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Conventional CD4+ T cells present bacterial
antigens to induce cytotoxic and memory CD8+

T cell responses
Aránzazu Cruz-Adalia1, Guillermo Ramirez-Santiago1,2, Jesús Osuna-Pérez1, Mónica Torres-Torresano1,

Virgina Zorita3, Ana Martínez-Riaño4, Viola Boccasavia4, Aldo Borroto4, Gloria Martínez del Hoyo3,

José María Gozález-Granado3,5, Balbino Alarcón4, Francisco Sánchez-Madrid6 & Esteban Veiga 1

Bacterial phagocytosis and antigen cross-presentation to activate CD8+ T cells are principal

functions of professional antigen presenting cells. However, conventional CD4+ T cells also

capture and kill bacteria from infected dendritic cells in a process termed transphagocytosis

(also known as transinfection). Here, we show that transphagocytic T cells present bacterial

antigens to naive CD8+ T cells, which proliferate and become cytotoxic in response. CD4+

T-cell-mediated antigen presentation also occurs in vivo in the course of infection, and

induces the generation of central memory CD8+ T cells with low PD-1 expression. Moreover,

transphagocytic CD4+ T cells induce protective anti-tumour immune responses by priming

CD8+ T cells, highlighting the potential of CD4+ T cells as a tool for cancer immunotherapy.
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T
he immune response to intracellular bacterial pathogens
(such as Listeria monocytogenes) and cancer are similar in
many ways, and require the participation of CD8+ effector

T cells1. Specific T-cell receptors (TCR) on CD8+ T cells recog-
nize antigens exposed in the context of major histocompatibility
complex I (MHC-I) on the surface of antigen presenting cells
(APC)2. As almost all cells express MHC-I, malignant cells
(expressing neo-antigens) or infected cells (expressing pathogen
antigens) can be eliminated by effector CD8+ T cells. To eliminate
these types of cells directly, antigen-specific CD8+ T cells must
first be activated (or ‘primed’) by professional APCs3. APC pre-
sentation of exogenous antigens, such as bacterial antigens, via
MHC-I is termed cross-presentation3,4, and is crucial for CD8+

T-cell responses to infectious diseases and in cancer. Although
many cell types are reported to be able to cross-present antigens,
the most efficient APCs3–5 in vivo are dendritic cells (DC).

Antigen is presented during generation of the immune synapse
(IS), formed by the intimate contact of T cells and antigen-loaded
APCs, and organized into concentric rings of multimolecular
assemblies termed the supramolecular activation cluster (SMAC)6.
After activation, some CD8+ T cells develop into memory cells,
which respond more rapidly and efficiently to later infections7 and
are of major relevance in tumour immunotherapies. The main
APCs involved in memory CD8+ T-cell generation are DCs, which
can therefore be used in cellular therapies as anti-cancer vaccines8.
Other immunotherapies that provide survival benefits utilize the
checkpoint inhibitors (anti-PD-1, anti-PD-L1, or anti-CTLA-4
antibodies), which block CD8+ T-cell inhibition promoted by the
immunosuppressive tumour environment9. However, these
therapies clinically benefit only 25–30% of patients, and many
cancer types are resistant10. New strategies are therefore needed to
improve antitumour immunotherapy11.

CD4+ T cells seem to be necessary for the generation of
memory CD8+ T cells12,13, although some debate exists14.
Interaction of the CD40 ligand (CD40L) on the CD4+ T-cell
surface with CD40 on DCs increases DC ability to activate CD8+

T cells and generate memory14–16. Several studies, nonetheless,
show that CD40–CD40L interaction is not necessary to generate
memory CD8+ T cells after bacterial infection17,18.

Conventional αβ CD4+ T cells can capture bacteria efficiently
from DCs through a process termed transinfection19. As this
activity is driven by T cells and not by bacteria19, it might be
more appropriately termed transphagocytosis. Transphagocytic
CD4+ (tpCD4+) T cells kill internalized bacteria in lysosomes, in a
manner reminiscent of innate immune cells, thus contributing to
the early immune response19, an effect that raises the question as
to whether tpCD4+ T cells are true APCs. Human T cells have
been shown to present soluble antigens and activate other T cells
in vitro20,21, although in physiological situations these cells are not
considered APCs due to an incapacity to capture antigen. Here we
show that conventional αβ tpCD4+ T cells are true APCs, able to
prime and activate naive CD8+ T cells efficiently, and to generate
central memory CD8+ T cells, a population directly involved in
antitumour activity22. These findings expand our knowledge of
CD4+ T-cell functions and further blur the division between
innate and adaptive immunity. To test whether these functions of
tpCD4+ T cells, together with their proinflammatory functions19,
are involved in tumour elimination, we use an aggressive mela-
noma model as a proof-of-concept. We show that tpCD4+ T cells
are immunoprotective in mice, highlighting the potential of
tpCD4+ T cells for cancer immunotherapy.

Results
tpCD4+ T cells cross-prime naive CD8+ T cells. tpCD4+ T cells
were generated as described19. Briefly, αβ CD4+ T cells from

OT-II transgenic mouse were co-cultured with bone marrow-
derived DC (BM-DC) infected with L. monocytogenes expressing
ovoalbumin (Listeria-OVA)23 or with its isogenic wild type strain
(Listeria-WT) and decorated with OVAp-II antigen (to increase
transphagocytosis19). Infected DC-T-cell conjugates were allowed
to form (24 h), after which CD4+ T cells (tpCD4+ T cells) were
repurified by cell sorting (Supplementary Fig. 1A). tpCD4+ T cells
that captured L. monocytogenes after 2 h conjugate formation are
shown in Supplementary Fig. 1B; quantification of bacteria cap-
ture/destruction was reported19. To test the antigen-presenting
capacity of tpCD4+ T cells, we incubated them with naïve CD8+

T cells isolated from OT-I transgenic mice, which recognize an
ovoalbumin peptide (OVAp-I 256–264; SIINFEKL) in the context
of the H-2Kb MHC-I haplotype. Western blot confirmed that
Listeria-OVA, but not Listeria-WT, expressed OVA (Supple-
mentary Fig. 1C). Flow cytometry analysis of CD8+ T cells
(Fig 1a; Supplementary Fig. 1D) showed strong CD8+ T-cell
proliferation as measured by CellTrace Violet dilution24 by 2 days
after exposure to tpCD4+ T cells, only in cells in contact with
tpCD4+ T cells that had captured Listeria-OVA (hereafter Lis-
teria-OVA tpCD4+ T cells). This extremely proliferative popula-
tion expressed high CD8 levels (Fig. 1a) and showed blast
morphology (Supplementary Fig. 1E). CD8+ T cells incubated
with Listeria-WT tpCD4+ T cells nonetheless did not proliferate
(Fig. 1a). We detected expression of T-cell activation markers
CD69 and CD25 on CD8+ T cells incubated with Listeria-OVA
tpCD4+ T cells, but not with Listeria-WT tpCD4+ T cells
(Fig. 1b). Listeria-OVA tpCD4+ T cells induced levels of CD8+ T-
cell proliferation similar to those generated by BM-DC loaded
with soluble OVAp-I or by polyclonal T-cell activation by CD3/
CD28 antibodies. BM-DC infected with Listeria-OVA induced
low levels of CD8+ T-cell proliferation (Fig. 1c; Supplementary
Fig. 1F). Activation measured as CD25 expression was similar in
Listeria-OVA and Listeria-WT tpCD4+ T cells, which confirmed
that CD8+ T-cell activation was due to the antigen presentation
ability of tpCD4+ T cells and not to a difference in activation state
(Supplementary Fig. 1G). Listeria-OVA tpCD4+ T cells did not
promote proliferation of WT mouse CD8+ T cells that do not
recognize OVAp-I (Fig. 1d), but potently induced proliferation of
CD8+ T cells from OT-I mice (Fig. 1a, c, d), which confirms
antigen specificity. The flow cytometry gate strategy is shown in
Supplementary Fig. 1D.

