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Abstract
Background: Down's syndrome (DS) is characterized by several immunological defects, especially regarding T cell
compartment. DS is considered the best example of accelerated ageing in humans. Direct observations of the thymus have
shown that in DS this organ undergoes severe histological and morphological changes. However, no data on its capacity to
generate T cells are present in the literature. Here, using a new technology based upon real time PCR, we have investigated the
capacity of the thymus to produce and release newly generated T lymphocytes (the so called "recent thymic emigrants", RTE)
in children with DS.

Methods: We studied 8 children affected by DS, aged 2–7 years, compared with 8 age- and sex-matched healthy controls. Flow
cytometry was used to determine different lymphocytes subsets. Real time PCR with the Taqman system was used to quantify
the amount of RTE, i.e. peripheral blood lymphocytes that express the T cell receptor rearrangement excision circles (TREC).

Results: In comparison with control children, those with DS had a significant lower number of TREC+ peripheral blood cells.
Moreover, in DS children but not in controls, a strong negative correlation between age and the levels of TREC+ cells was found.

Conclusions: The direct measure of thymic output indicates that the impairment of the organ results in a reduced production
of newly generated T cells. This observation could suggest that cytokines able to modulate thymic function, such as interleukins,
could be useful to improve the functionality of the organ and to treat the immunodeficiency present in DS subjects.

Published: 16 February 2005

Immunity & Ageing 2005, 2:4 doi:10.1186/1742-4933-2-4

Received: 05 February 2005
Accepted: 16 February 2005

This article is available from: http://www.immunityageing.com/content/2/1/4

© 2005 Prada et al; licensee BioMed Central Ltd. 
This is an Open Access article distributed under the terms of the Creative Commons Attribution License (http://creativecommons.org/licenses/by/2.0), 
which permits unrestricted use, distribution, and reproduction in any medium, provided the original work is properly cited.
Page 1 of 8
(page number not for citation purposes)

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=15715912
http://www.immunityageing.com/content/2/1/4
http://creativecommons.org/licenses/by/2.0
http://www.biomedcentral.com/
http://www.biomedcentral.com/info/about/charter/


Immunity & Ageing 2005, 2:4 http://www.immunityageing.com/content/2/1/4
Introduction
Down's Syndrome (DS) is the most common chromo-
somal abnormality in humans, that occurs in 1 out of
every 800–1,000 births. It is an autosomal disorder result-
ing by triplication of chromosome 21. Many characteris-
tics are commonly seen in DS, including some degree of
intellectual impairment, that varies widely from individ-
ual to individual, heart defects, hypotonia, hyperuri-
cemia, and the development of Alzheimer disease-type
neuropathology beginning at about 40 years of age [1].

DS subjects also present alterations of the immune system
which are similar to those of aged people, including
increased susceptibility to bacterial and viral infection and
to the onset of different types of haematological malig-
nancies, along with a high frequency of autoantibodies.
Alterations of B lymphocytes, T cell subsets, and natural
killer cells, defective phagocytosis and chemotaxis of pol-
ymorphonuclear leukocytes and interleukin-2 production
by activated T cells were also reported [2-7]. Quantitative
studies of peripheral blood T lymphocytes reveal a reduc-
tion, often quite small, in the percentage and/or absolute
number of T lymphocytes, although normal proportions
or numbers of T and B lymphocytes in DS children have
also been reported [8].

Several studies have focused their attention on the role of
the thymus, and have described a variety of structural and
anatomic alterations present in DS [9]. Few data, if any,
exist on the direct measure of thymic functionality in
terms of production of newly generated T cells. Accord-
ingly, the aim of this study was to measure the capability
of the thymus of DS children to produce new T lym-
phocytes, and to analyze how such capability changes
with age. For this reason, we have quantified the so called
"recent thymic emigrants" (RTE), that are the main con-
tributors to the naïve T-cell pool, and are characterized by
the presence in the nucleus of a circular, episomal DNA
molecule called TREC (T cell receptor Rearrangement
Excision Circles), generated during the intrathymic rear-
rangement of the α-chain locus of the T cell receptor
(TCR).

