 27.333 -41.386 48.276 0.00

Bioturbation Pi271 a + b * sowndiv 28.428 7 11.714 -41.343 48.318 0.00

Bioturbation M121 d + a * sowndiv/(b + sowndiv) 28.340 7 11.714 -41.166 48.495 0.00

Bioturbation Pe721 a + b * sowndiv 27.103 6 13.667 -41.086 48.576 0.00

Bioturbation LG2 SSlogis(sowndiv, Asym, xmid, scal) 24.773 4 20.500 -41.027 48.635 0.00

Bioturbation Pq2921 b * sowndiv^c 29.356 8 10.250 -40.739 48.923 0.00

Bioturbation M722 a * sowndiv/(b + sowndiv) 29.351 8 10.250 -40.729 48.933 0.00

Bioturbation M1a SSmicmen(sowndiv, Vm, k) 23.445 3 27.333 -40.583 49.079 0.00

Bioturbation M1 a * sowndiv/(b + sowndiv) 23.445 3 27.333 -40.583 49.079 0.00

Bioturbation AS2 SSasympOff(sowndiv, Asym, lrc, c0) 24.431 4 20.500 -40.342 49.319 0.00

Bioturbation AS1 SSasymp(sowndiv, Asym, R0, lrc) 24.431 4 20.500 -40.342 49.319 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Bioturbation LG1 SSfpl(sowndiv, A, B, xmid, scal) 25.560 5 16.400 -40.330 49.332 0.00

Bioturbation Pc421 b * sowndiv^c 24.402 4 20.500 -40.285 49.376 0.00

Bioturbation M711 a * sowndiv/(b + sowndiv) 29.104 8 10.250 -40.235 49.427 0.00

Bioturbation Pq2731 a + b * sowndiv 29.051 8 10.250 -40.128 49.533 0.00

Bioturbation M2 d + a * sowndiv/(b + sowndiv) 24.277 4 20.500 -40.035 49.626 0.00

Bioturbation Pq2831 a + sowndiv^c 28.994 8 10.250 -40.016 49.646 0.00

Bioturbation Pc321 a + sowndiv^c 24.205 4 20.500 -39.890 49.771 0.00

Bioturbation Pc431 b * sowndiv^c 24.168 4 20.500 -39.817 49.844 0.00

Bioturbation Pd61 a + b * sowndiv^c 27.661 7 11.714 -39.808 49.854 0.00

Bioturbation Pc331 a + sowndiv^c 24.111 4 20.500 -39.702 49.960 0.00

Bioturbation Pb21 a + b * sowndiv 22.976 3 27.333 -39.645 50.017 0.00

Bioturbation Pa2 a + b * sowndiv 22.976 3 27.333 -39.645 50.017 0.00

Bioturbation AS3 SSasympOrig(sowndiv, Asym, lrc) 22.956 3 27.333 -39.604 50.058 0.00

Bioturbation Pa1 a + b * sowndiv^c 24.000 4 20.500 -39.481 50.180 0.00

Bioturbation Pb11 a + b * sowndiv^c 24.000 4 20.500 -39.481 50.180 0.00

Bioturbation Pq2821 a + sowndiv^c 28.682 8 10.250 -39.391 50.271 0.00

Bioturbation M1232 d + a * sowndiv/(b + sowndiv) 28.620 8 10.250 -39.268 50.394 0.00

Bioturbation M1221 d + a * sowndiv/(b + sowndiv) 28.493 8 10.250 -39.014 50.647 0.00

Bioturbation Pq2721 a + b * sowndiv 28.478 8 10.250 -38.984 50.678 0.00

Bioturbation Pc221 a + b * sowndiv 23.599 4 20.500 -38.678 50.984 0.00

Bioturbation M211 d + a * sowndiv/(b + sowndiv) 24.642 5 16.400 -38.495 51.166 0.00

Bioturbation E31 a + exp(c * sowndiv) 23.462 4 20.500 -38.404 51.257 0.00

Bioturbation M222 d + a * sowndiv/(b + sowndiv) 24.497 5 16.400 -38.205 51.456 0.00

Bioturbation Pc121 a + b * sowndiv^c 24.405 5 16.400 -38.021 51.640 0.00

Bioturbation Pc231 a + b * sowndiv 23.004 4 20.500 -37.489 52.172 0.00

Bioturbation Pf131 a + sowndiv^c 24.040 5 16.400 -37.290 52.372 0.00

Bioturbation E32 a + exp(c * sowndiv) 22.878 4 20.500 -37.236 52.426 0.00

Bioturbation Pf141 b * sowndiv^c 24.009 5 16.400 -37.228 52.434 0.00

Bioturbation M4 a * sowndiv/(b + sowndiv) 23.648 5 16.400 -36.506 53.156 0.00

Bioturbation Pf121 a + b * sowndiv 23.611 5 16.400 -36.433 53.228 0.00

Bioturbation Pm1321 a + sowndiv^c 24.552 6 13.667 -35.983 53.678 0.00

Bioturbation E2 a + b * exp(sowndiv) 21.086 3 27.333 -35.865 53.797 0.00

Bioturbation Pm1421 b * sowndiv^c 24.411 6 13.667 -35.702 53.959 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Bioturbation Pm1331 a + sowndiv^c 24.220 6 13.667 -35.319 54.343 0.00

