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Erratum

JASPAR 2018: update of the open-access database of
transcription factor binding profiles and its web
framework
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France, 5Aix-Marseille Université, UMR1090 TAGC, Marseille, F-13288, France, 6Ghent University, Department of
Plant Biotechnology and Bioinformatics, Technologiepark 927, 9052 Ghent, Belgium, 7VIB Center for Plant Systems
Biology, Technologiepark 927, 9052 Ghent, Belgium, 8Bioinformatics Institute Ghent, Ghent University,
Technologiepark 927, 9052 Ghent, Belgium, 9Institute of Clinical Sciences, Faculty of Medicine, Imperial College
London, London W12 0NN, UK, 10Computational Regulatory Genomics, MRC London Institute of Medical Sciences,
London W12 0NN, UK, 11The Bioinformatics Centre, Department of Biology and Biotech Research & Innovation
Centre, University of Copenhagen, DK2200 Copenhagen N, Denmark, 12Sars International Centre for Marine
Molecular Biology, University of Bergen, N-5008 Bergen, Norway and 13Department of Cancer Genetics, Institute for
Cancer Research, Oslo University Hospital Radiumhospitalet, 0310 Oslo, Norway

Nucleic Acids Research (2017), https://doi.org/10.1093/nar/gkx1126

The above paper was corrected to add a reference to its companion paper: Chèneby, J., Gheorghe, M., Artufel, M., Mathelier,
A., Ballester, B. (2017) ReMap 2018: An updated atlas of regulatory regions from an integrative analysis of DNA-binding
ChIP-seq experiments. Nucleic Acids Res., doi: 10.1093/nar/gkx1092.
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