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Abstract. Inthis paper we extend the evaluation of the OAEI 2012 Larigd/®&d
track, which involves the matching of the semantically ctologies FMA, NCI
and SNOMED CT. Concretely, we report about the differences smilarities
among the mappings computed by the participant ontologgmrag systems.

1 Introduction

The quality of the mappings computed by an ontology matchysgem in the Ontology
Alignment Evaluation Initiative (OAEI) [2, 1] is typicallyneasured in terms of preci-
sion and recall with respect to a reference set of mappindditianally, the OAEI also
evaluates the coherence of the computed mappings [1].

However, the differences and similarities among the maggpaomputed by differ-
ent systems have often been neglected in the GARIthis paper we provide a more
fine-grained comparison among the matching systems gaatiog in the OAEI 2012
Large BioMed track concretely(i) we have harmonised (i.e. voted) the computed map-
ping sets, andii) we provide a graphical representation of the similarityhefse sets.

2 Mapping harmonization

We have considered the mappings voted (i.e. included in theut) by at least one
ontology matching system. Figure 1 shows the harmonizétiervoting) results for the
FMA-NCI and FMA-SNOMED matching problems. Mappings haveeiged at most
11 and 8 votes (i.e. number of participating syst&mespectively. For example, in the
FMA-NCI matching problem, 3,719 mappings have been votedthgast 2 systems.

Figure 1 also shows the evolution of F-score, Precision axhRfor the different
harmonized mapping sets. As expected the maximum recapéotively precision) is
reached with the minimum (respectively maximum) numberatés. For example, the
maximum recall in the FMA-SNOMED problem is 0.81, which shsative difficulty of
identifying correct mappings in this matching problem.

The harmonized mapping sets with the best trade-off betyeerision and recall
have been selected as thapresentative mapping sets of the participating ontology
matching systems. For the FMA-NCI matching problem we halecsed the mappings
sets with (at least) 3, 4 and 5 votes, while in the FMA-SNOME&Xching problem we
have selected the sets with (at least) 2 and 3 votes (seeydaylbars in Figure 1).
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L As far as we know, only in the 2007 Anatomy track some effors wane in this lineht t p:
/ / oaei . ont ol ogynmat chi ng. or g/ 2007/ r esul t s/ anat ony/

2 Results available aht t p: / / www. cs. ox. ac. uk/ i sg/ pr oj ect s/ SEALS/ oaei /

3 Systems with several variants have only been consideregliaribe voting process.
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Fig. 1: Harmonisation in the FMA-NCI (left) and FMA-SNOMEDidht) problems
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Fig. 2: Mapping similarity in the FMA-NCI (left) and FMA-SNRIED (right) problems

3 Mapping similarity among systems

We have compared the similarity amo(iyjthe representative mapping sets from the
harmonisation (see Section 2)i) the UMLS-based reference mappings of the track,
and (iii) the mapping sets computed by the top-8 ontology matchingesssin the
FMA-NCI and FMA-SNOMED matching problems [1]. To this end ivave calculated
thejaccard distance (|M s UM | — | ManNMp|)/|MsUMg|, which ranges from O
(the same) to 1 (different), between each paind 4 and M g) of the mapping sets from
(i)-(iii), and represented such distances in a two-dimensiona¢guatt(see Figure 2).
System names which are distant to each other indicate thatdbmputed mappings
differ to a large degree. For example, in Figure 2 (right® thappings computed by
LogMapLt and GOMMA are very different with respect to the maqgs computed by
other systems, as well as with respect to the harmonizededarence mapping sets.
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