Bioturbation Pm1431 b * sowndiv^c 24.218 6 13.667 -35.316 54.345 0.00

Bioturbation M1432 d + a * sowndiv/(b + sowndiv) 30.418 11 7.455 -35.064 54.598 0.00

Bioturbation Pm1221 a + b * sowndiv 23.977 6 13.667 -34.834 54.828 0.00

Bioturbation Eb1511 a + exp(c * sowndiv) 23.941 6 13.667 -34.762 54.899 0.00

Bioturbation M422 a * sowndiv/(b + sowndiv) 23.871 6 13.667 -34.621 55.040 0.00

Bioturbation Pm1231 a + b * sowndiv 23.791 6 13.667 -34.462 55.199 0.00

Bioturbation Eb1521 a + exp(c * sowndiv) 23.782 6 13.667 -34.444 55.217 0.00

Bioturbation E22 a + b * exp(sowndiv) 21.156 4 20.500 -33.793 55.869 0.00

Bioturbation Ef4211 exp(c * sowndiv) 21.157 5 16.400 -31.524 58.137 0.00

Bioturbation Ef4221 exp(c * sowndiv) 16.334 5 16.400 -21.879 67.782 0.00

Bioturbation Ea121 exp(c * sowndiv) 13.914 4 20.500 -19.308 70.354 0.00

Bioturbation Ed3021 exp(c * sowndiv) 15.004 5 16.400 -19.219 70.443 0.00

Bioturbation Ec2411 exp(c * sowndiv) 13.139 4 20.500 -17.759 71.902 0.00

Bioturbation Ec2421 exp(c * sowndiv) 11.048 4 20.500 -13.576 76.085 0.00

Bioturbation Ec24 exp(c * sowndiv) 7.669 3 27.333 -9.030 80.632 0.00

Bioturbation Ea1221 exp(c * sowndiv) 8.355 4 20.500 -8.190 81.472 0.00

Bioturbation E61 exp(c * sowndiv) 6.736 3 27.333 -7.165 82.497 0.00

Bioturbation Eb1811 exp(c * sowndiv) 7.513 4 20.500 -6.507 83.155 0.00

Bioturbation Ea12 exp(c * sowndiv) 4.914 3 27.333 -3.521 86.141 0.00

Bioturbation E51 b * exp(sowndiv) 4.582 3 27.333 -2.857 86.805 0.00

Bioturbation E62 exp(c * sowndiv) 4.096 3 27.333 -1.885 87.777 0.00

Bioturbation E5 b * exp(sowndiv) 2.777 2 41.000 -1.401 88.260 0.00

Bioturbation Eb1821 exp(c * sowndiv) 4.545 4 20.500 -0.571 89.091 0.00

Bioturbation E52 b * exp(sowndiv) 2.818 3 27.333 0.671 90.332 0.00

Bioturbation Eb18 exp(c * sowndiv) 2.171 3 27.333 1.965 91.627 0.00

Bioturbation Pp2521 sowndiv^c -24.896 5 16.400 60.581 150.243 0.00

Bioturbation Ps4021 sowndiv^c -24.707 6 13.667 62.534 152.196 0.00

Bioturbation Pr3521 sowndiv^c -26.207 5 16.400 63.204 152.866 0.00

Bioturbation Pq3021 sowndiv^c -26.584 5 16.400 63.957 153.619 0.00

Bioturbation Pe1021 sowndiv^c -28.744 4 20.500 66.007 155.669 0.00

Bioturbation Pn2021 sowndiv^c -29.447 4 20.500 67.414 157.075 0.00

Bioturbation Pm1521 sowndiv^c -37.625 4 20.500 83.770 173.431 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Bioturbation Pe1031 sowndiv^c -38.048 4 20.500 84.616 174.277 0.00

