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Abstract

Objectives: Among the diagnostic tests that have recently
become commercially available for diagnosing coronavi-
rus disease 2019 (COVID-19), the fully-automated Roche
Elecsys severe acute respiratory syndrome coronavirus 2
(SARS-CoV-2) antigen electrochemiluminescence immu-
noassay (ECLIA) is one of the most widespread for its
adaptability within a system of laboratory automation,
rapidity and high-throughput. This article is aimed to
provide the results of the first pooled analysis of its accu-
racy for diagnosing SARS-CoV-2 infections.
Content: We carried out an electronic search in Scopus
andMedline, without language or date restrictions (i.e., up
to January 18, 2022), to identify articles where the diag-
nostic performance of Roche Elecsys SARS-CoV-2 antigen
ECLIA was compared with that of reference molecular
diagnostic techniques.
Summary: Overall, 11 studies were identified, 10 of which
(n=6,095 swabs) provided necessary data for inclusion in a
pooled analysis. The pooled diagnostic sensitivity,

specificity and area under the curve (AUC) in nasopha-
ryngeal samples were 0.68 (95%CI, 0.66–0.70), 0.99 (95%
CI, 0.99–0.99) and 0.958 (95%CI, 0.936–0.980), respec-
tively. The cumulative observed agreement with reference
molecular assays was 89.5% and the kappa statistic was
0.735 (95%CI, 0.716–0.754). The pooled diagnostic sensi-
tivity in samples with high viral load (i.e., cycle threshold
values <28–30) was 0.95 (95%CI, 0.92–0.97).
Outlook: The results of this pooled analysis confirm that
the fully-automated Roche Elecsys SARS-CoV-2 antigen
ECLIA has high diagnostic specificity and optimal diag-
nostic sensitivity for identifying nasopharyngeal samples
with higher viral load, thus making it a reliable technique
for mass screening and for supporting strategies based on
shorten isolation and/or quarantine.

Keywords: antigen; COVID-19; diagnosis; immunoassay;
SARS-CoV-2.

Introduction

Although molecular testing remains the gold standard for
diagnosing severe acute respiratory syndrome coronavirus 2
(SARS-CoV-2) infections [1], it is now well established that
coronavirus disease 2019 (COVID-19) population screening
inpublic places (e.g., schools, stations, airports and so forth)
or before largemass gatherings (i.e., sports events, concerts,
public manifestations) by means of rapid and reliable
tests would enable the prevention of a large number of
SARS-CoV-2 infections, thus limiting viral circulation and
spread [2]. This holds especially true for subjects freely
circulating with asymptomatic SARS-CoV-2 infections, since
the rate of infected persons without COVID-19 symptoms is
high, typically ranging between 50 and 90% [3], andmay be
further increased after emergence and spread of the new
Omicron (B.1.1529) variant [4]. Moreover, data suggests that
SARS-CoV-2 is associated with a cumulative asymptomatic
transmission rate as high as 25% [5].
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The use of rapid antigen diagnostic tests is ideal for
large population screenings as they can be performed on-
site and do not require skilled personnel or dedicated
instrumentation. Nevertheless, these assays still carry
major drawbacks such as limited diagnostic accuracy,
low throughput, arbitrary and qualitative interpretation
of test results, as well as inability to directly transfer
and store data within laboratory information systems or
patient electronic health records for widespread, safe
and long-term availability [6]. To this end, the possibility
to deliver large volumes of samples to neighboring clin-
ical laboratories, where they can be rapidly tested with
fully-automated and high-throughput analytical tech-
niques, represents a feasible solution to overcome the
bottleneck of molecular testing caused by ongoing
shortages of human and technical resources. As recently
highlighted in a worldwide survey performed by the
American Association of Clinical Chemistry (AACC), over
60% of worldwide respondent laboratories were unable
to obtain supplies such as test kits and reagents for
running all COVID-19 tests and nearly 90% reported
shortage of testing personnel [7].

