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Abstract Birds are a taxonomically well-described group
of animals, yet DNA barcoding, i.e., the molecular char-
acterization of species using a standardized genetic marker,
has revealed unexpected patterns of genetic divergences
among North American birds. We performed a compre-
hensive COI (cytochrome c¢ oxidase subunit I) barcode
survey of 296 species of Scandinavian birds, and compared
genetic divergences among 78 trans-Atlantic species whose
breeding ranges include both Scandinavia and North
America. Ninety-four percent of the Scandinavian species
showed unique barcode clusters; the remaining 6% had
overlapping barcodes with one or more congeneric species,
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which may reflect incomplete lineage sorting or a single
gene pool. Four species showed large intra-specific diver-
gences within Scandinavia, despite no apparent morpho-
logical differentiation or indications of reproductive
isolation. These cases may reflect admixture of previously
isolated lineages, and may thus warrant more comprehen-
sive phylogeographic analyses. Nineteen (24%) of 78
trans-Atlantic species exhibited divergent genetic clusters
which correspond with regional subspecies. Three of these
trans-Atlantic divergences were paraphyletic. Our study
demonstrates the effectiveness of COI barcodes for iden-
tifying Scandinavian birds and highlights taxa for taxo-
nomic review. The standardized DNA barcoding approach
amplified the power of our regional studies by enabling
independently obtained datasets to be merged with the
established avian barcode library.

Keywords DNA barcoding - Genetic divergence -
Cytochrome ¢ oxidase I - Trans-Atlantic comparison

Introduction

DNA barcoding, the molecular characterization of species
using a standardized DNA region, is a potentially effective
tool for identifying species across the eukaryotes of the
world (Frezal and Leblois 2008). For animals, a 648-bp
fragment of the mitochondrial gene cytochrome c¢ oxidase
subunit I (COI) has been chosen as the standard barcoding
marker due to its high interspecific variation, low intraspe-
cific variation, and relatively universal primers for taxo-
nomic groups at the level of orders and even classes (Hebert
et al. 2003). This marker features high resolution in many of
the animal groups studies so far, e.g., Neotropical bats
(Clare et al. 2007), North American birds (Kerr et al. 2007),
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Australian fishes (Ward et al. 2005), and tropical Lepidop-
tera (Hajibabaei et al. 2006; but see Elias et al. 2007). In
other groups, resolution is more moderate, e.g., Diptera
(Meier et al. 2006) and marine gastropods (Meyer and
Paulay 2005). Species identification through DNA barcod-
ing has many practical utilities such as in conservation
biology (Neigel et al. 2007; Ward et al. 2008a), food security
control (Wong and Hanner 2008), and birdstrike identifi-
cation (Dove et al. 2008). This approach depends on a good
library of COI sequences being established prior to testing
the species identity of an unknown sample or specimen.

In addition to the practical utility of DNA barcoding, the
method provides a means of quickly screening biodiversity
to identify species or species groups with unusual genetic
structure, e.g., cryptic species or species with shared COI
haplotypes. The potential for discovering biologically
interesting patterns should be highest among the so-called
microfauna, but even in more charismatic, well-studied
groups like fishes and birds, DNA barcoding has revealed
cases of apparent cryptic speciation and indicated the
genetic uniformity of species that are classically viewed as
two or more separate species (Hebert et al. 2004; Kerr et al.
2007; Ward et al. 2005, 2008). DNA barcoding can
therefore have a scientific value beyond species identifi-
cation, since it can provide clues to ongoing speciation
processes and direct attention to species or species com-
plexes that deserve more detailed morphological and
genetic scrutiny.

Birds are among the best-studied and taxonomically
well-described animal groups, which makes them good
models for testing the efficacy of DNA barcoding as a
species identification tool. Two publications have sum-
marized DNA barcoding results for the North American
bird fauna (Hebert et al. 2004; Kerr et al. 2007). These
studies revealed a high species identification power (94%
of species resolved), and pinpointed 15 species with deep
intraspecific genetic splits (termed provisional species)
and 17 congeneric species pairs/complexes with little or
no differentiation. Two recent studies have focused on the
ability of COI barcoding to distinguish between closely
related, and potentially hybridizing, sister bird species
(Aliabadian et al. 2009; Tavares and Baker 2008). While
Tavares and Baker (2008) found 100% resolution of COI
barcoding in a sample of 60 sister species pairs based on
neighbor-joining tree clustering and diagnostic fixed
substitutions, Aliabadian et al. (2009) found that a high
percentage (42%) of 36 Holarctic allopatric sister species
pairs could not be distinguished based on the suggested
threshold genetic distance for bird species at 10 times
the average intraspecific distance (Hebert et al. 2004).
Delimiting species based on a threshold of sequence
difference is controversial (Meyer and Paulay 2005;
Moritz and Cicero 2004) and may not be applicable to
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closely related species (Moritz and Cicero 2004; Tavares
and Baker 2008).

A number of bird species inhabit both the Palearctic and
the Nearctic region. Typically, such species are divided
into one or more different subspecies on each continent,
based primarily on morphology (del Hoyo et al. 1992—
2008). Recent studies of genetic divergence in a few
Holarctic species have found relatively high levels of
divergence between Palearctic and Nearctic populations
(e.g., Drovetski et al. 2004; Koopman et al. 2005; Zink
et al. 2006). To date, no comprehensive study of the
genetic divergence between populations on each side of the
Atlantic Ocean has been performed. Given the presumably
long history of separation and lack of current gene flow for
many species, the potential for deep trans-Atlantic splits
should be high.

The aims of the present study are twofold. First, we
wanted to test the resolution power of DNA barcoding in
species discrimination in a data set of 296 Scandinavian
bird species. Second, we wanted to assess the degrees of
trans-Atlantic sequence divergence for 78 species breeding
both in Scandinavia and in North America.

Methods
Sampling

Blood and tissue samples originated from the tissue
collections of the Swedish Museum of Natural History in
Stockholm, the Natural History Museum, University of
Oslo, Tromsg University Museum, Agder Museum of
Natural History, Helgeland Museum, Bergen Museum,
Ajtte—Swedish Mountain and Sami Museum, and
Goteborg Natural History Museum. These were subsam-
pled and subjected to DNA extraction using Omega blood/
tissue extraction kits (Omega) or QIAamp DNA Mini Kit
(Qiagen). All samples originated from breeding or non-
breeding birds in Scandinavia (Norway, Sweden, and
Denmark) and Svalbard, except five samples collected
from three Holarctic species in Canada, with members of
the same species collected from widely-spaced geographic
localities whenever possible. The full details about these
samples, including information about vouchers and
e-vouchers, are available at the BOLD website (http:/www.
barcodinglife.com/), project “Birds of Scandinavia”. Details
about the North American samples used in the cross-Atlantic
comparison can be found in Kerr et al. (2007), and
sequences are available in BOLD (project: “Birds of North
America—Phase 1I”).

Species nomenclature follows the taxonomy of
Clements (2007), which is also used by the “All Birds
Barcoding Initiative” (http://www.barcodingbirds.org/).
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DNA sequencing

DNA extraction, PCR amplification, and DNA sequencing
of the COI gene was performed at the Swedish Museum of
Natural History in Stockholm and the Natural History
Museum in Oslo. In the two laboratories, several combi-
nations of primers were utilized: standard primers Bird
F1 (TTCTCCAACCACAAAGACATTGGCAC), Bird R1
(ACGTGGGAGATAATTCCAAATCCTG), Bird R2 (ACT
ACATGTGAGATGATTCCGAATCCAG), and COIbirdR2
(ACGTGGGAGATAATTCCAAATCCTGG), plus newly
designed CO1-ExtF (ACGCTTTAACACTCAGCCATCT
TACC) and CO1-ExtR (AACCAGCATATGAGGGTTCG
ATTCCT). The number of different primer pairs used in
this study reflects the fact that the work was carried out in
two different laboratories which happened to choose
different published primer sets, plus both experienced
problems with sequencing some specimens, which
prompted one of us (D.Z.) to design a new set of primers
located outside the standard region (COI1-ExtF and
CO1-ExtR). These were used either in an initial PCR
before a second PCR with standard primers, or as both PCR
and sequencing primers. The reasons for our problems with
obtaining COI sequences from a number of individuals are
unknown, but may partly be due to primer mismatches for
the standard COI primers in several taxa. A recent paper
described similar problems with the standard primers
and recommended newly designed primers for passerines
(Lohman et al. 2008).

During the course of the analyses, we used three dif-
ferent DNA polymerases, DyNAzyme II (Finnzymes),
AmpliTaq Gold (Applied Biosystems), and Platinum taq
(Invitrogen). The standard thermal profile used in Oslo
was: 94°C for 1 min (6 min for AmpliTaq Gold), 5 cycles
of 94°C for 1 min, 45°C for 1.5 min, 72°C for 1.5 min,
followed by 30 cycles of 94°C for 1 min, 51°C for 1.5 min,
72°C for 1.5 min, and a final extension at 72°C for 5 min.
The standard thermal profile used in Stockholm was:
(1) initial PCR, using CO1-ExtF and CO1-ExtR: 95°C for
5 min, 2 cycles of 95°C for 30 s, 66°C for 30 s, 72°C for
50 s, 2 cycles of 95°C for 30s, 64°C for 30 s, 72°C
for 50 s, 16 cycles of 95°C for 30 s, 62°C for 30 s, 72°C
for 50 s, and a final extension at 72°C for 8 min; and (2)
second PCR, using internal primers: 95°C for 5 min,
4 cycles of 95°C for 30 s, 64°C for 30 s, 72°C for 10 s,
4 cycles of 95°C for 30s, 62°C for 30s, 72°C for
10 s, 22 cycles of 95°C for 30 s, 60°C for 30 s, 72°C for
10 s, and a final extension at 72°C for 8 min.

Pseudogenes (numts), i.e., mtDNA fragments incorpo-
rated in the nuclear genome (Bensasson et al. 2001;
Sorenson and Quinn 1998), may represent a source of error
since PCR-based analyses will often amplify both the
authentic mitochondrial sequence and the pseudogene. In a

few cases of large intra-specific variation in COI sequences
(see “Results”), we checked the mitochondrial origin of
our sequences by amplifying a much longer sequence of
the mitochondrial genome and thereby reducing the risk
of co-amplifying any pseudogene. We used the primers
L6615 and H10884 (Sorenson et al. 1999), which amplify
an approximately 4,000-bp mitochondrial fragment in
birds, together with the GeneAmp® XL PCR kit (Applied
Biosystems), following the instructions of the manufac-
turer. We then performed a second PCR on the product of
this long PCR, using primers COI-ExtF and Bird R2, and
checked whether the resulting sequences were identical to
those originally obtained.

Dataset

The original Scandinavian dataset consisted of 996 speci-
mens from 302 species. However, we failed to obtain
sequences from 27 specimens of 24 species. In addition, we
excluded all sequences with >1% ambiguous nucleotides
from the analyses (n = 10). The sequences from one
specimen of Glaucidium passerinum and one specimen of
Motacilla flava were excluded because they contained stop
codons, suggesting that they were pseudogene sequences.
The original sequences from 2 specimens of Bucephala
clangula proved to be very different from sequences of 9
other specimens from the same species and 18 specimens
from two other congeners (Bucephala albeola and
B. islandica) in the BOLD database. These samples were
repeatedly amplified and sequenced with different combi-
nations of the aforementioned COI primers, with similar
results. However, using the XL-PCR procedure, we were
able to recover mitochondrial COI sequences from both
specimens that grouped with the other sequences from the
same species. This suggests that the original sequences
came from a nuclear pseudogene, despite containing no
stop codons or frame-shift mutations (Song et al. 2008).

High quality sequences were thus obtained from 957
(96%) specimens, representing 296 species. The average
number of specimens per species was 3.2 (range 1-10),
with 256 species consisting of two or more specimens. The
sample included 97% of the 250 species breeding in
Sweden and 98% of the 258 species breeding in Norway
and Svalbard.

Statistical procedures

We used the analytical tools at the BOLD website (http://
www.barcodinglife.com/) to calculate nearest neighbor
distances and other summary statistics (Ratnasingham and
Hebert 2007). Neighbor-joining (NJ) trees were con-
structed based on the Kimura 2 parameter model. Bootstrap
values were calculated in Mega using 1,000 iterations.
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For a subsample containing 97.7% of the specimens in the
NIJ tree, a Bayesian Markov chain Monte Carlo (MCMC)
analysis was performed using MrBayes version 3.1.2
(Huelsenbeck and Ronquist 2001) as implemented at the
Bioportal at the University of Oslo (http://www.bioportal.
uio.no/). The analysis was run with 4 chains for 20 million
generations, using 9 million generations as burnin, taking
samples every 1,000 generations. The substitution model
was determined using Mr Modeltest Version 3.7 (Posada
and Crandall 1998) based on the Akaike Information
Criterion (AIC). The preferred model was the general time
reversible model (GTR; four nucleotide frequency state
parameters; six substitution rate parameters) with a
proportion of invariable sites (I) and a gamma distribution
for (G).

Results
DNA barcodes of Scandinavian birds

Average intraspecific distance was 0.24% (range 0-
5.08%), while the average nearest neighbour distance was
7.95% (range 0-17.05%) (Fig. 1). A total of 277 species
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Fig. 1 Histograms showing the distribution of a average intraspecific
distances and b the average nearest neighbor distance across 296
Scandinavian bird species
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(93.6%) had unique DNA barcodes with no overlap with
other species and nearest neighbor distances ranging within
the interval 0.94-17.05% (average 8.0%) (see complete
NJ-tree in electronic supplementary material). Bootstrap
support for these monophyletic clusters averaged 99.84
(range 88-100). The Bayesian phylogenetic analysis gave
virtually identical results (data not shown). Of these 277
species, 12 species had a distance to a sister species that
fell below the threshold suggested by Hebert et al. (2004),
which amounted to 2.4% in our study (average nearest
neighbour distance for the 12 species 1.42%, range 0.94—
1.74%). Nevertheless, these 12 species had between 6 and
13 diagnostic base substitutions compared to their nearest
neighbors. Three species pairs (Cygnus columbianus and
C. cygnus, Gavia adamsii and G. immer, and Stercorarius
pomarinus and S. skua) displayed high degrees of sequence
similarity (99.38, 99.22, and 99.70%, respectively); how-
ever, this observation should be treated with caution since
one species in each of these pairs was only represented by
one individual (see “Discussion”). Thirteen species (4.4%)
in five clusters had overlapping barcodes with one or more
closely related species (Table 1), with sequence similarity
ranging from 99.86 to 100%.

Four species showed relatively high (>2%) intraspecific
sequence variation (Table 2). This is illustrated for
Phoenicurus phoenicurus in Fig. 2 and for Lanius collurio
in Fig. 3. For the two species with the highest intraspecific
divergence (Phoenicurus phoenicurus and Periparus ater),
we used the XL-PCR procedure and found support for a
mitochondrial origin of the divergent haplotypes.

Scandinavian versus North American species

The sample contained 78 species breeding both in Scan-
dinavia and North America. The average intraspecific
between-continent distance was 0.85% (range 0-4.86%)
for these species (Table 3). Nineteen species (24%)
showed divergent genetic clusters in the two regions, with
an average between-continent distance of 2.53% (range
0.45—4.86%). For another three species (Lagopus lagopus,
Fulmarus glacialis, Corvus corax), the Scandinavian birds
clustered with some North American specimens in a clade
that was clearly separable from a second North American
clade. The remaining 56 species (72%) showed little or no
divergence related to continent, with an average between-
continent distance of 0.25% (Table 3). Sixteen (84%) of
the species with trans-Atlantic splits were terrestrial or
inland breeders, whereas more marine or aquatic species
were represented among the 59 species with no distinct
trans-Atlantic clustering (Table 3).

