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Donor Strain

B. flavum M]J 233 C. glutamicum ATCC 31831

Donor Strain transformation transformation
genotype efficiency (tfs/xg) efficiency (tfs/ug)

B. flavum M]J 233 wild-type 4.0x107 1.2x10°

C. glutamicum ATCC 31831 wild-type N.D. 3.9x10*

E. coli JM 110 dam ~, dem — 4.0x107 2.8x10*

E. coli GM 33 dam—, dem+ 1.8x10¢ 1.0x10'

E. coli GM 31 dam+, dem— 4.5%10 1.3%10°

E. coli HB 101 dam+, dem+ 6.0%10¢ 2.0X10

E. coli JM 110/ dam methylase 1.7x10° N.D.
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Group Plasmid Bacterial Source Size (kb) Ref.
pBY 503 pBY 503 B. stationis IFO 12144 16.2 (8
pNG 2 C. diphtheriae C7 14.4 an
pBL1 pBL1 C. lactofermentum ATCC 21798 4.4 (18)
pAM 330 C. lactofermentum ATCC 13869 4.5 (19)
pSR 1 pSR1 C. glutamicum ATCC 13058 3.1 (20)
pCG1 C. glutamicum ATCC 31808 3.2 (21)
pGA 1 pGA 1 C. glutamicum LP-6 4.9 (22)
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