tpCD4+ T cells process bacterial antigens. Although we did not
detect OVA in the extracellular medium (Supplementary Fig. 1C),
Listeria-OVA might secrete trace amounts of soluble OVA. To
determine whether CD4+ T cells capture OVA from the medium
(soluble or exosome-associated) or associated to bacteria by
transphagocytosis, we allowed CD4+ T cells to contact infected
DC, or blocked DC-T-cell contact with a polycarbonate barrier
(transwell) that impedes cell interaction but allows passage of
soluble material and exosomes (Supplementary Fig. 2A). Cell-
sorted repurified CD4+ T-cell populations were then used as APC
to stimulate naïve OT-I CD8+ T cells. Only CD4+ T cells that
contacted infected DC directly induced CD8+ T-cell proliferation
(Supplementary Fig. 2B). Neither naïve nor activated CD4+

T cells barrier-blocked from contact with infected DC activated
CD8+ T cells (Supplementary Fig. 2B), which indicates that
tpCD4+ T cells captured OVA as bacteria-associated antigen
(Fig. 1). To further confirm that OVA presentation result from
bacterial processing inside tpCD4+ T cells, we generated another
strain of Listeria-OVA totally impeded in OVA secretion (Lis-
teria-OVA2; Supplementary Fig. 2C). tpCD4+ T cells capturing
Listeria-OVA2 potently induced CD8+ T-cell proliferation
(Supplementary Fig. 2D).
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tpCD4+ T-cell-mediated antigen presentation to CD8+ T cells
might involve endogenous processing of bacteria by tpCD4+

T cells, or might be due to capture of MHC/antigen molecules
from the DC surface25. To discriminate between these possibi-
lities, we incubated CD4+ T cells with Listeria-WT- or Listeria-
OVA-infected BM-DC loaded with soluble OVAp-I. We used the
purified tpCD4+ T cells to stimulate naïve CD8+ T cells. If the
mechanism involves MHC/antigen transfer or exogenous antigen
peptide transfer from DC to CD4+ T cells, antigen capture from
DC would activate CD8+ T cells similarly in both conditions
(Supplementary Fig. 2E). We found that Listeria-OVA but not
Listeria-WT tpCD4+ T cells strongly activated CD8+ T cells
(Fig. 2a), which indicates that CD8+ T-cell activation was due
principally to antigen processing by tpCD4+ T cells. To confirm
this finding, we used tpCD4+ T cells from AND transgenic mice

(moth cytochrome c (MCC) peptide-specific TCR) that express
H-2Kk alone, or on a mixed background that co-expresses H-2Kk/
H-2Kb. H-2Kk/b-expressing cells induced strong CD8+ OT-I T-
cell proliferation compared to those that expressed H-2Kk/k; this
indicated that antigen presented by MHC-I in tpCD4+ T cells
derived mainly from intracellular processing (Fig. 2b), and only a
minor part by capturing MHC/antigen complexes from DC.

To exclude a contribution to antigen presentation by post-
purification DC contamination (transphagocytosis occurs by
close contact between CD4+ T cells and DC), we incubated OT-I
CD8+ T cells with H-2Kk/k or H-2Kk/b tpCD4+ T cells
transphagocytosing Listeria-OVA from infected H-2Kk/k BM-
DC (unable to activate CD8+ T cells from OT-I mice). Only -
H-2Kk/b tpCD4+ T cells induced CD8+ T-cell proliferation
(Fig. 2c) and were stained with 25D1.16 antibody specific for the
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Fig. 1 tpCD4+ T cells prime naive CD8+ T cells. a OT-I naive CD8+ T-cell proliferation was measured by CellTrace Violet staining at 1, 2 or 3 days after

contact with Listeria-WT (top) or Listeria-OVA (bottom) tpCD4+ T cells. Non-activated naïve CD8+ T cells are shown in grey. FACS gating is indicating in

Supplementary Fig. 1D. b CD25 or CD69 expression by CD8+ T cells incubated with Listeria-WT (thin black line) or Listeria-OVA (thick black line) tpCD4+

T cells. Non-proliferative CD8low (blue), non-activated CD8+ T cells (grey). c Proliferation of CD8+ T cells activated by anti-CD3/CD28 antibodies, by

OVAp-I-loaded BM-DC, by Listeria-OVA BM-DC, or by Listeria-OVA tpCD4+ T cells, on days 2 (top) or 3 (bottom) post-activation. Non-activated CD8+

T cells are shown (grey). d Proliferation of CD8+ T cells from C57BL/6-WT or OT-I mice after conjugation with Listeria-OVA tpCD4+ T cells. Non-

activated CD8+ T cells are shown (grey)
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H-2Kb/OVAp-I complex (Fig. 2d). These experiments using DC
unable to activate OT-I CD8+ T cells thus excluded DC
contamination as a cause of CD8+ T-cell activation, and
confirmed that tpCD4+ T-cell-mediated antigen presentation
was derived from intracellular processing.

To further test the antigen presentation capacity of CD4+

T cells after bacterial capture, we analyzed the antigen presenta-
tion machinery in tpCD4+ T cells. In Western blot analysis,
tpCD4+ T cells showed increased expression of TAP1 (Fig. 2e, f),
a key protein in antigen presentation on MHC-I26,27.
Antigen presentation after bacterial capture by tpCD4+

T cells from Tap1−/− mice was greatly limited (Fig. 2g), as
tpCD4+-induced CD8+ T-cell proliferation was reduced when

Tap1−/− mouse CD4+ T cells were used as APC. The data suggest
that tpCD4+ T cells might use, at least in part, the canonical
crosspresentation pathway described for DC.

tpCD4+ T cells form immune synapses with naive CD8+ T cells.
Listeria-OVA transphagocytosis by CD4+ T cells led to increased
H-2Kb expression, accumulation of H-2Kb coupled to OVAp-I
antigen (of bacterial origin), and expression of costimulatory
receptor ligands such as CD8628 (Fig. 3a–c); these results are
compatible with antigen presentation through the MHC-I path-
way. OVAp-I expression on H-2Kb tpCD4+ T cells was detected
48 h post-transphagocytosis (Fig. 3c), which corroborates intra-
cellular processing of internalized bacteria. The ensuing activation
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of CD8+ T cells appeared to involve formation of CD4+/CD8+ T-
cell conjugates (Supplementary Fig. 1e), indicative of IS genera-
tion, a hallmark of T-cell activation by APC6,29. The mature IS
central zone (cSMAC) bears MHC-TCR complexes, and the
peripheral zone (pSMAC) is a ring-like structure of adhesion
molecules and F-actin6,30,31. Immunofluorescence analysis con-
firmed that naïve CD8+ T cells formed mature IS after exposure
to Listeria-OVA tpCD4+ T cells (Fig. 3d, Supplementary
Movie 1). These tpCD4+/CD8+ T-cell conjugates showed a TCR
complex in the cSMAC and accumulation of polymerized actin in
the pSMAC. In the infrequent cases that Listeria-WT tpCD4+

T cells formed conjugates with CD8+ T cells, we found no evi-
dence of such SMAC structures (Fig. 3e), nor actin accumulation
at the IS (Fig. 3f). Quantification of actin accumulation at the IS
showed a threefold increase in the case of Listeria-OVA tpCD4+

T cells as APC (Fig. 3f).

We also tested the cytotoxic capacity of CD8+ T cells and
found that their activation by antigen-presenting Listeria-OVA
tpCD4+ T cells enabled them to eradicate OVAp-I-expressing
EL-4 lymphoma target cells32 (Fig. 3g). The in vitro data thus
show that tpCD4+ T cells are professional APC that capture
bacteria, degrade them and activate naïve CD8+ T cells to induce
a cytotoxic response.

tpCD4+ T cells prime naive CD8+ T cells in vivo. To test
whether tpCD4+ T cells that had transphagocytosed bacteria
in vitro also activate naïve CD8+ T cells in vivo, we isolated naïve
CD8+ T cells from OT-I mice expressing the CD45.1 allele
marker, stained them ex vivo with a cell proliferation marker, and
transferred them with tpCD4+ T cells into C57BL/6/CD45.2+

recipient mice. Spleen CD8+CD45.1+ T cells proliferated in
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Fig. 3 tpCD4+ T cells establish immune synapses with naive CD8+ T cells. H-2Kb (a) or CD86 (b) expression on CD4+ T cells before (blue line) and after
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response to Listeria-OVA but not to Listeria-WT tpCD4+ T cells
(Fig. 4a, b). FACS gate strategy followed in this figure was the
same than this indicated in Supplementary Fig. 1D; once excluded
the debris, we gated in live cells. Lymphocytes were analyzed by
antibody staining for CD45.1+CD8+.

