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CORRIGENDA

Corrigendum: Genome-wide association study identifies multiple

susceptibility loci for pulmonary fibrosis
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Nat. Genet. 45, 613-620 (2013); published online 14 April 2013; corrected after print 1 October 2013

In the version of this article initially published, the minor alleles for two SNPs (rs2076295 and rs7934606) were listed incorrectly in Table 1. The
correct minor allele for rs2076295 is G, and the correct minor allele for rs7934606 is T. As a result, there were two incorrect statements in the text
regarding the relationship between the disease risk allele of rs2076295 and DSP expression. The text should have stated that the allele of rs2076295
associated with increased risk of pulmonary fibrosis is associated with decreased DSP expression rather than increased DSP expression. These
errors have been corrected in the HTML and PDF versions of the article.
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Nat. Genet. 45, 1044-1049 (2013); published online 21 July 2013; corrected after print 4 October 2013

In the version of this article initially published, Martin Borggrefe and Rainer Schimpf were inadvertently omitted from the author list. Both are
affiliated with the First Department of Medicine (Cardiology), University Medical Center, Medical Faculty Mannheim, Heidelberg University,
Mannheim, Germany, and with DZHK (German Centre for Cardiovascular Research), partner site Heidelberg/Mannheim, Mannheim, Germany.
In addition, one of the study’s funding sources (the Ministry of Health, Labour and Welfare of Japan, research grant for cardiovascular diseases,
H24-033) was omitted from the Acknowledgments section. These errors have been corrected in the HTML and PDF versions of the article.
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