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The physiological significance of androgens in female reproduction was unclear until female mice
with global knockout of androgen receptor (AR) expression were found to have reduced fertility
with abnormal ovarian function. However, because ARs are expressed in a myriad of reproductive
tissues, including the hypothalamus, pituitary, and various ovarian cells, the role of tissue-specific
ARs in regulating female fertility remained unknown. To examine the importance of ovarian ARs
in female reproduction, we generated granulosa cell (GC)- and oocyte-specific AR-knockout
(ARKO) mice by crossing AR-flox mice with MisRIIcre (GC-specific) or growth differentiation factor
growth differentiation factor-9cre (oocyte-specific) mice. Relative to heterozygous and wild-type
mice, GC-specific ARKO mice had premature ovarian failure and were subfertile, with longer
estrous cycles and fewer ovulated oocytes. In addition, ovaries from GC-specific knockout mice
contained more preantral and atretic follicles, with fewer antral follicles and corpus lutea. Finally,
in vitro growth of follicles from GC-specific AR-null mice was slower than follicles from wild-type
animals. In contrast to GC-specific AR-null mice, fertility, estrous cycles, and ovarian morphology
of oocyte-specific ARKO mice were normal, although androgens no longer promoted oocyte
maturation in these animals. Together, our data indicate that nearly all reproductive phenotypes
observed in global ARKO mice can be explained by the lack of AR expression in GCs. These
GC-specific ARs appear to promote preantral follicle growth and prevent follicular atresia; thus
they are essential for normal follicular development and fertility. (Molecular Endocrinology 24:
1393–1403, 2010)

Androgens have well-defined roles in male reproduc-
tion (1) and prostate cancer (2, 3). In contrast, other

than the obligatory role of testosterone as an estradiol
precursor in steroidogenesis (4, 5), little is known about
the direct involvement of androgens and androgen recep-
tor (AR) actions in the female. Interestingly, global AR
knockout (ARKO) female mice (6–8) are subfertile, have
defective folliculogenesis, and ultimately develop prema-
ture ovarian failure. These AR-null mice have lower num-
bers of antral follicles, fewer corpora lutea (CL), and sig-
nificantly higher rates of granulosa cell (GC) apoptosis.
Moreover, these mice ovulate fewer oocytes after super-
ovulation with gonadotropins. In contrast to the attenu-

ated follicle development observed in these AR-null mice
with reduced androgen signaling, elevated androgen lev-
els in vivo, as seen in animal models (9–11) of androgen
excess and in the human disease of polycystic ovarian
syndrome, is associated with excessive and unregulated
follicle formation (12). Together, these animal and hu-
man examples suggest that androgen signaling through
the AR may be necessary for normal follicle development
and function, but that excessive androgen signaling might
lead to abnormal follicular growth. However, these ob-
servations do not address where androgens are acting in
the hypothalamic-pituitary-gonadal axis to regulate folli-
cle growth and female fertility.
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ARs are expressed in all cell types of the ovarian folli-
cle, including the oocyte, GCs, and theca cells. In addi-
tion, ARs are expressed in the hypothalamus and pitu-
itary (13–15). Interestingly, AR signaling in all of these
locations may be important for normal female fertility.
For example, in vitro culture of GCs or follicles isolated
from various species demonstrates AR-mediated stimula-
tory effects of androgens on proliferation and follicular
development (16–23). With regard to oocytes, testoster-
one is capable of triggering mouse (24, 25) and porcine
oocyte maturation (26, 27), most likely via the classical
AR. Finally, potential hypothalamic/pituitary effects of
androgens have been shown in sheep (9, 10), primate
(11), and mouse (13) models in which in utero prenatal
administration of androgens leads to abnormal LH pulse
frequency and irregular reproductive cycles in postpuber-
tal female offspring. In fact, androgens have been noted to
suppress LH pulsatility in young women as well (28).

To begin to elucidate which AR-expressing cells are
physiologically important contributors to ovarian func-
tion and fertility in female mice, we used the Cre-lox
system to create transgenic mice lacking the AR specifi-
cally in either oocytes or GCs. We found that nearly all of
the fertility phenotypes associated with the global ARKO
mice are mirrored in the GC-, but not the oocyte-specific,
ARKO mice, suggesting that AR signaling within the GCs
of the ovary is a critical regulator of androgen-mediated
follicle growth and development. In fact, local androgen
actions in ovarian GCs, rather than in the pituitary or
hypothalamus, may be the primary site of androgen-reg-
ulated fertility in female mice.

Results

Selective knockout of the AR in GCs
To generate GC-specific AR �/� mice we first crossed

AR-loxPflox/flox females with anti-Müllerian hormone re-
ceptor type II (MisRII)cre males and thereafter, the MisRII-
Cre/�;AR-loxPflox/� females were backcrossed with
AR-loxPflox/Y males to generate female heterozygous con-
trol MisRII-Cre/�;AR-loxPflox/� mice and MisRII-Cre/
�;AR-loxPflox/flox mice conditionally deleted for AR in
GCs (Fig. 1A). To confirm selective knockout of AR in
GCs, ovarian sections from 8- to 9-wk-old GC-specific
AR �/� and wild-type (WT) animals were subjected to
immunohistochemical analysis using an anti-AR anti-
body (Fig. 2A). As expected, the AR was expressed
equally in the theca and GCs of WT mice (upper panel). In
contrast, AR expression was intense in the theca, but not
GCs in the GC-specific AR-null mice (GC AR �/�, lower
panel). As reported previously (24, 27), AR expression
was diffusely expressed in the oocytes of both WT and GC

