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Abstract

Activated macrophages play an important role in both innate and adaptive immune responses, and aberrant activation of
macrophages often leads to inflammatory and immune disorders. However, the molecular mechanisms of how
macrophages are activated are not fully understood. In this study, we identify a novel role for histone deacetylse 6
(HDAC6) in lipopolysaccharide (LPS)-induced macrophage activation. Our data show that suppression of HDAC6 activity
significantly restrains LPS-induced activation of macrophages and production of pro-inflammatory cytokines. Further study
reveals that the regulation of macrophage activation by HDAC6 is independent of F-actin polymerization and filopodium
formation; instead, it is mediated by the effects of HDAC6 on cell adhesion and microtubule acetylation. These data thus
suggest that HDAC6 is an important regulator of LPS-induced macrophage activation and might be a potential target for
the management of inflammatory disorders.

Citation: Yan B, Xie S, Liu Z, Ran J, Li Y, et al. (2014) HDAC6 Deacetylase Activity Is Critical for Lipopolysaccharide-Induced Activation of Macrophages. PLoS
ONE 9(10): e110718. doi:10.1371/journal.pone.0110718

Editor: Bernhard Ryffel, French National Centre for Scientific Research, France

Received July 13, 2014; Accepted September 15, 2014; Published October 16, 2014

Copyright: � 2014 Yan et al. This is an open-access article distributed under the terms of the Creative Commons Attribution License, which permits unrestricted
use, distribution, and reproduction in any medium, provided the original author and source are credited.

Data Availability: The authors confirm that all data underlying the findings are fully available without restriction. All relevant data are within the paper.

Funding: This work was supported by grants (31171334 to DL and 31170820 to ML) from the National Natural Science Foundation of China (http://www.nsfc.
gov.cn/). The funders had no role in study design, data collection and analysis, decision to publish, or preparation of the manuscript.

Competing Interests: The authors have declared that no competing interests exist.

* Email: minliu@tijmu.edu.cn

. These authors contributed equally to this work.

Introduction

Macrophages with great diversity and plasticity are present in all

tissues, where they are engaged in a range of activities including

development, homeostasis, tissue remodeling, and immunity [1].

Primary macrophages are developed from monocytes which

circulate in the blood and are recruited to the injured or infected

tissues, where they undergo a series of alterations to become tissue

resident macrophages [2]. Tissue resident macrophages are long-

lived cells with modest proliferation, maintaining tissue homeo-

stasis in the physiological conditions to phagocytose apoptotic cells

and debris in the body [3]. In response to infection or injury, tissue

macrophages are primed to the affected sites where they are

activated to fulfill their role in innate and adaptive immune

response [3,4]. Activated macrophages produce proinflammatory

cytokines/chemokines, which recruit other cells to the sites to

eliminate the pathogens [5]. In addition, activated macrophages

increasingly express the major histocompatibility complex class II

antigens (MHC II), which are recognized by helper T cells

through interaction with CD4 molecules and thereby leads to

initiation of the adaptive immune response [6,7]. However,

deregulated activation of macrophages may also result in

inflammatory diseases, such as sepsis, atherosclerosis, rheumatoid

arthritis, and fibrosis [8,9], suggesting that targeting macrophage

activation would be an effective approach for the management of

inflammatory disorders [10].

Activated macrophages are usually differentiated into classically

activated macrophages (M1) or alternatively activated macro-

phages (M2) depending on different prototypical activating stimuli

[11]. It is well characterized that bacterial lipopolysaccharide

(LPS) and T helper type I (Th1) cytokines, such as interferon c
(IFN-c), induce M1 phenotype, which produces pro-inflammatory

cytokines to assist with the clearance of invading pathogens. By

contrast, the stimulation with T helper type II (Th2) cytokines,

such as interleukin 1b (IL-1b), IL-4, IL-13, or transforming growth

factor b (TGF-b) results in the adoption of M2 phenotype, which

produces anti-inflammatory cytokines to exert their function in

tissue repair as well as protection from parasitic infections [12,13].

Macrophages with different phenotypes are reversible in their

specific microenvironments, frequently shifting their functional

states to adapt for physiological or environmental changes [1], and

the balance between M1 and M2 phenotypes is critical for the

regulation of inflammatory disease progression [14].