Among the existing diagnostic tests on the market (an
updated list can be found in the FINDwebsite) [8], the fully-
automated Roche Elecsys SARS-CoV-2 antigen electro-
chemiluminescence immunoassay (ECLIA) is one of the
most widely available, as this technique can be integrated
within a system of laboratory automation (i.e., is available
on analyzers of the COBAS series) and hence available in
many worldwide laboratories. Briefly, this technique is
based on monoclonal antibodies directed against the
SARS-CoV-2 nucleocapsid (N) protein in double-antibody
sandwich assay format. According to manufacturer’s dec-
larations [9], the sample volume is 30–50 μL, the turn-
around time is around 18 min, sample are considered
“reactive” when the cut-off index (COI) is ≥1, the limit of
detection is as low as 22.5 Median Tissue Culture Infectious
Dose (TCID50)/mL, whilst the total imprecision is reported
between 1.7 and 5.8%. Additional information (e.g., pre-
analytical indications, use of viral inactivation buffers and
so forth) and biosafety requirements is available in the
online package inset [9]. The aim of this study was to
perform the first pooled analysis of the cumulative per-
formance of this fully-automated technique for diagnosing
SARS-CoV-2 infections, since understanding the cumula-
tive performance of this assay will help informing and
guiding the use in clinical and public health contexts.

Materials and methods

We carried out an electronic search in Scopus and Medline (PubMed
interface) using the keywords “Roche” OR “Elecsys” AND “antigen”
AND “SARS-CoV-2” or “COVID-19”within all search fields andwithout
language or date restrictions (i.e., up to January 18, 2022), with the
purpose of identifying articles where the diagnostic performance of
the Roche Elecsys SARS-CoV-2 antigen fully-automated ECLIA was
compared with a reference molecular diagnostic technique. Two au-
thors (G.L. and B.M.H.) scrutinized title, abstract and full text (when
available) of all results using the aforementioned search criteria,
selecting those investigations in which the rates of true positive (TP),
true negative (TN), false positive (FP) and false negative (FN) cases
were provided and could be used for constructiong a 2 X 2 table. The
references of all articles were also hand-searched for detecting other
potentially eligible publications. The data from each eligible study
was then included in a pooled analysis for estimating the cumulative
diagnostic sensitivity, specificity, positive likelihood ratio (PLR),
negative likelihood ratio (NLR) and accuracy (Summary Receiver
Operating Characteristic Curve [SROC]; Agreement; Kappa statistics)
with 95% confidence interval (95%CI). A random effects model was
adopted, whilst heterogeneity was estimated with χ2 test and I2 sta-
tistic. Sub-analysiswas performed in sampleswith high viral load. The
statistical analysiswas conducted usingMeta-DiSc 1.4 (Unit of Clinical
Biostatistics team of the Ramón y Cajal Hospital, Madrid, Spain) [10].
The study is in agreement with the Declaration of Helsinki and within
the terms of local legislation.

Results

The electronic search according to the predefined criteria
identified 55 publications after eliminating duplicates
among the two scientific databases. Forty-four articles
were excluded because they did not show data on Elecsys
SARS-CoV-2 antigen ECLIA (n=37), did not contain clinical
evaluation of the test (n=4), and were review articles (n=2)
or correspondence (n=1). A final number of 11 studies
(n=6,130 samples) could hence be included in this study
[11–21], all of which except for one contained sufficient
information for pooling the diagnostic performance (the
study of Mak et al., n=35 samples, was excluded since no
data on negative molecular tests were included) [16].

The main characteristics of the selected studies are
summarized in Table 1. Three studies were conducted in
Italy, two in Germany and one each of the remaining six
investigations in Belgium, China, Cuba, Japan, Pakistan
and Switzerland. In all studies except one, the diag-
nostic performancewas assayed in nasopharyngeal swabs,
whilst in the remaining study it was evaluated in both
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nasopharyngeal and oropharyngeal swabs [20]. In one
study, the diagnostic performance was also assayed in
saliva [11]. The sample size ranged between 35 and 3,139. A
sub-analysis of diagnostic sensitivity in samples with high
viral load (i.e., Ct values <28–30) could be carried out in
6/11 of such articles (n=531 samples), since the others did
not provide sufficient data stratified according to the viral
load for enabling our calculation (Table 2).