AR �/� mice. Further evidence for reduced AR expres-
sion in GCs was obtained from quantitative real-time
PCR (Fig. 2B) and Western blot analysis (Fig. 2C), which
showed that AR mRNA (Fig. 2B) and protein (Fig. 2C)
expression in GCs isolated from GC-specific AR �/�
mice was significantly (P � 0.001) lower than in GCs
from WT and corresponding heterozygous littermates
(Fig. 2B). Moreover, the equal expression of AR mRNA
in the pituitary and hypothalamus isolated from WT, het-
erozygous, and AR-null mice (Fig. 2B) demonstrates the
specificity of our GC-specific ARKO model and differen-
tiates these mice from the global ARKO model. LnCAP
and human embryonic kidney-293 cells were used as pos-
itive and negative controls, respectively.

To determine whether knockout of the AR using the
MisRII promoter to drive Cre expression altered the gross
morphology of the female ovary and uterus, we also exam-
ined the reproductive organs from 8- to 9-wk-old female
mice at estrus. Under macroscopic examination, the ovaries
and uteri of GC-specific ARKO animals appeared to be nor-
mal compared with AR �/� animals, suggesting no obvious
morphological effects of ARs in these mice at this age (Sup-
plemental Fig. 1 published on The Endocrine Society’s Jour-
nals Online web site at http://mend.endojournals.org).

GC-specific ARKO female mice have reduced
fertility and altered estrous cycling

To evaluate the reproductive performance of the GC-
specific AR �/� mice, we conducted 12-wk long mating
studies in 8- to 9-wk and 24- to 25-wk-old animals (Table
1). At 8–9 wk of age, WT and heterozygotic AR �/� mice

AR-loxPflox/flox GDF9cre or 
MisRIIcreX+

C / AR l Pfl /+

Cross 1

+

AR-loxPflox/YX

Cre/+;AR-loxPflox/+

Cre/+;AR-loxPflox/+

+
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Cross 2
+

+ +
Cre/+;AR-loxPflox/+ Cre/+;AR-loxPflox/flox

+ +

FIG. 1. Schematic diagram demonstrating the generation of GC- and
oocyte-specific ARKO mouse. AR-loxPflox/flox females were crossed with
GDF9cre males (for oocyte-specific �/�) or MisRIIcre males (for GC-
specific �/�) and thereafter, the GDF9Cre/� or MisRIICre/�;AR-loxPflox/�

females were backcrossed with AR-loxPflox/Y males to generate female
heterozygous control GDF9- or MisRII-Cre/�;AR-loxPflox/� mice and GDF9-
or MisRII-Cre/�;AR-loxPflox/flox mice conditionally deleted for AR in the
oocyte and GC, respectively.
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had 7.14 � 0.9 and 6.96 � 0.28 pups per litter, respectively,
with both producing 3.5 � 0.19 litters per female (Table 1).
In contrast, 8- to 9-wk-old GC-specific AR �/� mice were
substantially less fertile than AR �/� littermates and WT
mice (Table 1), with a smaller average litter size (2.82 � 0.2;
P � 0.01) and average number of litters per female (2.13 �
0.22; P � 0.05). Even more dramatic reductions in litter size
and litter numbers of the GC-specific AR �/� mice relative
to WT and heterozygotic mice were observed in 24- to 25-
wk-old animals (Table 1).

To determine whether the reduced litter frequency in
GC-specific AR �/� females was due in part to abnormal
estrous cycling, vaginal smears from 8- to 9- and 24- to

25-wk-old mice (n � 5 for each age) were examined over
the course of 1 month (Fig. 3). Despite having reduced
litter frequency, the GC-specific AR �/� mice cycled nor-
mally, with normal estrous cycle lengths at 8–9 wk of age
(Fig. 3A). In contrast, the GC-specific AR �/� female
mice had longer estrous cycles in older (24–25 wk) mice
relative to AR �/� females (7.33 � 0.48 vs. 4.19 �
0.31 d; P � 0.05). The longer estrous cycle in 24- to
25-wk-old GC AR �/� mice was due to increased dura-
tion of diestrus. Figure 3B demonstrates representative
estrous cycling in one 24–25 wk-old GC-specific AR �/�
and one AR �/� littermate. Overall, the GC AR �/�
mice were in diestrus 75.6 � 3.46% of the time, com-
pared with 40.6 � 3.28% for AR �/� littermates (P �

0.05; Fig. 3C).

GC-specific ARKO female mice ovulate fewer
numbers of oocytes

To determine whether the reduced litter sizes and fre-
quency seen in the GC-specific AR �/� female mice were
due to lower ovulation rates, the numbers of ovulated
oocytes in natural and superovulation conditions were
counted. Figure 4A displays representative denuded oo-
cytes and cumulus-oocyte complexes that were isolated
from the oviducts of the animals after natural ovulation
on the day of estrus. Results from five mice/genotype/age
demonstrated that, irrespective of age (8–9 or 24–25 wk
old), GC-specific AR �/� mice had significantly lower
numbers of ovulated oocytes (2.4 � 0.2 and 1 � 0.3,
respectively) compared with AR �/� littermates (6.8 �
0.6 and 8.2 � 0.9, respectively; P � 0.01) (Fig. 4B). In
fact, the number of ovulated oocytes in the 24- to 25-wk-
old mice was even lower than in the 8- to 9-wk-old mice,
consistent with the smaller litter sizes observed in the
older mice (Table 1). Notably, when subjected to a super-
ovulation regime (Fig. 4C), the number of superovulated
oocytes were comparable (18.2 � 0.8 vs. 20.5 � 1.4) in
the 8- to 9-wk-old GC-specific AR �/� and AR �/�
mice, but were significantly (P � 0.01) lower in the older
(24–25 wk) GC-specific AR �/� mice relative to AR �/�
mice (8.75 � 1.2 vs. 18.6 � 1.0). Together, these cycling
and ovulation studies demonstrate that ablation of AR
specifically in GCs is enough to cause decreased ovulation
during normal cycling by 8–9 wk, with eventual disrup-
tion of the estrous cycle by 24–25 wk, both of which
likely contribute to the observed reduced fertility in fe-
male mice.