A growing body of evidence reveals that macrophage activation

towards these distinct phenotypes involves rearrangement of the

actin and microtubule cytoskeleton components, which contribute

to dramatic changes in cell shape to exert functionally distinct roles

[14]. Histone deacetylase 6 (HDAC6), a unique member of the

HDAC family, resides predominantly in the cytoplasm and

regulates cytoskeletal dynamics through deacetylation of a-tubulin
and cortactin [15,16]. In addition, HDAC6 deacetylates many

other important proteins, such as heat shock protein 90 (Hsp90)

and Tat, as well as interacts with a number of cytoskeleton-
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associated proteins, such as end binding protein 1 (EB1),

cytoplasmic linker protein 170 (CLIP-170), microtubule-associated

protein 7 domain-containing protein 3 (Mdp3), and protein

farnesyltransferase [17–22], suggesting an important role for

HDAC6 in the regulation of cytoskeletal dynamics. Emerging

evidence demonstrates that HDAC6 is associated with the

secretion of pro-inflammatory cytokines, implicating a role in

inflammatory disorders [23,24]. However, whether HDAC6 is

involved in macrophage activation remains elusive. In this study,

our data show for the first time that suppression of HDAC6

restrains LPS-stimulated macrophage activation and that the

regulation of macrophage activation by HDAC6 mainly results

from its actions in microtubule acetylation.

Materials and Methods

Chemicals and antibodies
Tubacin, trichostatin A (TSA), sodium butyrate (NaB), 49-6-

diamidino-2-phenylindole (DAPI), anti-a-tubulin antibody, anti-

acetylated a-tubulin antibody, and fluorescein isothiocyanate

(FITC)- or tetramethylrhodamine (TRITC)-labeled phalloidin

were purchased from Sigma-Aldrich. Anti-histone H4 antibody

was purchased from Abcam. Anti-acetylated histone H4 antibody

was purchased from Santa Cruz. Horseradish peroxidase-conju-

gated secondary antibodies and fibronectin were purchased from

Millipore. FITC- or TRITC-conjugated secondary antibodies

were obtained from JacksonImmuno Laboratories.

Ethical declaration
Mouse experiments were carried out according to the guidelines

of experimental animals and were approved by the Animal Care

and Use Committee of Nankai University.

Cell culture
RAW264.7 mouse macrophages were purchased from the

American Type Culture Collection, cultured in the RPMI 1640

medium with 10% fetal bovine serum, and incubated with 5%

CO2 at 37uC. For the isolation of bone marrow-derived

macrophages (BMMs), 8- to 12-week-old C57BL6 mice were

sacrificed by cervical dislocation, and the femurs and tibias were

then separated. By flushing bones with cold phosphate-buffered

saline (PBS), bone marrow cells were collected. Cells were then

filtered through a 40-mm cell strainer (BD Biosciences). After

washing with PBS, the cells were cultured in RPMI 1640 medium

containing 10% FBS and 20 ng/ml M-CSF and incubated with

5% CO2 at 37uC.

Cell transfection
Small interfering RNAs (siRNAs) targeting mouse HDAC6 (#1:

59-GCACCAUGGUCAAGGAACA-39; #2: 59-CCAAU-

CUAGCGGAGGUAAA-39; and #3: 59-GGAGCUAAGCAGA-

GAAGCA-39) and control luciferase (59-CGTACGCGGAA-

TACTTCGA-39) were synthesized by RiboBio. siRNAs were

transfected to cells by using lipofectamine 2000 reagent (Invitro-

gen) according to the manufacturer’s manuals.

Quantitative RT-PCR
Total RNAs were isolated from RAW264.7 cells by using the

TRIzol reagent (Invitrogen) and converted to cDNAs using the M-

MLV reverse transcriptase (Promega). The amount of HDAC6

mRNA was measured by quantitative RT-PCR with the SYBR

Green PCR master mix (primers: 59-CATTGCTGCTTTCCTG-

CACATCCT-39 and 59-TCCAGGGACAGAAT-

CAACTTGCCT-39), and actin was used as an internal control

(primers: 59-CAGAAGGAGATTACTGCTCTGGCT-39 and 59-

TACTCCTGCTTGCTGATC CACATC-39).

Immunoblotting
Immunoblot analysis of protein expression was performed as

described previously [25,26]. In brief, proteins were separated by

sodium dodecyl sulfate-polyacrylamide gel electrophoresis and

transferred onto polyvinylidene difluoride membranes (Millipore),

followed by blocking with Tris-buffered saline containing 0.2%

Tween 20 and 5% fat-free dry milk for 2 hours. Membranes were

then incubated sequentially with primary antibodies and horse-

radish peroxidase-conjugated secondary antibodies. Specific pro-

teins were detected with enhanced chemiluminescence detection

reagent (Pierce) according to the manufacturer’s protocol.