To confirm that CD4+ T cells capture bacteria and present
antigens in vivo in the course of a bacterial infection, irradiated
recipient C57BL/6 mice (H-2Kb) received a H-2Kk bone marrow
stem cell progenitor transplant. The APC of the reconstituted
mice cannot prime OT-I CD8+ T cells. After 1 month, AND
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Fig. 4 tpCD4+ T cells-mediated antigen presentation generates CD8+ T central memory. a, b In vivo proliferation of CellTrace Violet-stained

OT-I CD8+CD45.1+ T cells, injected into recipient C57BL/6 CD45.2+ mice. Listeria-WT or Listeria-OVA tpCD4+ T cells (2 × 106, a; 5 × 106, b) were

adoptively transferred. Proliferation was analyzed 3 days post-transfer. c–h, Analysis of memory CD8+ T cell generation in vivo. Rag1−/− mice were

adoptively transferred i.v. with WT CD8+ T cells (group 1), Tap1−/− CD4+ T plus WT CD8+ T cells (group 2), and WT CD4+ T plus WT CD8+ T cells (group

3). The following day, all mice were challenged with L. monocytogenes (103 bacteria/ per mice; i.v.). At 12 (c–e) or 30 days (f–h) after challenge, the CD8+

T-cell population from spleen was analyzed. FACS gating is indicating in Supplementary Fig. 4B. c Percentage of CD127+, gated on CD3+CD8+CD44
+CD62L−, pre-memory T cells. Data shown as mean± s.d. for 3 mice per group (group 1, red; group 2, orange; group 3, blue). *P< 0.05 analyzed by

ANOVA and Bonferroni post-test. d Representative dot plots showing CD62L and CD127 staining from the CD3+CD8+CD44+ T-cell population.

e Representative histogram showing PD-1 levels on the CD3+CD8+CD44+ T-cell population (group 1, red; group 2, orange; group 3, blue;

Fluorescence Minus One (FMO) control, grey). f Representative dot plots showing CD62L and CD44 staining gated on the CD3+CD8+ T-cell population.

The CD62Lhigh population was also positive for CD127 (not shown). g Percentage of CD62LhighCD44+ gated on cells indicated in f (red outline).

Data shown as mean± s.d. for 4 mice per group (group 1, red; group 2, orange; group 3, blue). *P< 0.05 analyzed by ANOVA and Bonferroni post-test.

h Representative histogram showing the amount of PD-1 on the CD3+CD8+CD44+ T-cell population (group 1, red; group 2, orange; group 3, blue; FMO

control, grey). i L. monocytogenes load in spleen 2 days after a second bacterial challenge (50 days after the first). Each dot represents one mouse (3 mice

per group), the mean is shown in red (group 1), orange (group 2) and blue (group 3)
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CD4+ T cells (H-2Kk/b or H-2Kk/k) were adoptively transferred
into the recipient mice, together with OT-I CD8+CD45.1+ T cells
and MCC peptide (to promote bacteria capture by CD4+

T cells19; Supplementary Fig 3a). Lack of H-2Kb haplotype in
the myeloid lineage was confirmed in recipient mice (Supple-
mentary Fig. 3b), which were challenged with Listeria-OVA.
Only mice that received H-2Kb CD4+ T cells activated OT-I
CD8+CD45.1+ T cells (Supplementary Fig. 3c–e), which con-
firmed tpCD4+ T-cell-mediated transphagocytosis and antigen
presentation in the course of an in vivo bacterial infection.

tpCD4+ T cells induce CD8+ T central memory during infec-
tion. To analyze the role of antigen presentation by tpCD4+

T cells in physiological conditions in the context of endogenous
WT CD8+ and CD4+ T-cell repertoire (not OVA antigen-spe-
cific), we performed an adoptive transfer experiment (summar-
ized in Supplementary Fig. 4a). Rag1−/− recipient mice
(lymphocyte-deficient) were divided into three groups. One
group received CD4+ T cells from WT C57BL/6 mice, one
received CD4+ T cells from Tap1−/− mice (antigen presentation-
defective; Fig. 2g), and one received no CD4+ T cells. The same
day, all mice also received naive CD8+ T cells from WT C57BL/6
mice, and the following day all mice were infected with a low dose
of L. monocytogenes (103 bacteria per mouse). Mice from each
group were killed at day 5, 12 and 30 post-challenge and the
spleen CD8+ T-cell phenotype was analyzed by flow cytometry
(Supplementary Fig. 4b). At day 5 post-challenge, we detected
no differences in the CD8+ T-cell populations from all groups
(not shown). At 12 days after challenge, the group that received

WT CD4+ T cells showed three times more CD3+CD8+

CD44+CD62L−CD127+ T cells than the others (Fig. 4c,d). CD127,
the IL-7 receptor, is described as a CD8+ memory T-cell
marker33,34. These data indicate that tpCD4+ T-cell-mediated
antigen presentation has a major role in the generation of
pre-memory CD8+ T cells. PD-1 expression in pre-memory
CD8+ T cells was greatly reduced in the WT CD4+ T-cell reci-
pient group (Fig. 4e). CD40L expression was similar in polyclonal
activated CD4+ T cells from WT and Tap1−/− mice (Supple-
mentary Fig. 4c). Tap1−/− and WT CD4+ T cells secrete similar
IFN-γ levels in the presence of IFN-γ+ natural killer (NK) cells35,
which is the case of Rag1−/− mice36,37; this indicated that the
differences between mouse groups that received WT or Tap1−/−

CD4+ T cells are due to a difference in antigen presentation
ability. Results at 30 days after bacterial challenge were similar;
the group transferred with WT CD4+ T cells showed larger
numbers (3–4 times) of central memory CD8+ T cells (CD3+

CD8+CD44+CD62LhighCCR7+CD127+) than the other groups
(Fig. 4f, g). Levels of CCR-7, expressed by central memory CD8+

T cells38, was low in CD8+CD44+CD62Lhigh cells in mice that
received Tap1−/− CD4+ T cells vs. mice that received WT CD4+

T cells (Supplementary Fig. 4D). PD-1 expression on CD3+

CD8+CD44+ T cells in the group that received WT CD4+ T cells
was also lower than the other groups (Fig. 4h), which indicated
that memory CD8+ T cells generated by CD4+ T-cell antigen
presentation might be resistant to exhaustion. Like the group
that received CD8+ but not CD4+ T cells, the group that received
Tap1−/− CD4+ T cells had fewer central memory T cells and
expressed high PD-1 levels, which again indicated that tpCD4+

T cells have a direct role in CD8+ T-cell memory generation due
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to their antigen presentation ability and not to indirect DC
stimulation.

To analyze the cytotoxic response of these in vivo-generated
memory CD8+ T cells, we rechallenged mice from all three
groups (50 days after first infection) with LD50 L. monocytogenes
(5 × 104 bacteria per mouse); 2 days later, spleen bacterial load
was quantified by colony counting (Supplementary Fig. 4). The
group transferred with WT CD4+ T cells eliminated more
bacteria (Fig. 4i), which indicated that memory CD8+ T cells
generated by CD4+ T-cell antigen presentation also cleared
bacteria efficiently during secondary infection.

To further confirm in vivo the role of tpCD4+ T-cell-
dependent antigen presentation in the context of a robust
innate immune response, we used Rag1−/− receptor mice
transferred with WT CD8+ T cells together with WT or B2m−/−

(beta-2 microglobulin)-deficient CD4+ T cells. B2m−/− cells
expressed low MHC-I levels39. Receptor mice were challenged
with Listeria-OVA2 after cellular transfer and 30 days later,
the CD8+ T-cell population was analyzed. Central memory
(CD44+CD62LhighCD8+) generation was reduced in mice trans-
ferred with B2m−/− CD4+ T cells (Supplementary Fig. 4E, F),
confirming that antigen presentation via tpCD4+ T cell plays
a major role in the generation of central memory. Moreover,
the amount of CD8+ T cells recognizing OVAp-I was greatly
increased in the presence of WT tpCD4+ T-cell compared to
B2m−/− CD4+ T cells as revealed by using a dextramer that binds
to H-2Kb/SIINFEKL-specific CD8+ T cells (Supplementary
Fig. 4G).