Ovaries from GC-specific ARKO mice have
age-dependent reduced folliculogenesis and
increased follicular atresia

To gain further insight into the reduced fertility of the
GC-specific AR �/� mice, ovarian morphology was studied
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FIG. 2. Selective knockout of ARs in GCs. A, Representative photos of
immunohistochemistry using an anti-AR antibody to detect AR expression
in follicles isolated from 8- to 9-wk-old WT and GC-specific AR �/�
mouse. The arrowhead and the star demonstrate AR theca cells and
oocytes, respectively. Panel I represents the negative control (without
primary antibody), and panels II and III represent follicles from WT and
GC-specific AR �/� animals at �20 (bar, 50 �m) and �40 (bar, 100 �m)
magnification, respectively. B, Graphic representation of AR mRNA
transcripts in GCs, pituitary, and hypothalamus RNA extracts isolated from
8- to 9-wk-old WT, GC-specific AR �/�, and �/� animals. LnCAP and
human embryonic kidney 293 cells were used as positive (�) and negative
(�) controls, respectively. The mRNA levels were measured by quantitative
real-time PCR and compared with control GAPDH mRNA expression using
the ��Ct method. Results are represented as the amount relative to WT
cells (mean � SE, n � 4 mice per genotype). *, Using ANOVA, P � 0.001
for GC AR �/� vs. WT and GC AR �/� mice. C, Representative Western
blot demonstrating the AR expression in GCs isolated from WT, GC-
specific AR �/�, and �/� mice (n � 2 animals per genotype). LnCAP cells
were used as positive control (Con). Similar results were observed in two
separate experiments.
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and compared with corresponding heterozygous litter-
mates. Figure 5 demonstrates representative hematoxylin
and eosin-stained ovarian sections from 4-wk (panel A), 8-
to 9-wk (panel B), and 24- to 25-wk-old (panel C) GC-
specific AR �/� and AR �/� mice. The distribution of
growing follicles was almost identical when comparing
4-wk-old ovaries from GC-specific AR �/� vs. AR �/�

animals (Fig. 5A; n � 4 ovaries per genotype). Note that
practically no CL could be identified at this age, consistent
with the lack of ovulation in prepubertal mice. At 8–9 wk of
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FIG. 3. Knockout of the AR in GCs disrupt estrous cyclicity. A, Graphic
representation of average length of estrous cycle determined by vaginal
smears taken daily over a period of 3–4 wk in 8- to 9-wk- or 24- to 25-
wk-old GC-specific AR �/� and �/� animals. B, Representative estrous
cycles in a single GC-specific AR �/� (upper) and AR�/� (lower) mice. C,
Percent of days spent in each estrous cycle stage (D, diestrus; P, proestrus;
E, estrus) in GC-specific AR �/� and �/� mice. Data are represented as
mean � SE (n � 5 mice). *, Using Student’s t test, P � 0.05 for GC AR
�/� vs. GC AR �/� mice.

FIG. 4. GC-specific knockout of the AR results in reduced ovulation.
A, Representative pictures of a cumulus-oocyte-complex (COC) and a
denuded oocyte harvested from the oviduct and ampulla of a mouse
after ovulation on the day of estrus (bar, 20 �m). B, Graphic
representation of number of naturally ovulated oocytes in GC-specific
AR �/� and AR �/� mice. Estrous cycles of 8- to 9-wk- and 24- to
25-wk-old female animals (n � 5 per genotype) were determined by
vaginal smears for 2 wk and thereafter animals were killed at estrus.
C, Number of superovulated oocytes in 8- to 9-wk- or 24- to 25-wk-
old female GC-specific AR �/� and AR �/� mice (n � 5 per
genotype). Mice were given a single ip injection of 5 U of pregnant
mare serum gonadotropin followed 48 h later by 5 U of human
chronic gonadotropin (Sigma). After 18 h, oocyte/cumulus masses
were surgically isolated from the oviduct and ampulla and counted.
Data are represented as mean � SE (n � 5 mice). *, Using Student’s t
test P � 0.01 for GC AR �/� vs. GC AR �/� mice.