Cytokine production determination
RAW264.7 cells and primary BMMs were pretreated with

DMSO or tubacin for 4 hours and then stimulated with LPS for

24 hours. The culture medium was collected and centrifuged at

2000 rpm for 5 minutes at 4uC. The supernatants were used for

the determination of IL-6, IL-10, and TNF-a concentrations by

using the alphaLISA kit (Perkin Elmer) according to the

manufacturer’s protocol.

Fluorescence microscopy
Cells were fixed with 4% paraformaldehyde in PBS for

20 minutes at room temperature, and then permeabilized with

0.05% Triton X-100 in PBS for 20 minutes. Cells were blocked

with 2% BSA in PBS for 1 hour at room temperature. Cells were

then sequentially incubated with primary antibodies and FITC- or

TRITC-conjugated secondary antibodies. For F-actin staining,

cells were incubated with FITC- or TRITC-conjugated phalloidin

for 20 minutes. Nuclei were stained with DAPI for 5 minutes.

Images were captured using a Zeiss fluorescence microscope or a

Leica TCS SP5 confocal microscope as described previously

[27,28].

Cell adhesion assay
Fibronectin or BSA was added to 96-well plates and incubated

at 4uC overnight. Cells were labeled with calcein-AM at 37uC for

1 hour and then seeded onto the plates pre-coated with fibeonectin

or BSA to allow for cell adhesion. One hour later, non-adherent

cells were washed away with PBS. Images were taken with

fluorescence microscopy before and after wash.

F-actin sedimentation
Cells were collected and resuspended in F-actin stabilizing

buffer (50 nM PIPES, 50 mM NaCl, 10 mM NaF, 5 mM MgCl2,

5% Glycerol, 0.1% NP-40, 0.1% Triton-X100, 0.02% b-

mercaptoethanol, 1 mM ATP, and 2 mM PMSF). After homog-

enization, cell suspensions were centrifuged for 10 minutes to

remove the nuclei and cell fragments. The supernatant was taken

as the total actin control, and the remainder was centrifuged at

100,000 g for 1 hour. The supernatant was taken to detect G-

actin, and the precipitate was dissolved and used for F-actin

detection.

Statistical analysis
All data were derived from three independent experiments, and

presented as means 6 SD. Student’s t-test and one-way analysis of

variance (ANOVA) were performed for statistical analysis.
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Figure 1. HDAC6 activity is important for LPS-induced macrophage activation. (A) RAW264.7 cells were treated with tubacin (1 mM), NaB
(500 mM) or TSA (5 mM) for 4 hours. Cell lysates were then immunoblotted with antibodies against acetylated a-tubulin, a-tubulin, acetylated histone
H4, and histone H4. (B) RAW264.7 cells were treated with tubacin (1 mM) for 4 hours and then stimulated with LPS (300 ng/ml) for 0, 2, 6, 12, and 24
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Results

LPS induces macrophage activation through the toll-like

receptor 4 (TLR4) signaling and results in cell differentiation

towards the M1 phenotype [29], a process involving cytoskeletal

reorganization. To investigate the involvement of HDAC6 in LPS-

induced macrophage activation, RAW264.7 cells were treated

with tubacin, an HDAC6-specific inhibitor [30]. We found that

the pan-HDAC inhibitor TSA increased the acetylation of both a-

tubulin and histone H4, and the HDAC6-resistant HDAC

inhibitor NaB increased histone H4 acetylation with minimal

elevation of a-tubulin acetylation; by contrast, tubacin significantly

increased a-tubulin acetylation without affecting histone H4

acetylation (Fig. 1A). These results demonstrate the specificity of

tubacin in the suppression of HDAC6 activity.

Tubacin-treated macrophages were then stimulated with LPS,

and the morphological changes of cells were examined 0, 2, 6, 12

and 24 hours later to verify macrophage activation (Fig. 1B).

Activated macrophages are known to exhibit a spreading and

elongated morphology with pseudopodium-like protrusions [31].