Bioturbation Pp2531 sowndiv^c -37.204 5 16.400 85.198 174.860 0.00

Bioturbation Pq3031 sowndiv^c -37.236 5 16.400 85.261 174.922 0.00

Bioturbation Pr3531 sowndiv^c -37.381 5 16.400 85.551 175.212 0.00

Bioturbation Pc521 sowndiv^c -40.052 3 27.333 86.412 176.074 0.00

Bioturbation Ps4031 sowndiv^c -37.205 6 13.667 87.529 177.191 0.00

Bioturbation Pn2031 sowndiv^c -43.222 4 20.500 94.963 184.625 0.00

Bioturbation Pc531 sowndiv^c -49.415 3 27.333 105.137 194.798 0.00

Bioturbation Pd101 sowndiv^c -50.173 3 27.333 106.654 196.315 0.00

Bioturbation Pm1531 sowndiv^c -49.112 4 20.500 106.743 196.405 0.00

Bioturbation Pj351 sowndiv^c -49.668 4 20.500 107.855 197.516 0.00

Bioturbation Ph251 sowndiv^c -50.103 4 20.500 108.726 198.388 0.00

Bioturbation Pi301 sowndiv^c -50.165 4 20.500 108.850 198.512 0.00

Bioturbation Pb51 sowndiv^c -52.563 2 41.000 109.278 198.939 0.00

Bioturbation Pa5 sowndiv^c -52.563 2 41.000 109.278 198.939 0.00

Bioturbation Pk401 sowndiv^c -49.652 5 16.400 110.093 199.755 0.00

Bioturbation Pg201 sowndiv^c -52.124 3 27.333 110.555 200.217 0.00

Bioturbation Pf151 sowndiv^c -52.405 3 27.333 111.117 200.778 0.00

Bioturbation Ec2221 a + exp(sowndiv) -794.448 4 20.500 1597.415 1687.077 0.00

Bioturbation Ed2821 a + exp(sowndiv) -794.410 5 16.400 1599.609 1689.271 0.00

Bioturbation Ee342 a + exp(sowndiv) -794.442 5 16.400 1599.673 1689.335 0.00

Bioturbation Eg4621 a + exp(sowndiv) -794.410 6 13.667 1601.939 1691.601 0.00

Bioturbation E42 a + exp(sowndiv) -801.242 3 27.333 1608.791 1698.453 0.00

Bioturbation Eb1621 a + exp(sowndiv) -801.072 4 20.500 1610.663 1700.325 0.00

Bioturbation Ea1021 a + exp(sowndiv) -801.210 4 20.500 1610.940 1700.602 0.00

Bioturbation Ef4021 a + exp(sowndiv) -800.951 5 16.400 1612.692 1702.353 0.00

Bioturbation Ea1011 a + exp(sowndiv) -1726.313 4 20.500 3461.145 3550.806 0.00

Bioturbation Ef4011 a + exp(sowndiv) -1726.127 5 16.400 3463.043 3552.704 0.00

Bioturbation Ed2811 a + exp(sowndiv) -1726.313 5 16.400 3463.415 3553.076 0.00

Bioturbation Eg4611 a + exp(sowndiv) -1726.127 6 13.667 3465.373 3555.035 0.00

Bioturbation Eb1611 a + exp(sowndiv) -1744.127 4 20.500 3496.773 3586.434 0.00

Bioturbation Ee341 a + exp(sowndiv) -1744.127 5 16.400 3499.043 3588.704 0.00

Bioturbation E41 a + exp(sowndiv) -1746.568 3 27.333 3499.445 3589.106 0.00
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Long variable name model name model formula LL K N2K AICc deltAICc w_ic

Bioturbation Ec2211 a + exp(sowndiv) -1746.568 4 20.500 3501.656 3591.318 0.00

Bioturbation Ef3721 a + b * exp(c * sowndiv) -2690.078 11 7.455 5405.927 5495.588 0.00

Bioturbation E4 a + exp(sowndiv) -4912.516 2 41.000 9829.183 9918.845 0.00

Bioturbation Ea10 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9921.000 0.00

Bioturbation Eb16 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9921.000 0.00

Bioturbation Ec22 a + exp(sowndiv) -4912.516 3 27.333 9831.339 9921.000 0.00

Bioturbation Ed28 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9923.212 0.00

Bioturbation Ee40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9923.212 0.00

Bioturbation Ef40 a + exp(sowndiv) -4912.516 4 20.500 9833.551 9923.212 0.00

Bioturbation Eg46 a + exp(sowndiv) -4912.516 5 16.400 9835.821 9925.482 0.00

Ant activity L2 sowndiv + funcgr + leg 13.401 5 16.200 -16.001 0.000 0.96

Ant activity Pa2 a + b * sowndiv 6.621 3 27.000 -6.929 9.072 0.01

Ant activity Pa3 a + sowndiv^c 6.047 3 27.000 -5.783 10.218 0.01

Ant activity E2 a + b * exp(sowndiv) 5.979 3 27.000 -5.645 10.356 0.01

Ant activity Pa4 b * sowndiv^c 5.939 3 27.000 -5.567 10.434 0.01

Ant activity AS1 SSasymp(sowndiv, Asym, R0, lrc) 6.701 4 20.250 -4.876 11.125 0.00

Ant activity Pa1 a + b * sowndiv^c 6.689 4 20.250 -4.852 11.149 0.00

Ant activity L0 block + (sowndiv + funcgr + grass + leg)^2 20.443 15 5.400 -3.502 12.499 0.00

Ant activity M1a SSmicmen(sowndiv, Vm, k) 4.842 3 27.000 -3.371 12.630 0.00

Ant activity M1 a * sowndiv/(b + sowndiv) 4.842 3 27.000 -3.371 12.630 0.00

Ant activity BIEXP SSbiexp(sowndiv, A1, lrc1, A2, lrc2) 6.702 5 16.200 -2.605 13.396 0.00

Ant activity Pa5 sowndiv^c -36.660 2 40.500 77.473 93.474 0.00

Ant activity E5 b * exp(sowndiv) -40.907 2 40.500 85.967 101.968 0.00

Ant activity E4 a + exp(sowndiv) -4853.104 2 40.500 9710.361 9726.362 0.00
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ID Response variable 1-2 2-3 3-4 4-5 5-6 6-7 7-8 8-9 9-10