Three of the trans-Atlantic species were paraphyletic,
that is, one cluster was more similar to a sister species than
to the other intraspecific cluster. COI barcodes of North
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Table 1 Scandinavian species with overlapping barcode clusters

Cluster Order Common name Scientific name n Similarity (%)

1 Anseriformes Pink-footed Goose Anser brachyrhynchus 1 99.84
Lesser white-fronted Goose Anser erythropus 1
Bean Goose Anser fabalis 2

2 Anseriformes Common Eider Somateria mollissima 4 100
King Eider Somateria spectabilis 1

3 Charadriiformes Herring Gull Larus argentatus 2 99.86
Lesser black-backed Gull Larus fuscus 4
Glaucous Gull Larus hyperboreus 2
Greater black-backed Gull Larus marinus 4

4 Passeriformes Common Redpoll Carduelis flammea 6 100
Hoary Redpoll Carduelis hornemanni 5

5 Passeriformes Common Crossbill Loxia curvirostra 6 100
Parrot Crossbill Loxia pytyopsittacus 6

Table 2 Scandinavian species with large (>2%) within-species
variation

Common name Scientific name Max. intraspecific n

distance (%)

Common Cuckoo  Cuculus canorus 2.87 4
Red-backed Shrike Lanius collurio 2.76 4
Coal Tit Periparus ater 4.47 5
Common Redstart Phoenicurus phoenicurus 5.08 7

American Northern Shrikes Lanius excubitor were more
closely related to the North American Loggerhead Shrike
(Lanius ludovicianus) than to the Scandinavian Northern
Shrikes (Fig. 3). Similarly, North American Sandwich
Terns Thalasseus sandvicensis appeared more closely
related to North American Elegant Terns (Thalasseus
elegans) than to their Scandinavian counterparts (Fig. 4).
North American Mew Gulls Larus canus grouped together
within the shallow multispecies cluster of white-headed
Larus gulls, while Scandinavian L. canus clustered outside
the entire group with relatively good bootstrap support
(Fig. 5). A mitochondrial origin of the Scandinavian
sequences was supported by XL-PCR for Lanius excubitor
and Larus canus, but not tested in Thalasseus sandvicensis
due to technical problems.

Discussion

Cytochrome c oxidase subunit I barcodes gave high species
resolution of Scandinavian birds, with 94% of currently
recognized species displaying unique barcodes. Five
genetic clusters consisted of two or more congeneric spe-
cies that could not be separated using the COI gene. The
comparison of bird species breeding both in Scandinavia

and North America revealed 19 species with well-defined
haplotype groups confined to each continent, some of
which had an inter-continental degree of divergence com-
monly seen at the between-species level. Our results thus
contribute to the growing library of DNA barcodes of bird
species of the world, and flag particular species and species
groups in need of taxonomic reassessments.

The high resolution of COI in species identification
among Scandinavian birds (94%) is similar to that found in
other studies of COI performance in well-known vertebrate
groups, e.g., North American birds (94%; Kerr et al. 2007),
Australian fishes (100%; Ward et al. 2005) and Neotropical
bats (93%; Clare et al. 2007), and contrasts with lower
identification rates of COI in some invertebrate groups
(e.g., Elias et al. 2007; Meier et al. 2006; Meyer and Paulay
2005). Obviously, the success of DNA barcoding as a
species identification tool can only be evaluated in groups
for which robust species taxonomy exists already. This is
definitely the case for vertebrates, but less so for many
invertebrate groups. In any case, resolution of more than
90% of all species is quite an impressive performance by a
single genetic marker, and provides a cost-effective tool for
screening of biodiversity (Hebert and Gregory 2005;
Stoeckle and Hebert 2008). Resolution was higher when
using uniqueness of NJ-clusters (i.e., monophyly) as a
species delimitation criterion (94%) rather than the
threshold genetic distance (89%) proposed by Hebert et al.
(2004). This is consistent with the results of two recent
papers on DNA barcoding in closely related bird species
(Aliabadian et al. 2009; Tavares and Baker 2008).

We found five species pairs or groups that could not be
distinguished by DNA barcoding. In all five cases, the
species or species groups in question were closely related
congeners. There are two mutually non-exclusive hypoth-
eses to explain a lack of COI haplotype divergence

@ Springer



570

J Ornithol (2010) 151:565-578

Phoenicurus phoenicurus|BISE421-08|Sweden.Gotland
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Fig. 2 Neighbor-joining tree (based on the Kimura 2 parameter)
illustrating intraspecific distances in two congeneric passerine
species, Phoenicurus phoenicurus and P. ochruros, with Oenanthe
oenanthe as outgroup. The two divergent P. phoenicurus haplotypes

Pho

Oe

enicurus phoenicurus|BON229-07|Norway.Ostfold

Phoenicurus phoenicurus|BISE084-07|Sweden.Stockholm
Phoenicurus phoenicurus|BONSC009-08|Norway.Sor-Trondelag
Phoenicurus phoenicurus|BONSCO057-08|Norway.Oppland
r Phoenicurus phoenicurus|BONSC058-08|Norway.Oppland
L Phoenicurus phoenicurus|BON230-07|Norway.Ostfold
Phoenicurus ochruros|BISE055-07|Sweden.Oland
Phoenicurus ochruros|BOMN181-07|Norway.Hordaland

Phoenicurus ochruros|BISE367-08|Sweden.Gaevieborg

nanthe cenanthe|BON312-07|Norway.Telemark

are highlighted with colors/shading. For each individual, the scientific
name is followed by the BOLD process ID number and the sampling
locality

Fig. 3 Neighbor-joining tree
(based on the Kimura 2
parameter) for three Lanius
species, with Corvus cornix as
outgroup. The tree illustrates the

Corvus cornix|BON381-07|Norway.Troms

92| Lanius collurio|BON078-06|Norway.Telemark

97 Lanius collurio|BON298-07|Norway.Telemark

100

paraphyletic relationship
between Lanius excubitor from
North America (upper/blue box)
and Scandinavia (lower/red
box). For each individual, the
scientific name is followed by
the BOLD process ID number
and the sampling locality

Lanius collurio|BISE268-08|Sweden.Oland

Lanius collurio|BISE086-07|Sweden.Stockholm
Lanius ludovicianus|CDUSM061-05|United States.Florida
Lanius ludovicianus|TZBNA337-03|Canada.Ontario

100 Lanius ludovicianus|BOTW140-04|United States.Florida

Lanius ludovicianus|CDUSM062-05|United States.Florida

Lanius ludovicianus|TZBNA329-03|Canada.Ontario

| 8

Lanius ludovicianus|CDUSM102-05|United States.Florida

Lanius excubitor|TZBNA184-03|Canada.Ontario

gg| Lanius excubitor|KBNA481-04|Canada.Ontario

o
0.01

between closely related, but good species. First, the species
may have diverged relatively recently, with insufficient
time for lineage sorting of their mtDNA haplotypes.
Second, hybridization may be prevalent, resulting in
introgression of the whole mitochondrial genome from one
species to the other. Assuming that hybrid pairs are not
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Lanius excubitor|CDLSU042-05|United States.California
Lanius excubitor|BON277-07|Norway.Vest-Agder

Lanius excubitor|BISE353-08|Sweden.Vaesternorrland

99| Lanius excubitor|BON201-07|Norway.Vest-Agder

Lanius excubitor|BISE146-08|Sweden.Dalarna

biased with respect to sex and species, one would expect to
find two haplotype clusters, both consisting of a mix of
both species. However, there could also be a directional
bias in mtDNA transfer, which has been suggested for
Stercoraria skua and S. pomarinus (Andersson 1999).
All five groups of species with overlapping barcodes in this
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Table 3 Summary statistics for 78 species breeding both in Scandinavia and North America

Scientific name

Between

Intercontinental Bootstrap Breeding Breeding

n

Number of Subspecies

continents clusters? support  habitat  distribution (S/NA) diagnostic
K2P positions®

Falco rusticolus 0.00 No 98 I Continuous 4/2
Gavia stellata 0.00 No 99 I Continuous 4/2
Larus marinus 0.00 No Notmp M Discontinuous  4/3
Phalaropus fulicarius 0.00 No 99 I Continuous 32
Podiceps auritus 0.00 No 99 I Continuous 4/1
Somateria spectabilis 0.00 No 97° M Continuous 12
Stercorarius pomarinus ~ 0.00 No 99 M Continuous 1/5
Streptopelia decaocto 0.00 No 99 I Introduced 2/2
Branta bernicla 0.02 No 98 M Continuous 1/9
Phalaropus lobatus 0.02 No 99 I Continuous 377
Agquila chrysaetos 0.04 No 99 I Discontinuous  4/2
Asio flammeus 0.04 No 99 I Continuous 4/5
Cygnus olor 0.04 No 99 /™M Introduced 4/2
Melanitta fusca 0.04 No 99 ™ Discontinuous  2/5
Morus bassanus 0.04 No 99 M Discontinuous 4/4
Passer montanus 0.04 No 99 I Introduced 4/2
Somateria mollissima 0.05 No 97° M Continuous 4/10
Anas acuta 0.06 No 99 1 Continuous 377
Branta canadensis 0.06 No 46 /™M Introduced 4/122
Columba livia 0.06 No 99 I Discontinuous  3/2
Aythya marila 0.07 No 99 ™ Continuous 3/10
Clangula hyemalis 0.07 No 99 ™ Continuous 3/9
Branta leucopsis 0.09 No 97 M Discontinuous  4/1
Cepphus grylle 0.09 No 98 M Continuous 5/2
Riparia riparia 0.09 No 99 I Discontinuous 4/2
Carduelis flammea 0.11 No 90 I Continuous 6/2
Hydroprogne caspia 0.12 No 99 M Discontinuous 3/3
Mergus serrator 0.13 No 98 ™ Continuous 4/6
Passer domesticus 0.13 No 99 I Introduced 4/4
Alca torda 0.14 No 99 M Discontinuous 4/6
Anas strepera 0.14 No 88 I Discontinuous 2/6
Arenaria interpres 0.16 No 99 ™M Continuous 4/3
Falco peregrinus 0.16 No 46 I Continuous 4/3
Stercorarius longicaudus 0.17 No 99 M Continuous 2/4
Bubo scandiacus 0.21 No 99 1 Continuous 4/4
Anas clypeata 0.22 No 99 I Continuous 3/7
Alle alle 0.23 No 99 M Discontinuous 4/3
Oceanodroma leucorhoa 0.23 No 99 M Discontinuous 2/3
Fratercula arctica 0.25 No 99 M Discontinuous 4/5
Calidris alba 0.26 No 99 ™M Discontinuous 2/3
Sterna hirundo 0.26 No 99 ™M Discontinuous 4/2
Bucephala clangula 0.30 No 96 I Continuous 1/6
Rissa tridactyla 0.32 No 99 M Discontinuous  2/7
Oenanthe oenanthe 0.34 No 99 I Continuous 6/1
Buteo lagopus 0.39 No 99 I Continuous 4/2
Anas platyrhynchos 0.46 No 95 ™M Continuous 4/8
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Table 3 continued

Scientific name Between Intercontinental Bootstrap Breeding Breeding n Number of Subspecies
continents clusters? support  habitat  distribution (S/NA) diagnostic (S/NA)
K2P positions®

Sturnus vulgaris 0.55 No 99 I Introduced 4/7

Uria lomvia 0.58 No 70 M Continuous 3/3

Podiceps grisegena 0.63 No 99 I Discontinuous  2/3

Uria aalge 0.65 No 89 M Discontinuous  4/2

Calcarius lapponicus 0.70 No 99 I Continuous 4/3

Mergus merganser 0.73 No 99 ™ Discontinuous  3/9

Lagopus muta 1.04 No 98 I Continuous 3/18

Calidris alpina 1.10 No 99 ™ Continuous 4/3

Loxia curvirostra 1.15 No 82 Discontinuous 6/3

Loxia leucoptera 1.29 No 98 I Continuous 2/2

Lagopus lagopus 1.03 No* 95/94 I Continuous 4/5 lagopus (variegata)/
six NA

Fulmarus glacialis 1.18 No* 99 M Discontinuous 4/3 glacialis/rodgersii

Corvus corax 1.89 No* 95/98 I Continuous 4/5 corax/principalis,
sinuatus

Melanitta nigra 0.45 Yes 60/63 I Discontinuous  3/7 1 nigralamericana

Eremophila alpestris 0.52 Yes 67/66 I Discontinuous 2/2 2 Numerous

Polysticta stelleri 1.12 Yes —/69 M Continuous 172 5 None

Asio otus 1.13 Yes 85/85 1 Discontinuous 4/4 6 otus/tuftsi (wilsonianus)

Circus cyaneus 1.36 Yes 66/86 I Discontinuous 4/4 7 cyaneus/hudsonius

Hirundo rustica 1.68 Yes 93/93 I Discontinuous  4/5 9 rusticalerythrogaster

Larus canus 1.91 Yes 64/86 M Continuous 4/4 9 canus/brachyrhynchus

Falco columbarius 2.28 Yes 94/94 I Continuous 4/4 13 aesalon/three NA

Pandion haliaetus 2.28 Yes 87/93 I Discontinuous 5/5 12 haliaetus/carolinensis

Lanius excubitor 2.51 Yes 89/89 I Discontinuous  4/3 21 excubitorlborealis,
invictus

Accipiter gentilis 2.60 Yes 87/88 I Discontinuous 4/7 14 gentilis/atricapillus

Gallinula chloropus 3.24 Yes 97/99 I Discontinuous  3/5 18 chloropus/cachinnans

Strix nebulosa 3.31 Yes 93/95 I Discontinuous 4/4 19 lapponicalnebulosa

Numenius phaeopus 3.62 Yes 99/- I Discontinuous  2/1 18 phaeopus/hudsonicus

Aegolius funereus 3.69 Yes 72/99 I Discontinuous 4/2 19 funereus/richardsoni

Tyto alba 3.73 Yes 99/99 I Discontinuous 2/3 31 alba (guttata)/
pratincola

Thalasseus sandvicensis ~ 3.95 Yes 99/99 M Discontinuous 2/8 20 sandvicensis/
acuflavidus

Pinicola enucleator 3.96 Yes 99/98 1 Continuous 372 22 eunucleator/seven NA

Troglodytes troglodytes — 4.86 Yes 99/95/73 1 Continuous 4/7 14 troglodytes/numerous NA

Not mp Not monophyletic, / inland breeder, M marine breeder, S Scandinavia, NA North America

* Scandinavian birds cluster in one of two North American groups

" Overlapping barcode clusters

¢ Number of diagnostic base substitutions between the Scandinavian and the North American group(s)

study are known to hybridize occasionally today (McCarthy
2006). However, the specimens included in this study were
selected for showing clear species identity based on mor-
phology, hence current hybridization seems unlikely to
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explain the overlapping barcodes in most cases. Three of
the five species groups were also identified as having
overlapping barcodes in the previous study of North
American birds (Somateria mollissimalspectabilis, Larus
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Fig. 4 Neighbor-joining tree
(based on the Kimura 2
parameter) for three Thalasseus
species, with Sterna hirundo as 100
outgroup. The tree illustrates the
paraphyletic relationship
between Thalasseus
sandvicensis from North
America (lower/blue box) and

Sterna hirundo|BON343-07|Norway.Oslo

Thalasseus maximus|COUSM095-05|United States.Florida
alasseus maximus|COUSMO28-05|United States.Florida
alasseus maximus|CDUSMO029-05|United States.Florida

alasseus maximus|KKBNA470-05|United States North Carolina

100 I—Thalasseus sandvicensis|BISE157-08|Sweden.Skane

Scandinavia (upper/red box).
For each individual, the
scientific name is followed by
the BOLD process ID number
and the sampling locality

|

| Thalasseus sandvicensis|BON363-07|Sweden
Thalasseus sandvicensis|CDUSM096-05|United States.Florida

Thalasseus sandvicensis|CDUSMO030-05|United States.Florida
Thalasseus sandvicensis|[KKBNA229-05|United States.Florida
Thalasseus sandvicensis|CDUSM031-05|United States.Florida
Thalasseus sandvicensis|BOTW298-05|United States.Florida

Thalasseus sandvicensis|CDUSM032-05|United States.Florida

spp., and Carduelis flammealhornemanni; Kerr et al. 2007).
In the Larus case, our study adds L. marinus to the group of
large white-headed gulls with overlapping barcodes. For
the Somateria eiders and Larus gulls there is generally little
doubt that the taxa in question behave as good biological
species with distinct gene pools being reproductively iso-
lated, even in sympatry. For the Carduelis flammeal
hornemanni complex, the taxonomy has long been debated
(Knox 1988; Marthinsen et al. 2008; Molau 1985). A
recent study of mtDNA (control region) and nuclear
(microsatellite) markers revealed no genetic differentiation
within this species complex (Marthinsen et al. 2008). The
possibility of one common gene pool, displaying distinct
clinal morphological variation, cannot yet be ruled out
(Marthinsen et al. 2008). The two crossbills, Loxia curvi-
rostra and L. pytyopsittacus, were found to be morpho-
logically distinct and to mate assortatively with respect to
bill morphology, but they were not genetically distinct in
either mtDNA or microsatellites (Summers et al. 2007).
The Loxia species complex may be an example of recent
ecological speciation caused by adaptation of beak size to
different seed types (Benkman 2003; Smith and Benkman
2007).