We defined the round shaped cells as resting cells and the

elongated cells as activated cells (Fig. 1C). We found that the

hours. (C) Representative images of resting and activated macrophages. (D) Experiments were performed as in panel B, and the percentage of
activated cells was analyzed. (E) Primary BMMs were treated with tubacin (1 mM) for 4 hours and then stimulated with LPS (300 ng/ml) for 0 and 6
hours. (F) Representative images of resting and activated BMMs. (G) Experiments were performed as in panel E, and the percentage of activated
BMMs was analyzed. (H) Quantitative RT-PCR analysis of relative HDAC6 mRNA level in RAW264.7 cells transfected with control or mouse HDAC6
siRNAs for 36 hours. (I) Immunoblotting analysis of a-tubulin and acetylated a-tubulin in RAW264.7 cells transfected with control or mouse HDAC6
siRNAs for 72 hours. (J) RAW264.7 cells transfected with control or mouse HDAC6 siRNAs for 72 hours were stimulated with LPS (300 ng/ml) for 0 and
24 hours. (K) Experiments were performed as in panel J, and the percentage of activated cells was analyzed. ***, p,0.001; **, p,0.01; *, p,0.05; ns,
not significant (p$0.05).
doi:10.1371/journal.pone.0110718.g001

Figure 2. HDAC6 regulates LPS-induced M1 response. (A) RAW 264.7 cells pretreated with tubacin were stimulated with LPS (300 ng/ml) for 24
hours. The culture medium was then collected, and the concentrations of IL-6, TNF-a, and IL-10 were measured. (B) Primary BMMs pretreated with
tubacin were stimulated with LPS (300 ng/ml) for 24 hours. The culture medium was then collected, and the concentrations of IL-6, TNF-a, and IL-10
were measured. ***, p,0.001; **, p,0.01; ns, not significant (p$0.05).
doi:10.1371/journal.pone.0110718.g002
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percentage of activated cells in the tubacin-treated group was

markedly decreased compared with the control group after

stimulation with LPS for 24 hours (Fig. 1D). To further investigate

the role of HDAC6 in macrophage activation, we analyzed

primary BMMs isolated from 8- to 12-week-old mice. Most of the

BMMs showed a spreading morphology after treatment with LPS

for 6 hours, and tubacin resulted in an impaired response of

BMMs to LPS stimulation (Fig. 1E–1G).

To verify the function of HDAC6 in the regulation of

macrophage activation, we knocked down its expression with

specific siRNAs. Quantitative RT-PCR analysis of HDAC6

mRNA level revealed that these siRNAs effectively reduced

HDAC6 expression (Fig. 1H), which was confirmed by the

increase of tubulin acetylation following siRNA transfection

(Fig. 1I). Importantly, knockdown of HDAC6 expression also

decreased the activation of macrophages by LPS (Fig. 1J and 1K).

Together, the above results indicate that HDAC6 plays an

important role in LPS-induced macrophage activation.

Next we investigated the role of HDAC6 in LPS-induced M1

response. RAW264.7 cells and primary BMMs pretreated with

tubacin were stimulated with LPS for 24 hours. The pro-

inflammatory cytokines IL-6 and TNF-a (M1 markers) and the

anti-inflammatory cytokine IL-10 (M2 marker) were then assessed.

We found that LPS-induced secretion of IL-6 and TNF-a was

Figure 3. Effects of HDAC6 on actin polymerization and filopodium formation. (A) RAW264.7 cells were treated with tubacin (1 mM) for 4
hours and then exposed to LPS (300 ng/ml) for 24 hours. F-actin (green), cortactin (red), and nuclei (blue) were then stained, and images were
captured with a laser scanning confocal microscope. (B) Experiments were performed as in panel A, and the Pearson’s correlation coefficient between
F-actin and cortactin fluorescence pixels were calculated with ImageJ to measure their co-localization. (C) RAW264.7 cells were treated with tubacin
for 4 hours and then with LPS for 6 hours. F-actin (green) and nuclei (blue) were then stained. (D, E) Experiments were performed as in panel C, and
the filopodium number (D) and length (E) in each group were calculated. (F) RAW264.7 cells were treated with tubacin for 4 hours and stimulated
with LPS for the indicated time. F-actin and G-actin were separated by ultracentrifugation and analyzed by immunoblotting. ns, not significant (p$
0.05).
doi:10.1371/journal.pone.0110718.g003
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dramatically decreased by tubacin in both RAW264.7 cells and

primary BMMs; by contrast, LPS-induced IL-10 production was

not obviously affected by tubacin (Fig. 2A and 2B). These results

suggest that HDAC6 is critical for LPS-induced M1 response.

Macrophage activation involves dramatic morphological chang-

es of the cell shape due to the rearrangement of the actin and

microtubule cytoskeleton. Cortactin, a key regulator of the actin

cytoskeleton responsible for F-actin polymerization, is a substrate

of HDAC6 deacetylase activity [16]. Thus, we investigated

whether HDAC6 regulates macrophage activation through

alteration of cortactin binding to F-actin. By immunostaining of

F-actin and cortactin in LPS-stimulated macrophages, we found

that inhibition of HDAC6 with tubacin did not significantly

influence the co-localization of F-actin and cortactin (Fig. 3A and

3B).