Antitumour immunotherapy potential of tpCD4+ T cells. We
observed that transphagocytosis converts conventional αβ CD4+

T cells into potent APC, that generate cytotoxic and memory
CD8+ T cells with low PD-1 levels. Together, with the highly pro-
inflammatory profile of tpCD4+ T cells19, this provided a base on
which to develop antitumour immunotherapeutic strategies9,40.
To explore the therapeutic potential of tpCD4+ T cells as APC, we
tested whether tpCD4+ T-cell-mediated activation of naive CD8+

T cells confers protection from tumour formation in a murine
model of malignant melanoma. We inoculated the murine mel-
anoma cell line B16-OVA41–43 subcutaneously into C57BL/6
mice. The same day, naive CD8+ T cells from OT-I mice were
adoptively transferred by a single intravenous injection with PBS
(group 1), Listeria-WT tpCD4+ T cells (group 2), or Listeria-OVA
tpCD4+ T cells (group 3; Fig 5a). All control mice treated with
vehicle (PBS) or Listeria-WT tpCD4+ T cells developed tumours
within 11 days of B16-OVA injection (Fig. 5b). Administration of
Listeria-OVA tpCD4+ T cells prevented tumour formation in 6 of
9 mice and delayed tumour formation in one mouse; vaccination
with antigen-presenting tpCD4+ T cells thus conferred protection
against melanoma in 7 of 9 cases (Fig. 5b). These results of this
proof-of-concept experiment show that cross-presentation by
tpCD4+ T cells can be used in vivo to prime CD8+ effector T cells
against tumours.

Discussion
Here we show that presentation of bacterial antigens activating
naïve CD8+ T cells, thought to be limited to professional APC of
the innate immune system44, are recapitulated by conventional
CD4+ T cells, considered the paradigm of adaptive immune
response cells. This finding diffuse the traditional boundary
between innate and adaptive immunity, as do other specialized,
non-conventional lymphocyte populations45. Our data suggest
that tpCD4+ T-cell-mediated activation of CD8+ T cells could
take place though cross-presentation; OVA antigen was produced
by bacteria (exogenous generation of antigen) and it was not

secreted (Supplementary Fig. 2A–D), Listeria degradation by
tpCD4+ T cells occurs in a lysosomal compartment19, and antigen
presentation occurs (at least partially) through the TAP1 path-
way, the canonical cross presentation pathway in DC (Fig. 2g).
On the other hand, bacterial escape from the endosome into the
cytosol is a normal phase of the Listeria life cycle and we cannot
exclude bacterial degradation in the cytosol. Therefore, more
experiments were needed to precisely determine whether tpCD4+

T-cell-mediated antigen presentation occurs through cross-
presentation.

These antigen-presenting abilities of conventional CD4+ T cells
could have a role in secondary immune responses, in which large
numbers of CD4+ and CD8+ T cells respond to a given pathogen.
The ability of T lymphocytes to present soluble antigens and
activate other T cells has been described20,21, but these studies did
not show a role for T-cell-dependent antigen presentation in
physiological situations. T-cell incapacity to capture antigens was
thought to render them unsuitable as APC in vivo20. We showed
that CD4+ T cells can capture different bacteria by transphago-
cytosis and destroy captured pathogens19. Here we show that
tpCD4+ T cells process and present bacterial peptides in the
context of their own MHC to induce potent activation of CD8+

T cells. We found that the vast majority of this CD8+ T-cell
activation was due to antigen processing within tpCD4+ T cells,
and only a small part to MHC/antigen complexes acquired from
DC during DC/T-cell contact. Coinciding with these findings, a
microscopy-based study showed that in the course of viral
infection, CD8+ T cells are activated after CD4+ T-cell contact
with infected DC. Early post-infection events included DC/CD4+

T cell contacts and rarely, DC/CD8+ T-cell contacts; CD4+/CD8+

T-cell contacts were the predominant later events46.
We show that CD4+ T-cell-dependent antigen presentation

generates central memory CD8+ T cells (CD44+CD62Lhigh

CCR7+) in vivo in a natural repertoire environment, in the course
of a bacterial infection. tpCD4+ T-cell-induced memory CD8+

T cells expressed lower PD-1 levels than those activated by pro-
fessional phagocytes, mainly DC. These observations expand our
knowledge of the roles of CD4+ T cells during CD8+ T-cell
memory generation. CD4+ T cells are necessary for CD8+ T-cell
memory generation following acute pathogen infection14, but the
mechanisms involved remain unclear. Interaction of CD40L on
the CD4+ T-cell surface with CD40 on DC is thought to increase
DC ability to activate CD8+ T cells and generate memory14–16.
Other studies nonetheless show that CD40-CD40L interaction is
not necessary to generate memory CD8+ T cells after bacterial
infection17,18. In all cases, it was thought that antigen is presented
to CD8+ T cells exclusively by DC; here we show that CD4+

T cells can present bacterial antigens directly to CD8+ T cells and
promote a memory response. It remains to be determined
whether tpCD4+ T cells that capture other bacteria (different to
Listeria) would be more effective in antigen presentation and the
role of bacterial PAMPs in this process.

The ability of tpCD4+ T cells to strongly activate cytotoxic
CD8+ T cells with low PD-1 levels, together with their vigorous
pro-inflammatory nature19, could bypass the immunosuppressive
envinronment of solid tumours47,48, which might be exploited
in vivo to activate naive CD8+ T cells against tumours. Despite
the success of antibody-based therapy against tumour checkpoint
blockade, > 50% of cancer patients fail to respond49. The advent
of new technologies that improve the ability to detect tumour
antigens enhance possibilities to attack tumours using novel
immunotherapies50,51, for example by combining these methods
with effective antigen presentation systems8. We used a proof-of-
concept experiment to show that tpCD4+ T cells are effective
APC and impede implantation of the aggressive B16-OVA mel-
anoma. A single tpCD4+ T-cell injection protected against the
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B16 tumour (Fig. 5b), whereas DC-based vaccination requires
several injections for similar protection52; this highlights the
potent priming activity of tpCD4+ T cells. These data pave the
way for further research on the role of conventional CD4+ T cells
in innate immunity and their interactions with other immune
cells, as well as their potential use for tumour immunotherapy.

Methods
Mice. Wild-type C57BL/6 mice, as well as C57BL/6-Tg (TcraTcrb)425Cbn/J OT-II
mice expressing a T-cell receptor (TCR) specific for OVA peptide 323–339 in the
context of MHC class II (I-Ab)53, and C57BL/6-Tg(TcraTcrb)1100Mjb/J OT-I mice
expressing TCR specific for OVA peptide 257–264 in the context of H-2Kb 54,55

were purchased from Jackson Laboratory (004194 and 003831, respectively). AND-
TCR transgenic mice that recognize moth cytochrome c 88–103 (ANER-
ADLIAYLKQATK) (MCCp) on I-Ek, and express H-2Kb, H-2Kk, or both haplo-
types have been described56,57. C57BL/6J 129S2- Tap1tm1Arp/J (Tap1−/−) mice
were kindly provided by Dr. Margarita del Val (CBM, Madrid)58. C57BL/6J 129S7-
Rag1tm1Mom/J (Rag1−/−) mice59, which lack B and T lymphocytes, and C57BL/
6.129P2-B2mtm1Unc/J (B2m−/−), deficient in MCH-I expression were from
Jackson Laboratory. Male or female mice aged 8 to 12 weeks were used for
experiments. Mice were maintained in the specific-pathogen-free (SPF) unit at the
Universidad Autónoma de Madrid School of Medicine and the Centro Nacional de
Biotecnología (CNB, Madrid) animal facilities and for some experiments in the SPF
unit at the Centro Nacional de Investigaciones Cardiovasculares (CNIC, Madrid).
Sample size chosen was calculated by using “Gpower3.1.2”, but this was limited
by the available mice in some experiments. Experimental groups were assigned
randomly and measurements made in a double-blind manner. Experimental
procedures were approved by the Committee for Research Ethics of the
Universidad Autónoma de Madrid, CNIC and CNB-CSIC, and experiments were
conducted in accordance with Spanish and EU guidelines. All procedures were
approved by the Madrid local authority (project no PROEX 431/15).

Bacterial strains. Bacterial strains used were Listeria monocytogenes-OVA (pPL2-
LLO-OVA), which expresses OVA protein23, Listeria monocytogenes-OVA2
generated in this work also expressing OVA and their WT isogenic strain
L. monocytogenes 10403S. To generate Listeria-OVA2 the genes encoding for OVA
(with the codon usage optimized for Gram+) and GFP were cloned in the pPL2
insertion plasmid under the pHELP promoter60 (with no signal peptide to avoid
protein secretion) generating pPL2OVA2GFP that was electroporated in
L. monocytogenes 10403S. The plasmid design allows to easily interchange OVA
and GFP by other desired genes. Bacteria were grown in brain-heart infusion (BHI)
medium (overnight, 37 oC), diluted, recovered at mid-logarithmic growth phase
(OD600nm= 0.5), and washed in PBS before intravenous (i.v.) inoculation.

