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Abstract

Background: Tuberculosis-associated immune reconstitution inflammatory syndrome (TB-IRIS) remains a poorly
understood complication in HIV-TB co-infected patients initiating antiretroviral therapy (ART). The role of the innate
immune system in TB-IRIS is becoming increasingly apparent, however the potential involvement in TB-IRIS of a
leaky gut and proteins that interfere with TLR stimulation by binding PAMPs has not been investigated before. Here
we aimed to investigate the innate nature of the cytokine response in TB-IRIS and to identify novel potential
biomarkers.
Methods: From a large prospective cohort of HIV-TB co-infected patients receiving TB treatment, we compared 40
patients who developed TB-IRIS during the first month of ART with 40 patients matched for age, sex and baseline
CD4 count who did not. We analyzed plasma levels of lipopolysaccharide (LPS)-binding protein (LBP), LPS, sCD14,
endotoxin-core antibody, intestinal fatty acid-binding protein (I-FABP) and 18 pro-and anti-inflammatory cytokines
before and during ART.
Results: We observed lower baseline levels of IL-6 (p = 0.041), GCSF (p = 0.036) and LBP (p = 0.016) in TB-IRIS
patients. At IRIS event, we detected higher levels of LBP, IL-1RA, IL-4, IL-6, IL-7, IL-8, G-CSF (p ≤ 0.032) and lower
I-FABP levels (p = 0.013) compared to HIV-TB co-infected controls. Only IL-6 showed an independent effect in
multivariate models containing significant cytokines from pre-ART (p = 0.039) and during TB-IRIS (p = 0.034).
Conclusion: We report pre-ART IL-6 and LBP levels as well as IL-6, LBP and I-FABP levels during IRIS-event as
potential biomarkers in TB-IRIS. Our results show no evidence of the possible contribution of a leaky gut to TB-IRIS
and indicate that IL-6 holds a distinct role in the disturbed innate cytokine profile before and during TB-IRIS. Future
clinical studies should investigate the importance and clinical relevance of these markers for the diagnosis and
treatment of TB-IRIS.
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Introduction

Over one third of the 33 million people living with HIV are co-
infected with tuberculosis (TB) [1]. While the rollout of
antiretroviral therapy (ART) has increasingly contributed to halt

HIV disease progression and to reduce the risk of opportunistic
infections, complications still occur. During successful ART, up
to 25% of HIV-TB co-infected patients paradoxically develop
worsening symptoms of TB, despite effective initial response to
concurrent TB treatment [2]. This complication has been
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named paradoxical tuberculosis-associated immune
reconstitution inflammatory syndrome (TB-IRIS) [3] and may
require hospitalization or additional immune suppressive
therapy [4]. TB-IRIS typically develops within the first 2 months
after starting ART (early-onset TB-IRIS), with the majority of
cases occurring before 1 month [5]. As TB-IRIS is often difficult
to distinguish from other complications, there is an urgent need
for reliable laboratory markers to predict and identify this
syndrome [6].

Although several risk factors such as low CD4 count, high
TB-antigen burden and short interval between initiation of TB
treatment and ART are well established [7,8], the actual
pathogenesis of TB-IRIS remains to be elucidated. TB-IRIS is
characterized by tissue-destructive inflammation when CD4+ T-
cells are being replenished [9] and might thus involve an
amplified immune reaction to TB bacilli or their residual
antigens [10]. Many studies have therefore focused on the
potential role of T-cells and a polarized T-helper 1 cell
response in TB-IRIS [11–13]. In contrast, recent opinions have
arisen that implicate cells of the innate immune system in TB-
IRIS pathogenesis [14] or indeed disturbances in the interplay
between the innate and adaptive immune system [9] which
could lead to inflammatory conditions upon ART initiation.