The pooled cumulative diagnostic performance of
Elecsys SARS-CoV-2 antigen ECLIA is summarized in
Figure 1 (10 studies, n=6,095 swabs). The pooled diag-
nostic sensitivity, specificity and AUC were 0.68 (95%CI,

0.66–0.70; I2, 96.5%), 0.99 (95%CI, 0.99–0.99; I2, 91.3%)
and 0.958 (95%CI, 0.936 to 0.980), respectively. The
cumulative observed agreement was 89.5% and the kappa
statistic was 0.735 (95%CI, 0.716–0.754). The pooled NLR
and PLR were 0.32 (95%CI, 0.23–0.45 I2, 96.8%) and 68.12
(95%CI, 19.06–243.44; I2, 87.7%), respectively. The pooled
diagnostic sensitivity in nasopharyngeal samples with
high viral load (i.e., Ct values <28–30; 6 studies, 531 swabs)
was 0.95 (95%CI, 0.92–0.97; I2, 71.5%) (Figure 2). The
diagnostic specificity and accuracy in high viral load
nasopharyngeal samples could not be calculated since the
samples were unavailable for this sub-analysis. In the only

Table : Summary of studies that investigated the cumulative diagnostic performance of the fully-automated Roche Elecsys SARS-CoV-
antigen ECLIA.

Study Country Sample matrix Sample
size

Molecular assays (target genes) Viral load

Audigé et al. [] Switzerland Nasopharyngeal
swabs

 Roche Cobas SARS-CoV- IVD test (E) – Ct

Ben Abdelhanin
et al. []

Belgium Nasopharyngeal
swabs

 Seegene Allplex -nCoV assay (E and N) ≤ Ct

Hirotsu et al. [] Japan Nasopharyngeal
swabs

 In-house assay derived from the Japanese
National Institute of Infectious Diseases test (N)

Unavailable

Iqbal et al. [] Pakistan Nasopharyngeal
swabs

 Roche TibMol Biol Real-Time PCR test (ORFab
and RdRP)

≤ Ct

Kolesova et al.
[]

Italy Nasopharyngeal
swabs

 MutaPLEX
SARS-COV- kit (E, S and RdRP)

– Ct

Mak et al. [] China Nasopharyngeal
swabs

 In-house assay (ORFab) – Ct

Montalvo Villalba
et al. []

Cuba Nasopharyngeal
swabs

 Sentinel STAT-NAT COVID- multiplex (RdRP and
ORFb)

– Ct

Mueller et al. [] Italy Nasopharyngeal
swabs

 Cepheid Xpert Xpress SARS-CoV- test (E and N) – Ct

Nörz et al. [] Germany Nasopharyngeal
swabs

, Roche Cobas SARS-CoV- IVD test (E) . × 
–

. × 
 copies/mL

Osterman et al.
[]

Germany Oro-nasopharyngeal
swabs

 Multiple assays – Seegene Allplex, Roche Cobas
and Cepheid GeneXpert System (unspecified gene
targets)

. × 
–

. × 
 Geq/mL

Salvagno et al.
[]

Italy Nasopharyngeal
swabs

 Altona RealStar SARS-CoV- RT-PCR Kit (E and S) – Ct

Ct, cycle threshold; ECLIA, electrochemiluminescence immunoassay.

Table : Summary of studies which investigated the diagnostic performance of the fully-automated Roche Elecsys SARS-CoV- antigen ECLIA
in nasopharyngeal samples with high viral load (i.e., cycle threshold values <–).

Study Country Sample matrix Sample size Viral load

Audigé et al. [] Switzerland Nasopharyngeal swabs  < Ct
Hirotsu et al. [] Japan Nasopharyngeal swabs  < Ct
Kolesova et al. [] Italy Nasopharyngeal swabs  < Ct
Mak et al. [] China Nasopharyngeal swabs  < Ct
Nörz et al. [] Germany Nasopharyngeal swabs  > copies/mL (<∼ Ct)
Salvagno et al. [] Italy Nasopharyngeal swabs  < Ct