Next we analyzed the role of HDAC6 in filopodium formation

in LPS-stimulated macrophages by staining F-actin. As shown in

Fig. 3C–3E, there was no significant difference in the number or

length of filopodia between tubacin-treated group and the control

group. To verify this finding, we examined F-actin polymerization

by immunoblotting. By sedimentation of F-actin from the cellular

homogenates, we found that there was no obvious change in the

relative level of F-actin between control and tubacin-treated

groups (Fig. 3F). Interestingly, although the relative amount of G-

actin was reduced after the treatment of LPS, there was still no

significant change between the tubacin-treated group and the

control group (Fig. 3F). These results indicate that HDAC6

regulates macrophage activation independently of F-actin poly-

merization and filopodium formation.

Activated macrophages infiltrate into the affected sites to

remove the pathogens. To investigate how HDAC6 exerts its

function in macrophage activation, we examined cell adhesion,

one of the most important steps during macrophage infiltration.

Cells were seeded onto 96-well plates pre-coated with fibronectin

or BSA. As shown in Fig. 4A and 4B, inhibition of HDAC6 with

tubacin significantly decreased macrophage adhesion to fibronec-

tin. Furthermore, the effect of HDAC6 on cell adhesion was

abolished by LPS stimulation (Fig. 4C and 4D). These data

suggest that HDAC6 influences macrophage adhesion to the

extracellular matrix in resting macrophages, but not in LPS-

activated macrophages.

We then investigated whether HDAC6 regulates LPS-stimulat-

ed macrophage activation by regulating microtubule dynamics.

We first examined the level of acetylated microtubules in activated

macrophages. As shown in the Fig. 5A and 5B, microtubule

acetylation was remarkably elevated upon LPS stimulation, and

tubacin significantly enhanced microtubule acetylation compared

with the control group. By immunostaining, we found that in the

control group, acetylated microtubules mainly concentrated on the

microtubule organizing center at 0, 6, and 12 hours of LPS

stimulation (Fig. 5C). With the time prolonging to 24 hours,

macrophages became activated, accompanied with markedly

increased microtubule acetylation (Fig. 5C, control). Consistent

with the immunoblotting results, tubacin remarkably elevated

Figure 4. Suppression of HDAC6 activity compromises macrophage adhesion to the extracellular matrix, and this effect is
abolished in LPS-stimulated macrophages. (A) RAW264.7 cells labeled with calcein-AM were treated with tubacin and seeded in 96-well plates
pre-coated with fibronectin or BSA. Cells were washed twice with PBS, and the fluorescence images of cells were captured by a fluorescence
microscope before and after wash. (B) Experiments were performed as in panel A, and the fluorescent intensity was measured. The percentage of
adherent cells were quantified by dividing the intensity of post-wash with that of pre-wash. (C, D) Experiments and quantifications were performed as
in A and B, except that cells were treated with LPS following tubacin treatment. *, p,0.05; ns, not significant (p$0.05).
doi:10.1371/journal.pone.0110718.g004
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microtubule acetylation (Fig. 5C), indicating that microtubule

acetylation contributes to the role of HDAC6 in macrophage

activation.

Discussion

Macrophages along with other leukocytes and monocytes, form

the first defense line of the innate immune system to prevent the

infections of pathogens such as bacteria, viruses, and fungi. In

addition to their role in innate immunity, macrophages act as

antigen-presenting cells to initiate adaptive immunity [32]. In the

physiological conditions, macrophages are maintained in the

resting states, whereas upon pathological stimulation macrophages

are activated in response to the extracellular cues [14]. Bacterial

LPS is recognized by TLR4 of macrophages and induces M1

activation through triggering nuclear factor kappa beta (NF-kB),

phosphoinositide 3-kinase (PI3K), and mitogen-activated protein

kinase (MAPK) signaling pathways [33,34]. It is believed that LPS-

induced macrophage activation plays a crucial role in many

chronic inflammations. In this study, our data show that inhibition

of HDAC6 deacetylase activity with the selective inhibitor tubacin

or inhibition of HDAC6 expression with specific siRNAs

compromises LPS-induced macrophage activation, suggesting that

targeting HDAC6 might hold a potential promise for the

management of inflammatory diseases.

