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Abstract
The purpose of this work was to identify GHRH, GH and PRL gene polymorphisms in Anatolian 
water buffalo by means of the PCR-RFLP method. A total of 126 buffalo were included in this 
study. PCR amplification gave a 451 bp band for the GHRH gene, a 221 bp band for the GH gene 
and a 156 bp band for the PRL gene. The PCR products were digested by HaeIII for the GHRH 
gene, AluI for the GH gene and RsaI for the PRL gene. The GH/AluI and PRL/RsaI polymor-
phisms were found to be polymorphic, while the GHRH/HaeIII polymorphism was not found in 
Anatolian water buffalo. The frequencies of GH-L (0.87) and PRL-A (0.55) alleles were found to 
be high in the examined Anatolian water buffalo. The chi-square test showed that the Anatolian 
water buffalo were in Hardy-Weinberg (HW) equilibrium for the GH gene while significant devia-
tion was observed from HW equilibrium for the PRL gene. The present study is the first to examine 
GHRH/HaeIII, GH/AluI and PRL/RsaI polymorphisms in Anatolian water buffalo.

Key words: Anatolian water buffalo, growth hormone, growth hormone releasing hormone, pro-
lactin hormone, RFLP

Domestic water buffalo are classified into two different classes as swamp buf-
falo (Bubalus carabanesis) which have 48 chromosomes, and river buffalo (Bubalus 
bubalis) which have 50 chromosomes (Mishra et al., 2015). While swamp buffalo 
are mostly reared for meat yield, freight transport and field cultivation, river buffalo 
are also reared for milk and meat yield (Atasever and Erdem, 2008). Water buffalo 
can adapt to poor environmental conditions such as low quality pasture and housing 
and also they are resistant to parasites and other infectious agents (Soysal, 2013). 
Anatolian water buffalo originate from the Mediterranean subgroup of river buf-
falo which generally have a dark colored coat, and it is the only water buffalo breed 
reared in Turkey (Soysal, 2013).
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Water buffalo milk has a 7.85% fat content; this fat content is considerably higher 
than that of other livestock species (Atasever and Erdem, 2008). Compared to cattle 
of the same age, buffalo meat has 1% less muscle fat, 92% less saturated fatty acids, 
25% less calories and 67% less cholesterol, while it has 11% more protein and 10% 
more minerals (Wanapat and Chanthakhoun, 2015). However, intensive farming of 
water buffalo has some disadvantages in terms of low milk yield and body weight 
gain, and long gestation period (average 320 days) which prevent its farming and 
breeding approaches (Soysal, 2013). For these reasons, over the last two decades, 
significant reductions have occurred in the buffalo population in Turkey and its num-
ber has markedly decreased from 366,150 in 1991 to 133,766 in 2015 (TSI, 2016). 
An improvement in water buffalo production traits is required in order to prevent 
further numerical decrease in Turkey.

Growth hormone releasing hormone (GHRH) is a hypothalamic hormone that 
regulates the secretion of growth hormone by the pituitary gland and plays an im-
portant role in the regulation of the metabolism and growth physiology in mammals 
(Kmieć et al., 2007). Therefore, it is assumed that the GHRH encoding gene might 
be used in livestock for increasing growth traits and milk yield traits (Dybus et al., 
2003; Szatkowska et al., 2009). The GHRH/HaeIII polymorphism was first reported 
by Moody et al. (1995) in cattle and is located on intron 1 of the GHRH gene (Kmieć 
et al., 2007). However there is not enough information about the molecular back-
ground of this polymorphism (Curi et al., 2005). In various cattle breeds, GHRH/
HaeIII polymorphism was found to be associated with milk production (Kmieć et al., 
2007) and growth traits (Dybus et al., 2003). However, there are only a few studies 
on GHRH/HaeIII polymorphism in various water buffalo breeds.

Growth hormone (GH) has a role in many physiological processes such as the 
regulation of growth, mammary gland development, initiation of lactation and mus-
cle development (Kovács et al., 2006). GH is a peptide hormone secreted by the 
pituitary gland which is encoded by the GH gene (Ardiyanti et al., 2009). There are 
several polymorphisms in the bovine GH gene and the best known of these is GH/
AluI polymorphism, in which there is a substitution of a cytosine (C) to a guanine 
(G) at position 2141 on exon 5 of the GH gene in cattle (Balogh et al., 2009). Previ-
ous studies performed in cattle showed that GH/AluI polymorphism could be used 
as a marker for selecting animals in terms of higher milk yield and milk quality 
(Khatami et al., 2005), live weight gain and meat amount in the carcass (Oprządek 
et al., 2005). However, as with GHRH/HaeIII polymorphism, the number of studies 
related to GH/AluI polymorphism in different water buffalo breeds is limited com-
pared to those in cattle.