Genes for the δ-chain of the TCR are distributed within the
genomic region that codifies for the α-chain, and are
removed in two steps during the recombination of Vα
with Jα. Thus, a thymocyte that starts to rearrange the α-
chain produces the first TREC, called signal-joint (sj)-
TREC, then proliferates three or four times, and finally
completes the rearrangement of Vα with Jα, so producing
the second TREC, called coding-joint (cj)-TREC. The
removal of genes for the δ-chain from the α region does
not imply their elimination, as such DNA remains into
the nucleus as a circle that is not able to replicate. As a con-
sequence, when a cell undergoes a division, TREC are

passed only to one of the two daughter cells. During the
following cell cycles, TREC are then diluted into the pop-
ulation that origins from the first cell. Several data indi-
cated that the percentage of TREC+ cells is a marker of
thymic activity, that TREC+ cells are almost present within
the subset of virgin T lymphocytes, and that their number
consistently declines with age [10].

Materials and Methods
Subjects
We could analyze blood samples from 8 children with DS
(with a mean age of 4.62 years, range: 2–7 years), 7 males
and 1 females. As control group, we studied 8 children
with a mean age of 4.75 years (range, 2–8 years), 7 males
and 1 female. All subjects were in good conditions, and
had no acute or chronic disease affecting the immune sys-
tem. Written informed consent was obtained by their par-
ents, according to the Italian laws.

Isolation of PBMC from blood
Peripheral blood mononuclear cells (PBMC) were sepa-
rated from a minimum of 8 mL freshly collected blood
according to standard procedures.

Analysis of the phenotype of peripheral blood lymphocytes
Blood samples were stained with different monoclonal
antibodies for the cytometric analysis, as described [11].
The quantification of the main subpopulations present
among lymphocytes (electronically selected on the basis
of an electronic gate put in the region of lymphocytes) was
performed by flow cytometry using a CyFlow ML instru-
ment (Partec, Münster, Germany), according to standard
procedures [11].

DNA extraction
DNA was extracted from 5 × 106 PBMC using the QIAamp
DNA Mini Kit (QIAGEN) according to the manufacturer's
protocols and stored in sterile water at -20°C until use.

Quantification of percentage of sjTREC positive PBMC by 
a Real Time PCR approach
The percentage of PBMC containing sjTREC was measured
by an original method that has been recently developed
(patent pending) using a Real Time PCR approach. This
assay was performed by two parallel polymerase chain
reactions (PCR), that quantify sjTREC or nuclear DNA
(nDNA) in a given sample, carried out in two different
reaction tubes, but in the same plate, in order to have sim-
ilar reaction conditions.

In the first reaction, we quantified sjTREC using a mix that
consisted of: Supermix Biorad 1X, primers for sjTREC 500
pmol and we added 3 µl of the sample in each tube. The
sjTREC primers we used were: sjTREC Dir (5'-CAC ATC
CCT TTC AAC CAT GCT-3') and sjTREC Rev (5'-GCC AGC
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TGC AGG GTT TAG G-3'). TaqMan probe for sjTREC (5'-
FAM-ACA CCT CTG GTT TTT GTA AAG GTG CCC ACT –
BLACK HOLE-3') was included in the reaction mixture at
the concentration of 200 nM, as a real time detector for
the amplified product. One cycle of denaturation (95°C
for 6 min) was performed, followed by 50 cycles of ampli-
fication (95°C for 30 sec, 58°C for 1 min 30 sec). The
same approach was used to quantify nDNA, which was
required to obtain the number of cells present in the sam-
ple. In this case, primers GenDir (5'-GGC TCT GTG AGG
GAT ATA AAG ACA-3') and GenRev (5'-CCA ACC ACC
CGA GCA ACT AAT CT-3'), designed on FasL gene
sequence, present in two copies in the human genome
(one in each chromosome 1), were used at the concentra-
tion of 600 and 400 nM respectively, and the TaqMan
probe GenProbe (5' TexasRed – CTG TTC CGT TTC CTG
CCG GTG C – BlackHole Quencher2 3') was included in
the reaction mixture at the concentration of 300 nM. One
cycle of denaturation (95°C for 3 min 30 sec) was per-
formed, followed by 45 cycles of amplification (95°C for
30 sec, 60°C for 35 sec).