Thalasseus sandvicensis|KKBNA472-05|United States Louisiana
99

Thalasseus sandvicensis|KKBNA768-05|United States.Louisiana

Thalasseus elegans|KKBNA632-05|United States Washington

Thalasseus elegans|KKBNA628-05|United States.Washington

Thalasseus elegans|KKBNA631-05|United States.Washington
87 | Thalasseus elegans|KKBNAG29-05|United States.Washington

Thalasseus elegans|KKBNAG30-05|United States.Washington

Three species pairs (Cygnus columbianus and C. cygnus,
Gavia adamsii and G. immer, and Stercorarius pomarinus
and S. skua) showed non-overlapping, but very similar,
barcodes. In each of these species pairs, one species was
represented by a single specimen, which precludes any
conclusion about consistent differences based on the
Scandinavian samples alone. However, when pooling these
specimens with the published North American ones (Kerr
et al. 2007), well-defined monophyletic groups were
observed in all six species, albeit with a very low degree of
differentiation (data not shown). These and several of the
species with overlapping barcodes may be young species,
in which morphological divergences have established fas-
ter than neutral genetic divergences (Peters et al. 2005).

In contrast to interspecifically similar or overlapping
barcodes, we also identified some Scandinavian species
with large intraspecific sequence divergence, typically
represented by two distinct haplotype lineages (Table 2).
The magnitude of intraspecific divergence in COI exceeds
typical species-level differences, particularly in Periparus
ater and Phoenicurus phoenicurus, yet there is no indica-
tion that this large sequence variation represents cryptic
species. There is no known morphological differentiation
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Fig. 5 Neighbor-joining tree
(based on the Kimura 2
parameter) for ten Larus
species, with Rissa tridactyla as
outgroup. The tree illustrates the
paraphyletic relationship
between Larus canus from
North America (lower/blue box)
and Scandinavia (upper/red
box). For each individual, the
scientific name is followed by
the BOLD process ID number
and the sampling locality

0.01

between these haplotype groups, and in the species with
largest intraspecific distance, Phoenicurus phoenicurus, we
have direct evidence for interbreeding of the haplotypes.
Either these large intraspecific divergences are real and
demand an evolutionary explanation, or they are analytical
artifacts due to amplification of nuclear pseudogenes (Song
et al. 2008). To test the latter alternative, we amplified a
long fragment (>4,000 bp) using conserved mitochondrial
markers (Sorenson et al. 1999), and used this as the basis
for a second PCR with internal COI primers. This XL-PCR

@ Springer

Rissa tridactyla|BON159-07|Norway.Svalbard

74| Larus canus|BON375-07|Norway.Troms
Larus canus|BON340-07|Norway.Oslo

Larus canus|BISE089-07|Sweden.Stockholm

Larus canus|BISE418-08|Sweden.Vaestra Goetaland
— Larus argentatus|BISE408-08|Sweden.Stockholm
Larus fuscus|CDUSM093-05|United Kingdom
Larus occidentalis|CDLSU044-05|United States.California
Larus fuscus|CDUSM018-05|United Kingdom
Larus fuscus|BOTW326-05|Iceland
Larus fuscus|BISE239-08|Sweden.Stockholm
Larus californicus|KBNA624-04|Canada.British Columbia
Larus californicus|BOTW034-04|United States.Washington
Larus occidentalis|KBNA665-04|Canada.British Columbia
Larus fuscus|KKBNA200-05|Iceland.Keflavik
Larus fuscus|BON338-07|Norway.Oslo
Larus californicus|CDUSMO010-05|United States.Washington
Larus californicus|CDUSM009-05|United States.Washington
Larus fuscus|CDUSMO019-05|United Kingdom
] Larus fuscus|BON339-07|Norway.Oslo

Larus californicus|CDUSM092-05|United States.Washington

Larus occidentalis| KBNA664-04|Canada.British Columbia

Larus fuscus|BISE365-08|Sweden.Skane

Larus canus|KBNA655-04|Canada.Northwest Territories
Larus canus|BOTW035-04|United States.Alaska
Larus canus|KBNA654-04|Canada.Northwest Territories
Larus canus|TZBNA155-03|United States.Alaska

Larus hyperboreus|CDLSU067-05|United States.Louisiana
Larus hyperboreus|KBNA635-04|Canada.Northwest Territories
Larus occidentalis|KBNA666-04|Canada.British Columbia
Larus thayeri|TZBNA079-03|Canada.Nunavut
Larus glaucescens|KKBNA176-04|Canada.British Columbia

14 Larus glaucescens|KKBNA177-04|Canada.British Columbia

Larus hyperboreus|KBNA634-04|Canada.Quebec
Larus glaucescens|BOTW176-04|United States
Larus thayeri|CDLSU045-05|United States.Louisiana
Larus glaucescens|KBNA637-04|Canada.British Columbia
L Larus hyperboreus|TZBNA313-03|Canada.Ontario
— Larus glaucoides|TZBNA006-03|Canada.Nunavut
Larus argentatus|BISE238-08|Sweden.Vaestra Goetaland
55| Larus hyperboreus|BON168-07|Norway.Svalbard
Larus argentatus|BON332-07|Norway.Finnmark
Larus hyperboreus|BON167-07|Norway.Svalbard

|| Larus marinus|TZBNA363-03|Canada.Ontario

Larus marinus|BON029-06|Norway.Finnmark

Larus marinus|BISE240-08|Sweden.Skane

Larus marinus|KBNA640-04|Canada.Newfoundland
Larus marinus|BISE407-08|Sweden.Stockholm

Larus marinus|BOTW037-04|United States.New York
Larus marinus|BON401-07|Norway.Ostfold

procedure supported a mitochondrial origin of the diver-
gent haplotypes in these species. In addition, we amplified
another mtDNA marker, the 16S gene, for some specimens
to see if they segregated similarly as for COI. This con-
firmed the segregation pattern for Periparus ater and
Phoenicurus phoenicurus (A. Johnsen and J.T. Lifjeld,
unpublished data). Furthermore, for all four species in
Table 2, we have unpublished barcode results of specimens
from other parts of the Palearctic, which adhere to the same
pattern of two or more separate lineages within the species
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range (K.C.R. Kerr et al., unpublished data; A. Johnsen and
J.T. Lifjeld, unpublished data). Hence, the most parsimo-
nious explanation for these divergences is that the current
populations consist of a mixture of separate lineages that
once evolved in allopatry but at some point in time merged
and have since survived as two separate clusters in symp-
atry. Only sequencing of more specimens from a wider
geographical coverage of their ranges can elucidate the
phylogeographical history of these lineages.

Our comparison of sequence divergence among 78
Holarctic species occurring both in Scandinavia and North
America revealed 19 species with well-defined barcode
clusters for each continent, with another three species
(Lagopus lagopus, Fulmarus glacialis, Corvus corax) in
which Scandinavian birds clustered with one of two North
American groups. For one of the latter species, Corvus
corax, a similar pattern was found using the mitochondrial
control region (Omland et al. 2006). The remaining 56
species had low intraspecific divergence and no consistent
intercontinental groupings. Six of these species have been
introduced from Europe to North America (Streptopelia
decaocto, Cygnus olor, Passer domesticus, Sturnus vulga-
ris, and Columba livia) or vice versa (Branta canadensis),
hence their lack of genetic divergence is not surprising.
More than half (60%) the naturally occurring species with
no divergence between the continents have a more or less
continuous distribution from western Europe to eastern
Siberia which continues on the other side of the Bering strait
into Alaska and further into North America, while 70% of
the remaining species with discontinuous distribution are
marine breeders (see Table 3). In contrast, 14 of the 19
divergent species (74%) show a discontinuous distribution
with little geographic connection between populations on
the two continents, and the majority (84%) are inland-
breeding birds. The likelihood of gene flow between the
continents therefore seems very low for many of these
species. Previous studies, using other genetic markers, have
found strong intercontinental genetic divergence in 11 of
the 19 divergent species identified in the present study:
Aegolius funereus (Koopman et al. 2005), Circus cyaneus
(Wink and Sauer-Giirth 2004), Falco columbarius (Wink
and Sauer-Giirth 2004), Hirundo rustica (Zink et al. 2006),
Lanius excubitor (Gonzalez et al. 2008; Klassert et al.
2008), Larus canus (Zink et al. 1995), Numenius phaeopus
(Zink et al. 1995), Pandion haliaetus (Wink et al. 2004),
Thalasseus sandvicensis (Efe et al. 2009), Troglodytes
troglodytes (Drovetski et al. 2004), and Tyto alba (Wink
et al. 2008). For almost all the divergent species, different
subspecies have been described on each continent
(Clements 2007), and in many cases the divergence matches
current subspecific taxonomy. It is an important but unre-
solved issue in avian taxonomy what merits subspecific or
specific taxonomic status in each case. If more extensive

sampling confirms these patterns of monophyly, it is a
highly relevant issue for avian taxonomic authorities
whether these subspecies should be lifted to the species
rank. As argued by Zink (2004), a high proportion of current
avian subspecies are not monophyletic units and should
therefore not be assigned a taxonomic name or rank. An
implication of this view, following a phylogenetic species
concept, is that monophyletic groups should be assigned the
rank of species. We would not make specific recommenda-
tions for taxonomy here, since our analyses in most cases
reflect a restricted and geographically limited sampling within
the species’ ranges. However, we would like to comment
more specifically on the three particular cases of trans-
Atlantic splits that revealed evidence of paraphyletic groups.

First, North American Lanius excubitor (probably
belonging to the subspecies borealis and invictus) formed
a sister clade to L. ludovicianus, whereas European
L. excubitor (subspecies excubitor) clustered outside this
North American clade (Fig. 3). This pattern is supported by
Gonzalez et al. (2008) and Klassert et al. (2008), who both
analyzed the Lanius excubitor/meridionalis complex with
the cytochrome b gene, and found L. e. excubitor on the
European side and L. e.invictus on the North American side
to be paraphyletic. L. excubitor is widely distributed in the
northern Holarctic, but does not occur in northeastern
Siberia, making the geographic distance between Palearctic
and Nearctic birds very long. Gene flow between these
populations should therefore be negligible, and the rela-
tively large sequence divergence (2.5%) between them
suggests that they have been separated for a long time.
A mitochondrial origin of the Scandinavian sequences was
supported by XL-PCR, hence the patterns found are unli-
kely to result from amplification of pseudogenes. Second,
North American Thalasseus sandvicensis (subspecies
acuflavidus), clustered together with another North Amer-
ican Thalasseus species, T. elegans, while the European
T. sandvicensis (subspecies sandvicensis) formed a group
outside this clade (Fig. 4). T. sandvicensis breeds on each
side of the Atlantic Ocean and shows a 3.9% sequence
divergence between the continents. This combination of
large sequence difference, geographic separation, and
paraphyly suggests that these populations should be con-
sidered separate species (i.e., acuflavidis be given species
rank), supporting the conclusions of a recent paper docu-
menting similar divergences in both mitochondrial and
nuclear markers between Spanish and American Thalas-
seus sandvicensis (Efe et al. 2009). Third, Scandinavian
Larus canus (subspecies canus) formed a clade outside the
large clade of white-headed Larus gulls to which North
American L. canus (subspecies brachyrhynchus) belong
(Fig. 5). A mitochondrial origin of the Scandinavian Larus
canus sequences was supported by XL-PCR. Larus canus
has a more or less continuous circumpolar distribution, but
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the Bering Strait may act as a barrier to gene flow, as
suggested by Zink et al. (1995). Even if the overall
divergence between the continents (1.9%) was more
moderate than for the previous two species, paraphyly in
COI indicates that a taxonomic revision is needed. Other
species that deserve more detailed study include Gallinula
chloropus, Strix nebulosa, Numenius phaeopus, Tyto alba,
and Pinicola enucleator, all of which have >3% conti-
nental divergence.

Three North American species have recently been split
from their Eurasian counterparts (Anas carolinensis from
A. crecca, Gallinago delicata from G. gallinago, and
Picoides dorsalis from P. tridactylus) (Clements 2007).
The combined Scandinavian and North American barcod-
ing projects provide support for two of these splits
(A. carolinensis and A. crecca: nearest neighbor distance
3.56%, and P. dorsalis and P. tridactylus: nearest neighbor
distance 3.69%), but not for the third one, since G. delicata
cannot be separated from G. gallinago based on COI bar-
codes (nearest neighbor distance 0%).

In conclusion, we have shown that DNA barcoding with
COI has a high species resolution for Scandinavian birds.
Our approach also identified several species with large
intraspecific variation as well as some species groups with
overlapping barcodes, which make them good candidates
for further studies of phylogeography and speciation pro-
cesses. In particular, our comparison of trans-Atlantic
species identified several species with deep intercontinental
divergences. Further phylogenetic work on these species,
using other genetic markers as well as morphology, will
reveal which of these highly divergent and geographically
separated populations should be treated as belonging to the
same species or sister species. We leave it to the taxonomic
authorities to decide, but we are convinced that continued
DNA barcoding of birds from various regions of the world
will be of great help for avian taxonomists in the contin-
uing process of delimiting species. Lastly, we found that
the DNA barcoding approach greatly amplified the power
of our regional studies by enabling easy merging of our
independently obtained datasets with the established avian
barcode library (http://www.barcodingbirds.org).