Cells. Bone marrow dendritic cells (DC) were generated as described19. Briefly,
cells from mouse bone marrow were incubated with recombinant murine
granulocyte–macrophage colony-stimulating factor (rm-GM-CSF, 20 ng/ml) for
9 days, changing the medium every 3 days. Phenotypic characteristics were
assessed by flow cytometry on day 10 (CD11c+, IA/IE+, Gr1−) to ensure correct
differentiation. Maturation was induced with 20 ng/ml lipopolysaccharide (LPS;
24 h). Primary mouse CD4+ T cells were obtained from single-cell suspensions of
lymph nodes (LN) and spleens. Cell suspensions were incubated with biotinylated
antibodies to CD8, IgM, B220, CD19, MHC class II (I-Ab), CD11b, CD11c and
DX5, and with streptavidin microbeads. CD4+ T cells were negatively selected in
an auto-MACS Pro Separator (Miltenyi Biotec). To isolate naïve CD8+ T cells,
spleen cell suspensions were incubated with the same biotinylated antibodies, and
anti-CD25 and -CD4 antibodies rather than CD8. The EL-4 lymphoma cell line
was maintained in RPMI 1640 medium (Fisher Scientific) supplemented with 10%
heat-inactivated fetal calf serum (FCS), 0.1 U/ml penicillin, 0.1 mg/ml streptomycin
(Lonza) and 0.05 mM 2-mercaptoethanol. The OVA-expressing B16 melanoma cell
line was maintained in RPMI 1640 with 0.4 mg/ml geneticin. Antibiotic was
removed by washing 48 h before injection into mice.

Antibodies. Antibodies to mouse proteins conjugated with different fluorochromes
were anti-CD69 (H1.2F3, 1:100 dilution, BD Biosciences), anti-CD25 (PC61.5, 1 :
200 dilution, Tonbo Biosciences), anti-CD4 (GK1.5, 1:100 dilution, BD Bios-
ciences), anti-CD8 (53-6.7, 1:100 dilution BD Biosciences), anti-CD11c (N418,
1:100 dilution, Tonbo Bioscience), anti-MHC_II (IA/IE) (2G9, 1:100 dilution, BD
Biosciences), anti-Gr1 (RB6-8C5, 1:200 dilution, Tonbo Biosciences), anti-PD-1
(29 F.1A12, 1:200 dilution, Biolegend), anti-CD127 (A7R34, 1:200 dilution, Tonbo
Biosciences), anti-CD44 (IM7, 1:100 dilution, Tonbo Biosciences), anti-CD62L
(MEL-14, 1:100 dilution, Tonbo Biosciences), anti-CD45.1 (A20, 1:100 dilution,
BD Biosciences), anti-H2Kb (AF6-88.5, 1:100 dilution, BD Biosciences). Biotin-
conjugated antibodies for cell isolation were anti-CD4 (GK1.5, 1:250 dilution,
ImmunoStep or BD Biosciences), anti-CD8 (53-6.7, 1:250 dilution, BD Bios-
ciences), anti-IgM (B11/7, 1:250 dilution, Immunostep), anti-B220 (RA3-6B2,
1:250 dilution, BD Biosciences), anti-CD19 (ID3, 1:250 dilution, BD Biosciences),
anti-MHC-II (IA/IE) (2G9, 1:250 dilution, BD Biosciences), anti-CD11b (M1/70,

1:250 dilution, BD Biosciences), anti-CD11c (HL3, 1:250 dilution, BD Biosciences),
anti-CD49b (DX5, 1:250 dilution, BD Biosciences), anti-CD25 (PC61, 1:250 dilu-
tion, BD Biosciences). Biotin-conjugated antibodies to label cells for flow cytometry
analysis were anti-CCR-7 (4B12, 1:100 dilution, eBioscience), anti-CD45.1 (A20,
1:100 dilution, BD Biosciences). Antibodies against mouse proteins anti-CD16/
CD32 (2.4G2, 1:200 dilution, Immunostep and BD Biosciences), anti-CD3 (17A2,
5 ug/ml, eBioscience), anti-CD28 (37.51, 2 ug/ml, BD Pharmingen), anti-TAP-1
(M-18, polyclonal antibody, 1:200 dilution, Santa Cruz), anti-ERK-2 (C-14, poly-
clonal, 1:200, Santa Cruz), -lamin B (M-20, 1:200 dilution, Santa Cruz). Mouse
allophycocyanin-25-D1.16 monoclonal antibody (specific for SIINFEKL/H-2Kb)
was purchased from eBioscience (1/100 dilution). Anti-OVA antibody was pro-
vided by Dr. David Sancho (CNIC, Madrid). Anti-Listeria (polyclonal, 1:200
dilution, AbD Serotec). Secondary goat anti-hamster and anti-rabbit antibodies
conjugated to AlexaFluor488, 647, or 568 were purchased from Life Technologies
(1:200 dilution); horseradish peroxidase (HRP)-anti-goat IgG and anti-rabbit IgG
were from Thermo Scientific (1:10 000 dilution).

Reagents. OVAp-II (OVA 323–339; ISQAVHAAHAEINEAGR) and OVAp-I
(OVA 257–264; SIINFEKL) were generated at the Centro de Biología Molecular
Severo Ochoa (CBM, Madrid) and Centro Nacional de Biotecnología (CNB-CSIC,
Madrid). Moth cytochrome c (MCCp) 88–103 peptide (ANERADLIAYLKQATK)
was purchased from GenScript. Other reagents used were mouse GM-CSF
(Peprotech), LPS (Sigma-Aldrich), streptavidin microbeads (Miltenyi Biotec),
streptavidin-PercP (Becton Dickinson), poly-L-lysine (Sigma-Aldrich), CellTrace
Violet, Alexa Fluor568-phalloidin (both from Life Technologies), 7-AAD Viability
Staining Solution (eBiosciences), and Live/Dead Fixable dead cell stain (Thermo
Fisher). Percp-Streptavidin (1:300 dilution, BD Biosciences), Allophycocyanin-
labelled dextramers specific for OVA H-2Kb (257-SIINFEKL-264) were purchased
from Immudex.

CD4+ T-cell transphagocytosis. CD4+ T cells from OT-II mice transphagocy-
tosed Listeria-OVA or Listeria-WT as described19,61. Briefly, bacteria-infected BM-
DC from WT C57BL/6 mice, OVAp-II-loaded to improve transphagocytosis19,
were allowed to form conjugates with CD4+ T cells. BM-DC cells from WT C57BL/
6 mice as well as CD4+ T cells from OT-II mice expressed MHC-I H-2Kb/k. In
some experiments, BM-DC and CD4+ T cells were produced or isolated from AND
transgenic mice expressing H-2Kb/k or H-2Kk/k. In these experiments, BM-DC
were loaded with MCCp to improve transphagocytosis. After 3 h DC/T-cell con-
jugate formation, gentamicin (100 μg/ml) was added to cultures to eliminate
extracellular bacteria. After 24 h (48 h in some cases), tpCD4+ T cells were purified
by cell sorting (FACS Synergy; iCyt). In some experiments, conjugates were allowed
to form in the absence of antigen. BM-DC cells were separated from CD4+ T cells
with polycarbonate transwells (0.4 μm pore size; Costar) in some experiments
(Supplementary Fig. 2A).

Western blotting. SDS–PAGE and western blotting were carried out using stan-
dard procedures. Bacteria samples (2 × 108) were loaded in each lane. Extracellular
medium was concentrated 50× using a 10 kDa Centricon (Millipore) before loading
onto SDS-polyacrylamide gels. Polyclonal anti-OVA antibody was detected using
HRP-coupled secondary antibodies and developed by chemiluminescence.

