
First	5	stages	of	data	flow	from	original	study2	
N=49,544,975		

AB	monotherapies	ini@a@ng	≥	365	days	from	
start	of	data	follow-up	and	<	data	censoring	

N=	33,173,407	

First-	to	fiJh-line	AB	monotherapies	
N=32,049,071		

AB	monotherapies	belonging	to	selected		
AB	classes	

N=30,986,825	
	Aminopenicillins	 	 	12,026,086	
Penicillins 	 	 	5,586,037	
Macrolides 	 	 	4,048,407	
Trim/Sul 	 	 	3,077,542	
Tetracyclines 	 	 	3,028,899	
Cephalosporins 	 	2,266,429	
Quinolones 	 	 				953,425	

AB	monotherapies	having	an	indica@on	of	
upper	or	lower	respiratory	infec@on		

(revised	code	list)	
N=8,961,741	

AB	monotherapies	having	a	single	(upper	or	
lower	respiratory	infec@on)	indica@on	

N=8,654,734	
	

Upper	respiratory		4,825,422	
Lower	respiratory			3,971,170	

Breakdown	by	macrolide:	
	

Erythromycin 	 	2,891,149	
Clarithromycin	 	1,040,988	
Azithromycin 	 				116,248	
Telithromycin 	 	 	16	
Spiramycin 			 	 		6	

Excluded:	AB	monotherapies	
prescribed	to	pa@ents	having	any	
treatment-pathway	stage	>5	

N=1,124,336	

Excluded:	AB	monotherapies	not	
belonging	to	the	selected	AB	

classes	
N=1,062,246	

Excluded:	AB	monotherapies	not	
having	an	indica@on	of	upper	or	

lower	respiratory	infec@on	
(revised	code	list)	
N=22,025,084	

Excluded:	third-	to	fiJh-	line	
monotherapies	
N=307,007	

Supplementary	Figure	2	|	The	process	of	alloca@ng	an@bio@c	prescrip@on	to	treatment	line	and	indica@on	