All of the aforementioned primers and probes have been
designed using the program "primer3", available on the
internet address: http://www.genome.wi.mit.edu/cgi-bin/
primer/primer3.cgi. The length of amplified fragments is
104 pb for nDNA and 101 pb for sjTREC.

PCR was performed by using an iCycler Thermal cycler
(BioRad, Hercules, CA, USA), that monitors changes in
the fluorescence spectrum of each reaction tube during
the annealing phase. The fluorescence signal was proc-
essed using the "Real-time detection system iCycler iQ"
software, that calculates the threshold and the threshold
cycles of each sample. All reactions were carried out in
triplicate.

To optimize the precision of the assay, whose results
derive from the comparison between the threshold cycles
of two different real time PCR reactions, we have devel-
oped a new approach. Indeed, the regions used as tem-
plate for the two amplifications (i.e., those of sjTREC and
nDNA) were purified and cloned tail to tail in a vector
(pGEM-11Z, from Promega), to have a ratio of 1:1 of the
molecules used as reference.

The nDNA region used has been excised as a SacI-ApaI
fragment and cloned in the pGEMT easy vector
(Promega), obtaining the pGEM11Z-nDNA vector. The
sjTREC region used has been excised as a PstI-SacI frag-
ment and cloned in the same vector, obtaining the pSJ
vector we used. The plasmid has been purified, quantified
with the spetrofotometer and linearized using SacI. Then
a series of reactions has been performed for nDNA and
sjTREC with serial dilution of the standard. All the times

the threshold cycles of nDNA and sjTREC were the same,
proving the ratio 1:1 of the two fragments.

Then, serial known dilutions of this vector, amplified in
triplicate, were included in each PCR run to generate a
standard curve from which the relative copy number of
either sjTREC or nDNA present in the unknown samples
was determined. The measured values for sjTREC and
nDNA were always within the range of the standard curve,
whose correlation coefficient was always >0.990. The val-
ues of sjTREC and nDNA present in each sample were cal-
culated using the mean of the threshold cycles of the three
replicates.

Then, the percentage of PBMC containing sjTREC in each
sample was simply obtained from the ratio between the
relative values of sjTREC (obtained dividing for 3 the
result given by the iCycler, as we used 3 µl of DNA of the
sample and 1 µl of standard to quantify sjTREC) and
nDNA obtained (obtained versus the same vector), multi-
plied by 2 (as two copies of the nuclear gene are present
in a cell).

Results
Peripheral blood cell phenotype in DS
Down's syndrome is characterized by severe immunolog-
ical alterations, which mainly affect the T cell compart-
ment and are often regarded as signs of accelerated ageing.
Numerous reports suggested that thymic retention of T
cells or maturation defects might be the cause of the
observed alterations in the T cell compartment. Accord-
ingly, we first checked the presence of possible changes in
the phenotype of peripheral blood lymphocytes from DS
children. As shown in Figure 1, we found that, in compar-
ison with karyotypically normal healthy controls, DS chil-
dren had less T helper cells and more cytotoxic T
lymphocytes or cells expressing markers related to NK
activity. This indicates that the population we analyzed
can well represent the immunological situation present in
DS children.

Quantitative analysis of cells expressing TREC
We then studied directly the capacity of the thymus to pro-
duce new T lymphocytes, by the analysis of TREC+ cells.
Figure 2 shows a typical example of real time PCR assay
for quantification of the amount of TREC per cell. It is to
note that the threshold cycle, i.e. the cycle of PCR in which
the fluorescent signal deriving from the amplification of
the DNA becomes evident, is quite different in DS chil-
dren and controls. Indeed, such cycle is much lower in
control children, indicating the presence of a higher
number of TREC.
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The percentage of TREC+ lymphocytes in children affected
by Down's syndrome and in controls is reported in Figure
3. A statistically significant difference was present between
the two groups (p = 0.007), indicating that DS is charac-
terized by a lower thymic output.