CD8+ T-cell proliferation assays. Cell sorter-purified tpCD4+ T cells were
incubated with naive OT-I mouse CD8+ T cells, previously stained with CellTrace
Violet to quantify proliferation by flow cytometry (FACSAria; BD). In every cell
division, the proliferating population lost fluorescence, observed as a shift to the left
in the histogram24; only live cells (negatively stained for 7AAD) were analyzed. As
positive controls, OT-I CD8+ T cells were incubated with OVAp-I-loaded BM-DC
or with antibodies to CD3 (clone 17A2, eBioscience; 5 μg/ml, coated on plate) and
CD28 (clone 37.51, BD Pharmingen, soluble 2 µg/ml).

To analyze CD8+ T-cell proliferation induced by injected tpCD4+ T cells
in vivo, 5 × 106 naïve CD8+ T cells (from CD45.1+ OT-I mice), CellTrace Violet-
stained, were injected i.v. into recipient mice (CD45.2+ C57BL/6). After 24 h,
tpCD4+ T cells were adoptively transferred into mice. Three days after the second
inoculation, spleens were isolated to measure CD8+CD45.1+ T-cell proliferation by
flow cytometry.

To test transphagocytosis and antigen presentation by CD4+ T cells in the
context of an in vivo bacterial infection, we performed a bone marrow transplant
(Supplementary Fig. 3A). C57BL/6 mice were γ-irradiated (10 Gy) and
transplanted with 3.8 × 106 bone marrow cells from H-2Kk mice. After 30 days,
CD4+ T cells isolated by cell sorting from lymph nodes of AND mice (H-2Kb or H-
2Kk) were adoptively transferred i.v. (4 × 106 cells per mouse), together with CD8+

T cells from OT-I mice (4 × 106 cells per mouse) and MCCp (15 μg per mouse).
These CD45.1+CD8+ T cells were CellTrace Violet-stained before transfer. In
addition, recipient mice were challenged i.v. with Listeria-OVA (104 bacteria per
mouse). At 5 days post-infection, spleens were isolated and proliferation of the
transferred OT-I cells was detected by flow cytometry (CellTrace Violet decay). To
control of bone marrow elimination in recipient mice, the H-2Kb allele was tested;
only negative mice were analyzed.
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Analysis of memory CD8+ T cells during Listeria infection. Rag-1−/− recipient
mice were divided into three experimental groups; mice were injected i.v. with (1)
5 × 105 naive CD8+ T cells from WT C57BL/6 mice, (2) 5 × 105 naive CD8+

T cells from WT C57BL/6 mice plus 5 × 105 CD4+ T cells from Tap1−/− mice, or
(3) 5 × 105 naive CD8+ T cells plus 5 × 105 CD4+ T cells, both from WT C57BL/6
mice. Naïve CD8+ T cells were isolated from spleens by cell sorting. One day after
cell transfer, Listeria-WT was injected i.v. (103 bacteria per mouse). Spleens were
harvested after 5, 12 and 30 days to analyze CD8+ T-cell phenotype by flow
cytometry. Splenocytes were stained with antibodies to CD8, CD3, CD62L, CD44,
CD127, PD-1 and CCR-7 conjugated with various fluorochromes. Mice received a
secondary challenge of 5 × 104 Listeria-WT; after 2 days, spleen CFU were counted
in agar plates.

Additionally, Rag-1−/− recipient mice were transferred i.v. with 1) 1 × 106 naïve
CD8+ T cells from CD45.1 WT C57BL/6 mice, plus 1 × 106 CD4+ T cells from WT
mice, or 2) 1 × 106 naive CD8+ T cells from CD45.1 WT C57BL/6 mice, plus 1 ×
106 CD4+ T cells from B2m−/− mice. One day after cell transfer, Listeria-OVA2 was
injected i.v. (103 bacteria/mouse). Spleens were collected 30 days after challenge to
analyze CD8+ T-cell phenotype by flow cytometry. Splenocytes were stained with
antibodies to CD8, CD45.1, CD62L, CD44, conjugated with various fluorochromes
and with dextramers specific for OVA H-2Kb (SIINFEKL).

Immunofluorescence microscopy. tpCD4+ and naive CD8+ T cells were allowed
to form conjugates (1 h), then fixed with 4% paraformaldehyde in PBS. CD8+

T cells were prestained with CellTrace Violet. Samples were permeabilized with
0.1% Triton X-100 in PBS before staining with indicated antibodies. F-actin was
detected using fluorescently tagged phalloidin. Samples were visualized by confocal
microscopy (Leica TCS-SP5; ×63 lens, controlled by Leica LAS AF). Images were
analyzed with ImageJ software (NIH).

Quantification the actin accumulation at the IS. Cellular contacts between
tpCD4+ T cells and naïve CD8+ T cells was prepared and visualized by confocal
microscopy as described above. In order to quantify the amount of actin accu-
mulated at the IS, confocal images were analysed using the software Synapse
measures. Synapse measures can be used as a plugin for Image J and allowed us to
accurately quantify the ratio between the immunofluorescence intensity of CD8+

T-cell actin at the IS with that remained in the rest of the CD8+ T cell (and taking
into account the actin present in the tpCD4+ T cells and the background signal). A
detailed description of the Synapse Measures program, including the algorithms
used, is described in ref. 31.

Cytotoxicity assay. Effector cytotoxic CD8+ T cells were prepared from naive
CD8+ T cells from OT-I mice, activated with Listeria-OVA tpCD4+ T cells (7 days).
CD8+ T cells from OT-I mice activated by OVAp-I-loaded splenocytes were used
as positive controls.

EL-4 cells were incubated alone or with 0.5 μM OVAp-I (1 h). After washing
with PBS, OVAp-I-loaded EL-4 cells were stained with 5 μM CellTrace Violet and
unloaded EL-4 cells with 0.5 μM CellTrace Violet. After washing with RPMI 1640
(with FCS), the populations were mixed and incubated with CTL at various ratios
(5:1, 2:1, 1:1, 0.5:1 EL-4:CTL; 4 h), then analyzed by flow cytometry. Specific
cytotoxicity was calculated as 1−(% EL-4 CellViolethigh/% EL-4 CellVioletlow) ×
10032. Relative cytotoxicity was calculated by subtracting the specific cytotoxicity of
the negative control (EL-4 cells incubated without CTL).

Anti-tumour assay. Listeria-WT CD4+ T cells (negative control) or Listeria-OVA
CD4+ T cells were prepared as above. At 24 h post-transphagocytosis, tpCD4+

T cells were reisolated by cell sorting and resuspended in PBS. Naïve CD8+ T cells
from OT-I mice were purified on magnetic columns as above and resuspended in
PBS. B16-OVA cells (5 × 105) were injected subcutaneously (s.c.) into the mid-right
flank of C57BL/6 recipient mice. Mice were divided into three groups and adop-
tively transferred i.v. with PBS (group 1), 5 × 105 Listeria-WT tpCD4+ T cells
(group 2), or Listeria-OVA tpCD4+ T cells (group 3). All groups were simulta-
neously adoptively transferred with 103 OT-I CD8+ T cells in a single i.v. injection.
Tumour growth was measured every 2–3 days with a dial caliper, and areas
determined by multiplying length by width. Tumour growth was flat, rendering
tumour volume measurements unreliable. Experimental groups were assigned
randomly and measurements made in a double-blind manner. Mice were killed
when tumours reached 300 mm2 in accordance with endpoints of the EU guide-
lines for experimental animals.

Statistics. To test whether treatment significantly reduced the odds ratio of
developing a tumour, we used a one-sided Fisher’s exact test to test the indepen-
dence of tumour count and treatment given (treatment, Listeria-OVA tpCD4+

T cells; controls, PBS or Listeria-WT tpCD4+ T cells) as implemented in the R
library exact 2 × 2 (Fig. 5b). The hypothesis that the odds ratio is the same in
both conditions was rejected with a value P= 0.004525. For other experiments
(Fig. 4c, g) we used one-way analysis of variance (ANOVA) and multiple mean
comparisons corrected with the Bonferroni test. Data in Supplementary Fig. 1F
were analyzed by two-way ANOVA and multiple mean comparisons with the
Bonferroni correction. Data in Fig. 3f were analyzed by Mann–Whitney test. Data

in Supplementary Fig. 4F and G were analyzed by unparied t test. Differences were
considered significant at p≤ 0.05.

Data availability. The data that support the findings of this study are available
from the corresponding author upon request.

Received: 4 April 2017 Accepted: 6 October 2017

References
1. Vance, R. E., Eichberg, M. J., Portnoy, D. A. & Raulet, D. H. Listening to each

other: Infectious disease and cancer immunology. Sci. Immunol. 2, eaai9339
(2017).