Prolactin (PRL) hormone is another peptide hormone secreted by the pituitary 
gland (Sodhi et al., 2011). It has been shown that the prolactin (PRL) hormone is 
responsible for more than 300 processes including the initiation and maintenance 
of lactation (Khatami et al., 2005) and other physiological processes such as the 
regulation of reproductive functions, cellular growth and differentiation (Sodhi et 
al., 2011). A few polymorphisms have been reported in the PRL gene in cattle (Hart 
et al., 1993; Mitra et al., 1995). Among these, PRL/RsaI polymorphism, a substitu-
tion of an adenine (A) to a guanine (G) at position 103 on exon 3 of the PRL gene 
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(Sodhi et al., 2011), has been reported to be associated with milk yield traits in cattle 
(Alipanah et al., 2007).

The aim of this study was to determine the genetic variability of the GHRH, GH 
and PRL genes in a population of Anatolian water buffalo by using the polymerase 
chain reaction-restriction fragment length polymorphism (PCR-RFLP) method.

Material and methods

Animal materials and extraction of DNA samples
In the study, a total of 126 Anatolian water buffalo (male/female) from different 

provinces (Kayseri, Afyonkarahisar, Amasya and Çorum) of Turkey were genotyped 
for the GHRH, GH and PRL genes. Genomic DNA was isolated from whole blood 
with the phenol-chloroform-isoamyl alcohol (25:24:1) method.

Genotyping with PCR-RFLP 
The PCRs for the GHRH, GH and PRL genes were fulfilled in 25 µL reaction 

mixtures, containing 1.5 mM MgCl2, 200 µM dNTP mix, 5 pmol of each primer, 1 × 
PCR buffer, 1 U Taq DNA polymerase and 100 ng of genomic DNA. 

A 451 bp fragment of the GHRH gene was amplified using a primer set (Gen-
Bank Access No. AF242855): forward 5’- GTA AGG ATG GCT CTG CCA GGT 
-3’ and reverse 5’- TGC ATG ATG CTG TCC CTC TGG A -3’ (Moody et al., 1995). 
The following cycles were applied: predenaturation at 94°C for 5 min, followed by 
30 cycles at 94°C for 1 min, at 60°C for 1 min, at 72°C for 1 min and the final exten-
sion at 72°C for 5 min. PCR products were digested using 5 U HaeIII enzyme (MBI 
Fermentase) at 37°C for 4 h.

A 211 bp fragment of the GH gene was amplified using a primer set (GenBank 
Access No. EF592534.1): forward 5’- GCT GCT CCT GAG GGC CCT TC -3’ and 
reverse 5’- CAT GAC CCT CAG GTA CGT CTC CG -3’ (Othman et al., 2012). 
Thermal cycling condition was composed of a predenaturation step at 94°C for 5 min 
followed by 35 cycles at 94°C for 1 min, 62°C for 1 min, 72°C for 1 min and the final 
extension at 72°C for 5 min. PCR products were digested using 5 U AluI enzyme 
(MBI Fermentase) at 37°C for 3.5 h. 

A 156 bp fragment of the PRL gene was amplified using a primer set (GenBank 
Access No. DQ287249.1) forward 5’- CGA GTC CTT ATG AGC TTG ATT CTT -3’ 
and reverse 5’- GCC TTC CAG AAG TCG TTT GTT TTC -3’ (Mitra et al., 1995). 
Thermal cycling conditions were composed of a predenaturation step at 94°C for 2 
min, followed by 35 cycles at 94°C for 45 s, 60°C for 45 s, 72°C for 1 min and the fi-
nal extension at 72°C for 5 min. PCR products were digested using 5 U RsaI enzyme 
(MBI Fermentase) at 37°C for 3 h.

Statistical analysis
The allele and genotype frequencies of GHRH, GH and PRL genes were calcu-

lated by direct counting. The Chi-square (χ2) test was used to analyze whether the 
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population was in Hardy-Weinberg equilibrium (HWE). For the statistical analyses, 
the PopGene32 software package was used (Yeh et al., 2010).

