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corrigenda

Enzymic activation and transfer

of fatty acids and acyl-adenylates

in mycobacteria

Omita A. Trivedi, Pooja Arora, Vijayalakshmi Sridharan, Rashmi Tickoo,

Debasisa Mohanty & Rajesh S. Gokhale

Nature 428, 441–445 (2004).
.............................................................................................................................................................................

The structures of lauroyl–AMP and lauroyl–CoA are incorrectly
represented in Fig. 1c, d of this Letter, which shows the L-form rather
than the natural D-form of adenosine; there is no phosphate group
at the 2 0-position of the ribosyl moiety of lauroyl–AMP (Fig. 1c)
and the phosphate group in lauroyl–CoA (Fig. 1d) should be at the
3 0-position. These errors do not affect our conclusions. A
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corrigendum

Reduction of hysteresis losses in

the magnetic refrigerant Gd5Ge2Si2
by the addition of iron

Virgil Provenzano, Alexander J. Shapiro & Robert D. Shull

Nature 429, 853–857 (2004).
.............................................................................................................................................................................

It has come to our attention that we failed to cite in our Letter to
Nature a key publication1 that describes changes in the magneto-
caloric capabilities of Gd5(Si2Ge2) as a result of alloying the
compound with small amounts of various metals, including iron.
That paper supports the findings presented in our Letter. However,
we also show that it is important to consider the magnetic hysteresis
in addition to the magnetocaloric effect when assessing the useful-
ness of a material as a magnetic refrigerant. A

1. Pecharsky, V. K. & Gschneidner, K. A. Effect of alloying on the giant magnetocaloric effect of

Gd5(Si2Ge2). J. Magn. Magn. Mater. Res. 167, L179–L184 (1997).
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