Zusammenfassung

DNA-barcoding skandinavischer Vogel zeigt
divergente Abstammungslinien bei transatlantischen
Arten

Vogel sind eine taxonomisch gut beschriebene Tiergruppe,
doch DNA-Barcoding, die molekulare Charakterisierung
von Arten mittels eines standardisierten genetischen
Markers, hat unerwartete Muster genetischer Divergenz bei
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nordamerikanischen Vogeln aufgezeigt. Wir haben eine
umfassende COI (Cytochrom-c-Oxidase-Untereinheit I)
Barcode-Erfassung von 296 skandinavischen Vogelarten
durchgefiihrt und genetische Divergenzen zwischen 78
transatlantischen Arten verglichen, deren Brutgebiete
sowohl Skandinavien als auch Nordamerika einschlieBen.
Vierundneunzig Prozent der skandinavischen Arten
zeigten einzigartige Barcode-Cluster; die verbleibenden
sechs Prozent hatten iiberlappende Barcodes mit einer oder
mehreren Arten der gleichen Gattung, was ,,incomplete
lineage sorting“ oder einen einzigen Genpool
widerspiegeln konnte. Vier Arten zeigten grofe inner-
artliche Divergenzen innerhalb Skandinaviens, trotz
fehlender offensichtlicher morphologischer Differenzierung
oder Anzeichen reproduktiver Isolation. Diese Fille
konnten Beimischung zuvor isolierter Linien widerspiegeln
und daher umfassendere phylogeographische Analysen
rechtfertigen. Neunzehn (24%) von 78 transatlantischen
Arten zeigten divergente genetische Cluster, die mit
regionalen Unterarten iibereinstimmen. Drei dieser
transatlantischen Divergenzen waren paraphyletisch.
Unsere Studie zeigt die Effektivitit von COI-Barcodes fiir
die Identifizierung skandinavischer Vogel und hebt
Taxa fiir eine taxonomische Nachpriifung hervor. Der
standardisierte DNA-Barcoding Ansatz verstirkte die
Power unserer regionalen Studien, indem er es
ermoglichte, unabhidngig gewonnene Datensitze mit der
etablierten Vogel-Barcode-Bibliothek zu fusionieren.
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100 |Remiz pendulinus|BISE166-08|Sweden.Skane

IRemiz pendulinus|BISE384-08|Sweden.Oerebro
Poecile palustris|BISE011-07|Sweden.Stockholm
Poecile palustris|BISE359-08|Sweden.Stockholm

100 Poecile palustris|BON083-06|Norway.Vest-Agder
Poecile palustris|BON223-07|Norway.Akershus
Poecile montana|BISE036-07|Sweden.Stockholm
Poecile montana|BISE358-08|Sweden.Stockholm
100 Poecile montana|BON426-07|Norway.Ostfold

Poecile montana|BISE271-08|Sweden.Vaesterbotten
Poecile montana|BON427-07|Norway.Ostfold
100 [Poecile cincta|BISE356-08|Sweden.Norrbotten
Poecile cincta|BON026-06|Norway.Finnmark
Lophophanes cristatus|BISE090-07|Sweden.Uppsala
100 Lophophanes cristatus|BISE357-08|Sweden.Uppsala
Lophophanes cristatus|BON425-07|Norway.Ostfold
Lophophanes cristatus|BON423-07|Norway.Ostfold

Parus major|BISE041-07|Sweden.Stockholm
100 Parus major|BISE298-08|Sweden.Uppsala
4| Parus major|[BON486-07|Norway.Telemark
Parus major|lBON487-07|Norway.Telemark
L 08 Cyanistes caeruleus|BISE169-08|Sweden.Oland
Cyanistes caeruleus|BISE355-08|Sweden.Stockholm
100 Cyanistes caeruleus|BON484-07|Norway.Telemark
Cyanistes caeruleus|BISE366-08|Sweden.Skane
96 L Cyanistes caeruleus|BON485-07|Norway.Telemark

Periparus ater|BISE129-07|Sweden.Gotland

Periparus ater|BISE354-08|Sweden.Soedermanland
100
Periparus aterBONSC005-08|Norway.Oslo

Periparus ater[BON279-07|Norway.Vest-Agder

Periparus ater[BON280-07|Norway.Vest-Agder
Locustella naevia|BISE198-08|Sweden.Oland

100 Locustella naevia|BON367-07|Norway.Rogaland
Locustella naevia|BON049-06|Norway.Rogaland
Locustella luscinioides|BISE231-08|Sweden.Norrbotten
100 rLocusleIIa lanceolata|BISE151-08|Sweden.Oland

lLocustella lanceolata|BISE389-08|Sweden.Blekinge
100 |-—Locustella certhiola|BON448-07|Norway.Rogaland
Locustella certhiola|BON447-07|Norway.Rogaland
Lullula arborea|BISE186-08|Sweden.Stockholm
—l— Calandrella brachydactyla|BONSC016-08|Norway.Rogaland

Alauda arvensis|BISE056-07|Sweden.Uppsala

Alauda arvensis|BISE243-08|Sweden.Soedermanland

100

Alauda arvensis|BONSC017-08|Norway.Rogaland
|Alauda arvensis|[BON353-07|Norway.Ostfold

100 Eremophila alpestris|BON219-07|Norway.Finnmark
4|_Eremophila alpestris|BON094-06|Norway.Finnmark
Hippolais icterina|BISE152-08|Sweden.Uppsala
Hippolais icterina|BISE352-08|Sweden.Oland

100

Hippolais icterina|BON274-07|Norway.Oslo
Hippolais icterina|BON011-06|Norway.Ostfold
Acrocephalus scirpaceus|BISE442-08|Sweden.Soedermanland

Acrocephalus scirpaceus|BISE175-08|Sweden.Oerebro
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L cCalandrella brachydactyla|lBONSC016-08|Norway.Rogaland
Alauda arvensis|BISE056-07|Sweden.Uppsala

Alauda arvensis|BISE243-08|Sweden.Soedermanland

100

Alauda arvensis|[BONSC017-08|Norway.Rogaland
|Alauda arvensis|[BON353-07|Norway.Ostfold

100 Eremophila alpestris[BON219-07|Norway.Finnmark
4|_Eremophila alpestris|BON094-06|Norway.Finnmark
Hippolais icterina|BISE152-08|Sweden.Uppsala
Hippolais icterina|BISE352-08|Sweden.Oland

100

Hippolais icterina|BON274-07|Norway.Oslo
Hippolais icterina|BON011-06|Norway.Ostfold
Acrocephalus scirpaceus|BISE442-08|Sweden.Soedermanland
Acrocephalus scirpaceus|BISE175-08|Sweden.Oerebro
100 Acrocephalus scirpaceus|BISE465-08|Sweden.Joenkoeping

Acrocephalus scirpaceus|BON239-07|Norway.Ostfold
Acrocephalus scirpaceus|BON238-07|Norway.Ostfold
1 Acrocephalus palustris|BISE063-07|Sweden.Skane
Acrocephalus palustris|BISE479-08|Sweden

100

Acrocephalus palustris|BON188-07|Norway.Telemark
Acrocephalus palustris|BON249-07|Norway.Ostfold

Acrocephalus palustris|BON010-06|Norway.Ostfold
100 Acrocephalus dumetorum|BONSCO042-08|Norway.Rogaland
4[Acrocephalus dumetorum|BONSC043-08|Norway.Rogaland
100 Acrocephalus agricola|BON449-07|Norway.Rogaland
4|——Acrocephalus agricola|BONSC045-08|Norway.Rogaland

Acrocephalus schoenobaenus|BISE176-08|Sweden.Oerebro

100 Acrocephalus schoenobaenus|BISE360-08|Sweden.Oerebro

Acrocephalus schoenobaenus|BON433-07|Norway.Finnmark

Acrocephalus schoenobaenus|BON434-07|Norway.Finnmark

Acrocephalus arundinaceus|BISE145-08|Sweden.Oerebro
Turdus viscivorus|BISE430-08|Sweden.Skane
Turdus viscivorus|BISE051-07|Sweden.Soedermanland
100 Turdus viscivorus|BON127-07|Norway.Vest-Agder
Turdus viscivorus|BON391-07|Norway.Ostfold
— Turdus philomelos|BISE435-08|Sweden.Stockholm

100 Turdus philomelos|BISE280-08|Sweden.Uppsala
Turdus philomelos|BON048-06|Norway.Rogaland
Turdus philomelos|BON424-07|Norway.Svalbard
Turdus pilaris|BISE155-08|Sweden.Vaestra Goetaland
Turdus pilaris|BISE304-08|Sweden.Skane
Turdus pilaris|BON021-06|Norway.Finnmark
Turdus pilaris|BON265-07|Norway.Telemark
100 Turdus torquatus|BONO064-06|Norway.Oppland
Turdus torquatus|BON288-07|Norway.Oppland
Turdus merula|BISE159-08|Sweden.Kalmer
Turdus merula|BON269-07|Norway.Akershus

100

100 Turdus merula|BISE348-08|Sweden.Stockholm

Turdus merula|BON097-06|Norway.Hedmark
Turdus iliacus|BISE034-07|Sweden.Stockholm
Turdus iliacus|BISE416-08|Sweden.Vaesterbotten
Turdus iliacus|BON282-07|Norway.Oppland

100

Turdus iliacus|BON031-06|Norway.Finnmark

Turdus iliacus|BON020-06|Norway.Finnmark
Erithacus rubecula|BISE104-07|Sweden.Soedermanland
Erithacus rubecula|BISE264-08|Sweden.Blekinge

100 Erithacus rubecula|BON074-06|Norway.Telemark

Erithacus rubecula|BON291-07|Norway.Aust-Agder
Saxicola rubetra|BISE078-07|Sweden.Stockholm
Saxicola rubetra|BISE380-08|Sweden.Vaesterbotten
100 Saxicola rubetra|BON240-07|Norway.Ostfold
Saxicola rubetra|BON241-07|Norway.Ostfold
Oenanthe pleschanka|BISE431-08|Sweden.Gotland

Saxicola rubicola]BON210-07|Norway.Rogaland

Oenanthe oenanthe|BISE015-07|Sweden.Uppsala
Oenanthe oenanthe|[BON312-07|Norway.Telemark
100 Oenanthe oenanthe|BISE385-08|Sweden.Oerebro

Oenanthe oenanthe|BONSC007-08|Norway.Rogaland
Oenanthe oenanthe[BONSC008-08|Norway.Vest-Agder

Oenanthe oenanthe|BON055-06|Norway.Oppland
Phoenicurus phoenicurus|BISE084-07|Sweden.Stockholm
Phoenicurus phoenicurus|BISE421-08|Sweden.Gotland
Phoenicurus phoenicurus|[BON229-07|Norway.Ostfold

100 Phoenicurus phoenicurus|BONSC009-08|Norway.Sor-Trondelag

96 Phoenicurus phoenicurus|[BONSC057-08|Norway.Oppland



Saxicola rubicola|]BON210-07|Norway.Rogaland

Oenanthe oenanthe|BISE015-07|Sweden.Uppsala
Oenanthe oenanthe|[BON312-07|Norway.Telemark
100 Oenanthe oenanthe|BISE385-08|Sweden.Oerebro
Oenanthe oenanthe[BONSC007-08|Norway.Rogaland
Oenanthe oenanthe|BONSC008-08|Norway.Vest-Agder
Oenanthe oenanthe|BON055-06|Norway.Oppland
Phoenicurus phoenicurus|BISE084-07|Sweden.Stockholm
Phoenicurus phoenicurus|BISE421-08|Sweden.Gotland
Phoenicurus phoenicurus|[BON229-07|Norway.Ostfold
100 Phoenicurus phoenicurus|[BONSC009-08|Norway.Sor-Trondelag
96 Phoenicurus phoenicurus[BONSC057-08|Norway.Oppland
100 [Phoenicurus phoenicurus|[BON230-07|Norway.Ostfold
Phoenicurus phoenicurus|BONSC058-08|Norway.Oppland
Phoenicurus ochruros|BISE055-07|Sweden.Oland

100 Phoenicurus ochruros|BISE367-08|Sweden.Gaevieborg
Phoenicurus ochruros|BON181-07|Norway.Hordaland
Ficedula parva|BISE068-07|Sweden.Blekinge

L{ Ficedula parva|BON301-07|Norway.Telemark
Ficedula parva|BON202-07|Norway.Rogaland

Ficedula hypoleuca|BISE047-07|Sweden.Uppsala
Ficedula hypoleuca|BON490-07|Norway.Oslo
29 Ficedula hypoleuca|BISE420-08|Sweden.Oland
100 Ficedula hypoleucalBON491-07|Norway.Oslo
99, Ficedula albicollis|BISE082-07|Sweden.Gotland
Ficedula albicollis|BISE334-08|Sweden.Oland
Luscinia svecica|BISE123-07|Sweden.Norrbotten
Luscinia svecica|BISE303-08|Sweden.Norrbotten
100 Luscinia svecica|BON475-07|Norway.Oppland
Luscinia svecica|BON474-07|Norway.Oppland
Luscinia luscinia|BISE376-08|Sweden.Oerebro

100 Luscinia luscinia|BON039-06|Norway.Telemark
Luscinia luscinia|BON040-06|Norway.Telemark

Sturnus wulgaris|BISE042-07|Sweden.Soedermanland
Sturnus vulgaris|BISE295-08|Sweden.Oerebro
100 Sturnus wulgaris|BON294-07|Norway.Hedmark

Sturnus vulgaris|[BON063-06|Norway.Telemark
Phylloscopus sibilatrix|BISE216-08|Sweden.Stockholm

100 Phylloscopus sibilatrix|BISE386-08|Sweden.Oland
Phylloscopus sibilatrix|BON336-07|[Norway.Oslo
Phylloscopus sibilatrix|BON335-07|Norway.Oslo

Muscicapa striata|BISE025-07|Sweden.Stockholm
90 Muscicapa striata|BISE305-08|Sweden.Norrbotten
100 Muscicapa striataBON027-06|Norway.Finnmark

Muscicapa striata|BON276-07|Norway.Oppland
Riparia riparia|BISE194-08|Sweden.Stockholm
Riparia riparia|BISE467-08|Sweden.Vaesterbotten

100
Riparia riparia|BONSC004-08|Norway.Ostfold

|-Riparia riparia|BONSC003-08|Norway.Ostfold
Hirundo rustica|BISE020-07|Sweden.Stockholm
100 Hirundo rustica|BISE342-08|Sweden.Stockholm

Hirundo rustica|BON309-07|Norway.Rogaland
Hirundo rustica|BON308-07|Norway.Rogaland

— Delichon urbicum |BISE005-07|Sweden.Gotland
Delichon urbicum|BISE351-08|Sweden.Halland

100
Delichon urbicum|BON488-07|Norway.Oppland

L Delichon urbicum|BON489-07|Norway.Oppland

— Phylloscopus trochilus|BISE050-07|Sweden.Oland
Phylloscopus trochilus|BISE310-08|Sweden.Norrbotten
Phylloscopus trochilus|BONSC051-08|Norway.Finnmark

100
Phylloscopus trochilus|BONSC050-08|Norway.Finnmark

Phylloscopus trochilus|BON261-07|Norway.Oppland
Phylloscopus trochilus|BON260-07|Norway.Oppland

Phylloscopus collybita|BISE153-08|Sweden.Skane

100 Phylloscopus collybita|BISE287-08|Sweden.Oland

Phylloscopus collybitalBON077-06|Norway.Telemark
Phylloscopus collybita|BON257-07|Norway.Telemark
Phylloscopus proregulus|BISE100-07|Sweden.Uppsala
Phylloscopus proregulus|BISE339-08|Sweden.Uppsala
100 Phylloscopus proregulus|BONSC046-08|Norway.Rogaland
Phylloscopus proregulus|BON440-07|Norway.Rogaland
Phylloscopus humei|lBISE119-07|Sweden.Norrbotten

100 Phylloscopus inornatus|BON441-07|Norway.Rogaland

1 Phylloscopus inornatus|BON306-07|Norway.Rogaland
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Phylloscopus trochilus|BON261-07|Norway.Oppland
Phylloscopus trochilus[BON260-07|Norway.Oppland