1 Herbivores -0.90 -0.80 -0.70 -0.60 -0.50 -0.40 -0.30 -0.20 -0.10

2 Carnivores 0.10 -0.80 -0.70 -0.60 -0.50 -0.40 -0.30 -0.20 -0.10

3 Omnivores 0.10 0.20 -0.70 -0.60 -0.50 -0.40 -0.30 -0.20 -0.10

4 Parasitoids 0.10 0.20 0.30 -0.60 -0.50 -0.40 -0.30 -0.20 -0.10

5 Pollinators 0.10 0.20 0.30 0.40 -0.50 -0.40 -0.30 -0.20 -0.10

6 Voles 0.10 0.20 0.30 0.40 0.50 -0.40 -0.30 -0.20 -0.10

7 Plant invaders 0.10 0.20 0.30 0.40 0.50 0.60 -0.30 -0.20 -0.10

8 Herbivorous macrofauna 0.10 0.20 0.30 0.40 0.50 0.60 0.70 -0.20 -0.10

9 Predatory macrofauna 0.10 0.20 0.30 0.40 0.50 0.60 0.70 0.80 -0.10

10 Saprophagous macrofauna 0.10 0.20 0.30 0.40 0.50 0.60 0.70 0.80 0.90

F-Value 23.74 19.61 16.22 24.45 15.09 9.98 0.03 1.52 0.13

P-Value <0.01 <0.01 <0.01 <0.01 <0.01 <0.01 0.85 0.22 0.73
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carnivore abundance (1 vs. 2) differ significantly at P
<0.01.



ID Response variable 1-2 2-3 3-4 4-5 5-6 6-7 7-8 8-9

1 Herbivores -0.89 -0.78 -0.67 -0.56 -0.44 -0.33 -0.22 -0.11

2 Carnivores 0.11 -0.78 -0.67 -0.56 -0.44 -0.33 -0.22 -0.11

3 Omnivores 0.11 0.22 -0.67 -0.56 -0.44 -0.33 -0.22 -0.11

4 Parasitoids 0.11 0.22 0.33 -0.56 -0.44 -0.33 -0.22 -0.11

5 Pollinators 0.11 0.22 0.33 0.44 -0.44 -0.33 -0.22 -0.11

6 Invaders 0.11 0.22 0.33 0.44 0.56 -0.33 -0.22 -0.11

7 Herbivorous macrofauna 0.11 0.22 0.33 0.44 0.56 0.67 -0.22 -0.11

8 Predatory macrofauna 0.11 0.22 0.33 0.44 0.56 0.67 0.78 -0.11

9 Saprophagous macrofauna 0.11 0.22 0.33 0.44 0.56 0.67 0.78 0.89

F-Value 44.89 33.69 14.15 18.17 18.09 0.05 0.43 0.64

P-Value <0.01 <0.01 <0.01 <0.01 <0.01 0.83 0.52 0.43

S
u

p
p

le
m

e
n

ta
ry

 T
a
b

le
  5

b
 | M

u
ltiv

a
ria

te
 c

o
m

p
a
ris

o
n

s
 o

f o
rg

a
n

is
m

 s
p

e
c
ie

s
 ric

h
n

e
s
s
. 

C
o
lu

m
n
s
 a

re
 (fro

m
 le

ft to
 rig

h
t): ID

, v
a

ria
b
le

 n
u
m

b
e
r; R

e
s
p
o
n
s
e
 v

a
ria

b
le

s
 (h

e
rb

iv
o
re

 s
p

e
-

c
ie

s
 ric

h
n
e
s
s
 e

tc
.); "1

-2
" th

e
 s

u
c
c
e
s
s
iv

e
 d

iffe
re

n
c
e
 c

o
n
tra

s
t b

e
tw

e
e
n
 v

a
ria

b
le

s
 1

 a
n
d
 2

 

(h
e
rb

iv
o
re

s
 v

s
. c

a
rn

iv
o
re

s
); "2

-3
" e

tc
. a

c
c
o
rd

in
g
ly. T

a
b
le

 e
n
trie

s
 in

 ro
w

s
 1

-9
 a

re
 c

o
n
tra

s
t 

coefficients for successive difference contrasts. The tw
o bottom

 row
s contain the relevant 

in
fo

rm
a
tio

n
, n

a
m

e
ly

 th
e
 F

 a
n
d
 P

 v
a
lu

e
s
 fo

r th
e
 h

y
p
o
th

e
s
e
s
 te

s
te

d
. F

o
r e

x
a
m

p
le

, h
e
rb

iv
o
re

s
 

and carnivore diversity (1 vs. 2) differ significantly at P
<0.01.



ID Response variable 1-2 2-3 3-4 4-5 5-6 6-7 7-8 8-9 9-10

1 Herbivory -0.90 -0.80 -0.70 -0.60 -0.50 -0.40 -0.30 -0.20 -0.10

2 Parasitism 0.10 -0.80 -0.70 -0.60 -0.50 -0.40 -0.30 -0.20 -0.10

3 Flower visitation 0.10 0.20 -0.70 -0.60 -0.50 -0.40 -0.30 -0.20 -0.10

4 Decomposition 0.10 0.20 0.30 -0.60 -0.50 -0.40 -0.30 -0.20 -0.10

5 Seed predation 0.10 0.20 0.30 0.40 -0.50 -0.40 -0.30 -0.20 -0.10

6 Microbial respiration 0.10 0.20 0.30 0.40 0.50 -0.40 -0.30 -0.20 -0.10

7 Pathogen damage 0.10 0.20 0.30 0.40 0.50 0.60 -0.30 -0.20 -0.10

8 Invasion 0.10 0.20 0.30 0.40 0.50 0.60 0.70 -0.20 -0.10

9 Bioturbation 0.10 0.20 0.30 0.40 0.50 0.60 0.70 0.80 -0.10

10 Ant activity 0.10 0.20 0.30 0.40 0.50 0.60 0.70 0.80 0.90

F-Value 3.69 1.27 9.13 6.22 10.48 7.57 13.94 4.73 0.39

P-Value 0.06 0.27 <0.01 0.02 <0.01 0.01 <0.01 0.04 0.54
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vs. parasitism
); "2-3" etc. accordingly. Table entries in row

