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The original version of this Article noted incorrect affiliations for members of the UK10K Consortium, and contained typographical
errors in the spelling of the UK10K Consortium and consortium members Valentina Iotchkova and Michael Quail. In addition, the
author J. Brent Richards was incorrectly duplicated in the list of consortium members as Brent Richards. These errors have now been
corrected in the PDF and HTML versions of this article.
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