Phylloscopus collybita|BISE153-08|Sweden.Skane

100 Phylloscopus collybita|BISE287-08|Sweden.Oland
Phylloscopus collybita|BON077-06|Norway.Telemark
Phylloscopus collybita|BON257-07|Norway.Telemark

Phylloscopus proregulus|BISE100-07|Sweden.Uppsala
Phylloscopus proregulus|BISE339-08|Sweden.Uppsala
100 Phylloscopus proregulus|BONSC046-08|Norway.Rogaland
Phylloscopus proregulus|BON440-07|Norway.Rogaland
Phylloscopus humeilBISE119-07|Sweden.Norrbotten
Phylloscopus inornatus|BON441-07|Norway.Rogaland

100
Phylloscopus inornatus|BON306-07|Norway.Rogaland
Phylloscopus inornatus|BON305-07|Norway.Vest-Agder
00

1 Phylloscopus fuscatus|BISE118-07|Sweden.Soedermanland
—| Phylloscopus fuscatus|BONSC044-08|Norway.Rogaland
Phylloscopus trochiloides|BISE382-08|Sweden.Oland
100 LPhleoscopus trochiloides|BONSC047-08|Norway.Rogaland
Phylloscopus trochiloides|BON208-07|Norway.Rogaland

100 [Phylloscopus borealis|BON086-06|Norway.Finnmark
Phylloscopus borealis|BONSC018-08|Norway.Finnmark
Panurus biarmicus|BISE049-07|Sweden.Oerebro
Panurus biarmicus|BISE289-08|Sweden.Oerebro
100 Panurus biarmicus|BONSC048-08|Norway.Ostfold
Panurus biarmicus|BONSC049-08|Norway.Ostfold

Panurus biarmicus|BON128-07|Norway.Vest-Agder
Aegithalos caudatus|BISE127-07|Sweden.Kalmer
100 Aegithalos caudatus|BISE291-08|Sweden.Stockholm
Aegithalos caudatus|BON200-07|Norway.Vest-Agder
Aegithalos caudatus|BON199-07|Norway.Vest-Agder
Xema sabini|BISE143-08|Sweden.Halland

100
Xema sabini|BISE379-08|Sweden.Halland

agophila eburnea|BON432-07|Norway.Svalbard

100 P
Pagophila eburnea|BON008-06|Norway.Svalbard
Pagophila eburnea|BON009-06|Norway.Svalbard
100 Rissa tridactyla|BISE126-07|Sweden.Vaestra Goetaland
Rissa tridactyla|BON159-07|Norway.Svalbard

100 Rhodostethia rosea|BISE344-08|Sweden.Norrbotten

99 Rhodostethia rosea|BISE476-08|Sweden
Larus minutus|BISE472-08|Sweden.Gotland
Larus ridibundus|BISE117-07|Sweden.Oland

100 Larus ridibundus|BISE409-08|Sweden.Stockholm
Larus ridibundus|BON341-07|Norway.Oslo
Larus ridibundus|BON342-07|Norway.Oslo

Larus marinus|BISE240-08|Sweden.Skane
Larus marinus|BISE407-08|Sweden.Stockholm
Larus argentatus|BISE238-08|Sweden.Vaestra Goetalanc
Larus hyperboreus|BON167-07|Norway.Svalbard
Larus argentatus|BON332-07|Norway.Finnmark
Larus marinus|BON029-06|Norway.Finnmark
Larus hyperboreus|BON168-07|Norway.Svalbard
Larus marinus|BON401-07|Norway.Ostfold
Larus fuscus|BISE239-08|Sweden.Stockholm
Larus fuscus|BISE365-08|Sweden.Skane
Larus argentatus|BISE408-08|Sweden.Stockholm
Larus fuscus|BON338-07|Norway.Oslo
Larus fuscus|BON339-07|Norway.Oslo
Larus canus|BISE089-07|Sweden.Stockholm
Larus canus|BISE418-08|Sweden.Vaestra Goetaland

100

Larus canus|BON340-07|Norway.Oslo

Larus canus|BON375-07|Norway.Troms
Thalasseus sandvicensis|BISE157-08|Sweden.Skane

95

100
Thalasseus sandvicensis|BON363-07|Sweden

Sterna paradisaea|BISE147-08|Sweden.Oland
Sterna paradisaea|BISE345-08|Sweden.Oland
100 Sterna paradisaea|BON171-07|Norway.Troms
Sterna paradisaea|BON172-07|Norway.Troms
Sterna hirundo|BISE184-08|Sweden.Oland
Sterna hirundo|BON343-07|Norway.Oslo
100 Sterna hirundo|BON352-07|Norway.Ostfold
Sterna hirundo|BISE283-08|Sweden.Stockholm
Chlidonias niger|BISE232-08|Sweden.Oland
Hydroprogne caspia|BISE076-07|Sweden.Blekinge
100 Hydroprogne caspia|BISE477-08|Sweden

L




100 |—Thalasseus sandvicensis|BISE157-08|Sweden.Skane
Thalasseus sandvicensis|BON363-07|Sweden
Sterna paradisaea|BISE147-08|Sweden.Oland
Sterna paradisaea|BISE345-08|Sweden.Oland
100 Sterna paradisaea|BON171-07|Norway.Troms
Sterna paradisaea|BON172-07|Norway.Troms
I Sterna hirundo|BISE184-08|Sweden.Oland

Sterna hirundo|BON343-07|Norway.Oslo

100 Sterna hirundo|BON352-07|Norway.Ostfold

Sterna hirundo|BISE283-08|Sweden.Stockholm

Chlidonias niger|BISE232-08|Sweden.Oland
Hydroprogne caspia|BISE076-07|Sweden.Blekinge
100 Hydroprogne caspia|BISE477-08|Sweden
Hydroprogne caspia|BISE478-08|Sweden
Sternula albifrons|BISE455-08|Sweden.Skane
100 r[SlernuIa albifrons|BISE173-08|Sweden.Halland

Sternula albifrons|[BON359-07|Sweden

Uria aalge|BISE141-08|Sweden.Halland
100 Uria aalge|BISE412-08|Sweden.Vaestra Goetaland
Uria aalge|BONSC031-08|Norway.Finnmark
Uria aalge|[BON161-07|Norway.Finnmark
Uria lomvia|BON166-07|Norway.Svalbard
&[L Uria lomvia|BONS C038-08|Norway
Uria lomvia|BON165-07|Norway

Alle alle|BISE115-07|Sweden.Vaestra Goetaland
Alle alle|BISE361-08|Sweden.Skane

Alle alle|BON322-07|Norway.Svalbard

Alle alle|BON283-07|Norway

Cepphus grylle|BISE433-08|Sweden.Stockholm
100 Cepphus grylle|BISE474-08|Sweden
Cepphus grylle|BISE475-08|Sweden
1 Cepphus grylleBON182-07|Norway.Finnmark
Cepphus grylle|BON183-07|Norway.Finnmark

Alca torda|BISE150-08|Sweden.Gotland
100 Alca torda|BISE244-08|Sweden.Vaestra Goetaland
Alca torda|BON119-07|Norway.Aust-Agder

100

Alca torda|BON132-07|Norway.Finnmark
Fratercula arctica|BISE026-07|Sweden.Halland

Fratercula arctica|BISE383-08|Sweden.Vaestra Goetalan

100
Fratercula arctica|BON163-07|Norway.Finnmark

Fratercula arctica|BON162-07|Norway.Finnmark
90 Stercorarius skua|BISE130-07|Sweden.Vaestra Goetaland
100 Stercorarius skua|BON412-07|Norway.Svalbard
Stercorarius pomarinus|BON164-07|Norway.Svalbard

Stercorarius parasiticus|BISE177-08|Sweden.Skane

100 Stercorarius parasiticus|BON307-07|Norway.Finnmark

Stercorarius parasiticus|BON093-06|Norway.Finnmark

100 [ Stercorarius longicaudus|BISE029-07|Sweden.Norrbott
Stercorarius longicaudus|BON133-07|Norway.Svalbard

Tringa totanus|BISE191-08|Sweden.Gotland
100 Tringa totanus|BISE311-08|Sweden.Gotland
Tringa totanus|BON206-07|Norway.Finnmark
Tringa totanus|BON084-06|Norway.Finnmark

— Tringa glareola|BISE033-07|Sweden.Norrbotten
Tringa glareola|BISE212-08|Sweden.Stockholm
100 Tringa glareola|BISE330-08|Sweden.Oland

Tringa glareola|BON435-07|Norway.Finnmark
Tringa glareola|BON337-07|Norway.Hedmark

Tringa nebularia|BISE102-07|Sweden.Stockholm
Tringa nebularia|BON358-07|Sweden
100 Tringa nebularia|BISE331-08|Sweden.Oland
Tringa nebularia|BON030-06|Norway.Finnmark

L Tringa erythropus|BISE030-07|Sweden.Norrbotten

100 Tringa erythropus|BON012-06|Norway.Finnmark
Tringa erythropus|BON384-07|Norway.Troms

Tringa erythropus|BISE347-08|Sweden.Skane

Tringa ochropus|BISE459-08|Sweden.Stockholm
Tringa ochropus|BISE460-08|Sweden.Skane
100 Tringa ochropus|BON361-07|Sweden
Tringa ochropus|BON351-07|Norway.Ostfold
Philomachus pugnax|BISE453-08|Sweden.Oland
Philomachus pugnax|BISE168-08|Sweden.Norrbotten
100 Philomachus pugnax|BON302-07|Norway.Telemark
Philomachus pugnax|BONO038-06|Norway.Telemark
N |Limicola falcinellus|BISE199-08|Sweden.Oland




Tringa erythropus|BISE030-07|Sweden.Norrbotten
100 Tringa erythropus|BON012-06|Norway.Finnmark
Tringa erythropus|BON384-07|Norway.Troms

Tringa erythropus|BISE347-08|Sweden.Skane

Tringa ochropus|BISE459-08|Sweden.Stockholm

Tringa ochropus|BISE460-08|Sweden.Skane
100 Tringa ochropus|BON361-07|Sweden

Tringa ochropus|BON351-07|Norway.Ostfold

Philomachus pugnax|BISE453-08|Sweden.Oland

Philomachus pugnax|BISE168-08|Sweden.Norrbotten
100 Philomachus pugnax|BON302-07|Norway.Telemark

Philomachus pugnax|BON038-06|Norway.Telemark

100 Limicola falcinellus|BISE199-08|Sweden.Oland
4{ Limicola falcinellus|BISE328-08|Sweden.Oland
r Limicola falcinellus|BON321-07|Norway.Hedmark

Calidris ferruginea|BISE171-08|Sweden.Oerebro
100 |{ Calidris ferruginea|BISE 324-08|Sweden.Oland

Calidris ferruginea|BON473-07|Sweden

Calidris minuta|BISE202-08|Sweden.Oland
100 Calidris minuta|BISE325-08|Sweden.Oland

Calidris minuta|BON221-07|Norway.Finnmark

Calidris minuta|BON095-06|Norway.Finnmark
100

Calidris alba|BISE203-08|Sweden.Oland
Calidris alba|BON357-07|Sweden
Calidris alpina|BISE163-08|Sweden.Halland
% Calidris alpina|BON193-07|Norway.Rogaland
Calidris alpina|BON194-07|Norway.Oppland
|—Ca\idris alpina|BISE363-08|Sweden.Oland
100 rCaIidris maritima|BON493-07|Norway.Svalbard

L calidris maritim alBON492-07|Norway.Svalbard

100

1 Calidris canutus|BISE180-08|Sweden

100 |Calidris canutus|BISE378-08|Sweden.Oestergoetland
Calidris canutus|BON374-07|Norway.Troms
Calidris canutus|BON373-07|Norway.Troms
100 Calidris temminckii|[BISE172-08|Sweden.Oerebro
Calidris temminckii[BON215-07|Norway.Finnmark
Arenaria interpres|BISE200-08|Sweden.Oland
Arenaria interpres|BISE323-08|Sweden.Oland

100 Arenaria interpres|[BON222-07|Norway.Finnmark
Arenaria interpres|BON092-06|Norway.Finnmark
Phalaropus lobatus|BISE028-07|Sweden.Norrbotten
100 Phalaropus lobatus|BISE274-08|Sweden.Norrbotten
99 Phalaropus lobatus|[BON096-06|Norway.Finnmark
Phalaropus fulicarius|BISE349-08|Sweden.Stockholm
100 Phalaropus fulicarius|BON410-07|Norway.Svalbard

Phalaropus fulicarius|BON409-07|Norway.Svalbard

Gallinago gallinago|BISE083-07|Sweden.Stockholm

Gallinago gallinago|BISE375-08|Sweden.Oland

Gallinago gallinago|BON217-07|Norway.Finnmark
92 Gallinago gallinago|BON052-06|Norway.Oppland

100

100 Gallinago media[BON324-07|Norway.Oppland
Gallinago media|BON323-07|Norway.Oppland
Actitis hypoleucos|BISE144-08|Sweden.Stockholm

100 Actitis hypoleucos|BISE400-08|Sweden.Vaermland

| Actitis hypoleucos|BON017-06|Norway.Finnmark
Actitis hypoleucos|BON275-07|Norway.Oppland
Scolopax rusticola|BISE190-08|Sweden.Uppsala
100

Scolopax rusticola|BISE321-08|Sweden.Soedermanlan

|~Sco|opa>< rusticola|BON036-06|Norway.Oppland
Scolopax rusticola|BON379-07|Norway.Troms

Limosa lapponica|BON437-07|Norway.Finnmark

100

Lymnocryptes minimus|BISE136-07|Sweden.Stockholm
LLym nocryptes minimus|BISE335-08|Sweden.Vaestra G

Lymnocryptes minimus|[BON050-06|Norway.Rogaland

Lymnocryptes minimus[BON051-06|Norway.Rogaland
Numenius arquata|BISE454-08|Sweden.Dalarna

100 Numenius arquata|BISE061-07|Sweden.Uppsala
Numenius arquata|BON380-07|Norway.Troms

Numenius arquata|BON192-07|Norway.Rogaland
100 |-—Numenius phaeopus|BON368-07|Norway.Sor-Trondelag
Numenius phaeopus|BON091-06|Norway.Finnmark
Vanellus vanellus|BISE235-08|Sweden.Stockholm
Vanellus vanellus|BISE281-08|Sweden.Stockholm

100 Vanellus vanellus|BON316-07|Norway.Rogaland

TVanellus vanellusIBON314-07INorwav Roaaland



|_ Lymnocryptes minimus|[BISE136-0/|Sweden.Stockhoim
100 LLym nocryptes minimus|BISE335-08|Sweden.Vaestra C

Lymnocryptes minimus|BON050-06|Norway.Rogaland

Lymnocryptes minimus|BON051-06|Norway.Rogaland
Numenius arquata|BISE454-08|Sweden.Dalarna

100 Numenius arquata|BISE061-07|Sweden.Uppsala
Numenius arquata|BON380-07|Norway.Troms

Numenius arquata|BON192-07|Norway.Rogaland
100 |-—Numenius phaeopus|BON368-07|Norway.Sor-Trondelag
Numenius phaeopus|BON091-06|Norway.Finnmark

Vanellus vanellus|BISE235-08|Sweden.Stockholm

Vanellus vanellus|BISE281-08|Sweden.Stockholm
100 Vanellus vanellus|BON316-07|Norway.Rogaland

Vanellus vanellus|BON314-07|Norway.Rogaland
[Vanellus vanellus|BISE282-08|Sweden.Stockholm
100 Charadrius hiaticula|BISE327-08|Sweden.Oland

|Charadrius hiaticula|BON218-07|Norway.Finnmark
Charadrius hiaticula|BON022-06|Norway.Finnmark