Results

A fragment of 451 bp was yielded for the GHRH gene and digested with HaeIII 
enzyme. Anatolian water buffalo were found to be monomorphic for AA genotype 
for GHRH/HaeIII polymorphism (Figure 1). Following digestion with HaeIII en-
zyme for the GHRH gene, three fragments were expected to be seen for the homozy-
gote AA genotype (312, 94 and 45 bp). However, due to the small size of the 45 bp 
band, this band could not be detected in agarose gel electrophoresis. Nevertheless, 
it was enough in the 312 and 94 bp bands genotyping of Anatolian water buffalo for 
GHRH/HaeIII polymorphism. 

Figure 1. GHRH genotyping with PCR-RFLP method. L: DNA marker (100 bp); 1-6 AA genotyped 
samples (a: band of 312 bp; b: band of 94 bp)

Figure 2. Patterns of restriction fragments of GH gene after digestion with AluI enzyme. Lane L:  
markers (100 bp); lanes 1, 2, 3 and 9; LL genotype: 6 and 7; VV genotype: 4, 5 and 7; LV genotype  

(a: band of 211; b: band of 159 bp)
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The PCR amplification yielded a 211 bp fragment for GH gene. Restriction di-
gestion of PCR products with the AluI restriction enzyme revealed three genotypes 
of VV (211 bp), LV (211, 159 and 52 bp) and LL (159 and 52 bp). However, because 
of 211 and 159 bp bands seen together and separately, genotyping was successfully 
fulfilled without observing 52 bp band in agarose gel electrophoresis (Figure 2).

GH/AluI polymorphism for the Anatolian water buffalo breed is given in Ta- 
ble 1. The results showed that LL genotype frequency (0.755) was found to be high-
er, and VV genotype frequency (0.017) was found to be the lowest in the Anatolian 
water buffalo breed. L allele frequency (0.87) was found to be higher than V allele 
frequency (0.13) in Anatolian water buffaloes. The Anatolian water buffalo were in 
Hardy-Weinberg equilibrium (HWE) for the GH gene (Table 1).

Table 1. The allele and genotype frequencies of GH gene in Anatolian water buffalo

Breed n

Genotype Allele 
frequency

χ²
(df=1) P-valueLL LV VV

L VObs 
(Exp) F Obs 

(Exp) F Obs 
(Exp) F

Anatolian 
water 
buffalo

126 95 (95.16) 0.755 29 (28.68) 0.228 2 (2.16) 0.017 0.87 0.13 0.02 0.8999NS

Obs: Observed genotype; Exp: Expected genotype; F: Frequency; df: degree of freedom.
NS: Non significant.

The 156 bp PCR products of the PRL gene were digested by the RsaI enzyme. 
The following DNA restriction fragments were obtained for the PRL/RsaI polymor-
phism: 156 bp (no digestion) for the AA genotype, 156, 82 and 74 bp for the AB 
genotype and 82 and 74 bp for BB genotype in Anatolian water buffalo (Figure 3).

Figure 3. Gel image for the PRL genotypes by PCR-RFLP analysis. Lane L: marker (100 bp); lanes 5 
and 6; AA genotype: 1, 3 and 7; BB genotype: 2, 4 and 8; AB genotype (a: band of 156 bp; b: band of 

82 and 74 bp)
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The AB genotype had the highest frequency (0.81) and BB had lowest genotype 
frequency (0.047). The A allele frequency (0.55) was found to be higher than that of 
B allele frequency (0.45) (Table 2). For the PRL gene, the AB genotype was identi-
fied as the most common genotype in Anatolian water buffalo. The PRL gene chi-
square test results showed the deviation from HWE in the examined Anatolian water 
buffalo samples (Table 2).

Table 2. The genotype and allele frequencies of PRL gene in Anatolian buffalo

Breed n

Genotype Allele 
frequency

χ² 
(df=1) P-valueAA AB BB

A BObs 
(Exp) F Obs 

(Exp) F Obs 
(Exp) F

Anatolian 
water buffalo

126 18 (37.79) 0.143 102 (62.43) 0.81 6 (25.79) 0.047 0.55 0.45 χ² =50.63 0.00***

Obs: Observed genotype; Exp: Expected genotype; F: Frequency; df: degree of freedom.
*** significant (P<0.001).