Ct, cycle threshold; ECLIA, electrochemiluminescence immunoassay.
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Figure 1: Cumulative diagnostic
sensitivity, specificity and accuracy
(Summary Receiver Operating
Characteristic Curve [SROC]) with
95% confidence interval (95%CI) of
the fully-automated Roche Elecsys
SARS-CoV-2 antigen electro-
chemiluminescence immunoassay
(ECLIA) for diagnosing SARS-CoV-2
infection in nasopharyngeal samples.
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study in which the diagnostic performance of Elecsys
SARS-CoV-2 antigen ECLIA was assessed in saliva samples
[11], the authors calculated a percent positive agreement of
40.2% in all specimens (with 99.5% percent negative
agreement), increasing to 91.2% in thosewith Ct values <28.

Discussion

Two years after emergence of the worst human pandemic
since the Spanish flu in 1918–1919, the global surge of
SARS-CoV-2 positive cases does not seem to be declining,
but instead is boosted by the spread of new and highly
mutated variants [22]. These new linages appear more
capable to escape both natural or vaccine-elicited immu-
nity, thus they are responsible for a considerable number of
re-infections and vaccine breakthroughs, ultimately
imposing an unsustainable pressure on healthcare and
diagnostic laboratories [23]. Although the molecular
detection of SARS-CoV-2 RNA in upper respiratory tract
specimens remains the reference technique for diagnosing
COVID-19 [24], the increasing availability of high-
throughput and fully-automated immunoassays aimed to
rapidly and accurately identify SARS-CoV-2 antigens
(namely the N protein) presents a promising solution for
managing high volumes of diagnostic samples [25].

Despite some inherent limitations, such as variation in
target genes, heterogeneous analytical sensitivity of
reference molecular biology techniques and controversy
on how thresholds for infectivity shall be defined [26], the
results of this pooled analysis show that the fully-
automated Elecsys SARS-CoV-2 antigen ECLIA has
acceptable performance for diagnosing SARS-CoV-2
infection in nasopharyngeal samples, particularly in those
with low Ct values, displaying 0.99 specificity and 0.96
AUC, respectively. The cumulative accordance and kappa
statistic with reference molecular diagnostic techniques
were ∼90% and 0.735, respectively, thus reflecting sub-
stantial agreement [27]. The cumulative diagnostic

sensitivitywas instead found to be 0.68, thus implying a FN
rate of around 32% in nasopharyngeal samples with a wide
spectrum of viral loads. However, such suboptimal sensi-
tivity increased to 95% in nasopharyngeal samples with Ct
values <28–30. This implies that this technique could be
reliably used to accurately identify subjects with high viral
load, conventionally known as “super-carriers” and/or
“super-spreaders”, who may be responsible for a large
number of infections and COVID-19-related hospitaliza-
tions [28, 29].

It is also noteworthy that the remarkably high (virtu-
ally perfect) diagnostic specificity that characterizes the
Elecsys SARS-CoV-2 antigen ECLIA compared to reference
molecular diagnostic techniques would enable the use of
this accurate and reliable tool for social purposes, whereby
suspension of quarantine and/or isolation after an acute
SARS-CoV-2 infection mandatorily requires a negative
SARS-CoV-2 test result in many countries [30]. Notably,
detection of viral shedding with molecular biology tech-
niques not always reflects infectivity, since positivity may
be caused by detection of non-viable viral particles, free
nucleic acids or RNA contained in debris-like tissue and
degenerated cells, all conditions associated with a low/
absent infective risk [31, 32]. To this end, this test (and
probably other fully-automated immunoassays) could
replace molecular detection of SARS-CoV-2 RNA to define
whether a subject is still strongly colonized and highly
contagious, thus legitimizing the adoption of shortened
quarantine and/or isolation periods, provided that a reli-
able and validated SARS-CoV-2 tests was negative and that
traditional physical preventive measures (face masks, so-
cial distancing) were maintained and continued [33].