TABLE 1. Female mice lacking AR expression in GCs have age-related reduced fertility

Genotype n Litter Pups Pups/litter Litter/female
8- to 9-wk-old animals

GC AR �/� 8 17 48 2.82 � 0.2a 2.13 � 0.22b

WT 8 28 200 7.14 � 0.29 3.5 � 0.19
GC AR �/� 8 28 195 6.96 � 0.28 3.5 � 0.19

24- to 25-wk-old animals
GC AR �/� 6 10 16 1.6 � 0.23a 1.66 � 0.21a

WT 6 20 119 5.95 � 0.25 3.33 � 0.21
GC AR �/� 6 19 113 5.95 � 0.42 3.17 � 0.16

WT males were mated for 12 wk with 8- to 9-wk-old, or 24- to 25-wk-old WT and GC-specific AR �/� and �/� female animals. Both the
number of litters and the number of pups per litter were determined. Data are represented as mean � SE.
a P � 0.01; b P � 0.05 for GC AR �/� vs. WT and GC AR �/� mice using ANOVA.
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age (Fig. 5B), GC-specific AR �/� ovaries had comparable
percentages of primordial (Pr) and primary (P) follicles com-
pared with AR �/� littermates. However, GC-specific AR
�/� animals had significantly higher percentages of prean-
tral (PA) follicles relative to AR �/� mice (27.2 � 1.2% vs.
12.3 � 0.9%), with significantly lower percentages of large
antral (A) follicles (4.9 � 0.9% vs. 20.6 � 0.6%) and CL
(2.5 � 0.5% vs. 15.5 � 2.3%). In addition, GC-specific AR
�/� ovaries contained considerably more atretic follicles
(AF) relative to AR �/� littermates (43.5 � 3.1% vs. 27.9 �
3.9% follicles). Further evidence of increased apoptosis in
the GC-specific AR-null mice was also evident from higher
rate of DNA fragmentation by TUNEL (terminal de-
oxynucleotide transferase-mediated dUTP nick end la-
beling) staining in ovaries isolated from 8- to 9-wk-old
GC-specific AR-null relative to heterozygotic animals
(Supplemental Fig. 2). This degenerated folliculogen-
esis was even more apparent in 24- to 25-wk-old GC-
specific AR �/� mice (Fig. 5C), where the percentage of
primordial and primary follicles in GC-specific AR �/� an-

imals remained similar to AR �/� ani-
mals, the percentage of antral follicles
and corpus lutea remained lower in the
GC-specific AR �/� mice, but the per-
centage of preantral and atretic follicles
in the GC-specific AR �/� vs. AR �/�
mice continued to rise (29.8 � 0.5% pre-
antral and 52.3 � 3.4% atretic vs.
15.2 � 2.2% preantral and 31.8 � 3.3%
atretic, respectively). These results sug-
gest that many follicles in the GC-specific
AR-null mice are halted in the preantral
phase of development, where they then
become atretic rather that develop into
antral follicles that can be ovulated to
produce corpus lutea. However, a subset
of follicles still progress normally
through follicular development. This in-
terpretation likely explains the lower
ovulation rates and premature ovarian
failure seen in both GC-specific and
global ARKO mice.

Follicles from GC-specific AR-null
mice grow more slowly in vitro

To further demonstrate the impor-
tance of GC-specific ARs in follicular
growth, we mechanically isolated pre-
antral follicles from ovaries of 21-d-old
GC-specific AR-null and WT female
mice and cultured them in vitro for 4 d
in the presence of FSH but absence of
exogenous androgen (Fig. 6). Figure 6A

shows representative follicles isolated from GC-specific
AR �/� and WT animals, and Fig. 6B shows the average
follicular diameter on d 0 (D0) and d 4 (D4) of culture.
The diameter of the follicles isolated from WT animals
nearly doubled over 4 d of culture. In contrast, the fol-
licles isolated from GC-specific AR �/� mice grew at a
significantly (P � 0.05) slower rate than the WT folli-
cles (Fig. 6B). These data suggest that GC-specific ARs
may regulate normal preantral follicular growth, per-
haps through the endogenous production of androgens
(29 –33).

Selective knockout of ARs in the oocyte
To develop oocyte-specific ARKO mice we crossed

AR-loxPflox/flox females with growth differentiation factor
(GDF)9cre males and thereafter, the GDF9-Cre/�;
AR-loxPflox/� females were backcrossed with AR-loxPflox/Y

males to generate female heterozygous control GDF9-Cre/�;
AR-loxPflox/� mice and GDF9-Cre/�;AR-loxPflox/flox mice
conditionally deleted for AR in the oocyte (Fig. 1). Absence

FIG. 5. GC-specific AR �/� mice have reduced follicle progression and increased follicle
atresia relative to AR �/� females. Representative hematoxylin and eosin-stained ovarian
sections and statistical analysis of percentage of different types of follicles from 4- to 5-wk-
(A), 8- to 9-wk- (B), and 24- to 25-wk-old (C) GC-specific AR �/� and AR �/� mice (n � 4
ovaries per genotype). Sections were taken at intervals of 30 �m, and 5 �m paraffin-
embedded sections were mounted on slides. The types of follicles counted are: primordial
(Pr), primary (P), preantral (PA), antral (A), corpus luteum (CL), and atretic follicles (AF). *,
Using Student’s t test, P � 0.05 for GC AR �/� vs. AR �/� mice.
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of AR mRNA in oocytes was determined by real-time PCR
(Fig. 7). Oocytes were surgically harvested from the oviduct
and ampulla of oocyte-specific AR �/�, corresponding het-
erozygous littermates (AR �/�), and WT animals on the
day of the estrus, as well as manually isolated from individ-
ual follicles with a 30-gauge needle. GCs were removed me-
chanically and RNA collected from the denuded oocytes and
GCs. AR mRNA was then quantified by real-time PCR. As
shown in Fig. 7, relative expression of AR mRNA in the
oocytes isolated from the oocyte-specific AR �/� mice was
significantly lower compared with AR �/� and WT animals
(P � 0.01). In contrast, AR mRNA expression in GCs iso-

lated from the same animals was similar among all the ge-
notypes (Fig. 7).

