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Figure 4 was misprinted. The version below is as it 

should have appeared in the January 1996 issue. 
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Fig. 4 Comparison of Arg 18 side-chain resonances in the 

nonfucosylated (shown in black) and fucosylated (shown in 

red) PMP-C inhibitors. Represented are portions of HOHA

HA spectra acquired with spin-lock times of 80 ms at 30 oc 
and pH 3. Note that stereospecific assignments were only 

obtained for Arg 18 in the fucosylated inhibitor. 
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macromolecular structure using molecular biological tech
niques, and methods for structure prediction from primary 
sequences. Editorial decisions concerning publication of manu
scripts in NSB are to be made separately from those made at 
Nature. All editorial and production tasks are handled in Wash
ington DC (see below). 

Manuscripts are selected for publication according to editorial assessment of their 
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review, if the work is technically sound and meets the editorial requirements of 
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with a Summary, Introduction, Results and Discussion and Methods. 

TITLE should be simple and concise. 
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deposited in an appropriate databank and where possible give the entry name or 
accession number. Insights contain no Methods sections 
REFERENCES are to be numbered sequentially as they appear in the text, followed 
by those in the figure legends and tables. Do not include any annotation. Full titles 
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ORIGINAL ARTWORK (figures) should be submitted with the manuscript. Please 
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