In conclusion, the results of our pooled analysis of
diagnostic accuracy of the fully-automated Roche Elecsys
SARS-CoV-2 antigen ECLIA confirm that this test has
considerably high cumulative diagnostic specificity
and optimal diagnostic sensitivity for identifying naso-
pharyngeal samples with higher viral load. Further
studies would be needed to define its role, placement and

Figure 2: Diagnostic sensitivity of the fully-
automated Roche Elecsys SARS-CoV-2
antigen electrochemiluminescence immu-
noassay (ECLIA) for diagnosing SARS-CoV-2
infection in nasopharyngeal samples with
high viral load (i.e., Ct values <28–30).
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cost-effectiveness with widespread strategies of
SARS-CoV-2 testing. These results provide further evidence
in support of the analytical, clinical and even technical
advantages offered by laboratory-based, automated
chemiluminescent antigen immunoassays compared to
rapid antigen diagnostic tests in providing high-quality
results of SARS-CoV-2 testing.

Research funding: None declared.
Author contributions: All authors have accepted
responsibility for the entire content of this manuscript
and approved its submission.
Competing interests: Authors state no conflict of interest.
Informed consent: Not applicable.
Ethical approval: Not applicable.

References

1. Lippi G, Horvath AR, Adeli K. Editorial and executive summary:
IFCC interim guidelines on clinical laboratory testing during the
COVID-19 pandemic. Clin Chem Lab Med 2020;58:1965–9.

2. Lippi G, Plebani M. Asymptomatic COVID-19 transmission: the
importance of avoiding official miscommunication. Diagnosis
(Berl) 2020;7:347–8.

3. Oran DP, Topol EJ. The proportion of SARS-CoV-2 infections that
are asymptomatic: a systematic review. Ann InternMed 2021;174:
655–62.

4. Garrett N, Tapley A, Andriesen J, Seocharan I, Fisher LH, BuntsL,
et al. High rate of asymptomatic carriage associated with variant
strain Omicron. MedRxiv [Preprint] 2022. https://doi.org/10.
1101/2021.12.20.21268130.

5. Ravindra K, Malik VS, Padhi BK, Goel S, Gupta M. Asymptomatic
infection and transmission of COVID-19 among clusters:
systematic review and meta-analysis. Publ Health 2021;203:
100–9.

6. Bohn MK, Lippi G, Horvath AR, Erasmus R, Grimmler M,
Gramegna M, et al. IFCC interim guidelines on rapid point-of-
care antigen testing for SARS-CoV-2 detection in asymptomatic
and symptomatic individuals. Clin Chem Lab Med 2021;59:
1507–15.

7. American Association of Clinical Chemistry. Coronavirus testing
survey. Available from: https://www.aacc.org/science-and-
research/covid-19-resources/aacc-covid-19-testing-survey
[Accessed 18 Jan 2022].

8. FIND. SARS-CoV-2 diagnostic pipeline. Available from: https://
www.finddx.org/covid-19/pipeline/ [Accessed 18 Jan 2022].

9. Roche Diagnostics. Elecsys® SARS-CoV-2 antigen. Available from:
https://diagnostics.roche.com/global/en/products/params/
elecsys-sars-cov-2-antigen-test.html [Accessed 28 Jan 2022].

10. Zamora J, Abraira V, Muriel A, Khan KS, Coomarasamy A. Meta-
DiSc: a software for meta-analysis of test accuracy data. BMC
Med Res Methodol 2006;6:31.

11. Audigé A, Böni J, Schreiber PW, Scheier T, Buonomano R,
Rudiger A, et al. Reduced relative sensitivity of the Elecsys

SARS-CoV-2 antigen assay in saliva compared to nasopharyngeal
swabs. Microorganisms 2021;9:1700.

12. Ben Abdelhanin M,Mvumbi DM, Agathine A, Nanos N, Gidenne S.
Evaluation of the Elecsys SARS-CoV-2 antigen assay for the
detection of SARS-CoV-2 in nasopharyngeal swabs. J Clin Virol
2021;144:104991.

13. Hirotsu Y, Sugiura H, Maejima M, Hayakawa M, Mochizuki H,
Tsutsui T, et al. Comparison of Roche and Lumipulse
quantitative SARS-CoV-2 antigen test performance using
automated systems for the diagnosis of COVID-19. Int J Infect
Dis 2021;108:263–9.