Correlation between age and TREC
Finally, we have investigated the correlation between age
and TREC levels in the two groups. As reported in Figure
4, it is noteworthy that while control children did not dis-
play any age-related change (in the age range 2–8 years),
those with DS had a significant age-related decrease in the
number of TREC+ cells. This indicates that in DS, in con-

trast with control children, major changes in thymic out-
put occur in the very first years of life.

Discussion
Immunological ageing is part of a continuum of develop-
mental processes, encompassing complex reorganiza-
tional events, compensatory mechanisms and qualitative
alterations in the functionality of several systems and
organs. Among those organs that undergo major changes
with ageing, thymus plays a special role [12]. The thymus
is a central lymphoid organ that is the primary site of T-
cell maturation and development. Shortly after birth, the
thymus undergoes a life long process of involution
whereby the organ is replaced by adipose tissue. The result

Phenotypic analysis of peripheral blood lymphocytes in patients with Down's syndrome (DS) and healthy subjectsFigure 1
Phenotypic analysis of peripheral blood lymphocytes in patients with Down's syndrome (DS) and healthy subjects. Data are 
referred to 8 individuals per group. Asterisk indicates a statistically significant difference (p < 0.05).
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is a reduction in the number of constituent thymocytes
with age, a consequent shrinking of the thymus and a
decline in the output of newly generated T lymphocytes
[13].

Aged peripheral T-cell pool is characterized by the accu-
mulation of T-cell capable of limited replication [14].
Since an efficient immune response is based upon the
expansion of antigen-specific clones, the consequence of
a qualitative and quantitative impairment of the system is
an increased susceptibility to infections or cancer. Several
groups, including ours, have studied the immune system
during human ageing, using different models, including
the one that represents the best example of successful age-
ing, i.e. healthy centenarians, and conditions of acceler-
ated ageing, such as DS [2-6,15].

In DS subjects, the proportion of T-helper cells is
decreased, resulting in a decreased ratio of helper/cyto-
toxic cells, and we could observe this phenomenon also in
the patients here described. Furthermore, peripheral
blood T cells have a decreased number of cells expressing
the T-cell receptor-αβ (TCRαβ) complex, elevated num-
bers expressing TCRγδ and a decreased proportion of
CD4+, CD45RA+ naïve T cells, along with a high number
of cells with NK phenotype, suggesting that the DS thy-
mus is inefficient in the release of functionally mature T
cells [16]. An age-dependence in the proliferative
response to phytohemagglutinin (PHA) of DS lym-
phocytes, but not of lymphocytes from healthy individu-
als, was observed. Allogeneic mixed lymphocyte
proliferative responses are decreased, as are PHA-induced
interleukin-2 production and cytotoxic T-lymphocyte
activity [7].

Representative example of real time PCR for the quantification of TREC in a group of 3 children with Down's syndrome (DS) and in 4 healthy controls (each measure is performed in triplicate)Figure 2
Representative example of real time PCR for the quantification of TREC in a group of 3 children with Down's syndrome (DS) 
and in 4 healthy controls (each measure is performed in triplicate). Note how the threshold cycle is different in the two 
groups.
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All of the above mentioned alterations have a common
substrate, i.e. the dysfunction of thymus. Indeed, defects
in the capacity to produce thymic hormones has been
described several years ago [17,18]. Furthermore, ana-
tomic studies gave further evidence that changes in the T-
lymphocyte system derive from structural abnormalities
of the thymus. In comparison to age-matched controls,
thymuses from infants with DS from 1 day to 15 months
of age have marked lymphoid depletion, with a thin cor-
tex and poor corticomedullary demarcation. The Hassall
corpuscles are increased in size and frequently cystic. The
presence of lower proportions of cells bearing high levels
of the TCR-αβ complex and of CD3, a signal-transducing