Oocytes with reduced AR expression do not
mature in response to androgens

Several laboratories have now shown that steroids (an-
drogens, progesterone, and estradiol) can promote oocyte
maturation in vitro (21–24, 32–34). Studies using oocytes
from progesterone receptor-null mice show that proges-
tin-mediated oocyte maturation requires the classical pro-
gesterone receptor (34), whereas pharmacological studies
suggest that androgen-mediated oocyte maturation oc-
curs via the classical AR (21–24). To confirm these phar-
macological studies using our genetic model, oocytes
were isolated from the ovaries of unprimed 21-d-old oo-
cyte-specific AR �/� and AR �/� mice to ensure that
they had been exposed to minimal steroids before our
studies. 3-isobutyl-1-methylxanthine (IBMX) was added
to the media to reduce spontaneous maturation. Addition
of dihydrotestosterone (DHT) to IBMX-treated oocytes
isolated from AR �/� animals resulted in germinal vesi-
cle breakdown (GVBD) in 64% of oocytes by 4 h and
82% by 8 h of treatment (Fig. 8). In contrast, DHT-
induced GVBD in oocytes isolated from the oocyte-spe-
cific AR �/� animals was significantly (P � 0.01) lower
(14% at 4 h and 28% at 8 h). Interestingly, irrespective of
the genotype (oocyte-specific AR �/� or �/�) the pro-
gestin R5020 strongly promoted GVBD (Fig. 8). These
results therefore provide genetic confirmation that andro-
gens specifically promote oocyte maturation through AR
signaling.
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(d0) and end (d4) of culture were measured by using the morphometric
tool of the Zeiss Axioplan microscope (Zeiss). Representative pictures of
follicles (panel A) and average diameter of follicles (panel B) (n � 25
follicles per genotype) isolated from GC-specific AR �/� and WT mice on
d 0 and d 4 of culture. *, Using Student’s t test, P � 0.05 for GC AR �/� vs.
WT mice. Bar, 50 �m.

100
EtOH R5020 DHT

40

60

80

 G
VB

D

0

20

40%
 

0
4 hrs 8hrs 4hrs 8hrs

+/- -/-
FIG. 8. Oocytes require AR expression for androgen- but not
progestin-mediated maturation. Denuded oocytes isolated from 21-d-
old oocyte-specific AR �/� and �/� mice (n � 2 animals per
genotype) were treated with DHT (100 nM), R5020 (Promegestone,
250 nM), or ethanol (0.1%). Maturation (GVBD) of denuded oocytes
was scored at 4 h and 8 h after treatment. Twenty-five oocytes per
animal for each treatment were used for the experiment, and data are
represented as the combined percent of oocytes that had undergone
GVBD from two separate experiments. Data were analyzed using �2

test and P � 0.01 for DHT-treated oocytes isolated from oocyte-
specific AR �/� vs. �/� mice.
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Oocyte-specific AR-null female mice have normal
fertility and follicle morphology at 8–9 wk of age

Similar to GC-specific ARKO animals, we studied
whether knockout of the AR in oocytes affected female fer-
tility. Mating studies in 8- to 9-wk-old animals (Table 2)
revealed that oocyte-specific AR �/� mice had normal litter
sizes (6.95 � 0.15) and litter numbers (3.33 � 0.21) com-
pared with WT (6.4 � 0.38 pups per litter and 3.7 � 0.21
litters per female) and AR �/� (7.1 � 0.16 pups per litter
and 3.5 � 0.22 litters per female) animals. Furthermore, the
ovarian morphology of 8- to 9-wk-old oocyte-specific
ARKO mice was similar to AR �/� animals (Fig. 9). Unlike
the GC-specific ARKO animals, ablation of ARs in the oo-
cyte had no effect on follicular development at 8–9 wk, with
no difference in the percentage of primordial (Pr), primary
(P), preantral (PA), antral (A), atretic (AF) follicles, and CL
between oocyte-specific AR �/� and AR �/� mice.

Discussion

Recent evidence suggests that androgen actions via the
AR play an important role in female fertility (17, 18, 35,
36). Studies in global ARKO mouse models (6–8) dem-
onstrate that these female mice are subfertile and develop
premature ovarian failure with age. The aim of this study
was to determine why the global AR-null females were
subfertile, and which AR-expressing tissue(s), namely the
hypothalamus, the pituitary, or the many cells within the
ovary, were regulating fertility. The reproductive pheno-
types of GC-specific ARKO mice observed in this study
are very similar to the various total ARKO mouse models
developed by Hu et al. (6), Shiina et al. (7), and Walters et
al. (8), thereby demonstrating that subfertility in the
global ARKO mice is likely due primarily to the functions
of GC-specific ARs in normal follicular development.

The gene encoding the AR is located on the X chromo-
some, meaning that AR-null males are infertile. Thus,
generating tissue-specific ARKO mice using classical
knockout strategy is complex. To generate the GC-spe-
cific ARKO mice, we used mice in which exon 2 of the AR
was floxed (37) and mated them with existing MisRIIcre
mouse models. MisRII is expressed in the coelomic and
mesenchyme epithelium surrounding the Müllerian duct
as well as in the female urogenital ridges during embryo-
genesis (38, 39). More importantly, MisRII is also ex-
pressed in the GCs of both embryonic and adult ovaries
(39). As evident from our immunohistochemical, real-
time PCR, and Western blot studies, AR expression was
specifically ablated in the granulosa, but not theca, cells
using the MisRII cre recombinase. Because MisRII is also
expressed in the uterus (38), AR expression may have also
been ablated in the uterus, and this loss of AR function
may have contributed to the observed subfertility. In fact,
Hu et al. (6) described changes in uterine morphology in
their global AR-null mice. However, we did not observe
any differences in the uterogenital tracts of the GC-specific
AR �/� (Supplemental Fig. 1), consistent with results in the
global ARKO mouse published by Shiina et al. (7). This
suggests that the reproductive defects and subfertility seen in
both our mice and the global AR-null mice developed by
Shiina et al. (7) are not due to changes in the uterus.

