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Figure 1. Initiation control
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Figure 2. Chromatin disassembly
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Figure 4. Oscillation of histone methylation during the cell cycle
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Figure 5. A vicious circle of (epi)genome instability

AGEING

& 

CANCER


	NRM-10-193V3_BOX1.ai
	NRM-10-193V3_Figure1.ai
	NRM-10-193V3_Figure2.ai
	NRM-10-193V3_Figure3.ai
	NRM-10-193V3_Figure4.ai
	NRM-10-193V3_Figure5.ai