Discussion

The aims of selection programs are to select animals with high breeding value 
and to achieve a rapid genetic gain in livestock farming. In this study, the GHRH/
HaeIII, GH/AluI and PRL/RsaI polymorphisms were investigated in Anatolian wa-
ter buffalo. In the literature search, we found only one study on polymorphisms in 
the PRL gene in Anatolian water buffalo (Kaplan and Boztepe, 2010), but none on 
polymorphisms in the GHRH and GH genes. Therefore, the present study is the first 
report on GHRH and GH gene polymorphisms in Anatolian water buffalo.

Growth Hormone Releasing Hormone (GHRH)
It has been reported that GHRH, also known as growth hormone releasing fac-

tor, can increase cattle milk production and the growth rate of beef cattle (Dybus et 
al., 2003; Kmieć et al., 2007). The GHRH/HaeIII polymorphism was found to be 
polymorphic; three genotypes (AA, AB and BB) and two alleles (A and B) were 
reported in cattle (Kmieć et al., 2007; Szatkowska et al., 2009; Rini et al., 2013). 
However, AA genotype frequency was found to be lowest in cattle breeds such as 
the Holstein (Kmieć et al., 2007; Szatkowska et al., 2009; Rini et al., 2013), Jersey 
(Szatkowska et al., 2009), Simmental (Rini et al., 2013) and Limousin (Rini et al., 
2013). In contrast to those breeds, AA genotype frequency was found to be highest 
in Angus cattle (Rini et al., 2013), whereas the BB genotype was found only in the 
Brahman breed which originates from Bos indicus (Rini et al., 2013). On the other 
hand, BB genotype frequency was found to be highest in dairy cattle breeds such 
as the Holstein (Kmieć et al., 2007; Szatkowska et al., 2009; Rini et al., 2013) and 
Jersey (Szatkowska et al., 2009) breeds.
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Only a few studies have been conducted to determine GHRH/HaeIII polymor-
phism and its effect on production parameters in different buffalo breeds. In Indo-
nesia, in two experiments, GHRH/HaeIII polymorphism was investigated in swamp 
buffalo. The frequency of the B allele was higher than that of the A allele (Sumantri 
et al., 2010, 2013). In another study, to determine GHRH/HaeIII polymorphism, 
BB genotype frequency was found to be highest and the AA genotype was not de-
tected in Indonesian swamp buffalo (Primasari et al., 2009). However, in our study, 
Anatolian water buffalo were found to have the AA genotype for GHRH/HaeIII 
polymorphism. Similar to our results, the only AA genotype was found in Egyptian 
water buffalo (Othman et al., 2015), which originate from the Mediterranean river 
buffalo subgroup. It is thought that these genetic differences in the GHRH/HaeIII 
polymorphism may be specific to river buffalo or to the Mediterranean river buffalo 
subgroup. However, to obtain more conclusive results, further research with a larger 
sample number is needed.

Growth Hormone (GH)
For the detection of GH gene polymorphism, mostly AluI and MspI restriction 

enzymes have been used in different cattle breeds. Therefore, the AluI enzyme was 
used to determine GH polymorphisms in Anatolian water buffalo in this study.

In high milk yield cattle such as the Holstein, Brown Swiss and Simmental 
breeds, it was reported that the frequency of the L allele was higher than that of the 
V allele in terms of GH/AluI polymorphism (Kovács et al., 2006). In contrast, in beef 
cattle breeds such as the Limousin, Charolais, Piedmontese, Angus and Hereford, it 
was reported that the frequency of the V allele was higher than that of the L allele 
(Khatami et al., 2005). Also, it was shown that in cattle originating from the Bos 
indicus cattle breeds, the frequency of the L allele was much higher than that of 
the V allele in terms of GH/AluI polymorphism (Zhou et al., 2005). Nevertheless, 
there are limited studies in buffalo on GH/AluI polymorphism compared to those 
in cattle. In Indonesia, one experiment showed that only the VV genotype has been 
reported in swamp buffalo (Sumantri et al., 2010). However, in two other studies it 
was reported that all the animals with the LL genotype in the GH/AluI polymorphism 
were swamp buffalo (Andreas et al., 2010; Sumantri et al., 2010). On the other hand, 
three genotypes (LL, LV and VV) were observed and the LL genotype was the most 
common with a 0.871 frequency, and the least common was the VV genotype with 
a 0.005 frequency in the Egyptian water buffalo breed (Othman et al., 2012). Simi-
larly, in our study, the LL genotype was the most common genotype (0.755) and the 
VV genotype was the least common (0.017) in the Anatolian water buffalo. Similar 
genotypic frequencies to those observed in water buffalo of the Mediterranean basin 
were found, which might be due to their shared genetic properties.