complex for the TCR, in thymuses of children with DS and
the increase in the proportions of cells with these markers
with age are indicative of delayed maturation of T cells
within the thymus [9]. In addition, DS thymuses contain
elevated levels of IFN-γ and TNF-α mRNA expressing cells,
and there is mast cell hyperplasia and overexpression of
class I MHC, CD18 and ICAM-1 [19]. DS thymocytes also
have a greater than normal sensitivity to inhibition of IL-
4-induced proliferation by IFN-γ and TNF-α [20]. Taken
together, these findings indicate an abnormal thymocyte
maturation and cytokine dysregulation in the DS thymus,
possibly initiated by gene dose-related increased sensitiv-
ity to IFN-γ and to overexpression of CD18 (LFA-1β).

DS children have less TREC+ lymphocytes than healthy controls, as shown in this box-and-whiskers graphicsFigure 3
DS children have less TREC+ lymphocytes than healthy controls, as shown in this box-and-whiskers graphics. The boxes 
extend from the 25th percentile (x[25]) to the 75th percentile (x[75]) [i.e., the interquartile range (IQ)]; lines inside boxes repre-
sent median values. Lines emerging from boxes (i.e., the whiskers) extend to the upper and lower adjacent values. The upper 
adjacent value is defined as the largest data point ≤x[75]+1.5xIQ, and the lower adjacent value is defined as the smallest data 
point ≥x[25]-1.5xIQ. Note that no outliers are present in the two groups.
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In conclusion, in this paper we show that the aforemen-
tioned alterations of the thymus result in the reduced
production and output of newly generated lymphocytes,
that can be directly measured by the assay we have devel-
oped and used. The quantitative analysis of TREC+ cells in
the periphery is a relatively new and sensitive marker of
thymic functionality, which is able to provide informa-
tion on the status of the organ in different pathological
conditions, and on its capability to generate new T cells
[21-25]. A markedly reduced capacity of the thymus to
produce RTE is present in the DS children we have stud-
ied. Such observation, if confirmed in a higher number of
cases, could be useful to develop novel strategies to treat
the immunodeficiency typical of this syndrome, based for
example on the use of cytokines such as interleukin-2 or

interleukin-7, which is capable of maintaining or restor-
ing an efficient thymic output [26].

References
1. Epstein CJ: Down Syndrome (Trisomy 21). In The metabolic and

molecular bases of inherited disease Edited by: McGraw-Hills. New
York: Scriver, Beaudet, Sly and Valle; 1995:749-794. 

2. Cossarizza A, Monti D, Montagnani G, Forabosco A, Dagna-Bricarelli
F, Franceschi C: Fetal thymic differentiation in Down's
syndrome. Thymus 1989, 14:163-70.

3. Cossarizza A, Monti D, Dagna-Bricarelli F, Montagnani G, Franceschi
C: LAK activity is inducible in blood mononuclear cells from
human fetus. Immunol Lett 1990, 24:137-40.

4. Cossarizza A, Monti D, Montagnani G, Ortolani C, Masi M, Zannotti
M, Franceschi C: Precocious aging of the immune system in
Down's syndrome: alterations of B-lymphocytes, T-lym-
phocyte subsets and of cells with NK markers. Am J Med Genet
Suppl 1990, 7:213-8.

Correlation between age and TREC levels in DS (squares) and control (triangles) childrenFigure 4
Correlation between age and TREC levels in DS (squares) and control (triangles) children. In the year range 2–8, the correla-
tion was significant in DS but not in control children.

1 2 3 4 5 6 7 8 9

0

1

2

3

Age (years)

%
 T

R
E

C
+

c
e

ll
s

R2=0.751

p=0.005

p=NS

R2=0.001
Page 7 of 8
(page number not for citation purposes)

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2533759
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2533759
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2141323
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2141323
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2149950
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2149950
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2149950


Immunity & Ageing 2005, 2:4 http://www.immunityageing.com/content/2/1/4
Publish with BioMed Central   and  every 
scientist can read your work free of charge

"BioMed Central will be the most significant development for 
disseminating the results of biomedical research in our lifetime."