s 1-10 are contrast coefficients 
fo

r s
u
c
c
e
s
s
iv

e
 d

iffe
re

n
c
e
 c

o
n
tra

s
ts

. T
h
e
 tw

o
 b

o
tto

m
 ro

w
s
 c

o
n
ta

in
 th

e
 re

le
v
a
n
t in

fo
rm

a
tio

n
, 

n
a

m
e
ly

 th
e
 F

 a
n
d
 P

 v
a
lu

e
s
 fo

r th
e
 h

y
p

o
th

e
s
e
s
 te

s
te

d
. F

o
r e

x
a
m

p
le

, h
e
rb

iv
o
ry

 a
n
d
 p

a
ra

s
it-

ism
 (1 vs. 2) are not significantly different from

 one another.



ID Label 1 2 3 4 5 6 7 8 9 10

1 log (Plant species richness) 2.34

2 Aboveground plant biomass (g/m²) 0.15 0.03

3 Aboveground dead plant biomass (g/m²) 0.18 0.02 0.05

4 Aboveground herbivore abundance 0.21 0.02 0.03 0.05

5 Saprophagous macrofauna abundance 0.06 0.01 0.01 0.01 0.04

6 Herbivorous macrofauna abundance 0.15 0.02 0.02 0.02 0.02 0.05

7 Aboveground carnivore abundance 0.16 0.02 0.02 0.03 0.01 0.02 0.05

8 Predatory macrofauna abundance 0.05 0.01 0.01 0.02 0.02 0.02 0.01 0.04

9 Aboveground omnivore abundance 0.08 0.01 0.02 0.01 0.01 0.01 0.02 0.00 0.06

10 Aboveground parasitoid abundance 0.20 0.02 0.02 0.04 0.01 0.02 0.04 0.01 0.03 0.08

Supplem
entary Table  6 | Sam

ple covariance m
atrix used for the structural equation 
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ID Label 1 2 3 4 5 6 7 8 9 10

1 log (Plant species richness) 1.00

2 Aboveground plant biomass (g/m²) 0.57 1.00

3 Aboveground dead plant biomass (g/m²) 0.56 0.48 1.00

4 Aboveground herbivore abundance 0.65 0.54 0.60 1.00

5 Saprophagous macrofauna abundance 0.20 0.26 0.21 0.36 1.00

6 Herbivorous macrofauna abundance 0.42 0.40 0.37 0.50 0.43 1.00

7 Aboveground carnivore abundance 0.47 0.39 0.34 0.61 0.30 0.35 1.00

8 Predatory macrofauna abundance 0.18 0.30 0.13 0.41 0.51 0.53 0.32 1.00

9 Aboveground omnivore abundance 0.23 0.33 0.29 0.18 0.20 0.13 0.40 0.07 1.00

10 Aboveground parasitoid abundance 0.46 0.50 0.31 0.59 0.26 0.32 0.59 0.15 0.48 1.00

Supplem
entary Table  7 | Sam

ple correlation m
atrix used for the structural equation 
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Estimate S.E. C.R. P

Aboveground plant biomass (g/m²) <--- log (Plant species richness) 0.06 0.01 4.817 <0.001

Aboveground herbivore abundance <--- log (Plant species richness) 0.07 0.02 4.178 <0.001

Aboveground herbivore abundance <--- Aboveground plant biomass (g/m²) 0.27 0.16 1.749 0.08

Aboveground dead plant biomass (g/m²) <--- Aboveground plant biomass (g/m²) 0.30 0.18 1.696 0.09

Aboveground dead plant biomass (g/m²) <--- log (Plant species richness) 0.06 0.02 3.055 0.002

Aboveground carnivore abundance <--- Aboveground herbivore abundance 0.61 0.14 4.257 <0.001

Herbivorous macrofauna abundance <--- log (Plant species richness) 0.06 0.02 3.172 0.002

Saprophagous macrofauna abundance <--- Aboveground dead plant biomass (g/m²) 0.15 0.12 1.254 0.21

Aboveground carnivore abundance <--- Aboveground plant biomass (g/m²) 0.11 0.18 0.64 0.522

Aboveground parasitoid abundance <--- Aboveground herbivore abundance 0.70 0.17 4.185 <0.001

Aboveground omnivore abundance <--- Aboveground carnivore abundance 0.42 0.14 3.017 0.003

Predatory macrofauna abundance <--- Herbivorous macrofauna abundance 0.31 0.10 3.051 0.002

Predatory macrofauna abundance <--- Saprophagous macrofauna abundance 0.35 0.12 2.92 0.003

Aboveground parasitoid abundance <--- Aboveground plant biomass (g/m²) 0.27 0.21 1.336 0.182
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Estimate