Prolactin (PRL)
The PRL-RsaI locus was found to be polymorphic and three genotypes were 

observed for this locus in cattle (Kaplan and Boztepe, 2010). However, in the litera-
ture, the frequency of the A allele was found to be higher than that of the B allele in 
different dairy cattle breeds such as the Holstein (Khatami et al., 2005; Kumari et al., 
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2008) and Jersey (Kumari et al., 2008). Similarly, two alleles (A and B) have been 
found in different buffalo breeds; however, three genotypes have not been found in 
water buffalo (Ishaq et al., 2013; Kaplan and Boztepe, 2010). In a previous report, 
PRL/RsaI polymorphism studies showed that all buffalo had the BB genotype in 
Nili-Ravi water buffalo, which are reared in Pakistan (Ishaq et al., 2013). Controver-
sially, Kaplan and Boztepe (2010) reported that the AA genotype had the highest fre-
quency (0.63) and the BB genotype was not detected in a PRL/RsaI polymorphism 
study carried out in 30 Anatolian water buffalo. In the present study, a total of 126 
Anatolian water buffalo (PRL/RsaI) were examined. PRL/RsaI polymorphism was 
investigated and all three genotypes were observed. Contrary to the results of Kaplan 
and Boztepe (2010), although the frequency of the BB genotype (0.047) was very 
low, six buffalo were identified to have this genotype and, AB genotype frequency 
(0.81) was found to be highest in this study.

In this study, we observed a deviation from H-W equilibrium in the Anatolian 
water buffalo population in terms of the PRL gene. This may be due to the decreas-
ing size of the population, inbreeding or unplanned selection according to milk yield 
among animals. In order to reach a more definite conclusion, it is necessary to con-
duct genotyping studies on more animals throughout Turkey.

In conclusion, to the best of our knowledge, this is the first study on GHRH/
HaeIII and GH/AluI polymorphisms in Anatolian water buffalo. In the literature 
search, we were unable to find studies related to GHRH, GH and PRL gene polymor-
phisms in different buffalo breeds. Only the AA genotype was found for the GHRH/
HaeIII polymorphism in Anatolian water buffalo. Therefore, it is thought that this 
polymorphism is less likely to be used to improve the yield traits of Anatolian water 
buffalo. On the other hand, the GH and PRL genes were, for the first time, found to 
have three genotypes in Anatolian water buffalo. Therefore, new experiments should 
be planned to investigate the association between GH/AluI and PRL/RsaI polymor-
phisms with milk and meat yield traits in Anatolian water buffalo.

Acknowledgements
This study was supported by Erciyes University, Scientific Research Projects Co-

ordination Unit; project number TYL-2014-5431. Authors are indebted to Assoc. 
Prof. Dr. Mehmet Ulaş Çınar for his comments and revision of the manuscript.

References

A l i p a n a h  M., K a l a s h n i k o v a  L., R o d i o n o v  G. (2007). Association of prolactin gene variants 
with milk production traits in Russian Red Pied cattle. Iran. J. Biotech., 5: 158–161.

A n d r e a s  E., S u m a n t r i  C., N u r a i n i  H., F a r a j a l l a h  A., A n g g r a e n i  A. (2010). Identifica-
tion of GH|AluI and GH|AluI genes polymorphisms in Indonesian buffalo. J. Indonesian Trop. Anim. 
Agric., 35: 215–221.

A r d i y a n t i  A., A b e  F., K o b a s h i k a w a  H., H i r a y a m a  T., S u g i n o  T., S u z u k i  K., K a -
t o h  K. (2009). Plasma hormone and metabolite concentrations involved in the somatotropic axis 
of Japanese Black heifers in association with growth hormone gene polymorphism. Domest. Anim. 
Endocrin., 37: 243–249.



GHRH, GH and PRL polymorphism in Anatolian water buffalo 1061

A t a s e v e r  S., E r d e m  H. (2008). Buffalo husbandry in Turkey and the world (in Turkish). J. Fac.  
Agric. OMU., 23: 59–64. 