TABLE 2. Female mice (8- to 9-wk-old animals) lacking AR expression in oocytes (Oo) have normal fertility

Genotype n Litter Pups Pups/litter Litter/female
Oo AR �/� 6 20 139 6.95 � 0.15 3.33 � 0.21
WT 6 22 140 6.36 � 0.38 3.7 � 0.21
Oo AR �/� 6 21 149 7.1 � 0.16 3.5 � 0.22

Known fertile WT males were mated for 12 wk with 8- to 9-wk-old WT and Oo-specific AR �/� and �/� female animals. Both the number of
litters and the number of pups per litter were determined. Data are represented as mean � SE.
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FIG. 9. Ovaries from oocyte (Oo)-specific AR �/� and AR �/�
females are nearly identical. Representative hematoxylin and eosin-
stained ovarian sections (upper panel) and statistical analysis of
percentage of different type of follicles (lower panel) from 8- to 9-wk-
old oocyte-specific AR �/� and �/� mice (n � 4 ovaries per
genotype). Sections were taken at intervals of 30 �m and 5 �m
paraffin-embedded sections were mounted on slides. The types of
follicles counted are: primordial (Pr), primary (P), preantral (PA), antral
(A), corpus luteum (CL), and atretic follicles (AF).
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Why then do we see reduced fertility and premature
ovarian failure in the global and GC-specific ARKO
mice? Studies in both mouse models reveal low numbers
of antral follicles, ovulated oocytes, and CLs, with a high
rate of follicular atresia (6, 7). In addition, we observed
that knockout of AR expression specifically in GCs re-
sulted in accumulation of higher numbers of small prean-
tral follicles. This accumulation was not due to increased
recruitment of primordial follicles because the percentage
of primordial and primary follicles in GC-specific AR
�/� and �/� were similar at 8- to 9-wk and 24- to
25-wk-old mice. In accordance with the in vivo observa-
tion of preantral follicle accumulation, in vitro follicle
culture showed that preantral follicles from GC-specific
ARKO mice grew at a slower rate than WT follicles. This
observation is consistent with in vitro pharmacological
studies showing that AR antagonists slow mouse follicle
growth (29, 30), androgen-induced porcine GC prolifer-
ation (20, 23), and androgen-induced primary to second-
ary transition in bovine follicles (35). Moreover, pharma-
cological inhibition of ARs both in vivo and in vitro
decreases the diameter of mouse follicles stimulated by
androgens (16) and induces rat GC degeneration and fol-
licular apoptosis (40). Together the pharmacological
studies along with our current genetic experiments
strongly suggest that AR signaling in GCs is necessary for
normal follicular growth and progression beyond prean-
tral stage. When AR signaling is blocked or eliminated,
preantral follicles cannot progress to antral follicles and,
instead, are subjected to increased rate of atresia. This
process would explain the lower number of antral follicles
and CLs, as well as the lower number of ovulated oocytes
and the subfertility, seen in the GC-specific ARKO mice.
In addition, the more rapid follicular atresia might ex-
plain the premature ovarian failure seen in global and
GC-specific AR-null mice.

Previous studies (6) have proposed that the longer es-
trous cycles correlating with reduced fertility in the total
ARKO mice may be due to defects in androgen signaling
within the hypothalamus and pituitary (41). However,
here we show that the GC-specific ARKO mice had sim-
ilarly lengthened estrous cycles, suggesting that the ob-
served irregularity in cycling may be due, in large part, to
a lack of androgen effects in the ovary, specifically in GCs.
In fact, the global ARKO mice have lower progesterone
levels compared with WT animals (42), most likely due to
fewer CLs (as also observed here in the GC-specific
ARKO mice). Furthermore, many models of primary pre-
mature ovarian failure have similarly demonstrated an
increase in diestrus length (6, 43, 44). Together, these
observations implicate reduced ovarian rather than cen-
tral androgen signaling as the primary cause of altered

cycling, with reduced CL formation leading to a loss of
progesterone-mediated negative feedback on the hypo-
thalamus-pituitary axis. Interestingly, central defects in
androgen signaling have also been implicated as the pri-
mary regulators of infertility in models and diseases of
androgen excess, including polycystic ovarian syndrome
(9–15). However, we postulate that, based on our data,
primary androgen signaling in the ovary may be equally
important in the overall regulation of female fertility.

In contrast to the GC-specific ARKO mice, knockout
of AR expression in oocytes has no effect on female fer-
tility. However, one caveat is that the GDF9 promoter,
and therefore the Cre enzyme, is not fully activated in
primordial follicles (45, 46); thus, the effects of oocyte-
specific AR expression on very early follicle development
cannot be examined with this particular mouse model.