Aboveground plant biomass (g/m²) <--- log (Plant species richness) 0.567

Aboveground herbivore abundance <--- log (Plant species richness) 0.529

Aboveground herbivore abundance <--- Aboveground plant biomass (g/m²) 0.218

Aboveground dead plant biomass (g/m²) <--- Aboveground plant biomass (g/m²) 0.237

Aboveground dead plant biomass (g/m²) <--- log (Plant species richness) 0.426

Aboveground carnivore abundance <--- Aboveground herbivore abundance 0.563

Herbivorous macrofauna abundance <--- log (Plant species richness) 0.4

Saprophagous macrofauna abundance <--- Aboveground dead plant biomass (g/m²) 0.17

Aboveground carnivore abundance <--- Aboveground plant biomass (g/m²) 0.085

Aboveground parasitoid abundance <--- Aboveground herbivore abundance 0.521

Aboveground omnivore abundance <--- Aboveground carnivore abundance 0.396

Predatory macrofauna abundance <--- Herbivorous macrofauna abundance 0.372

Predatory macrofauna abundance <--- Saprophagous macrofauna abundance 0.356

Aboveground parasitoid abundance <--- Aboveground plant biomass (g/m²) 0.164

Supplem
entary Table  9 | Standardized param

eter estim
ates of the structural equa

-

tio
n

 m
o

d
e
l p

re
s
e
n

te
d

 in
 F

ig
. 3



Esti
m
ate

S
.E

.
C

.R
.

P

A
b

o
ve

g
ro

u
n

d
 p

la
n

t b
io

m
a

ss (g
/m

²)
0

.6
2

0
.0

4
1

5
.3

8
<

0
.0

0
1

A
b

o
ve

g
ro

u
n

d
 h

e
rb

ivo
re

 a
b

u
n

d
a

n
ce

0
.1

3
0

.1
1

1
.1

9
0

.2
3

3

A
b

o
ve

g
ro

u
n

d
 d

e
a

d
 p

la
n

t b
io

m
a

ss (g
/m

²)
0

.0
5

0
.1

2
0

.3
8

0
.7

0
7

A
b

o
ve

g
ro

u
n

d
 ca

rn
ivo

re
 a

b
u

n
d

a
n

ce
0

.0
5

0
.1

2
0

.3
8

0
.7

0
5

H
e

rb
ivo

ro
u

s m
a

cro
fa

u
n

a
 a

b
u

n
d

a
n

ce
0

.3
7

0
.0

6
6

.5
5

<
0

.0
0

1

S
a

p
ro

p
h

a
g

o
u

s m
a

cro
fa

u
n

a
 a

b
u

n
d

a
n

ce
0

.4
6

0
.0

6
7

.9
5

<
0

.0
0

1

A
b

o
ve

g
ro

u
n

d
 o

m
n

ivo
re

 a
b

u
n

d
a

n
ce

0
.2

9
0

.0
7

4
.0

8
<

0
.0

0
1

A
b

o
ve

g
ro

u
n

d
 p

a
ra

sito
id

 a
b

u
n

d
a

n
ce

-0
.1

1
0

.1
4

-0
.7

4
0

.4
5

7

P
re

d
a

to
ry m

a
cro

fa
u

n
a

 a
b

u
n

d
a

n
ce

0
.2

0
0

.0
7

2
.7

8
0

.0
0

5

Supplem
entary Table  10 | Intercepts for variables in the structural equation m

odel 
p

re
s
e
n

te
d

 in
 F

ig
. 3

. S
.E

., s
ta

n
d
a
rd

 e
rro

r; C
.R

. c
ritic

a
l ra

tio
 (e

s
tim

a
te

 d
iv

id
e
d
 b

y
 S

.E
.)



S
u

p
p

le
m

e
n

ta
ry

 N
o

te
s

3
0 

K
em

p
so

n
, D

., L
lo

y
d
, M

. &
 G

h
elard

i, R
. A

 n
ew

 ex
tracto

r fo
r w

o
o
d
lan

d
 litter. P

ed
o
b
io

lo
g
ia

 

3
, 1

-2
1
 (1

9
6
3
).

3
1 

T
h
ielem

an
n
, U

. T
h
e O

ctet-m
eth

o
d
 fo

r sam
p
lin

g
 earth

w
o
rm

 p
o
p
u
latio

n
s. P

ed
o
b
io

lo
g
ia

 2
9
, 

2
9
6
-3

0
2
 (1

9
8
6
).

3
2 

O
'C

o
n
n
o
r, F

. B
. in

 P
ro

g
ress in

 S
o
il B

io
lo

g
y   (ed

 P. W
. M

u
rp

h
y
)  2

8
6
-2

9
3
 (B

u
tterw

o
rth

s, 

1
9
6
2
).

3
3 

D
arb

y
sh

ire, J. F
., W

h
eatley, R

., G
reav

es, M
. &

 In
k
so

n
, R

. A
 rap

id
 m

icro
m

eth
o
d
 fo

r estim
at-

in
g
 b

acterial an
d
 P

ro
to

zo
an

 p
o
p
u
latio

n
s in

 so
il. R

evu
e d

'E
co

lo
g
ie et B

io
lo

g
ie d

u
 S

o
l 11

, 4
6
5
-

4
7
5
. (1

9
7
4
).