B a l o g h  O., K o v á c s  K., K u l c s á r  M., G á s p á r d y  A., Z s o l n a i  A., K á t a i  L., P é c s i  A., 
F é s ü s  L., B u t l e r  W.R., H u s z e n i c z a  G. (2009). AluI polymorphism of the bovine growth 
hormone (GH) gene, resumption of ovarian cyclicity, milk production and loss of body condition at 
the onset of lactation in dairy cows. Theriogenology, 71: 553–559.

C u r i  R.A., d e  O l i v e i r a  H.N., S i l v e i r a  A.C., L o p e s  C.R. (2005). Association between IGF-I, 
IGF-IR and GHRH gene polymorphisms and growth and carcass traits in beef cattle. Livest. Prod.
Sci., 94: 159–167.

D y b u s  A., K m i e ć  M., S o b e k  Z., P i e t r z y k  W., W i ś n i e w s k i  B. (2003). Associations be-
tween polymorphisms of growth hormone releasing hormone (GHRH) and pituitary transcription 
factor 1 (PIT1) genes and production traits of Limousine cattle. Arch. Tierz., 46: 527–534.

H a r t  G.L., B a s t i a a n s e n  J., D e n t i n e  M.R., K i r k p a t r i c k  B.W. (1993). Detection of a four-
allele single strand conformation polymorphism (SSCP) in the bovine prolactin gene 5’ flank. Anim. 
Genet., 24: 149.

I s h a q  R., S u l e m a n  M., R i a z  M.N., Yo u s a f  M., S h a h  A., G h a f o o r  A. (2013). Prolactin 
gene polymorphism in Nili-Ravi buffaloes in relation to Sahiwal and Achai cattle. Int. J. Dairy 
Technol., 66: 20–24.

K a p l a n  S., B o z t e p e  S. (2010). The determination of prolactin gene polymorphism using PCR-
RFLP method within indigenous Anatolian water buffalo and Brown Swiss. Second International 
Symposium on Sustainable Development, Abstract Book, Sarajevo, 08–09.06.2010, pp. 168–173.

K h a t a m i  S.R., L a z e b n y  O.E., M a k s i m e n k o  V.F., S u l i m o v a  G.E. (2005). Association of 
DNA polymorphisms of the growth hormone and prolactin genes with milk productivity in Yaro-
slavl and Black-and-White cattle. Russ. J. Genet., 41: 167–173.

K m i e ć  M., K o w a l e w s k a - Ł u c z a k  I., K u l i g  H., T e r m a n  A., W i e r z b i c k i  H., L e p - 
c z y ń s k i  A. (2007). Associations between GHRH/HaeIII restriction polymorphism and milk pro-
duction traits in a herd of dairy cattle. J. Anim. Vet. Adv., 6: 1298–1303.

K o v á c s  K., V ö l g y i - C s í k  J., Z s o l n a i  A., G y ö r k ö s  I., F é s ü s  L. (2006). Associations be-
tween the AluI polymorphism of growth hormone gene and production and reproduction traits in a 
Hungarian Holstein-Friesian bull dam population. Arch. Tierz., Dummerstorf, 49: 236–249.

K u m a r i  A.R., S i n g h  K.M., S o n i  K.J., P a t e l  R.K., C h a u h a n  J.B., R a o  K.S. (2008). Geno-
typing of the polymorphism within exon 3 of prolactin gene in various dairy breeds by PCR RFLP 
(Brief report). Arch. Tierz., Dummerstorf, 51: 298–299.

M i s h r a  B.P., D u b e y  P.K., P r a k a s h  B., K a t h i r a v a n  P., G o y a l  S., S a d a n a  D.K.,  
D a s  G.C., G o s w a m i  R.N., B h a s i n  V., J o s h i  B.K., K a t a r i a  R.S. (2015). Genetic analy-
sis of river, swamp and hybrid buffaloes of north-east India throw new light on phylogeography of 
water buffalo (Bubalus bubalis). J. Anim. Breed. Genet., 132: 454–466.

M i t r a  A., S c h l e e  P., B a l a k r i s h a n  C.R., P i r c h n e r  F. (1995). Polymorphisms at growth hor-
mone and prolactin loci in Indian cattle and buffalo. J. Anim. Breed. Genet., 112: 71–74.

M o o d y  D.E., P o m p  D., B a r e n d s e  W. (1995). Restriction fragment length polymorphism in am-
plification products of the bovine growth hormone-releasing hormone gene. J. Anim. Sci., 73: 3789.