Activated macrophages exhibit different degrees of elongated

morphology compared with the resting cells, with M2 phenotype

showing the most elongated cell shape [2]. It is well known that

cell shape changes depend on the reorganization of the

cytoskeleton [35–37], which implicates that macrophage activa-

tion towards M1 or M2 may involve cytoskeletal remodeling. In

this study, we find that activated macrophages exhibit spreading

and elongated cell shape with protrusive structures and this

morphology is abolished upon inhibition of HDAC6. Cortactin,

an actin scaffolding protein, is localized to active membrane

remodeling regions responsible for the formation of filopodia and

lamellipodia [38,39]. Recent studies reveal that HDAC6 regulates

actin dynamics and protrusion formation through deacetylation of

cortactin [16,40]. By immunostaining of cortactin and F-actin we

show that loss of HDAC6 deacetylase activity does not significantly

alter the interaction between F-actin and cortactin. Our further

study reveals that HDAC6-mediated macrophage activation is

independent of F-actin polymerization and filopodium formation.

These findings implicate that HDAC6 probably regulates LPS-

induced M1 activation through an actin-independent mechanism.

Activated macrophages migrate to the affected site in response

to the pathogens. It is reported that HDAC6 regulates cell

migration as a result of its action on cell adhesion [41]. However, it

remains elusive whether HDAC6 influences macrophage adhesion

and migration. Our data show that inhibition of HDAC6

decreases macrophage adhesion to the extracellular matrix and

that this effect is abolished in LPS-stimulated macrophages. We

further find that LPS stimulation induces the acetylation of

microtubules. Interestingly, suppression of HDAC6 with tubacin

also leads to elevated microtubule acetylation. As cytoskeletal

reorganization is a dynamic process and is temporally and spatially

Figure 5. Inhibition of HDAC6 enhances LPS-induced microtubule acetylation during macrophage activation. (A) RAW264.7 cells were
treated with tubacin for 4 hours and stimulated with LPS for the indicated time. Acetylated a-tubulin and total a-tubulin were then analyzed by
immunoblotting. (B) Experiments were performed as in panel A, and the level of tubulin acetylation was quantified and normalized to the 0-hour LPS
stimulation of the control group. (C) RAW264.7 cells were treated with tubacin for 4 hours and stimulated with LPS for the indicated time. F-actin
(red), acetylated a-tubulin (green), and nuclei (blue) were then stained, and images were captured with a laser scanning confocal microscope.
doi:10.1371/journal.pone.0110718.g005
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regulated to accommodate for different cellular behaviors, it is

possible that hyperacetylation of microtubules caused by tubacin

impairs microtubule dynamics and thereby leads to failure of LPS-

induced M1 activation.

To date, HDAC inhibitors have demonstrated great efficacy in

several diseases such as cardiovascular disease, cancer, and

inflammation [42,43]. For example, pan-HDAC inhibitors such

as TSA and vorinostat have given rise to clinical interest for the

treatment of solid tumors [44]. However, due to non-specific

inhibition, adverse effect is a major issue for using these drugs in

the clinic. In this study, by using an HDAC6 selective inhibitor, we

reveal that HDAC6 plays a critical role in LPS-induced

macrophage activation. Given that macrophages are important

players in many inflammatory diseases, such as atherosclerosis and

chronic inflammation, our findings provide a basis for targeting

HDAC6 in the management of inflammatory disorders.

Author Contributions

Conceived and designed the experiments: JZ DL ML. Performed the

experiments: BY SX ZL JR YL JW YY. Analyzed the data: BY SX.

Contributed to the writing of the manuscript: BY SX ML.

References

1. Wynn TA, Chawla A, Pollard JW (2013) Macrophage biology in development,

homeostasis and disease. Nature 496: 445–455.

2. McWhorter FY, Wang T, Nguyen P, Chung T, Liu WF (2013) Modulation of

macrophage phenotype by cell shape. Proc Natl Acad Sci U S A 110: 17253–

17258.

3. Ma J, Chen T, Mandelin J, Ceponis A, Miller NE, et al. (2003) Regulation of

macrophage activation. Cell Mol Life Sci 60: 2334–2346.

4. Liu QP, Fruit K, Ward J, Correll PH (1999) Negative regulation of macrophage

activation in response to IFN-gamma and lipopolysaccharide by the STK/RON

receptor tyrosine kinase. J Immunol 163: 6606–6613.

5. Tripathi S, Bruch D, Kittur DS (2008) Ginger extract inhibits LPS induced

macrophage activation and function. BMC Complement Altern Med 8: 1.