2. Neefjes, J. & Ovaa, H. A peptide’s perspective on antigen presentation to the
immune system. Nat. Chem. Biol. 9, 769–775 (2013).

3. Joffre, O. P., Segura, E., Savina, A. & Amigorena, S. Cross-presentation by
dendritic cells. Nat. Rev. Immunol. 12, 557–569 (2012).

4. Fehres, C. M., Unger, W. W. J., Garcia-Vallejo, J. J. & van Kooyk, Y.
Understanding the biology of antigen cross-presentation for the design of
vaccines against cancer. Front. Immunol. 5, 149 (2014).

5. Leirião, P., del Fresno, C. & Ardavín, C. Monocytes as effector cells: Activated
Ly-6Chigh mouse monocytes migrate to the lymph nodes through the lymph
and cross-present antigens to CD8+ T cells. Eur. J. Immunol. 42, 2042–2051
(2012).

6. Saito, T. & Batista, F. D. Immunological Synapse. XV, 1–255 (Springer, 2010).
7. Lauvau, G., Boutet, M., Williams, T. M., Chin, S. S. & Chorro, L. Memory CD8

(+) T cells: Innate-like sensors and orchestrators of protection. Trends.
Immunol. 37, 375–385 (2016).

8. Sabado, R. L., Balan, S. & Bhardwaj, N. Dendritic cell-based immunotherapy.
Cell Res. 27, 74–95 (2017).

9. Chen, D. S. & Mellman, I. Oncology meets immunology: the cancer-immunity
cycle. Immunity. 39, 1–10 (2013).

10. D’Errico, G., Machado, H. L. & Sainz, B. A current perspective on cancer
immune therapy: step-by-step approach to constructing the magic bullet. Clin
Transl Med 6, 3 (2017).

11. Sharma, P., Hu-Lieskovan, S., Wargo, J. A. & Ribas, A. Primary, adaptive, and
acquired resistance to cancer immunotherapy. Cell 168, 707–723 (2017).

12. Janssen, E. M. et al. CD4+ T cells are required for secondary expansion and
memory in CD8+ T lymphocytes. Nat. Commun. 421, 852–856 (2003).

13. Shedlock, D. J. & Shen, H. Requirement for CD4 T cell help in generating
functional CD8 T cell memory. Science 300, 337–339 (2003).

14. Laidlaw, B. J., Craft, J. E. & Kaech, S. M. The multifaceted role of CD4(+) T cells
in CD8(+) T cell memory. Nat. Rev. Immunol. 16, 102–111 (2016).

15. Bennett, S. R. et al. Help for cytotoxic-T-cell responses is mediated by
CD40 signalling. Nat. Commun. 393, 478–480 (1998).

16. Schoenberger, S. P., Toes, R. E., van der Voort, E. I., Offringa, R. & Melief, C. J.
T-cell help for cytotoxic T lymphocytes is mediated by CD40-CD40L
interactions. Nat. Commun. 393, 480–483 (1998).

17. Montfort, M. J., Bouwer, H. G. A., Wagner, C. R. & Hinrichs, D. J. The
development of functional CD8 T cell memory after Listeria monocytogenes
infection is not dependent on CD40. J. Immunol. 173, 4084–4090 (2004).

18. Hamilton, S. E., Tvinnereim, A. R. & Harty, J. T. Listeria monocytogenes
infection overcomes the requirement for CD40 ligand in exogenous antigen
presentation to CD8(+) T cells. J. Immunol. 167, 5603–5609 (2001).

19. Cruz-Adalia, A. et al. T cells kill bacteria captured by transinfection from
dendritic cells and confer protection in mice. Cell Host Microbe. 15, 611–622
(2014).

20. Lanzavecchia, A., Roosnek, E., Gregory, T., Berman, P. & Abrignani, S. T cells
can present antigens such as HIV gp120 targeted to their own surface
molecules. Nat. Commun. 334, 530–532 (1988).

21. Barnaba, V., Watts, C., de Boer, M., Lane, P. & Lanzavecchia, A. Professional
presentation of antigen by activated human T cells. Eur. J. Immunol. 24, 71–75
(1994).

22. Klebanoff, C. A. et al. Central memory self/tumor-reactive CD8+ T cells confer
superior antitumor immunity compared with effector memory T cells. Proc.
Natl Acad. Sci. USA 102, 9571–9576 (2005).

23. Brockstedt, D. G. et al. Listeria-based cancer vaccines that segregate
immunogenicity from toxicity. Proc. Natl Acad. Sci. USA 101, 13832–13837
(2004).

24. Lyons, A. B., Blake, S. J. & Doherty, K. V. Flow cytometric analysis of cell
division by dilution of CFSE and related dyes. Curr Protoc Cytom 9, Unit9.11
(2013). Chapter.

25. Wetzel, S. A. & Parker, D. C. MHC transfer from APC to T cells following
antigen recognition. Crit. Rev. Immunol. 26, 1–21 (2006).

ARTICLE NATURE COMMUNICATIONS | DOI: 10.1038/s41467-017-01661-7

10 NATURE COMMUNICATIONS | 8:  1591 |DOI: 10.1038/s41467-017-01661-7 |www.nature.com/naturecommunications

www.nature.com/naturecommunications


26. Dudziak, D. et al. Differential antigen processing by dendritic cell subsets
in vivo. Science 315, 107–111 (2007).

27. Raghavan, M., Del Cid, N., Rizvi, S. M. & Peters, L. R. MHC class I assembly:
out and about. Trends Immunol. 29, 436–443 (2008).

28. Lang, T. J., Nguyen, P., Peach, R., Gause, W. C. & Via, C. S. In vivo CD86
blockade inhibits CD4+ T cell activation, whereas CD80 blockade potentiates
CD8+ T cell activation and CTL effector function. J. Immunol. 168, 3786–3792
(2002).

29. Dustin, M. L. & Groves, J. T. Receptor signaling clusters in the immune
synapse. Annu. Rev. Biophys. 41, 543–556 (2012).

30. Gomez, T. S. et al. Dynamin 2 regulates T cell activation by controlling actin
polymerization at the immunological synapse. Nat. Immunol. 6, 261–270
(2005).

31. Calabia-Linares, C. et al. Endosomal clathrin drives actin accumulation at the
immunological synapse. J. Cell Sci. 124, 820–830 (2011).

32. Lang, D. et al. Pax3 functions at a nodal point in melanocyte stem cell
differentiation. Nat. Commun. 433, 884–887 (2005).

33. Huster, K. M. et al. Selective expression of IL-7 receptor on memory T cells
identifies early CD40L-dependent generation of distinct CD8+ memory T cell
subsets. Proc. Natl Acad. Sci. USA 101, 5610–5615 (2004).

34. Boettler, T. et al. Expression of the interleukin-7 receptor alpha chain (cd127)
on virus-specific cd8+ T cells identifies functionally and phenotypically defined
memory T cells during acute resolving hepatitis B virus infection. J. Virol. 80,
3532–3540 (2006).

35. Goldszmid, R. S. et al. TAP-1 indirectly regulates CD4+ T cell priming in
toxoplasma gondii infection by controlling NK cell IFN-gamma production. J.
Exp. Med. 204, 2591–2602 (2007).

36. Thäle, C. & Kiderlen, A. F. Sources of interferon-gamma (IFN-gamma) in early
immune response to Listeria monocytogenes. Immunobiology. 210, 673–683
(2005).

37. De Pascalis, R., Taylor, B. C. & Elkins, K. L. Diverse myeloid and lymphoid cell
subpopulations produce gamma interferon during early innate immune
responses to francisella tularensis live vaccine strain. Infect. Immun. 76,
4311–4321 (2008).

38. Bjorkdahl, O. et al. Characterization of CC-chemokine receptor 7 expression on
murine T cells in lymphoid tissues. Immunology. 110, 170–179 (2003).

39. Raulet, D. H. MHC class I-deficient mice. Adv. Immunol. 55, 381–421 (1994).
40. Restifo, N. P., Dudley, M. E. & Rosenberg, S. A. Adoptive immunotherapy for

cancer: harnessing the T cell response. Nat. Rev. Immunol. 12, 269–281 (2012).
41. Overwijk, W. W. & Restifo, N. P. B16 as a mouse model for human melanoma.