Charadrius dubius|BISE204-08|Sweden.Oland
|-Charadrius dubius|BISE326-08|Sweden.Oland
|Charadrius dubius|BON090-06|Norway.Aust-Agder

Charadrius morinellus|BISE220-08|Sweden.Oland
|Charadr\us morinellus|BISE372-08|Sweden.Norrbotten

| Charadrius hiaticula|BISE201-08|Sweden.Oland

100

100

| Charadrius morinellus|[BON313-07|Norway.Oppland
Charadrius morinellus|[BON196-07|Norway.Oppland

100 Recurvirostra avosetta|BISE436-08|Sweden.Skane
—| Recurvirostra avosetta|BISE162-08|Sweden.Blekinge
Haematopus ostralegus|BISE188-08|Sweden.Stockholm
- Haematopus ostralegus|BISE422-08|Sweden.Gotland

100

Haematopus ostralegus|BON383-07|Norway.Troms

Haematopus ostralegus|BON382-07|Norway.Troms
Pluvialis squatarola|BISE390-08|Sweden.Stockholm

Pluvialis apricaria|BISE038-07|Sweden.Stockholm

Pluvialis apricaria|BISE481-08|Sweden

Pluvialis apricaria|BISE482-08|Sweden
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100

Pluvialis apricaria|BON214-07|Norway.Finnmark
Pluvialis apricaria|BON220-07|Norway.Finnmark
Puffinus puffinus|BISE178-08|Sweden.Skane
Fulmarus glacialis|BISE031-07|Sweden.Halland
Fulmarus glacialis|BISE284-08|Sweden.Halland

100

Fulmarus glacialisBONSC037-08|Norway.Nordland
|-FuIm arus glacialisBON101-07|Norway.Aust-Agder
— Phalacrocorax carbo|BISE182-08|Sweden.Soedermanlanc

100

Phalacrocorax carbo|BISE261-08|Sweden.Vaestra Goetal

Phalacrocorax carbo|BON180-07|Norway.Troms

Phalacrocorax aristotelis|BON103-07|Norway.Vest-Agder

IrMorus bassanus|BISE210-08|Sweden.Vaestra Goetalant

Morus bassanus|BISE346-08|Sweden.Vaestra Goetaland

Morus bassanus|[BON145-07|Norway.Finnmark

Morus bassanus|[BON146-07|Norway.Troms
100 IBoIaurus stellaris|BISE452-08|Sweden.Skane
I Botaurus stellaris|BISE091-07|Sweden.Vaermland

100 I Ardea cinerea|BISE059-07|Sweden.Oestergoetland
I ardea cinerea|BON378-07|Norway.Troms

Grus grus|BISE225-08|Sweden.Vaestra Goetaland
Grus grus|BISE417-08|Sweden.Soedermanland
Grus grus|BON442-07|Norway.Nordland
|-Grus grus|BON393-07|Norway.Buskerud
100 Podiceps grisegena|BISE230-08|Sweden.Stockholm
Podiceps grisegena|BON445-07|Norway.More og Romsdal
Podiceps cristatus|BISE112-07|Sweden.Stockholm

100 Podiceps cristatus|BISE350-08|Sweden.Norrbotten
Podiceps cristatus|[BON392-07|Norway.Ostfold

100

Podiceps cristatus|BON472-07|Norway.Ostfold
Podiceps auritus|BISE208-08|Sweden.Oerebro
100 |Podiceps auritus|BISE320-08|Sweden.Oerebro
Podiceps auritus|[BON148-07|Norway.Nordland

Podiceps auritus|BON147-07|Norway.Nordland

Tachybaptus ruficollis|BON420-07|Norway.Oppland

Plegadis falcinellus|BISE462-08|Sweden.Joenkoeping
Gavia stellata|BISE211-08|Sweden.Soedermanland

100 Gavia stellata|BISE443-08|Sweden
Gavia stellata|BON175-07|Norway.Nordland
Gavia stellata|BON176-07|Norway.Troms




100 Podiceps cristatus|BISE350-08|Sweden.Norrbotten
Podiceps cristatus|BON392-07|Norway.Ostfold
Podiceps cristatus|BON472-07|Norway.Ostfold

Podiceps auritus|BISE208-08|Sweden.Oerebro

100 |Podiceps auritus|BISE320-08|Sweden.Oerebro

Podiceps auritus|BON148-07|Norway.Nordland
Podiceps auritus|BON147-07|Norway.Nordland
Tachybaptus ruficollis|BON420-07|Norway.Oppland

Plegadis falcinellus|BISE462-08|Sweden.Joenkoeping

Gavia stellata|BISE211-08|Sweden.Soedermanland
100 Gavia stellata|BISE443-08|Sweden

Gavia stellata|BON175-07|Norway.Nordland

Gavia stellata|BON176-07|Norway.Troms

Gavia arctica|BISE065-07|Sweden.Norrbotten

Gavia arctica|BISE285-08|Sweden.Dalarna
Gavia arctica|BON179-07|Norway.Nordland
Gavia arctica|BON178-07|Norway.Nordland

Gavia adamsii|BISE222-08|Sweden.Oland

88 Gavia adamsiilBON137-07|Norway.Troms

100 Gavia adamsiilBON138-07|Norway.Troms
Gavia immer|BON151-07|Norway.Troms

Oceanodroma monorhis|BON466-07|Norway.Nordland

100
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100 Oceanodroma leucorhoa|BON372-07|Norway.Nordland
4' Oceanodroma leucorhoa|BON034-06|Norway.Rogaland

100 Hydrobates pelagicus|BON033-06|Norway.Rogaland
4' Hydrobates pelagicus|BON032-06|Norway.Rogaland

Falco vespertinus|BISE154-08|Sweden.Oland

Falco naumanni|[BON439-07|Norway

Falco subbuteo|BISE120-07|Sweden.Oestergoetland

Falco subbuteo|BISE301-08|Sweden.Stockholm

Falco subbuteo|BON285-07|Norway.Hedmark

Falco subbuteo|BON003-06|Norway.Oppland

Falco rusticolus|BISE444-08|Sweden

100 (Falco rusticolus|BISE044-07|Sweden.Norrbotten
Falco rusticolus|BON153-07|Norway.Troms

99 Falco rusticolus|BON152-07|Norway

Falco peregrinus|BISE125-07|Sweden.Kalmer

Falco peregrinus|BISE312-08|Sweden.Oerebro
100

Falco peregrinus|BON494-07|Norway

Falco peregrinus|BON389-07|Norway.Oppland

Falco columbarius|BISE138-08|Sweden.Jaemtland
100 Falco columbarius|BISE463-08|Sweden.Vaermland

Falco columbarius|BON014-06|Norway.Finnmark
Falco columbarius|BON042-06|Norway.Vest-Agder

Falco tinnunculus|BISE079-07|Sweden.Vaesterbotten

100 ﬁFalco tinnunculus|BISE318-08|Sweden.Skane
Falco tinnunculus|BON495-07|Norway.Hedmark
Falco tinnunculus|BON041-06|Norway.Vest-Agder

|— Alcedo atthis|BISE072-07|Sweden.Oestergoetland

100

Alcedo atthis|BISE245-08|Sweden.Halland
|A|ced0 atthis|BON124-07|Norway.Telemark
Apus apus|BISE040-07|Sweden.Soedermanland

Apus apus|BISE309-08|Sweden.Oerebro
100

Apus apus|BONO057-06|Norway.Telemark
IApus apus|BONO058-06|Norway.Telemark
Pernis apivorus|BISE099-07|Sweden.Skane
100

Pernis apivorus|BISE336-08|Sweden.Gaevleborg

Pernis apivorus|BON005-06|Norway.Buskerud

Pernis apivorus|BON004-06|Norway.Oslo

100 Milvus milvus|BISE440-08|Sweden.Skane
—[ Milvus milvus|BISE 158-08|Sweden.Skane
Accipiter gentilis|BISE045-07|Sweden.Jaemtland
100 Accipiter gentilis|BISE314-08|Sweden.Gaevleborg

Accipiter gentilis|BONSC032-08|Norway.Akershus
Accipiter gentilis|BON413-07|Norway.Akershus
Haliaeetus albicilla|BISE001-07|Sweden.Norrbotten
100 Haliaeetus albicilla|BISE411-08|Sweden.Stockholm
Haliaeetus albicillalBON143-07|Norway.Troms
Haliaeetus albicillalBON144-07|Norway.Troms
Buteo lagopus|BISE105-07|Sweden.Skane

Buteo lagopus|BISE362-08|Sweden.Oestergoetland
Buteo lagopus|BON134-07|Norway.Finnmark

100 Buteo lagopus|BON114-07|Norway.Nord-Trondelag
Buteo buteo|BISE023-07|Sweden.Vaesternorrland
Buteo buteo|BISE315-08|Sweden.Stockholm
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100 Accipiter gentilis|BISE314-08|Sweden.Gaevleborg
Accipiter gentilis|BONSC032-08|Norway.Akershus
Accipiter gentilis|BON413-07|Norway.Akershus
Haliaeetus albicilla|BISE001-07|Sweden.Norrbotten
100 Haliaeetus albicilla|BISE411-08|Sweden.Stockholm

Haliaeetus albicillalBON143-07|Norway.Troms
Haliaeetus albicilla]BON144-07|Norway.Troms
Buteo lagopus|BISE105-07|Sweden.Skane

Buteo lagopus|BISE362-08|Sweden.Oestergoetland

8 Buteo lagopus|BON134-07|Norway.Finnmark
100 Buteo lagopus|BON114-07|Norway.Nord-Trondelag
Buteo buteo|BISE023-07|Sweden.Vaesternorrland
Buteo buteo|BISE315-08|Sweden.Stockholm
95

Buteo buteo|BON430-07|Norway.Ostfold

Buteo buteo|BON356-07|Norway.Akershus
100 Circus pygargus|BISE441-08|Sweden.Kalmer
Circus pygargus|BISE103-07|Sweden.Oland
Circus aeruginosus|BISE032-07|Sweden.Vaesterbotten
1400’:Circus aeruginosus|BISE403-08|Sweden.Vaestmanland

Circus aeruginosus|BON116-07|Norway.Vest-Agder

Circus macrourus|BISE302-08|Sweden.Joenkoepil
Circus cyaneus|BISE004-07|Sweden.Norrbotten

Circus cyaneus|BISE458-08|Sweden.Joenkoeping
100 c

ircus cyaneus|BON415-07|Norway.Ostfold
Circus cyaneus|BON035-06|Norway.Oppland
Accipiter nisus|BISE035-07|Sweden.Norrbotten
Accipiter nisus|BISE468-08|Sweden.Stockholm
100 Accipiter nisus|[BON006-06|Norway.Oslo
Accipiter nisus|[BON037-06|Norway.Telemark
Aquila clanga|BISE457-08|Sweden.Skane
Aquila chrysaetos|BISE010-07|Sweden.Jaemtland
Aquila chrysaetos|BISE246-08|Sweden.Skane
100 Aquila chrysaetos|[BONSC033-08|Norway.Troms

Aquila chrysaetos|BON156-07|Norway.Finnmark

Pandion haliaetus|BISE388-08|Sweden.Vaesternorrland

Pandion haliaetus|BISE219-08|Sweden.Kronoberg
100 "Pandion haliaetus|BONSC013-08|Norway.Vestfold

| Pandion haliaetus|BON414-07|Norway.Buskerud
Pandion haliaetus|BON422-07|Norway.Hedmark

Coracias garrulus|BISE256-08|Sweden
100 |Ciconia ciconia|BISE237-08|Sweden.Halland
Ciconia ciconia|BISE414-08|Sweden
100 ITyto alba|BISE107-07|Sweden.Skane

ITyto alba|BISE340-08[Sweden.Skane

100 | Surnia ulula|BISE428-08|Sweden.Norrbotten

Surnia ulula|BISE164-08|Sweden.Halland
|Surnia ulula|BON139-07|Norway.Troms
100 | Glaucidium passerinum BIS E398-08|Sweder

I Glaucidium passerinum|BON278-07|Norway
Aegolius funereus|BISE070-07|Sweden.Vaest

100 Aegolius funereus|BISE469-08|Sweden.Norrb

Aegolius funereus|BON326-07|Norway.Telema
Aegolius funereus|BON198-07|Norway.Vest-A
Strix uralensis|BISE437-08|Sweden.Gaevieborg

Strix uralensis|BISE480-08|Sweden

100

Strix uralensis|BON388-07|Norway

Strix aluco|BISE209-08|Sweden.Stockholm
Strix aluco|BISE461-08|Sweden.Stockholm

100 .
Strix aluco|BISE322-08|Sweden.Dalarna

Strix aluco|BON295-07|Norway.Akershus

Strix aluco|BON327-07|Norway.Telemark

Strix nebulosa|BISE024-07|Sweden.Vaesternorrland
Strix nebulosa|BISE377-08|Sweden.Norrbotten

100
Strix nebulosa|BON160-07|Norway.Finnmark

Strix nebulosa|BON122-07|Norway.Finnmark
Bubo scandiacus|BISE073-07|Sweden.Norrbotten
Bubo scandiacus|BISE464-08|Sweden.Vaesternorrland
100 Bubo scandiacus|BON398-07|Norway.Finnmark
Bubo scandiacus|BON177-07|Norway.Finnmark
Bubo bubo|BISE002-07|Sweden.Gaevieborg
100 Bubo bubo|BISE387-08|Sweden.Oerebro
Bubo bubo|BON120-07|Norway.Telemark
Bubo bubo|BON150-07|Norway.Nordland

J Asio otus|BISE092-07|Sweden.Vaesternorrland
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Strix nebulosa|BISE024-07|Sweden.Vaesternorrland

Strix nebulosa|BISE377-08|Sweden.Norrbotten
100 Strix nebulosa|BON160-07|Norway.Finnmark

Strix nebulosa|BON122-07|Norway.Finnmark

100
B

Bubo scandiacus|BISE073-07|Sweden.Norrbotten
Bubo scandiacus|BISE464-08|Sweden.Vaesternorrland
ubo scandiacus|BON398-07|Norway.Finnmark
Bubo scandiacus|BON177-07|Norway.Finnmark
Bubo bubo|BISE002-07|Sweden.Gaevieborg
100 Bubo bubo|BISE387-08|Sweden.Oerebro
Bubo bubo|BON120-07|Norway.Telemark
Bubo bubo|BON150-07|Norway.Nordland

Asio otus|BISE092-07|Sweden.Vaesternorrland
Asio otus|BISE337-08|Sweden.Gaevieborg

100 Asio otus|BON123-07|Norway.Vest-Agder
Asio otus|[BON149-07|Norway.Troms

Asio flammeus|BISE060-07|Sweden.Jaemtland
Asio flammeus|BISE404-08|Sweden.Norrbotten

100 Asio flammeus|BON155-07|Norway.Nordland

Asio flammeus|BON154-07|Norway

Tetrao urogallus|BISE039-07|Sweden.Soec
100 Tetrao urogallus|BISE278-08|Sweden.Stoc
100 Tetrao urogallus[BON444-07|Norway.Nordla
Tetrao tetrix|BISE233-08|Sweden.Vaestra G
ﬂ{Tetrao tetrix|BISE277-08|Sweden.Vaesterbo

Tetrao tetrix|BON045-06|Norway.Telemark

100 Lagopus muta|BISE227-08|Sweden.Norr
4{ Lagopus muta|BISE373-08|Sweden.Norr
98 Lagopus muta|BON436-07|Norway.Finnr

Lagopus lagopus|BISE228-08|Sweden.Norrbotte

Lagopus lagopus|BISE451-08|Sweden.Kalmer

100 [Lagopus lagopus|BON310-07|Norway.Oppland
Lagopus lagopus|BON317-07|Norway.Sor-Trond