Inflammation in TB-IRIS coincides with elevations in a
plethora of cytokines, referred to as the cytokine storm since it
was first observed [11]. Most studies of IRIS to date have
focused on pro- and anti-inflammatory cytokines during the
IRIS event [12,13,15–17]. Interestingly, several studies noted a
role for cytokines of myeloid or dual myeloid/lymphoid origin,
like IL-6 and TNFα, in the ongoing inflammation [17]. Other
plasma markers were less consistently reported across studies,
possibly as a result of variations in size and origin of the study
populations, comparisons that are unmatched for baseline CD4
count, or inclusion of IRIS cases related to other, non-TB
pathogens. It is therefore still unclear which cells and cytokines
lie at the basis of TB-IRIS and its inflammation.

The immune reaction and inflammation in response to TB
typically involves stimulation of toll-like receptors (TLR) by
antigens such as lipoarabinomannan (LAM) grouped under the
name pathogen associated molecular patterns (PAMPs).
Interestingly, a higher level of pre-ART urinary LAM has been
reported in TB-IRIS patients [7]. This finding, along with reports
of elevated C-reactive protein (CRP) prior to ART [18,19] and
during IRIS event [20,21], supports a possible role for the TLR-
pathway in TB-IRIS. However, the potential involvement of gut
derived bacterial PAMPs such as LPS and proteins that
regulate TLR stimulation by binding PAMPs remains largely
unexplored. LPS enters the blood through a phenomenon
known as a “leaky gut”, characterized by increased intestinal
permeability, which is associated with immune activation in HIV
disease [22]. LPS-binding protein (LBP) and soluble CD14
(sCD14) are able to regulate this antigenic stimulation by
binding LPS and other PAMPs [23–27] and could therefore
influence TB-IRIS inflammation.

In this study we aimed to find biomarkers for early-onset TB-
IRIS in one of the largest TB-IRIS cohorts described to date.
We hypothesized that a more pronounced presence of PAMPs
from a leaky gut such as LPS could contribute to the cytokine

storm in TB-IRIS in a non-TB related manner and that this
effect is regulated by plasma proteins that bind PAMPs, which
have not been investigated in TB-IRIS before. We report lower
plasma levels of LBP before ART initiation but higher levels of
LBP during IRIS event. Similarly, the innate cytokine profile
showed lower levels before ART and higher levels during TB-
IRIS, with IL-6 holding a dominant role. Our results support the
theory that dysfunctions in the innate immune system make a
large contribution to TB-IRIS pathogenesis.

Materials and Methods

Study population
Patients from a prospective observational study at Mulago

Hospital, Kampala, Uganda, were studied as described
previously [7,28,29]. We recruited HIV-TB co-infected adults
who were receiving treatment for active TB infection for no
more than 2 months and were eligible for ART. After
enrollment, all patients were started on a non-nucleoside
reverse transcriptase inhibitor-based ART according to
Ugandan national guidelines. Including adherence preparation,
which took 2 to 3 visits to the clinic, the median interval from
starting TB treatment to starting ART for all patients was 6
weeks. Patients were followed up for a minimum of 3 months to
monitor paradoxical TB-IRIS development. Patients who did
not develop IRIS-related symptoms for a minimum of 3 months
served as controls. Plasma samples were collected before
initiation of ART (baseline) and at 2 weeks, 4 weeks, 3 months,
and 6 months after starting ART. Patients who developed TB-
IRIS had an extra blood sample taken when diagnosed with
inflammatory symptoms during ongoing IRIS event.

Patient selection and matching
The large majority of TB-IRIS patients from our cohort

developed an IRIS event within the first month of ART. To limit
heterogeneity amongst TB-IRIS patients, we excluded all
patients who developed TB-IRIS later than 1 month. This
homogeneous selection of patients reduces potential bias due
to different cytokine kinetics and immunopathology between
early- and late-onset TB-IRIS. TB-IRIS patients included in this
study developed IRIS between 4 and 28 days on ART and
were paired with controls at their closest corresponding time
points. We thus matched IRIS events, sampled during ongoing
inflammation, from 4 to 20 days on ART with control samples
taken after 2 weeks on ART and IRIS events from 21 to 28
days on ART with control samples taken after 1 month on ART.
TB-IRIS patients were also matched 1 by 1 with controls for
sex, baseline CD4 count and age. After matching for sex, we
secondly prioritized matching patients with +/- 15 CD4 cells/
mm³. Thirdly, patients were matched for age with ≤ 10 years
difference.