Interestingly, we (24, 25, 47, 48) and others (26, 27,
49–51) have previously shown that progestins and andro-
gens can promote oocyte maturation. For progesterone,
both pharmacological (25, 50) and genetic evidence (with
progesterone receptor-null mice) (34) implicate the clas-
sical progesterone receptor is the regulator of progestin-
mediated mouse oocyte maturation, whereas immunohis-
tochemical (25) and pharmacological (24, 27) evidence
implicate the classical AR as the mediator of androgen-
induced maturation. Here we confirm in a genetic model
that the classical AR is indeed necessary for androgen-,
but not progestin-mediated, oocyte maturation in vitro.
However, because follicular development and overall fer-
tility of the oocyte-specific ARKO mice were normal at
8–9 wk compared with heterozygous littermates, andro-
gen-induced oocyte maturation does not appear to be an
essential process (although fertility could be compro-
mised at a later age not examined in this study). In con-
trast, whether the AR signaling in the oocyte becomes
important under conditions of androgen excess like poly-
cystic ovarian syndrome is still not known.

In summary, this study differentiates the role of GC
and oocyte AR in female fertility, demonstrating that
most of the observed reproductive phenotypes in the com-
plete AR-null mice are due to GC-specific AR. Further-
more, this study demonstrates that AR signaling in GCs,
but not oocytes, regulates female fertility, perhaps by con-
trolling preantral follicle growth and development to an-
tral follicles, while preventing follicular atresia.

Materials and Methods

Generation of GC- and oocyte-specific ARKO mice
All mouse studies were approved by the University Commit-

tee on Animal Resources at the University of Rochester and
conform to the Guidelines for the Care and Use of Laboratory
Animals put out by the National Institutes of Health.
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To generate GC- and oocyte-specific ARKO mice, we used
mice in which exon 2 of the AR was floxed (37) and then mated
them with existing GDF9cre (for oocyte-specific �/�) or Mis-
RIIcre (for GC-specific �/�) mice (Fig. 1) (38, 39, 46). We first
crossed AR-loxPflox/flox females with GDF9-cre or MisRII-cre
males. Thereafter, the GDF9- or MisRII-Cre/�;AR-loxPflox/�

females were backcrossed with AR-loxPflox/Y males to generate
female heterozygous control GDF9- or MisRII-Cre/�;AR-lox-
Pflox/� mice and GDF9- or MisRII-Cre/�;AR-loxPflox/flox mice
conditionally deleted for AR in the oocyte and GC, respectively
(Fig. 1A). Genomic DNA was isolated from 10- to 12-d-old
animals, and PCR genotyping with appropriate primers was
used to identify mice with WT, floxed, and cre transgene, re-
vealing bands of 855, 952, and 404 bp, respectively. The ARflox
mice were a gracious gift from Dr. Guido Verhoeven, Catholic
University of Leuven, Belgium whereas the GDF9cre and Mis-
RIIcre mice were obtained from Dr. Martin Matzuk, Baylor
College of Medicine.

Immunohistochemistry
The ABC method (Vector Laboratories, Burlingame, CA)

was used according to the manufacturer’s instructions for the
immunohistochemical analysis of ovarian sections from 8- to
9-wk-old GC-specific ARKO and WT animals. Briefly, paraffin-
embedded sections were dewaxed in xylene and ethanol and
then subjected to antigen retrieval by boiling in 0.1 M citrate
buffer (pH 6) in a microwave for 30 min. The cooled sections
were then incubated with 0.3% hydrogen peroxide for 30 min
for quenching of endogenous peroxidase and then permeabil-
ized with 1% Triton-X100 in water for 5 min. The slides were
blocked with 1.5% blocking serum (normal goat serum) from
Vectastain elite ABC kit (Vector Laboratories, Inc.) for 30 min,
and thereafter the slides were incubated with anti-AR rabbit
polyclonal antibody (1:50; Santa Cruz Biotechnology, Inc.,
Santa Cruz, CA) in the blocking serum overnight at 4 C. Control
slides were incubated with the blocking serum without primary
antibody. Sections were incubated with biotinylated goat anti-
rabbit IgG (1:100; Vectastain elite ABC kit, Vector Laborato-
ries) for 1 h at room temperature, washed in PBS, and incubated
in avidin-biotinylated horseradish peroxidase (Vectastain elite
ABC kit) for 30 min at room temperature. Then the sections
were washed and developed with solution containing diamino-
benzidine � hydrogen peroxide solution (DAB substrate kit for
peroxidase; Vector laboratories). The sections were counter
stained with hematoxylin and eosin, dehydrated with series of
ethanol and xylene, washed, and mounted with VectaMount
(Vector Laboratories).

Western blot analysis
Western blots were performed as described previously (52).

Samples were separated on 7.5% SDS-polyacrylamide gels for
AR. Primary antibodies used were: antirabbit AR (1:1000 dilu-
tion; Santa Cruz Biotechnology) and anti-�-actin (1:5000; Mil-
lipore Corp., Bedford, MA).

TUNEL assay
TUNEL assay was performed using ApopTag Plus Peroxi-

dase In Situ Apoptosis detection kit from Chemicon Interna-
tional (Temecula, CA) as per the manufacturer’s instructions.

Fertility testing and estrous cycle tracking
To evaluate the reproductive performance of the GC- or

oocyte-specific ARKO females, we conducted a continuous mat-
ing study for 12 wk using 8- to 9-wk (n � 8 for GC- and n � 6
for oocyte-specific ARKO animals) or 24- to 25-wk-old (n � 6,
only for GC-specific AR-knockout) animals. One GC- or oo-
cyte-specific ARKO female, one heterozygous littermate, or one
WT female mouse, was housed with one 6- to 10-wk-old fertile
WT male mouse. The male was replaced every 2 wk with an-
other fertile male. Cages were monitored daily, and the number
of pups and litters was recorded. Estrous cycle (proestrus, es-
trus, and diestrus) of 8- to 9-wk or 24- to 25-wk-old (only for
GC-specific ARKO) animals was determined by vaginal smears
taken daily for 3–4 wk (53).