Sir Paul Nurse, Cancer Research UK

Your research papers will be:

available free of charge to the entire biomedical community

peer reviewed and published immediately upon acceptance

cited in PubMed and archived on PubMed Central 

yours — you keep the copyright

Submit your manuscript here:
http://www.biomedcentral.com/info/publishing_adv.asp

BioMedcentral

5. Franceschi C, Monti D, Cossarizza A, Fagnoni F, Passeri G, Sansoni P:
Aging, longevity, and cancer: studies in Down's syndrome
and centenarians. Ann N Y Acad Sci 1991, 621:428-40.

6. Cossarizza A, Ortolani C, Forti E, Montagnani G, Paganelli R, Zannotti
M, Marini M, Monti D, Franceschi C: Age-related expansion of
functionally inefficient cells with markers of NK activity in
Down's syndrome. Blood 1991, 77:1263-70.

7. Park E, Alberti J, Mehta P, Dalton A, Sersen E, Schuller-Levis G: Par-
tial impairment of immune functions in peripheral blood leu-
kocytes from aged men with Down's syndrome. Clin Immunol
2000, 95:62-9.

8. Cuadrado E, Barrena MJ: Immune dysfunction in Down's syn-
drome: primary immune deficiency or early senescence of
the immune system? Clin Immunol Immunopathol 1996, 78:209-14.

9. Larocca LM, Piantelli M, Valitutti S, Castellino F, Maggiano N, Musiani
P: Alterations in thymocyte subpopulations in Down's syn-
drome (trisomy 21). Clin Immunol Immunopathol 1988, 49:175-86.

10. Douek DC, McFarland RD, Keiser PH, Gage EA, Massey JM, Haynes
BF, Polis MA, Haase AT, Feinberg MB, Sullivan JL, Jamieson BD, Zack
JA, Picker LJ, Koup RA: Changes in thymic function with age and
during the treatment of HIV infection. Nature 1998, 396:690-5.

11. Cossarizza A, Poccia F, Agrati C, D'Offizi G, Bugarini R, Pinti M,
Borghi V, Mussini C, Esposito R, Ippolito G, Narciso P: Highly active
antiretroviral therapy restores CD4+ Vβ T cell repertoire in
patients with primary, acute HIV infection but not in treat-
ment-naive HIV+ patients with chronic infection. J Acquir
Immune Defic Syndr 2004, 35:213-22.

12. Franceschi C, Monti D, Sansoni P, Cossarizza A: The immunology
of exceptional individuals: the lesson of centenarians. Immunol
Today 1995, 16:12-6.

13. Fagnoni FF, Vescovini R, Passeri G, Bologna G, Pedrazzoni M, Lava-
getto G, Casti A, Franceschi C, Passeri M, Sansoni P: Shortage of
circulating naive CD8(+) T cells provides new insights on
immunodeficiency in aging. Blood 2000, 95:2860-8.

14. Aspinall R, Andrew D: Thymic involution in aging. J Clin Immunol
2000, 20:250-6.

15. Franceschi C, Monti D, Cossarizza A, Tomasi A, Sola P, Zannotti M:
Oxidative stress, poly(ADP)ribosylation and aging: in vitro
studies on lymphocytes from normal and Down's syndrome
subjects of different age and from patients with Alzheimer's
dementia. Adv Exp Med Biol 1990, 264:499-502.

16. Noble RL, Warren RP: Altered T-cell subsets and defective T-
cell function in young children with Down syndrome
(trisomy-21). Immunol Invest 1987, 16:371-82.

17. Franceschi C, Licastro F, Chiricolo M, Bonetti F, Zannotti M, Fabris
N, Mocchegiani E, Fantini MP, Paolucci P, Masi M: Deficiency of
autologous mixed lymphocyte reactions and serum thymic
factor level in Down's syndrome. J Immunol 1981, 126:2161-4.

