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Figure 4 was misprinted. The version below is as it 

should have appeared in the January 1996 issue. 
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Fig. 4 Comparison of Arg 18 side-chain resonances in the 

nonfucosylated (shown in black) and fucosylated (shown in 

red) PMP-C inhibitors. Represented are portions of HOHA­

HA spectra acquired with spin-lock times of 80 ms at 30 oc 
and pH 3. Note that stereospecific assignments were only 

obtained for Arg 18 in the fucosylated inhibitor. 
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accession number. Insights contain no Methods sections 
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