RNA extraction and real-time PCR
Intact follicles were isolated from ovaries of either GC- or

oocyte-specific ARKO females, corresponding heterozygous fe-
male littermates, and WT female animals with a 30-gauge needle
(n � 4 per genotype). Thereafter the follicles were punctured with
a 26-gauge needle to release the GCs into the media, and GCs were
collected by centrifugation. For oocyte isolation, oocytes were sur-
gically isolated from the oviduct and the ampulla of animals on the
day of the estrus as well as manually isolated from individual fol-
licles with a 30-gauge needle. Oocytes were denuded with gentle
pipetting with pulled-glass pasteur pipettes and �120 oocytes per
animal per genotype for each PCR were used. RNA from GC,
oocytes, pituitary, and hypothalamus were isolated by using
RNeasy mini kit (QIAGEN, Valencia, CA) according to the man-
ufacturer’s instructions, and the level of AR and glyceraldehyde-3-
phosphate dehydrogenase (GAPDH) expression was ana-
lyzed by �/� Ct method using Taqman gene expression assay
primers (Assay identification no. Mm00442688_m1-Ar and
Mm03302249_g1-GAPDH; Applied Biosystems, Foster City, CA)
and ABI StepOne plus real-time PCR machine.

Oocyte count from natural- and superovulation
For natural ovulation, estrous cycling of 8- to 9-wk- and 24-

to 25-wk-old female GC-specific ARKO and heterozygous ani-
mals (n � 5) was determined by vaginal smears for 2 wk after
which animals were killed at estrus. For superovulation, 8- to
9-wk- or 24- to 25-wk-old female GC-specific ARKO and het-
erozygous littermate mice (n � 5) were given a single ip injection of
5 U of pregnant mare serum gonadotropin (Sigma, St. Louis, MO)
followed 48 h later by 5 U of human chorionic gonadotropin
(Sigma). After an additional 18 h, oocyte/cumulus masses were
surgically isolated from the oviduct and ampulla and counted.

Histology
Ovaries from 4-wk-old, 8- to 9-wk-old, and 24- to 25-wk-

old GC-specific or oocyte-specific (only 8–9 wk old) ARKO and
heterozygous littermates (n � 4 ovaries per genotype per age)
were fixed in 4% paraformaldehyde at 4 C and then paraffin
embedded. Thereafter, 5-�m sections were taken at 30-�m in-
tervals, mounted on slides, and subjected to hematoxylin and
eosin staining for histological examination by light microscopy.
Follicle numbers were evaluated as: 1) primordial follicles, iden-
tified by an oocyte partially or completely encapsulated by flat-
tened squamous cells; 2) primary follicles, single layer of cuboi-
dal GCs around the oocyte; 3) secondary-tertiary follicles
(preantral), two layers or more of cuboidal GCs (no antrum); 4)
antral follicles, presence of an antrum; and 5) CL. Follicles were
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considered atretic based on any of the two criteria: Three or
more pyknotic nuclei or atretic bodies (depending on the follicle
type) in GC layers or follicular antrum, GCs pulling away from
basement membrane, broken basement membrane, uneven GC
layer, and nonintact oocyte or nucleus. The data are represented
as percentage of follicles.

In vitro follicle culture
Follicles of 100–120 �m size with two or three layers of GCs,

an intact basal lamina, and few theca cells (approximately pre-
antral follicles) were manually isolated from 21-d-old GC-spe-
cific ARKO and WT animals. The follicles were then cultured at
37 C in a humidified atmosphere (5% CO2 and 95% air) for 4 d
in DMEM supplemented with 5 �g/ml of insulin, 5 �g/ml of
transferin, 5 ng/ml of sodium selenite, 1% penicillin-streptomy-
cin, and 1 ng/ml of recombinant human FSH (29, 30, 32). The
maximal follicle diameter at the beginning (D0) and end (D4) of
culture was measured by using the morphometric tool of the
Zeiss Axioplan microscope (Carl Zeiss, Inc., Thornwood, NY).
The data represented here are the average diameter of 25 folli-
cles per genotype isolated from GC-specific ARKO and WT
animals (16, 29).

Oocyte maturation assay
Oocyte maturation assay was performed as described previ-

ously (24, 25). Briefly, both the ovaries from unprimed 21-d-old
GC-specific ARKO and corresponding heterozygous littermates
(n � 2 animals per genotype) were placed in M2 medium
(Chemicon) containing 200 �M IBMX (Calbiochem, La Jolla,
CA) and oocytes were manually harvested with 30-gauge nee-
dles. Oocytes were denuded with gentle pipetting with pulled-
glass pasteur pipettes, washed with M2 medium, allocated into
four-well culture dishes containing M16/IBMX, and kept at 37
C in a humidified atmosphere (5% CO2). Oocytes were treated
with either DHT (100 nM, Steraloids, Inc., Newport, RI),
R5020, Promegestone (250 nM), or ethanol (0.1%). Twenty-five
oocytes per animal per treatment were used for the experiment,
and maturation (GVBD) of denuded oocytes was scored at 4 h
and 8 h. The oocyte maturation assay was conducted twice,
separately for each pair (GC AR �/� and �/�, and data are
represented as an average percent of GVBD.

Statistical analysis
The RT-PCR experiments and fertility tests were analyzed by

ANOVA whereas Chi-Square test was used for the analysis of
the oocyte maturation data. For the remainder of the experi-
ments, results were analyzed using Students’s t test. A value of
P � 0.05 was considered significant.
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