6. Abramson SL, Gallin JI (1990) IL-4 inhibits superoxide production by human

mononuclear phagocytes. J Immunol 144: 625–630.

7. Stein M, Keshav S, Harris N, Gordon S (1992) Interleukin 4 potently enhances

murine macrophage mannose receptor activity: a marker of alternative

immunologic macrophage activation. J Exp Med 176: 287–292.

8. Murray PJ, Wynn TA (2011) Protective and pathogenic functions of

macrophage subsets. Nat Rev Immunol 11: 723–737.

9. Kamada N, Hisamatsu T, Okamoto S, Chinen H, Kobayashi T, et al. (2008)

Unique CD14 intestinal macrophages contribute to the pathogenesis of Crohn

disease via IL-23/IFN-gamma axis. J Clin Invest 118: 2269–2280.

10. Labonte AC, Tosello-Trampont AC, Hahn YS (2014) The role of macrophage

polarization in infectious and inflammatory diseases. Mol Cells 37: 275–285.

11. Venter G, Oerlemans FT, Wijers M, Willemse M, Fransen JA, et al. (2014)

Glucose controls morphodynamics of LPS-stimulated macrophages. PLoS One

9: e96786.

12. Ray M, Yu S, Sharda DR, Wilson CB, Liu Q, et al. (2010) Inhibition of TLR4-

induced IkappaB kinase activity by the RON receptor tyrosine kinase and its

ligand, macrophage-stimulating protein. J Immunol 185: 7309–7316.

13. Gordon S (2003) Alternative activation of macrophages. Nat Rev Immunol 3:

23–35.

14. Liu YC, Zou XB, Chai YF, Yao YM (2014) Macrophage Polarization in

Inflammatory Diseases. Int J Biol Sci 10: 520–529.

15. Hubbert C, Guardiola A, Shao R, Kawaguchi Y, Ito A, et al. (2002) HDAC6 is a

microtubule-associated deacetylase. Nature 417: 455–458.

16. Zhang X, Yuan Z, Zhang Y, Yong S, Salas-Burgos A, et al. (2007) HDAC6

modulates cell motility by altering the acetylation level of cortactin. Mol Cell 27:

197–213.

17. Li D, Xie S, Ren Y, Huo L, Gao J, et al. (2011) Microtubule-associated

deacetylase HDAC6 promotes angiogenesis by regulating cell migration in an

EB1-dependent manner. Protein Cell 2: 150–160.

18. Tala, Sun X, Chen J, Zhang L, Liu N, et al. (2014) Microtubule stabilization by

Mdp3 is partially attributed to its modulation of HDAC6 in addition to its

association with tubulin and microtubules. PLoS One 9: e90932.

19. Huo L, Li D, Sun X, Shi X, Karna P, et al. (2011) Regulation of Tat acetylation

and transactivation activity by the microtubule-associated deacetylase HDAC6.

J Biol Chem 286: 9280–9286.

20. Kovacs JJ, Murphy PJ, Gaillard S, Zhao X, Wu JT, et al. (2005) HDAC6

regulates Hsp90 acetylation and chaperone-dependent activation of glucocor-

ticoid receptor. Mol Cell 18: 601–607.

21. Zhou J, Vos CC, Gjyrezi A, Yoshida M, Khuri FR, et al. (2009) The protein

farnesyltransferase regulates HDAC6 activity in a microtubule-dependent

manner. J Biol Chem 284: 9648–9655.

22. Li D, Sun X, Zhang L, Yan B, Xie S, et al. (2014) Histone deacetylase 6 and

cytoplasmic linker protein 170 function together to regulate the motility of

pancreatic cancer cells. Protein Cell 5: 214–223.

23. Wang B, Rao YH, Inoue M, Hao R, Lai CH, et al. (2014) Microtubule

acetylation amplifies p38 kinase signalling and anti-inflammatory IL-10

production. Nat Commun 5: 3479.

24. Vishwakarma S, Iyer LR, Muley M, Singh PK, Shastry A, et al. (2013)
Tubastatin, a selective histone deacetylase 6 inhibitor shows anti-inflammatory
and anti-rheumatic effects. Int Immunopharmacol 16: 72–78.

25. Liu M, Li D, Sun L, Chen J, Sun X, et al. (2014) Modulation of Eg5 activity
contributes to mitotic spindle checkpoint activation and Tat-mediated apoptosis
in CD4-positive T-lymphocytes. J Pathol 233: 138–147.

26. Tala, Xie S, Sun X, Sun X, Ran J, et al. (2014) Microtubule-associated protein
mdp3 promotes breast cancer growth and metastasis. Theranostics 4: 1052–
1061.