Curr. Protoc. Immunol. 20, Unit20.1 (2001). Chapter.
42. Bellone, M. et al. Relevance of the tumor antigen in the validation of three

vaccination strategies for melanoma. J. Immunol. 165, 2651–2656 (2000).
43. Borroto, A. et al. Relevance of Nck-CD3 epsilon interaction for T cell activation

in vivo. J. Immunol. 192, 2042–2053 (2014).
44. Jung, S. et al. In vivo depletion of CD11c+ dendritic cells abrogates priming of

CD8+ T cells by exogenous cell-associated antigens. Immunity. 17, 211–220
(2002).

45. Cruz-Adalia, A. & Veiga, E. Close encounters of lymphoid cells and bacteria.
Front. Immunol. 7, 405 (2016).

46. Hor, J. L. et al. Spatiotemporally distinct interactions with dendritic cell subsets
facilitates CD4+ and CD8+ T cell activation to localized viral infection.
Immunity. 43, 554–565 (2015).

47. Mellman, I., Coukos, G. & Dranoff, G. Cancer immunotherapy comes of age.
Nat. Commun. 480, 480–489 (2012).

48. Amezquita, R. A. & Kaech, S. M. Immunology: The chronicles of T-cell
exhaustion. Nat. Commun. 543, 190–191, https://doi.org/10.1038/nature21508
(2017).

49. Wang, R.-F. & Wang, H. Y. Immune targets and neoantigens for cancer
immunotherapy and precision medicine. Cell Res. 27, 11–37 (2017).

50. Schumacher, T. N. & Schreiber, R. D. Neoantigens in cancer immunotherapy.
Science 348, 69–74 (2015).

51. Gubin, M. M. et al. Checkpoint blockade cancer immunotherapy targets
tumour-specific mutant antigens. Nat. Commun. 515, 577–581 (2014).

52. Mayordomo, J. I. et al. Bone marrow-derived dendritic cells pulsed with
synthetic tumour peptides elicit protective and therapeutic antitumour
immunity. Nat. Med. 1, 1297–1302 (1995).

53. Barnden, M. J., Allison, J., Heath, W. R. & Carbone, F. R. Defective TCR
expression in transgenic mice constructed using cDNA-based alpha- and beta-
chain genes under the control of heterologous regulatory elements. Immunol.
Cell Biol. 76, 34–40 (1998).

54. Clarke, S. R. et al. Characterization of the ovalbumin-specific TCR transgenic
line OT-I: MHC elements for positive and negative selection. Immunol. Cell
Biol. 78, 110–117 (2000).

55. Hogquist, K. A. et al. T cell receptor antagonist peptides induce positive
selection. Cell 76, 17–27 (1994).

56. Kaye, J. et al. Selective development of CD4+ T cells in transgenic mice
expressing a class II MHC-restricted antigen receptor. Nat. Commun. 341,
746–749 (1989).

57. Martínez-Martín, N. et al. T cell receptor internalization from the
immunological synapse is mediated by TC21 and RhoG GTPase-dependent
phagocytosis. Immunity. 35, 208–222 (2011).

58. Medina, F. et al. Furin-processed antigens targeted to the secretory route elicit
functional TAP1-/-CD8+ T lymphocytes in vivo. J. Immunol. 183, 4639–4647
(2009).

59. Mombaerts, P. et al. RAG-1-deficient mice have no mature B and T
lymphocytes. Cell 68, 869–877 (1992).

60. Riedel, C. U. et al. Improved luciferase tagging system for listeria
monocytogenes allows real-time monitoring in vivo and in vitro. Appl. Environ.
Microbiol. 73, 3091–3094 (2007).

61. Cruz-Adalia, A., Ramirez-Santiago, G., Torres-Torresano, M., Garcia-Ferreras,
R. & Veiga, E. T. Cells capture bacteria by transinfection from dendritic cells.
J. Vis. Exp. e52976, https://doi.org/10.3791/52976 (2016).

Acknowledgements
We are grateful to Laura Díaz-Muñoz for technical help with flow cytometry, Carlos

Oscar Sánchez-Sorzano for help with statistics, Ignacio Melero for providing the

B16-OVA melanoma cell line, Peter Klatt for critical reading of the manuscript and

Catherine Mark for editorial assistance. J.M.G.-G. is supported by the Miguel Servet

Program (Instituto de Salud Carlos III; ISCIII) and V.Z. by the ISCIII. This work was

supported by grants from the Spanish Ministries of Science and Technology (MICINN;

BFU2011-29450 to E.V.) and of Economy and Competitiveness (MINECO; SAF2014-

56716-REDT and BFU2014-59585-R to E.V., SAF2014-55579-R to F.S.M., SAF2013-

47975-R to B.A., SAF2014-58895-JIN to A.C.-A.), the ISCIII (PI14/00526; CP11/00145;

CPII16/00022 to J.M.G.-G.), the Fundación Ramón Areces (to J.M.G.-G.), the Madrid

regional government (INDISNET-S2011/BMD-2332 to F.S.M.) and the European

Research Council (ERC-2011-AdG 294340-GENTRIS to F.S.M.; ERC 2013-AdG 334763

NOVARIPP to B.A.). F.S.M. and J.M.G.-G. are also financed by CIBER Cardiovascular,

Spain.

Author contributions
A.C.A. conducted and analyzed most of the experiments and helped both in the design

of the experiments and in the writing of the manuscript. A.C.A., G.R.S., J.O.P., V.Z and

M.T.T., conducted most of the experiments. A.M.R., V.B. and A.B. helped at different

levels in the experiments involving the melanoma B-16OVA, G.H. provided support in

some in vivo experiments. J.M. G.G., B.A. & F.S.M. critically read the manuscript and

gave advice in the design of some experiments. E.V. designed the experiments, supervised

and analysed the experiments, and wrote the manuscript.

Additional information
Supplementary Information accompanies this paper at doi:10.1038/s41467-017-01661-7.

Competing interests: The authors declare no competing financial interests.

Reprints and permission information is available online at http://npg.nature.com/

reprintsandpermissions/

Publisher's note: Springer Nature remains neutral with regard to jurisdictional claims in

published maps and institutional affiliations.

Open Access This article is licensed under a Creative Commons

Attribution 4.0 International License, which permits use, sharing,

adaptation, distribution and reproduction in any medium or format, as long as you give

appropriate credit to the original author(s) and the source, provide a link to the Creative

Commons license, and indicate if changes were made. The images or other third party

material in this article are included in the article’s Creative Commons license, unless

indicated otherwise in a credit line to the material. If material is not included in the

article’s Creative Commons license and your intended use is not permitted by statutory

regulation or exceeds the permitted use, you will need to obtain permission directly from

the copyright holder. To view a copy of this license, visit http://creativecommons.org/

licenses/by/4.0/.

© The Author(s) 2017

NATURE COMMUNICATIONS | DOI: 10.1038/s41467-017-01661-7 ARTICLE

NATURE COMMUNICATIONS |8:  1591 |DOI: 10.1038/s41467-017-01661-7 |www.nature.com/naturecommunications 11

http://dx.doi.org/10.1038/nature21508
http://dx.doi.org/10.3791/52976
http://dx.doi.org/10.1038/s41467-017-01661-7
http://npg.nature.com/reprintsandpermissions/
http://npg.nature.com/reprintsandpermissions/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
www.nature.com/naturecommunications
www.nature.com/naturecommunications

	Conventional CD4+ T�cells present bacterial antigens to induce cytotoxic and memory CD8+ T�cell responses
	Results
	tpCD4+ T�cells cross-prime naive CD8+ T�cells
	tpCD4+ T�cells process bacterial antigens
	tpCD4+ T�cells form immune synapses with naive CD8+ T�cells
	tpCD4+ T�cells prime naive CD8+ T�cells in�vivo
	tpCD4+ T�cells induce CD8+ T central memory during infection
	Antitumour immunotherapy potential of tpCD4+ T�cells

	Discussion
	Methods
	Mice
	Bacterial strains
	Cells
	Antibodies
	Reagents
	CD4+ T-cell transphagocytosis
	Western blotting
	CD8+ T-cell proliferation assays
	Analysis of memory CD8+ T�cells during Listeria infection
	Immunofluorescence microscopy
	Quantification the actin accumulation at the IS
	Cytotoxicity assay
	Anti-tumour assay
	Statistics
	Data availability

	References
	Acknowledgements
	Author contributions
	Competing interests
	ACKNOWLEDGEMENTS


