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The authors would like to make the following correction to the published paper [1].

1. Error in Figures

In the original publication, there was a mistake in Figure 1 as published. Figure 2 was
reused, and Figure 1 was missed out by mistake during the revision process. The corrected
Figure 1 appears below.
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Figure 1. Cont.
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Figure 1. The JAZ gene family in pineapple. (A) Chromosomal locations of JAZ genes in pineapple.
The respective chromosome number is indicated by different colors at the top of each chromosome.
The scale on the left is for chromosomes in megabases (B) Phylogenetic relationship of JAZ proteins
from Arabidopsis thaliana, Oryza sativa, and pineapple. The phylogenetic tree was created using the
neighbor-joining method with 1000 bootstrap replicates by MEGA 7. The diverse groups of JAZ
proteins are marked with different colors. The JAZ proteins of A. thaliana, O. sativa, and pineapple are
represented by black triangles, white circles, and black stars, respectively.

2. Text Correction

In the original publication, there was a mistake in the subtitle of 2.8. “Identification
of JAZ Gene Family in Pineapple” as published. The typo was introduced during the
reordering of the subsections. The correct subtitle should be “2.8. The Cellular Localization of
AcJAZ Proteins”.

The authors apologize for any inconvenience caused and state that the scientific
conclusions are unaffected. This correction was approved by the Academic Editor. The
original publication has also been updated.
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