27. Gao J, Sun L, Huo L, Liu M, Li D, et al. (2010) CYLD regulates angiogenesis by
mediating vascular endothelial cell migration. Blood 115: 4130–4137.

28. Yang Y, Liu M, Li D, Ran J, Gao J, et al. (2014) CYLD regulates spindle
orientation by stabilizing astral microtubules and promoting dishevelled-NuMA-
dynein/dynactin complex formation. Proc Natl Acad Sci U S A 111: 2158–
2163.

29. Cruz-Leal Y, Lucatelli Laurindo MF, Osugui L, Luzardo Mdel C, Lopez-
Requena A, et al. (2014) Liposomes of phosphatidylcholine and cholesterol
induce an M2-like macrophage phenotype reprogrammable to M1 pattern with
the involvement of B-1 cells. Immunobiology 219: 403–415.

30. Haggarty SJ, Koeller KM, Wong JC, Grozinger CM, Schreiber SL (2003)
Domain-selective small-molecule inhibitor of histone deacetylase 6 (HDAC6)-
mediated tubulin deacetylation. Proc Natl Acad Sci U S A 100: 4389–4394.

31. Cui S, Wienhoefer N, Bilitewski U (2014) Genistein induces morphology change
and G2/M cell cycle arrest by inducing p38 MAPK activation in macrophages.
Int Immunopharmacol 18: 142–150.

32. Xie S, Chen M, Yan B, He X, Chen X, et al. (2014) Identification of a role for
the PI3K/AKT/mTOR signaling pathway in innate immune cells. PLoS One
9: e94496.

33. Ni Gabhann J, Hams E, Smith S, Wynne C, Byrne JC, et al. (2014) Btk regulates
macrophage polarization in response to lipopolysaccharide. PLoS One 9:
e85834.

34. Weinstein SL, Gold MR, DeFranco AL (1991) Bacterial lipopolysaccharide
stimulates protein tyrosine phosphorylation in macrophages. Proc Natl Acad
Sci U S A 88: 4148–4152.

35. McBeath R, Pirone DM, Nelson CM, Bhadriraju K, Chen CS (2004) Cell shape,
cytoskeletal tension, and RhoA regulate stem cell lineage commitment. Dev Cell
6: 483–495.

36. Alford PW, Nesmith AP, Seywerd JN, Grosberg A, Parker KK (2011) Vascular
smooth muscle contractility depends on cell shape. Integr Biol (Camb) 3: 1063–
1070.

37. Li D, Gao J, Yang Y, Sun L, Suo S, et al. (2014) CYLD coordinates with EB1 to
regulate microtubule dynamics and cell migration. Cell Cycle 13: 974–983.

38. Lai FP, Szczodrak M, Oelkers JM, Ladwein M, Acconcia F, et al. (2009)
Cortactin promotes migration and platelet-derived growth factor-induced actin
reorganization by signaling to Rho-GTPases. Mol Biol Cell 20: 3209–3223.

39. Ammer AG, Weed SA (2008) Cortactin branches out: roles in regulating
protrusive actin dynamics. Cell Motil Cytoskeleton 65: 687–707.

40. Kozyreva VK, McLaughlin SL, Livengood RH, Calkins RA, Kelley LC, et al.
(2014) NEDD9 regulates actin dynamics through cortactin deacetylation in an
AURKA/HDAC6-dependent manner. Mol Cancer Res 12: 681–693.

41. Tran AD, Marmo TP, Salam AA, Che S, Finkelstein E, et al. (2007) HDAC6
deacetylation of tubulin modulates dynamics of cellular adhesions. J Cell Sci
120: 1469–1479.

42. Hancock WW, Akimova T, Beier UH, Liu Y, Wang L (2012) HDAC inhibitor
therapy in autoimmunity and transplantation. Ann Rheum Dis 71 Suppl 2: i46–
54.

43. Gallo P, Latronico MV, Grimaldi S, Borgia F, Todaro M, et al. (2008) Inhibition
of class I histone deacetylase with an apicidin derivative prevents cardiac
hypertrophy and failure. Cardiovasc Res 80: 416–424.

44. Slingerland M, Guchelaar HJ, Gelderblom H (2014) Histone deacetylase
inhibitors: an overview of the clinical studies in solid tumors. Anticancer Drugs
25: 140–149.

HDAC6 Regulates Macrophage Activation

PLOS ONE | www.plosone.org 8 October 2014 | Volume 9 | Issue 10 | e110718