14. Iqbal B, Khan M, Shah N, Dawood MM, Jehanzeb V, Shafi M.
Comparison of SARS-CoV-2 antigen electrochemiluminescence
immunoassay to RT-PCR assay for laboratory diagnosis of
COVID-19 in Peshawar. Diagnosis (Berl) 2021 Aug 30. https://doi.
org/10.1515/dx-2021-0078 [Epub ahead of print].

15. Kolesova O, Tomassetti F, Cerini P, Finucci D, Turchetti G,
Capogreco F, et al. Evaluation of ECLIA antigen detection tests as
screening methods for COVID-19 in comparison with molecular
analysis. Ir J Med Sci 2021 Nov 30. https://doi.org/10.1007/
s11845-021-02863-1 [Epub ahead of print].

16. Mak GCK, Lau SSY, Wong KKY, Chow NLS, Lau CS, Ng KHL, et al.
Evaluation of automated antigen detection test for detection of
SARS-CoV-2. Diagn Microbiol Infect Dis 2021;101:115490.

17. Montalvo Villalba MC, Sosa Glaria E, Rodriguez Lay LLA,
Valdés Ramirez O, Vallina García D, Arencibia Garcia A, et al.
Performance evaluation of Elecsys SARS-CoV-2 Antigen
immunoassay for diagnostic of COVID-19. J Med Virol
2021 Oct 21. https://doi.org/10.1002/jmv.27412 [Epub ahead
of print].

18. Mueller T, Kompatscher J, La Guardia M. Diagnostic performance
of the Elecsys SARS-CoV-2 antigen assay in the clinical routine of
a tertiary care hospital: preliminary results from a single-center
evaluation. J Clin Lab Anal 2021;35:e23906.

19. Nörz D, Olearo F, Perisic S, Bauer MF, Riester E, Schneider T, et al.
Multicenter evaluation of a fully automated high-throughput
SARS-CoV-2 antigen immunoassay. Infect Dis Ther 2021;10:
2371–9.

20. Osterman A, Iglhaut M, Lehner A, Späth P, Stern M, Autenrieth H,
et al. Comparison of four commercial, automated antigen tests to
detect SARS-CoV-2 variants of concern. Med Microbiol Immunol
2021;210:263–75.

21. Salvagno GL, Pighi L, De Nitto S, Lippi G. Clinical performance of
the Roche Elecsys SARS-CoV-2 Antigen fully automated
electrochemiluminescence immunoassay. Pract Lab Med 2022;
29:e00265.

22. Lippi G, Mattiuzzi C, Henry BM. Updated picture of SARS-CoV-2
variants and mutations. Diagnosis (Berl) 2022;9:11–7.

23. Taylor L. Covid-19: Omicron drives weekly record high in global
infections. BMJ 2022;376:o66.

24. BohnMK,Mancini N, Loh TP,Wang CB, GrimmlerM, GramegnaM,
et al. IFCC interim guidelines on molecular testing of SARS-CoV-2
infection. Clin Chem Lab Med 2020;58:1993–2000.

25. Mattiuzzi C, Henry BM, Lippi G. Making sense of rapid antigen
testing in severe acute respiratory syndrome coronavirus 2
(SARS-CoV-2) diagnostics. Diagnosis (Berl)
2021;8:27–31.

26. Romero-Gómez MP, Gómez-Sebastian S, Cendejas-Bueno E,
Montero-Vega MD, Mingorance J, García-Rodríguez J. Ct value is

660 Lippi et al.: Pooled analysis of Roche Elecsys SARS-CoV-2 antigen test

https://doi.org/10.1101/2021.12.20.21268130
https://doi.org/10.1101/2021.12.20.21268130
https://www.aacc.org/science-and-research/covid-19-resources/aacc-covid-19-testing-survey
https://www.aacc.org/science-and-research/covid-19-resources/aacc-covid-19-testing-survey
https://www.finddx.org/covid-19/pipeline/
https://www.finddx.org/covid-19/pipeline/
https://diagnostics.roche.com/global/en/products/params/elecsys-sars-cov-2-antigen-test.html
https://diagnostics.roche.com/global/en/products/params/elecsys-sars-cov-2-antigen-test.html
https://doi.org/10.1515/dx-2021-0078
https://doi.org/10.1515/dx-2021-0078
https://doi.org/10.1007/s11845-021-02863-1
https://doi.org/10.1007/s11845-021-02863-1
https://doi.org/10.1002/jmv.27412


not enough to discriminate patients harbouring infective virus. J
Infect 2021;82:e35–7.