O p r z ą d e k  J., F l i s i k o w s k i  F., Z w i e r z c h o w s k i  L., J u s z c z u k - K u b i a k  E., R o s o -
c h a c k i  S., D y m n i c k i  E. (2005). Associations between polymorphism of some candidate 
genes and growth rates, feed intake and utilisation, slaughter indicators and meat quality in cattle. 
Arch. Tierz., 48 (Special Issue): 81–87.

O t h m a n  O.E., A b d e l - S a m a d  M.F., E l  M a a t y  N.A.A., S e w i f y  K.M. (2012). Evaluation 
of DNA polymorphism in Egyptian buffalo growth hormone and its receptor genes. J. Appl. Biol. 
Sci., 6: 37–42. 

O t h m a n  O.E., A b d e l - S a m a d  M.F., E l  M a a t y  N.A.A., S e w i f y  K.M. (2015). Genotyping 
and nucleotide sequences of growth hormone releasing hormone and its receptor genes in Egyptian 
buffalo. B.B.J., 5: 62–71.

P r i m a s a r i  A., S u m a n t r i  C., F a r a j a l l a h  A. (2009). Identification of growth hormone releas-
ing hormone gene in local buffalo (Bubalus bubalis) using PCR-RFLP. Proc. 1st International Semi-
nar on Animal Industry, Abstract Book, Bogor-Indonesia, 23–24.11.2009, pp. 180–186.

R i n i  A.O., S u m a n t r i a  C., A n g g r a e n i  A. (2013). GHRH|HaeIII gene polymorphism in dairy 
and beef cattle at national livestock breeding centers. Media Peternakan, 36: 185–191.



M.A. Konca and B. Akyüz1062

S o d h i  M., M u k e s h  M., M i s h r a  B.P., P a r v e s h  K., J o s h i  B.K. (2011). Analysis of genetic 
variation at the prolactin-RsaI (PRL-RsaI) locus in Indian native cattle breeds (Bos indicus). Bio-
chem. Genet., 49: 39–45.

S o y s a l  M.İ. (2013). Anatolian water buffaloes husbandry in Turkey. Buffalo Bull., 32 (Special  
Issue 1): 293–309.

S u m a n t r i  C., D i y o n o  R., F a r a j a l l a h  A., A n g g r a e n i  A., A n d r e a s  E. (2010). Applica-
tion of growth hormone genes family (GH, GHR, GHRH and Pit-1) for detecting genetic variation 
of buffaloes in Pandeglang and Lebak districts in Banten Province. Abstract. JITV, 15: 286–296.

S u m a n t r i  C., A n g g r a e n i  A., S a r i  E.M., A n d r e a s  E. (2013). Genetic polymorphism of 
growth hormone genes in Indonesian local buffalo. Proc. 4th International Conference on Sustain-
able Animal Agriculture for Developing Countries (SAADC2013), Abstract Book, 27–31.07.2013, 
Lanzhou, China, pp. 216–218.

S z a t k o w s k a  I., D y b u s  A., G r z e s i a k  W., J e d r z e j c z a k  M., M u z y r i s k  M. (2009). As-
sociation between the growth hormone releasing hormone (GHRH) gene polymorphism and milk 
production traits of dairy cattle. J. Appl. Anim. Res., 36: 119–123.

TSI (2016). Turkish Statistical Institute, Livestock Statistics, Retrieved 29 February, from https://biruni.
tuik.gov.tr/hayvancilikapp/hayvancilik.zul. 

Wa n a p a t  M., C h a n t h a k h o u n  V. (2015). Buffalo production for emerging market as a potential 
animal protein source for global population. Buffalo Bull., 34: 169–180.

Ye h  F., Ya n g  R.C., B o y l e  T. (2010). 2000. Popgene (v.1.32), Microsoft Windows-Based Freeware 
for Population Genetic Analysis, Retrieved 31 August, from http:// www.ualberta.ca/~fyeh/Pop32.
exeet.

Z h o u  G.L., J i n  H.G., L i u  C., G u o  S.L., Z h u  Q., W u  Y.H. (2005). Association of genetic poly-
morphism in GH gene with milk production traits in Beijing Holstein cows. J. Biosci., 30: 595–598.

Received: 8 VIII 2016
Accepted: 8 III 2017