Bonasa bonasia|BISE057-07|Sweden.V
100 [

| Bonasa bonasia|BISE247-08|Sweden.\
Bonasa bonasia|BON023-06[Norway.Fi

Coturnix coturnix|BISE242-08|Sweden.Upps:

Phasianus colchicus|BISE438-08|Swede
100 |

| Phasianus colchicus|BISE067-07|Swe
Phasianus colchicus|BON402-07|Norway
Perdix perdix|BISE192-08|Sweden.Stockho

100 Perdix perdix|BISE471-08|Sweden.Stockho

Perdix perdix|BON404-07|Norway.Ostfold
| Perdix perdix|BON403-07|Norway.Ostfold
Tadorna tadorna|BISE456-08|Sweden.Gotland
100 Tadorna tadorna|BISE096-07|Sweden.Skane
Tadorna tadorna|BON106-07|Norway.Vest-Agder
Tadorna tadorna|BON362-07|Sweden

Netta rufina|BISE401-08|Sweden.Oestergoetland
Aythya marila|BISE124-07|Sweden.Blekinge

88 Aythya marila|BONSC028-08|Norway.Sor-Trondelag

Aythya marila|BISE392-08|Sweden

Aythya fuligula|BISE193-08|Sweden.Blekinge
Aythya fuligula|BISE338-08|Sweden.Blekinge
99 99 Aythya fuligula]BONSC029-08|Norway.Sor-Trondelag

Aythya fuligula|BON184-07|Norway.Hordaland

99r Aythya ferina|BISE214-08|Sweden.Skane
_[Aythya ferina|BISE393-08|Sweden.Soedermanland
Somateria mollissima|BISE197-08|Sweden.Vaestra Goet
Somateria mollissima|BISE399-08|Sweden.Soedermanlar

100 |' Somateria mollissima|[BON107-07|Norway.Aust-Agder

Somateria spectabilis|BON419-07|Norway.Svalbard

Somateria mollissima|BON377-07|Norway.Troms
Polysticta stelleriiBON108-07|Norway.Finnmark
Clangula hyemalis|BISE018-07|Sweden.Stockholm

100 Clangula hyemalis[BON141-07|Norway.Troms
Clangula hyemalis|BON140-07|Norway.Finnmark
Mergus serrator|BISE134-07|Sweden.Gotland
100 Mergus serrator|BISE269-08|Sweden.Stockholm
Mergus serrator[BON438-07|Norway.Vest-Agder
Mergus serrator[BON113-07|Norway
Mergus merganser|BISE447-08|Sweden.Stockholm
100 Mergus merganser|BISE174-08|Sweden.Norrbotten

Mergus merganser|BON112-07|Norway.Vest-Agder
IMergeIIus albellus|BISE013-07|Sweden.Soedermanla
100 o a S .



|Som ateria mollissima|BON377-07|Norway.Troms
Polysticta stelleriiBON108-07|Norway.Finnmark
Clangula hyemalis|BISE018-07|Sweden.Stockholm
100 Clangula hyemalis|[BON141-07|Norway.Troms
Clangula hyemalis|BON140-07|Norway.Finnmark

Mergus serrator|BISE134-07|Sweden.Gotland
100 Mergus serrator|BISE269-08|Sweden.Stockholm
Mergus serrator[BON438-07|Norway.Vest-Agder
Mergus serrator[BON113-07|Norway
Mergus merganser|BISE447-08|Sweden.Stockholm
&{ Mergus merganser|BISE174-08|Sweden.Norrbotten
| Mergus merganser[BON112-07|Norway.Vest-Agder
Mergellus albellus|BISE013-07|Sweden.Soedermanla

Mergellus albellus|BONSC035-08|Norway.Rogaland
Mergellus albellus|BISE449-08|Sweden.Skane

100

Melanitta nigra|BISE179-08|Sweden.Gotland
Melanitta nigra|BISE419-08|Sweden.Soedermanland
100 Melanitta fusca|BISE224-08|Sweden.Stockholm
Melanitta fusca|BON110-07|Norway.Vest-Agder
Bucephala clangula|BON111-07|Norway.Aust-Agder

Bucephala clangula|BISE148-08|Sweden.Skane
Bucephala clangula|BISE249-08|Sweden.Soedermanlant

100

100 yAnas strepera|BISE008-07|Sweden.Stockholm
Anas strepera|BISE307-08|Sweden.Vaesterbotten

Anas penelope|BISE108-07|Sweden.Skane
Anas penelope|BISE424-08|Sweden.Skane

1001 Anas penelope|BON496-07|Norway.Ostfold

Anas platyrhynchos|BISE206-08|Sweden.Stockholm
100 Anas platyrhynchos|BISE410-08|Sweden.Stockholm
Anas platyrhynchos|BON399-07|Norway.Ostfold
Anas platyrhynchos|BON400-07|Norway.Ostfold

Anas acuta|BISE109-07|Sweden.Skane
Anas acuta|BISE332-08|Sweden.Skane
Anas acuta|BON376-07|Norway.Troms
Anas creccalBISE085-07|Sweden.Vaesterbotten
100 |Anas creccalBISE341-08|Sweden.Uppsala
Anas creccalBON157-07|Norway

Anas crecca|BON158-07|Norway
Anas querquedula|BISE213-08|Sweden.Soederma

100
—[Anas querquedula|BISE391-08|Sweden.Skane
Anas clypeata|BISE110-07|Sweden.Skane
100 Anas clypeata|BISE333-08|Sweden.Skane
Anas clypeata|BON465-07|Norway.Vestfold
Cygnus olor|BISE074-07|Sweden.Skane
Cygnus olor|BISE316-08|Sweden.Stockholm

100 Cygnus olor[BON407-07|Norway.Ostfold
Cygnus olor|[BON408-07|Norway.Ostfold

Cygnus cygnus|BISE207-08|Sweden.Soedermanlan
] Cygnus cygnus|BISE258-08|Sweden.Stockholm

Cygnus cygnus|BON173-07|Norway.Troms
100 Cygnus cygnus|BONSC015-08|Norway.Sor-Trondela

Cygnus columbianus|BISE473-08|Sweden

Branta leucopsis|BISE142-08|Sweden.Gotland

Branta leucopsis|BISE248-08|Sweden.Stockholm
99 Branta leucopsis|BONSC030-08|Norway.Ostfold
| Branta leucopsis|BON416-07|Norway.Oslo
o8 Branta canadensis|BISE446-08|Sweden.Stockholm
Branta canadensis|BISE149-08|Sweden.Stockholm
93 99 Branta canadensis|BON185-07|Norway.Oslo
Branta canadensis|BON105-07|Norway

Branta bernicla]BON104-07|Norway.Vest-Agder
Anser fabalis|BISE215-08|Sweden.Skane

91 Anser erythropus|BISE195-08|Sweden
Anser fabalis|BONSC053-08|Norway.Ostfold

Anser brachyrhynchus|BON443-07|Norway.Nordland

Anser indicus|BON396-07|Norway.Ostfold
Anser anser|BISE022-07|Sweden.Stockholm
Anser anser|BISE395-08|Sweden.Soedermanland
% Anser anser|BON395-07|Norway.Ostfold
Anser anser|BON394-07|Norway.Ostfold

Rallus aquaticus|BISE185-08|Sweden.Halland

Rallus aquaticus|BISE368-08|Sweden.Gotland
100 Rallus aquaticus|BON386-07|Sweden

Rallus aquaticus|BON007-06|Norway.Oslo

Crex crex|BISE048-07|Sweden.Oland

100 I Crex crex|BISE381-08|Sweden.Stockholm

| Crex crex|BONSC036-08|Norway.Vest-Agder
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Anser brachyrhynchus|BON443-07|Norway.Nordland

Anser indicus|BON396-07|Norway.Ostfold

Anser anser|BISE022-07|Sweden.Stockholm
Anser anser|BISE395-08|Sweden.Soedermanland
Anser anser|BON395-07|Norway.Ostfold

Anser anser[BON394-07|Norway.Ostfold

Rallus aquaticus|BISE185-08|Sweden.Halland

Rallus aquaticus|BISE368-08|Sweden.Gotland

100 Rallus aquaticus|BON386-07|Sweden
Rallus aquaticus|BON007-06|Norway.Oslo
Crex crex|BISE048-07|Sweden.Oland
100 I Crex crex|BISE381-08|Sweden.Stockholm
|Crex crex|BONSCO036-08|Norway.Vest-Agder
100 IPorzana porzanalBISE113-07|Sweden.Gotland

I Porzana porzana|BON117-07|Norway.Vest-Agder
Gallinula chloropus|BISE077-07|Sweden.Skane

% Gallinula chloropus|BISE396-08|Sweden.Oland
Gallinula chloropus|BON046-06|Norway.Rogaland

Fulica atra|BISE432-08|Sweden.Stockholm
100 Fulica atra|BISE075-07|Sweden.Stockholm

Fulica atra|BON186-07|Norway.Oslo
Fulica atra|BON187-07|Norway.Oslo
9% Streptopelia turtur|BISE066-07|Sweden.Vaesternorrland
100 Streptopelia decaocto|BISE187-08|Sweden.Vaestra Goetalar
Streptopelia decaocto|BON471-07|Norway.Oslo
Columba palumbus|BISE009-07|Sweden.Stockholm
Columba palumbus|BISE405-08|Sweden.Stockholm

100 Columba palumbus|BON191-07|Norway.Rogaland

Columba palumbus|BON254-07|Norway.Telemark

r Columba oenas|BISE221-08|Sweden.Stockholm
91 100 Columba oenas|BON319-07|Norway.Hedmark
Columba oenas|BON320-07|Norway.Hedmark
Columba livia|BISE241-08|Sweden.Stockholm
100 Columba livia|BISE255-08|Sweden.Stockholm
Columba livia|BON405-07|Norway.Oslo

Picus canus|BISE017-07|Sweden.Gaevieborg

100

Picus canus|BISE319-08|Sweden.Vaesternorrland

100 Picus canus|[BON421-07|Norway.Buskerud
100 [Picus viridis|BON125-07|Norway.Vest-Agder
Picus viridisBONSC052-08|Norway.Akershus

Dryocopus martius|BISE007-07|Sweden.Stockholm

100 |

Dryocopus martius|BISE317-08|Sweden.Soedermanland
|Dryocopus martius|[BON044-06|Norway.Vest-Agder
100 Dendrocopos minor|BISE116-07|Sweden.Soedermanland
Dendrocopos minor|[BON253-07|Norway.Telemark
Dendrocopos minor[BON197-07|Norway.Telemark
Dendrocopos major|BISE016-07|Sweden.Vaestra Goetalant

Dendrocopos major|BISE259-08|Sweden.Vaestra Goetalan

100 |Dendrocopos major|BISE260-08|Sweden.Vaesterbotten
Dendrocopos major|BON053-06|Norway.Telemark
100 Dendrocopos major[BON287-07|Norway.Telemark

Dendrocopos leucotos|BISE014-07|Sweden.Norrbotten

100 Dendrocopos leucotos|BISE406-08|Sweden
Dendrocopos leucotos[BON126-07|Norway.Vest-Agder
Picoides tridactylus|BISE450-08|Sweden.Vaesternorrlz
Picoides tridactylus|BISE170-08|Sweden.Norrbotten
100 Picoides tridactylus|BON251-07|Norway.Ostfold

|P\coides tridactylus|BON252-07|Norway.Ostfold
Jynx torquilla|BISE133-07|Sweden.Uppsala
Jynx torquilla|BISE267-08|Sweden.Skane

100
Jynx torquilla|BON263-07|Norway.Telemark

|— Jynx torquilla|BON262-07|Norway.Telemark
100 | Caprimulgus europaeus|BISE122-07|Sweden.Gaeviebo

I Caprimulgus europaeus|BISE251-08|Sweden.Oland
Cuculus canorus|BISE114-07|Sweden.Stockholm

O

3
100 Cuculus canorus|BON047-06|Norway.Rogaland

96! Cuculus canorus|BON304-07|Norway.Telemark
I—Cuculus canorus|BISE286-08|Sweden.Soedermanland
Pica pica|BISE088-07|Sweden.Skane
100 Pica pica|BISE275-08|Sweden.Stockholm
Pica picalBON061-06|Norway.Telemark
Pica pica|BON062-06|Norway.Telemark
Perisoreus infaustus|BISE205-08|Sweden.Norrbotten
J:Perisoreus infaustus|BISE273-08|Sweden.Norrbotten
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L Jynx torquilla|BON262-07|Norway.Telemark
100 I Caprimulgus europaeus|BISE122-07|Sweden.Gaeviebo

ICaprim ulgus europaeus|BISE251-08|Sweden.Oland
Cuculus canorus|BISE114-07|Sweden.Stockholm
Cuculus canorus|BON047-06|Norway.Rogaland

uculus canorus|BON304-07|Norway.Telemark

93
100

9%6lc
Cuculus canorus|BISE286-08|Sweden.Soedermanland

Pica pica|BISE088-07|Sweden.Skane

100 (pica picalBISE275-08|Sweden.Stockholm
Pica pica|BON061-06|Norway.Telemark
Pica pica|BON062-06|Norway.Telemark

Perisoreus infaustus|BISE205-08|Sweden.Norrbotten
Perisoreus infaustus|BISE273-08|Sweden.Norrbotten
100 Perisoreus infaustus|BON417-07|Norway.Hedmark
Perisoreus infaustus|BON025-06|Norway.Finnmark
Perisoreus infaustus|BON019-06|Norway.Finnmark
Nucifraga caryocatactes|BISE156-08|Sweden.Norrbotten
Nucifraga caryocatactes|BISE270-08|Sweden.Norrbotten
Nucifraga caryocatactes|BONSC011-08|Norway.Oslo
Nucifraga caryocatactes|BONSC056-08|Norway.Oslo
Nucifraga caryocatactes|[BONSC010-08|Norway.Oslo
Nucifraga caryocatactes|BONSC055-08|Norway.Oslo

100 Nucifraga caryocatactes|BON072-06|Norway.Oslo
Nucifraga caryocatactes|BON284-07|Norway
Nucifraga caryocatactes|[BONSC023-08|Norway.Oslo
Nucifraga caryocatactes|[BONSC024-08|Norway.Oslo
Garrulus glandarius|BISE003-07|Sweden.Vaestra Goetaland
Garrulus glandarius|BISE470-08|Sweden.Halland
100 Garrulus glandarius|BON247-07|Norway.Ostfold
Garrulus glandarius|[BON311-07|Norway.Telemark
Corvus monedula|BISE106-07|Sweden.Vaestra Goetaland
100 I:Corvus monedula|BISE257-08|Sweden.Vaestra Goetaland
Corvus monedula|BON067-06|Norway.Hedmark
Corvus monedula|BON068-06|Norway.Hedmark
Corwus frugilegus|BISE223-08|Sweden.Oland
100 |:Corvus frugilegus|BISE413-08|Sweden.Skane
] Corvus frugilegus|BON129-07|Norway.Hedmark
Corvus corax|BISE019-07|Sweden.Stockholm
Corvus corax|BON170-07|Norway.Troms
Corvus corax|BON169-07|Norway.Troms
Corvus corax|BISE427-08|Sweden.Stockholm

100

Corvus corone|BISE218-08|Sweden.Vaesterbotten
Corwus cornix|BISE300-08|Sweden.Stockholm
100 Corvus cornix|[BON381-07|Norway.Troms
Corwus cornix|BON315-07|Norway.Sor-Trondelag
Lanius excubitor|BISE146-08|Sweden.Dalarna
Lanius excubitor|BISE353-08|Sweden.Vaesternorrland
Lanius excubitorBON277-07|Norway.Vest-Agder
98 Lanius excubitorBON201-07|Norway.Vest-Agder
Lanius collurio|BISE086-07|Sweden.Stockholm