18. Fabris N, Mocchegiani E, Amadio L, Zannotti M, Licastro F, Franceschi
C: Thymic hormone deficiency in normal ageing and Down's
syndrome: is there a primary failure of the thymus? Lancet
1984, 1:983-6.

19. Sustrova M, Sarikova V: [Down's syndrome – effect of increased
gene expression in chromosome 21 on the function of the
immune and nervous system]. Bratisl Lek Listy 1997, 98:221-8.

20. Murphy M, Friend DS, Pike-Nobile L, Epstein LB: Tumor necrosis
factor-alpha and IFN-gamma expression in human thymus.
Localization and overexpression in Down syndrome (tri-
somy 21). J Immunol 1992, 149:2506-12.

21. Hazenberg MD, Otto SA, de Pauw ES, Roelofs H, Fibbe WE, Hamann
D, Miedema F: T-cell receptor excision circle and T-cell
dynamics after allogeneic stem cell transplantation are
related to clinical events. Blood 2002, 99:3449-53.

22. Poulin JF, Sylvestre M, Champagne P, Dion ML, Kettaf N, Dumont A,
Lainesse M, Fontaine P, Roy DC, Perreault C, Sekaly RP, Cheynier R:
Evidence for adequate thymic function but impaired naive T-
cell survival following allogeneic hematopoietic stem cell
transplantation in the absence of chronic graft-versus-host
disease. Blood 2003, 102:4600-7.

23. Ye P, Kirschner DE, Kourtis AP: The thymus during HIV disease:
role in pathogenesis and in immune recovery. Curr HIV Res
2004, 2:177-83.

24. Mussini C, Pinti M, Borghi V, Nasi M, Amorico G, Monterastelli E,
Moretti L, Troiano L, Esposito R, Cossarizza A: Features of 'CD4-
exploders', HIV-positive patients with an optimal immune

reconstitution after potent antiretroviral therapy. AIDS 2002,
16:1609-16.

25. Correa R, Munoz-Fernandez A: Effects of highly active antiretro-
viral therapy on thymical reconstitution of CD4 T lym-
phocytes in vertically HIV-infected children. AIDS 2002,
16:1181-3.

26. Okamoto Y, Douek DC, McFarland RD, Koup RA: IL-7, the thy-
mus, and naive T cells. Adv Exp Med Biol 2002, 512:81-90.
Page 8 of 8
(page number not for citation purposes)

http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=1830464
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=1830464
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=1830464
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=1825795
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=1825795
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=1825795
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=10794433
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=10794433
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=10794433
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=8605695
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=8605695
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=8605695
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2971489
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2971489
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=9872319
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=9872319
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=15076235
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=15076235
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=15076235
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=7880382
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=7880382
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=10779432
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=10779432
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=10779432
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=10939712
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2173880
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2173880
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2173880
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2961683
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2961683
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=2961683
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=6453157
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=6453157
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=6453157
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=6143966
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=6143966
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=9264831
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=9264831
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=9264831
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=1388194
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=1388194
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=1388194
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=11964316
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=11964316
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=11964316
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=12933579
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=12933579
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=12933579
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=15078181
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=15078181
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=12172082
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=12172082
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=12172082
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=12004278
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=12004278
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=12004278
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=12405190
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Retrieve&db=PubMed&dopt=Abstract&list_uids=12405190
http://www.biomedcentral.com/
http://www.biomedcentral.com/info/publishing_adv.asp
http://www.biomedcentral.com/

	Abstract
	Background
	Methods
	Results
	Conclusions

	Introduction
	Materials and Methods
	Subjects
	Isolation of PBMC from blood
	Analysis of the phenotype of peripheral blood lymphocytes
	DNA extraction
	Quantification of percentage of sjTREC positive PBMC by a Real Time PCR approach

	Results
	Peripheral blood cell phenotype in DS
	Quantitative analysis of cells expressing TREC
	Correlation between age and TREC

	Discussion
	References