27. Landis JR, Koch GG. The measurement of observer agreement for
categorical data. Biometrics 1977;33:159–74.

28. Lau MSY, Grenfell B, Thomas M, Bryan M, Nelson K, Lopman B.
Characterizing superspreading events and age-specific
infectiousness of SARS-CoV-2 transmission in Georgia, USA. Proc
Natl Acad Sci U S A 2020;117:22430–5.

29. Illingworth CJ, Hamilton WL, Warne B, Routledge M, Popay A,
Jackson C, et al. Superspreaders drive the largest outbreaks of
hospital onset COVID-19 infections. Elife 2021;10:e67308.

30. Wells CR, Townsend JP, Pandey A, Moghadas SM, Krieger G,
Singer B, et al. Optimal COVID-19 quarantine and testing
strategies. Nat Commun 2021;12:356.

31. Lippi G, Henry BM, Sanchis-Gomar F, Mattiuzzi C. Updates on
laboratory investigations in coronavirus disease 2019
(COVID-19). Acta Biomed 2020;91:e2020030.

32. Ceulemans LJ, Khan M, Yoo SJ, Zapiec B, Van Gerven L,
Van Slambrouck J, et al. Persistence of SARS-CoV-2 RNA in lung
tissue after mild COVID-19. Lancet Respir Med 2021;9:e78–9.

33. Mayor S. Covid-19: warning over transmission risk as self-
isolation is cut to five days in England. BMJ 2022;376:o111.

Lippi et al.: Pooled analysis of Roche Elecsys SARS-CoV-2 antigen test 661


	Diagnostic performance of the fully automated Roche Elecsys SARS-CoV-2 antigen electrochemiluminescence immunoassay: a pool ...
	Introduction
	Materials and methods
	Results
	Discussion
	References


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (Euroscale Coated v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Warning
  /CompatibilityLevel 1.7
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages false
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.1000
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 1
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness false
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Remove
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages false
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 10
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages false
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages false
  /MonoImageMinResolution 600
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1000
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.10000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError false
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<
    /DEU <>
    /ENU ()
    /ENN ()
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AllowImageBreaks true
      /AllowTableBreaks true
      /ExpandPage false
      /HonorBaseURL true
      /HonorRolloverEffect false
      /IgnoreHTMLPageBreaks false
      /IncludeHeaderFooter false
      /MarginOffset [
        0
        0
        0
        0
      ]
      /MetadataAuthor ()
      /MetadataKeywords ()
      /MetadataSubject ()
      /MetadataTitle ()
      /MetricPageSize [
        0
        0
      ]
      /MetricUnit /inch
      /MobileCompatible 0
      /Namespace [
        (Adobe)
        (GoLive)
        (8.0)
      ]
      /OpenZoomToHTMLFontSize false
      /PageOrientation /Portrait
      /RemoveBackground false
      /ShrinkContent true
      /TreatColorsAs /MainMonitorColors
      /UseEmbeddedProfiles false
      /UseHTMLTitleAsMetadata true
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /BleedOffset [
        0
        0
        0
        0
      ]
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName (ISO Coated v2 \(ECI\))
      /DestinationProfileSelector /UseName
      /Downsample16BitImages true
      /FlattenerPreset <<
        /ClipComplexRegions true
        /ConvertStrokesToOutlines false
        /ConvertTextToOutlines false
        /GradientResolution 300
        /LineArtTextResolution 1200
        /PresetName <FEFF005B0048006F006800650020004100750066006C00F600730075006E0067005D>
        /PresetSelector /HighResolution
        /RasterVectorBalance 1
      >>
      /FormElements true
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MarksOffset 8.503940
      /MarksWeight 0.250000
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /UseName
      /PageMarksFile /RomanDefault
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [600 600]
  /PageSize [595.276 841.890]
>> setpagedevice