100
94 Lanius collurio|BISE268-08|Sweden.Oland

100

Lanius collurio|BON078-06|Norway.Telemark
Lanius collurio|BON298-07|Norway.Telemark
Upupa epops|BISE012-07|Sweden.Dalarna

Oriolus oriolus|BISE064-07|Sweden.Skane
Bombycilla garrulus|BISE053-07|Sweden.Soedermanland

- Bombycilla garrulus|BISE296-08|Sweden.Kalmer

100
Bombycilla garrulus|BON065-06|Norway.Hedmark

Bombycilla garrulus|BON066-06|Norway.Hedmark
Regulus regulus|BISE196-08|Sweden.Uppsala
Regulus regulus|BONSC001-08|Norway.Telemark
Regulus regulus|BISE276-08|Sweden.Stockholm
Regulus regulus|BONSC002-08|Norway.Ostfold
Regulus regulus|BON087-06|Norway.Rogaland

|Regu|us regulus|BON209-07|Norway.Rogaland

100 IRegqus ignicapilla|BISE425-08|Sweden.Oland

|Regu|us ignicapilla|BISE135-07|Sweden.Skane

100

Certhia familiaris|[BISE071-07|Sweden.Oland
Certhia familiaris|BISE253-08|Sweden.Stockholm
Certhia familiaris|BISE254-08|Sweden.Stockholm

100 Certhia familiarisBON081-06|Norway.Telemark
Certhia familiaris|BON290-07|Norway.Akershus

Sylvia nisoria|BISE093-07|Sweden.Oerebro

100 ) !
Sylvia nisoria|BISE329-08|Sweden.Oland

Sylvia nisoria|BON069-06|Norway.Hedmark



100 dl Regulus regulus|BONSC002-08|Norway.Ostfold
| Regulus regulus|BON087-06|Norway.Rogaland
Regulus regulus|BON209-07|Norway.Rogaland

100 IRegqus ignicapilla|BISE425-08|Sweden.Oland
IRegulus ignicapilla|BISE135-07|Sweden.Skane
Certhia familiaris|BISE071-07|Sweden.Oland

Certhia familiaris|BISE253-08|Sweden.Stockholm
Certhia familiaris|BISE254-08|Sweden.Stockholm
100 Certhia familiaris|BON081-06|Norway.Telemark

Certhia familiaris|BON290-07|Norway.Akershus
Sylvia nisoria|BISE093-07|Sweden.Oerebro
Sylvia nisoria|BISE329-08|Sweden.Oland
Sylvia nisoria|BON069-06|Norway.Hedmark
Sylvia nisoria|BON303-07|Norway.Telemark
Sylvia curruca|BISE426-08|Sweden.Oland

Sylvia curruca|BON296-07|Norway.Telemark
Sylvia curruca|BON071-06|Norway.Akershus
Sylvia crassirostris|BONSC060-08|Norway.Sor-Trondelag
Sylvia atricapilla|BISE101-07|Sweden.Soedermanland

Sylvia atricapilla|BISE299-08|Sweden.Blekinge
Sylvia atricapillaBONSC059-08|Norway.Ostfold
rSyIvia borin|BISE448-08|Sweden.Gotland

I-Sylvia borin|BISE111-07|Sweden.Oestergoetland
Sylvia communis|BISE080-07|Sweden.Oland
Sylvia communis|BISE423-08|Sweden.Soedermanland

Sylvia communis|[BON232-07|Norway.Ostfold

|Sylvia communis|BON233-07|Norway.Ostfold
Troglodytes troglodytes|BISE132-07|Sweden.Soedermanland
Troglodytes troglodytes|BISE279-08|Sweden.Oland
100 Troglodytes troglodytes|BONO085-06|Norway.Rogaland
Troglodytes troglodytes|BON207-07|Norway.Rogaland
Sitta europaea|BISE062-07|Sweden.Stockholm
100 Sitta europaealBON293-07|Norway.Hedmark
Sitta europaealBON056-06|Norway.Akershus
Serinus serinus|BISE131-07|Sweden.Oland
Carduelis flavirostris|BISE229-08|Sweden.Oland
100 Carduelis flavirostris|BON334-07|Norway.Finnmark

Carduelis flavirostris|BON289-07|Norway.Oppland
Carduelis cannabina|BISE183-08|Sweden.Oland
100 Carduelis cannabina|BON299-07|Norway.Telemark
Carduelis cannabina|BON079-06|Norway.Telemark

Carduelis carduelis|BISE445-08|Sweden.Stockholm
Carduelis carduelis|BISE054-07|Sweden.Stockholm
100 Carduelis carduelis|BON224-07|Norway.Akershus
Carduelis carduelis|BON225-07|Norway.Akershus
Carduelis spinus|BISE037-07|Sweden.Gaevleborg
Carduelis spinus|BISE308-08|Sweden.Norrbotten

100 Carduelis spinus|BONO070-06|Norway.Aust-Agder
Carduelis spinus|[BON292-07|Norway.Aust-Agder
Loxia pytyopsittacus|BISE167-08|Sweden.Kalmer
Loxia pytyopsittacus|BISE374-08|Sweden.Stockholm
Loxia pytyopsittacus|[BONSC039-08|Norway.Ostfold
Loxia pytyopsittacus|BONSC027-08|Norway.Ostfold
Loxia curvirostra|BONSC026-08|Norway.Ostfold
Loxia pytyopsittacus|BON431-07|Norway.Ostfold
] Loxia curvirostra|BISE021-07|Sweden.Stockholm
Loxia curvirostra|BISE290-08|Sweden.Norrbotten
Loxia curvirostra|BON212-07|Norway.Rogaland
95 Loxia curvirostra|BONSC025-08|Norway.Ostfold

Loxia pytyopsittacus|BON387-07|Norway.Hedmark
Loxia curvirostra|BON213-07|Norway.Rogaland
100 Loxia leucoptera|BISE161-08|Sweden.Stockholm

Loxia leucoptera|BON131-07|Norway.Vest-Agder
Carduelis hornemanni|BISE434-08|Sweden.Stockholm
Carduelis hornemanni|BISE128-07|Sweden.Soedermanland

Carduelis flammea|BISE364-08|Sweden.Stockholm

1 I Carduelis hornemanni|BISE466-08|Sweden
Carduelis flammea|BON428-07|Norway.Ostfold
Carduelis flammea|BISE094-07|Sweden.Uppsala
Carduelis flammea|BON429-07|Norway.Ostfold
Carduelis flammea|BON256-07|Norway.Oppland
Carduelis hornemanni[BON204-07|Norway.Finnmark
L— Carduelis hornemanni[BON203-07|Norway.Finnmark
Carduelis lammea|BON255-07|Norway.Telemark
~ Carduelis chlorisIBISE043-07|Sweden Stockholm

100




100 Loxia leucoptera|gise lol-Usjsweden.stocknhoim
Loxia leucoptera|BON131-07|Norway.Vest-Agder

Carduelis hornemanni|BISE434-08|Sweden.Stockholm
Carduelis hornemanni|BISE128-07|Sweden.Soedermanland
Carduelis flammea|BISE364-08|Sweden.Stockholm

I Carduelis hornemanni|BISE466-08|Sweden

Carduelis flammea|BON428-07|Norway.Ostfold

Carduelis flammea|BISE094-07|Sweden.Uppsala

Carduelis flammea|BON429-07|Norway.Ostfold

Carduelis flammea|BON256-07|Norway.Oppland

100 Carduelis hornemannilBON204-07|Norway.Finnmark

L— Carduelis hornemanni|BON203-07|Norway.Finnmark
Carduelis lammea|BON255-07|Norway.Telemark
Carduelis chloris|BISE043-07|Sweden.Stockholm
100 Carduelis chloris|BISE402-08|Sweden.Stockholm
Carduelis chlorisBON300-07|Norway.Telemark
Carduelis chlorisBON073-06|Norway.Telemark
Coccothraustes coccothraustes|BISE189-08|Sweden.Uppsala

100 Coccothraustes coccothraustes|BISE294-08|Sweden.Vaestra Goetaland
Coccothraustes coccothraustes|BON244-07|Norway.Ostfold
Coccothraustes coccothraustes|BON266-07|Norway.Telemark

Carpodacus erythrinus|BISE098-07|Sweden.Soedermanland
Carpodacus erythrinus|BISE252-08|Sweden.Skane
100 Carpodacus erythrinus|BISE288-08|Sweden.Halland

Carpodacus erythrinus|BON234-07|Norway.Ostfold
Carpodacus erythrinus|BON235-07|Norway.Ostfold
Fringilla montifringilla|BISE058-07|Sweden.Norrbotten
Fringilla montifringilla|BON024-06|Norway.Finnmark
100 Fringilla montifringilla|BISE266-08|Sweden.Vaestra Goetaland
Fringilla montifringilla]BON018-06|Norway.Finnmark
Fringilla coelebs|BISE006-07|Sweden.Stockholm

Fringilla coelebs|BISE265-08|Sweden.Stockholm

100 Fringilla coelebs|BON080-06|Norway.Telemark
Fringilla coelebs|[BON297-07|Norway.Telemark

Pyrrhula pyrrhula|BISE137-07|Sweden.Stockholm
Pyrrhula pyrrhula|BONSC021-08|Norway.Ostfold
Pyrrhula pyrrhula|BONSC022-08|Norway.Ostfold
Pyrrhula pyrrhulaBONSC041-08|Norway.Rogaland
Pyrrhula pyrrhulaBONSC040-08|Norway.Rogaland

1% Pyrrhula pyrrhula|BISE343-08|Sweden.Oestergoetland
Pyrrhula pyrrhula|BON076-06|Norway.Telemark
Pinicola enucleator|BISE234-08|Sweden.Stockholm
100 Pinicola enucleator|BISE397-08|Sweden.Vaesternorrland

Pinicola enucleatorBON130-07|Norway.Vest-Agder
Plectrophenax nivalis|BISE293-08|Sweden.Oland
100 Plectrophenax nivalis|BON195-07Norway.Oppland
Plectrophenax nivalis|BON385-07|Norway.Troms
Calcarius lapponicus|BISE140-08|Sweden.Norrbotten

100 Calcarius lapponicus|BISE250-08|Sweden.Norrbotten
Calcarius lapponicus|BON318-07|Norway.Oppland
Calcarius lapponicus|BON325-07|Norway.Oppland

Emberiza schoeniclus|BISE095-07|Sweden.Soedermanland
Emberiza schoeniclus|BISE262-08|Sweden.Norrbotten
Emberiza schoeniclus|BISE263-08|Sweden.Oerebro
Emberiza schoeniclus|BON258-07|Norway.Oppland
Emberiza pusilla|BISE160-08|Sweden.Skane
Emberiza pusillalBON211-07|Norway.Rogaland
100 Emberiza pusilla|BISE313-08/Sweden.Norrbotten
Emberiza pusillaBON089-06|Norway.Rogaland
97 L Emberiza rustica|BON270-07|Norway.Hedmark

100

Emberiza calandra|BISE121-07|Sweden.Skane
Emberiza citrinella|BISE046-07|Sweden.Stockholm
Emberiza citrinella|BISE369-08|Sweden.Stockholm
Emberiza citrinella|BISE306-08|Sweden.Oland
100 Emberiza citrinellalBON245-07|Norway.Ostfold
Emberiza citrinella|BON246-07|Norway.Ostfold

100 Emberiza hortulana|BON099-06|Norway.Hedmark
Emberiza hortulana|BON272-07|Norway.Hedmark
Motacilla flava|BISE027-07|Sweden.Norrbotten
100 Motacilla flava|BISE370-08|Sweden.Norrbotten
Motacilla flavaBON271-07|Norway.Hedmark
Motacilla alba|BISE429-08|Sweden.Uppsala
100 fMotacilla alba|BISE139-08|Sweden.Stockholm
Motacilla alba]BON264-07|Norway.Telemark
Motacilla alba|BON248-07|Norway.Ostfold




Emberiza citrinella|BISE369-08|Sweden.Stockholm
Emberiza citrinella|BISE306-08|Sweden.Oland
100 Emberiza citrinella|BON245-07|Norway.Ostfold
Emberiza citrinella|BON246-07|Norway.Ostfold
100 (Emberiza hortulana|BON099-06|Norway.Hedmark
Emberiza hortulana|BON272-07|Norway.Hedmark
Motacilla flava|BISE027-07|Sweden.Norrbotten
100 L wotacilla flava[g IS E370-08|Sweden.Norrbotten

Motacilla flava|BON271-07|Norway.Hedmark

100 Motacilla alba|BISE429-08|Sweden.Uppsala

100 [Motacilla alba|BISE139-08|Sweden.Stockholm
Motacilla alba|BON264-07|Norway.Telemark

Motacilla alba|BON248-07|Norway.Ostfold

93 Motacilla cinerea|BON231-07|Norway.Ostfold
100 |-|Motacilla cinerealBON001-06|Norway.Ostfold

Motacilla cinerea]BON002-06|Norway.Ostfold
Anthus trivialis|BISE097-07|Sweden.Norrbotten

Anthus trivialis|BISE292-08|Sweden.Vaesterbotten

99 Anthus trivialis|BONSC020-08|Norway.Ostfold

100 Anthus trivialis|BON054-06|Norway.Akershus

Anthus hodgsoni[BON446-07|Norway.Rogaland
Anthus pratensis|BISE181-08|Sweden.Norrbotten
Anthus pratensis|BISE371-08|Sweden.Norrbotten
Anthus pratensis|BON016-06|Norway.Finnmark
Anthus pratensis|BON281-07|Norway.Oppland
100 Anthus pratensis|BON015-06|Norway.Finnmark

Anthus pratensis|BON205-07|Norway.Finnmark

100 jAnthus petrosus|BON333-07|Norway.Finnmark

99 Anthus petrosus[BON082-06|Norway. Telemark

Anthus cervinus|[BON216-07|Norway.Finnmark

100 Anthus cervinus|BONSC012-08|Norway.Finnmark
Anthus cervinus|[BON013-06|Norway.Finnmark
Anthus cervinus|BON028-06|Norway.Finnmark

100 |-—Anthus richardilBONSC034-08|Norway.More og Romsdal
Anthus richardi|BONSCO014-08|Norway.Telemark

[ Prunella modularis|BISE226-08|Sweden.Joenkoeping

100 Prunella modularis|BISE297-08|Sweden.Oland

Prunella modularis|BONSC019-08|Norway.Ostfold
Prunella modularis|BON060-06|Norway.Oppland
Prunella modularis|BONSC054-08|Norway.Oppland
Prunella modularis|BON059-06|Norway.Oppland

Passer montanus|BISE052-07|Sweden.Vaesterbotten

100 Passer montanus|BISE272-08|Sweden.Stockholm
Passer montanus|BON273-07|Norway.Hedmark
Passer montanus|BON075-06|Norway.Telemark

99

Passer domesticus|BISE087-07|Sweden.Vaesterbotten

Passer domesticus|BISE415-08|Sweden.Vaesterbotten

100

Passer domesticus|[BON189-07|Norway.Rogaland

Passer domesticus|BON190-07|Norway.Rogaland
Cinclus cinclus|BISE439-08|Sweden.Jaemtland
100 |[Cinclus cinclus|BISE081-07|Sweden.Stockholm

Cinclus cinclus|BON418-07|Norway.Rogaland

Cinclus cinclus|BON250-07|Norway.Hedmark
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