Definitions
Mycobacterium tuberculosis infection was diagnosed

according to the TB/HIV WHO guidelines [30]. Investigations to
confirm TB infection included: clinical examination, chest X-
rays and abdominal ultrasounds, sputum smear microscopy for
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acid-fast bacilli and mycobacterial culture of sputum, aspirate
or effusion if available. TB-IRIS cases were classified by a
committee of two co-authors (RC and WW) after reviewing all
suspected TB-IRIS cases evaluated by the study physicians
according to the International Network for the Study of HIV-
associated IRIS (INSHI) clinical case-definition [3]. TB-IRIS
was diagnosed and patients were subsequently sampled when
they presented with at least 1 major criterion, such as enlarged
lymph nodes, or 2 minor criteria, such as fever and cough.
Patients who developed TB-unrelated types of IRIS were
excluded from the analysis.

Plasma analysis
Venous blood was drawn into EDTA tubes and plasma was

separated from cells by centrifugation and stored at -80°C.
Plasma concentrations of LBP, sCD14 and markers of a leaky
gut, i.e. endotoxin-core antibody IgG (EndoCab) and intestinal
fatty-acid-binding protein (I-FABP), were determined by ELISA
(HyCult biotechnology BV, Uden, The Netherlands). Dilutions
were 2000x (LBP), 100x (sCD14), 100x (EndoCab) and 2x (I-
FABP) for each protein respectively. When enough plasma was
available, lipopolysaccharide (LPS) levels were determined by
using the kinetic limulus amebocyte lysate assay (Kinetic-QCL,
Lonza) according to the manufacturer’s instructions.

Plasma concentrations of 18 cytokines and chemokines were
determined in duplicate using Bio-Plex™ human cytokine
assay kits (Bio-Rad Laboratories NV-SA, Nazareth, Belgium)
according to the manufacturer’s instructions. A range of
cytokines from myeloid or lymphoid origin that could play a role
in TB-IRIS were selected. These included IL-1RA, IL-2, IL-4,
IL-6, IL-7, IL-8, IL-9, IL-10, IL-12p70, IL-17, interferon gamma
(IFNγ),granulocyte-colony stimulating factor (G-CSF),
granulocyte-monocyte colony stimulating factor (GM-CSF),
Eotaxin-1 (CCL11), macrophage inflammatory protein 1β
(CCL4), RANTES (CCL5), tumor necrosis factor alpha (TNFα)
and interferon gamma-induced protein 10 (CXCL10). The Bio-
Plex™ array reader and Manager 5.0 software were used to
analyze cytokine concentrations using a weighted five-
parameter logistic curve-fitting method. Results below limit of
detection (LOD) were given the value LOD/2.

Ethical considerations
The study was approved by the institutional review board of

the Institute of Tropical Medicine of Antwerp, the Ethics
Committees of the Faculties of Medicine of the University of
Antwerp and the University of Makerere, the Research
Committee of the Mulago Hospital and the Uganda National
Council of Science and Technology. Written informed consent
was obtained from all study participants.

Statistical analysis
Statistics were performed using SPSS software (version

17.0), R software (version 2.15.0) or GraphPad Prism (version
5) with significance level set at p <0.05. Differences between
paired patients and changes in concentration over time within
each patient were analyzed using the Wilcoxon signed-rank
test for paired data. Variables with >70% undetectable
measurements were transformed into dichotomous variables

and analyzed with a McNemar test for nominal data. No
correction for multiple testing was applied as this is a
hypothesis driven study with the aim to generate new
biomarkers of TB-IRIS for further research [30,31]. Conditional
multivariate logistic regression was used to determine the
strongest cytokine predictors. Cytokines were included in
multivariate models if P values from Wilcoxon signed-rank or
McNemar tests were <0.05 and stepwise elimination were
applied to determine significant independent effects.