3
4 

P
ag

e, F
. A

n
 Illu

stra
ted

 K
ey to

 F
resh

w
a
ter a

n
d
 S

o
il A

m
o
eb

a
e.  (F

resh
w

ater B
io

lo
g
ical A

sso
-

ciatio
n
, 1

9
7
6
).

3
5 

H
u
rley, M

. &
 R

o
sco

e, M
. A

u
to

m
ated

 statistical an
aly

sis o
f m

icro
b
ial en

u
m

eratio
n
 b

y
 d

ilu
-

tio
n
 series. Jo

u
rn

a
l o

f A
p
p
lied

 B
a
cterio

lo
g
y 5

5
, 1

5
9
-1

6
4
 (1

9
8
3
).

3
6 

S
ch

eu
, S

. A
u
to

m
ated

 m
easu

rem
en

t o
f th

e resp
irato

ry
 resp

o
n
se o

f so
il m

icro
co

m
p
artm

en
ts: 

activ
e m

icro
b
ial b

io
m

ass in
 earth

w
o
rm

 faeces. S
o
il B

io
lo

g
y a

n
d
 B

io
ch

em
istry 2

4
, 1

1
1
3
-1

1
1
8
 

(1
9
9
2
).

3
7 

A
n
d
erso

n
, J. P. E

. &
 D

o
m

sch
, K

. H
. M

in
eralizatio

n
 o

f b
acteria an

d
 fu

n
g
i in

 ch
lo

ro
fo

rm
-

fu
m

ig
ated

 so
ils. S

o
il B

io
lo

g
y a

n
d
 B

io
ch

em
istry 1

0
, 2

0
7
-2

1
3
 (1

9
7
8
).

3
8 

R
en

k
er, C

., H
ein

rich
s, J., K

ald
o
rf, M

. &
 B

u
sco

t, F
. C

o
m

b
in

in
g
 n

ested
 P

C
R

 an
d
 restrictio

n
 

d
ig

est o
f th

e in
tern

al tran
scrib

ed
 sp

acer reg
io

n
 to

 ch
aracterize arb

u
scu

lar m
y
co

rrh
izal fu

n
g
i 

on roots from
 the field. M

yco
rrh

iza
 1

3
, 1

9
1
-1

9
8
 (2

0
0
3
).

3
9 

Z
arei, M

. et a
l. C

o
m

m
u
n
ity

 stru
ctu

re o
f arb

u
scu

lar m
y
co

rrh
izal fu

n
g
i asso

ciated
 to

 V
ero

n
ica

 

ech
in

g
eri at th

e A
n
g
u
ran

 zin
c an

d
 lead

 m
in

in
g
 reg

io
n
. E

n
viro

n
. P

o
llu

t. 1
5
6
, 1

2
7
7
-1

2
8
3
 

(2
0
0
8
).

4
0 

A
ltsch

u
l, S

. F
. et a

l. G
ap

p
ed

 B
L

A
S

T
 an

d
 P

S
I-B

L
A

S
T

: a n
ew

 g
en

eratio
n
 o

f p
ro

tein
 d

atab
ase 

search
 p

ro
g
ram

s. N
u
cleic A

cid
s R

esea
rch

 2
5
, 3

3
8
9
-3

4
0
2
. (1

9
9
7
).

4
1 

C
o
rp

et, F
. M

u
ltip

le seq
u
en

ce alig
n

m
en

t w
ith

 h
ierarch

ical clu
sterin

g
. N

u
cleic A

cid
s R

esea
rch

 

1
6
, 1

0
8
8
1
-1

0
8
9
0
 (1

9
8
8
).

4
2 

K
im

u
ra, M

. A
 sim

p
le m

eth
o
d
 fo

r estim
atin

g
 ev

o
lu

tio
n
ary

 rates o
f b

ase su
b
stitu

tio
n
s th

ro
u
g
h
 

co
m

p
arativ

e stu
d
ies o

f n
u
cleo

tid
e seq

u
en

ces. Jo
u
rn

a
l o

f M
o
lecu

la
r E

vo
lu

tio
n
 1

6
, 1

1
1
-1

2
0
 

(1
9
8
0
).

4
3 

S
aito

u
, N

., N
ei, M

. T
h
e n

eig
h
b
o
r-jo

in
in

g
 m

eth
o
d
: A

 n
ew

 m
eth

o
d
 fo

r reco
n
stru

ctin
g
 p

h
y
lo

g
e-

n
etic trees. M

o
lecu

la
r B

io
lo

g
y a

n
d
 E

vo
lu

tio
n
 4

, 4
0
6
-4

2
5
 (1

9
8
7
).

4
4 

S
w

o
ffo

rd
, D

. L
. P

a
u
p
*
. P

h
ylo

g
en

etic a
n
a
lysis u

sin
g
 P

a
rsim

o
n
y (*

 a
n
d
 o

th
er m

eth
o
d
s). ver 

4
.0

b
8
.  (S

in
au

er A
sso

ciates, 2
0
0
0
).

4
5 

B
ö
rstler, B

., R
en

k
er, C

., K
ah

m
en

, A
. &

 B
u
sco

t, F
. S

p
ecies co

m
p
o
sitio

n
 o

f arb
u
scu

lar m
y
co

r-

rh
izal fu

n
g
i in

 tw
o
 m

o
u
n
tain

 m
ead

o
w

s w
ith

 d
ifferin

g
 m

an
ag

em
en

t ty
p
es an

d
 lev

els o
f p

lan
t 

b
io

d
iv

ersity. B
io

l F
ert S

o
ils 4

2
, 2

8
6
-2

9
8
. (2

0
0
6
).

4
6 

W
u
b
et, T

., W
eiß

, M
., K

o
ttk

e, I., T
ek

etay, D
. &

 O
b
erw

in
k
ler, F

. M
o
lecu

lar d
iv

ersity
 o

f ar-

b
u
scu

lar m
y
co

rrh
izal fu

n
g
i in

 P
ru

n
u
s african

a, an
 en

d
an

g
ered

 m
ed

icin
al tree sp

ecies in
 d

ry
 

A
fro

m
o
n
tan

e fo
rests o

f E
th

io
p
ia. N

ew
 P

h
yto

lo
g
ist 1

6
1
, 5

1
7
-5

2
8
 (2

0
0
3
).

4
7 

O
liv

eira, M
. R

. G
. et a

l. in
 R

o
o
t M

eth
o
d
s –

 A
 H

a
n
d
b
o
o
k   (ed

 A
. L

. S
m

it)  1
7
5
–
2
1
0
 (S

p
rin

g
-

er, 2
0
0
0

).
4

8 
R

 F
o
u
n
d
atio

n
 fo

r S
tatistical C

o
m

p
u
tin

g
, V

ien
n
a, A

u
stria, h

ttp
://w

w
w

.R
-p

ro
ject.o

rg
.

4
9 

L
eg

en
d
re, P. &

 L
eg

en
d
re, L

. N
u
m

erica
l eco

lo
g
y.  (E

lsev
ier S

cien
ce B

V
, 1

9
9
8
).

5
0 

M
cC

u
llag

h
, P. &

 N
eld

er, J. A
. G

en
era

lized
 lin

ea
r m

o
d
els. 2

 ed
n
,  (C

h
ap

m
an

 an
d
 H

all, 1
9
8
9
).

5
1 

S
ch

erb
er, C

., M
ilcu

, A
., P

artsch
, S

., S
ch

eu
, S

. &
 W

eisser, W
. W

. T
h
e E

ffects o
f P

lan
t D

i-

v
ersity

 an
d
 In

sect H
erb

iv
o
ry

 o
n
 P

erfo
rm

an
ce o

f In
d
iv

id
u
al P

lan
t S

p
ecies in

 E
x
p
erim

en
tal 

http://www.R-project.org)


G
rasslan

d
. Jo

u
rn

a
l o

f E
co

lo
g
y 9

4
, 9

2
2
-9

3
1
 (2

0
0
6
).

5
2 

B
u
rn

h
am

, K
. P. &

 A
n
d
erso

n
, D

. R
. M

o
d
el S

electio
n
 a

n
d
 M

u
ltim

o
d
el In

terferen
ce. A

 P
ra

cti-

ca
l In

fo
rm

a
tio

n
-T

h
eo

retic A
p
p
ro

a
ch

.  (S
p
rin

g
er S

cien
ce &

 B
u
sin

ess M
ed

ia, 2
0
0
2
).

5
3 

V
en

ab
les, W

. N
. &

 R
ip

ley, B
. D

. M
o
d
ern

 A
p
p
lied

 S
ta

tistics w
ith

 S
.  (S

p
rin

g
er, 2

0
0
2
).

5
4 

Q
u
in

n
, G

. P. &
 K

eo
u
g
h
, M

. J. E
xp

erim
en

ta
l D

esig
n
 a

n
d
 D

a
ta

 A
n
a
lysis fo

r B
io

lo
g
ists.  

(C
am

b
rid

g
e U

n
iv

ersity
 P

ress, 2
0
0
2
).

5
5 

B
o
llen

, K
. A

. S
tru

ctu
ra

l E
q
u
a
tio

n
s w

ith
 L

a
ten

t V
a
ria

b
les.  (Jo

h
n
 W

iley
 an

d
 S

o
n
s, 1

9
8
9
).

5
6 

S
h
ip

ley, B
. C

a
u
se a

n
d
 C

o
rrela

tio
n
 in

 B
io

lo
g
y.  (C

am
b
rid

g
e U

n
iv

ersity
 P

ress, 2
0
0
0
).

5
7 

G
rah

am
, M

. H
. C

o
n
fro

n
tin

g
 m

u
ltico

llin
earity

 in
 eco

lo
g
ical m

u
ltip

le reg
ressio

n
. E

co
lo

g
y 8

4
, 

2
8
0
9
-2

8
1
5
 (2

0
0
3
).

5
8 

A
rb

u
ck

le, J. L
. A

M
O

S
 1

6
.0

 U
ser´s G

u
id

e.  (A
m

o
s D

ev
elo

p
m

en
t C

o
rp

o
ratio

n
, 2

0
0
7
).

5
9 

H
ay

ash
i, K

., B
en

tler, P. M
. &

 Y
u
an

, K
.-h

. S
tru

ctu
ral E

q
u
atio

n
 M

o
d
elin

g
. S

tru
ctu

ra
l E

q
u
a
-

tio
n
 M

o
d
elin

g
 2

7
, 3

9
5
-4

2
8
 (2

0
0
8
).