Results

Study population
From a prospective study population of 254 HIV-TB co-

infected patients who were started on ART at Mulago Hospital
in Kampala in Uganda, 53 patients developed paradoxical TB-
IRIS. Thirteen TB-IRIS patients were excluded, including 6 who
developed IRIS later than 1 month (range: 42-84 days) on
ART, 5 who had inadequate samples and 2 who presented with
other co-infections in addition to TB. The remaining 40 TB-IRIS
patients were paired with 40 HIV-TB co-infected controls who
did not develop TB-IRIS, matched for sex, baseline CD4 count
and age (table 1). A median difference of 1 day (interquartile
range (IQR): 0 - 4) was observed for time on ART prior to
sampling of IRIS event or corresponding time point between
patients and controls, which was statistically significant. TB-
IRIS patients and controls did not significantly differ with
regards to baseline levels of CRP or interval between TB- and
HIV-treatment initiation. All patients with available HIV viral
loads showed a significant decrease in HIV viral load upon
ART and no significant differences at either baseline or IRIS
event were observed between the two groups

Markers of a leaky gut prior to and during ART
Increased intestinal permeability could lead to a more

pronounced presence of PAMPs in the bloodstream. We
assessed presence of LPS and damage to the intestinal
epithelium by analyzing plasma levels of EndoCab and I-FABP
in TB-IRIS patients and controls at baseline, IRIS event or
corresponding time point and at 3 and 6 months on ART
(Figure 1A & B). Additionally, when enough plasma was
available, we analyzed LPS levels in TB-IRIS patients and
controls at baseline and IRIS event or corresponding time point
(Figure 1C). We observed no differences pre-ART between
study groups. We did however observe a significant decline in
I-FABP levels in TB-IRIS patients between pre-ART and IRIS
event (p = 0.019) but not in controls. At IRIS event or
corresponding time point, I-FABP levels were significantly
lower in TB-IRIS patients compared to controls (p = 0.013), and
they remained so at month 3 (p = 0.049) and month 6
(p = 0.002) on treatment. No differences between groups were
observed for LPS nor for its antibody EndoCab.

PAMP binding plasma proteins prior to and during ART
Proteins that bind PAMPs have the ability to interfere with

inflammatory processes. To evaluate the possible importance
of these proteins, we evaluated plasma samples for LBP and
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sCD14 concentrations at baseline, IRIS event or corresponding
time point and at 3 and 6 months on treatment (Figure 2). We
found significantly lower LBP values in TB-IRIS patients than in
controls at baseline (p = 0.016, Figure 2A). In contrast, TB-IRIS
patients showed significantly higher levels of LBP during IRIS
event compared to controls (p = 0.010). In both groups, LBP
levels increased after initiating ART, but this was much more
pronounced for TB-IRIS patients. Over the next 6 months
during ART, levels of LBP declined significantly in both groups
and no longer showed significant differences between these
two groups. No significant differences in sCD14 levels were
apparent between TB-IRIS and controls at any time point
(Figure 2B). Nevertheless, a significant increase of sCD14 was
seen in TB-IRIS patients after initiation of ART compared to
baseline (p = 0.037).

Cytokine levels prior to and during ART
The inflammation in TB-IRIS coincides with the production of

a plethora of cytokines, which could result from TLR
stimulation. To elucidate which cytokines take part in the
development of TB-IRIS in our study, we analyzed plasma
levels of 18 different cytokines. We compared values at
baseline and during IRIS event or corresponding control time
points between TB-IRIS patients and controls, as well as
changes between both time points for each patient group (table
2). At baseline, we observed significantly lower cytokine levels
in TB-IRIS patients than in controls for IL-6 (p = 0.041) and G-
CSF (p = 0.036). During IRIS event, we observed significantly
higher cytokine levels in TB-IRIS patients for IL-1RA, IL-4, IL-6,
IL-7, IL-8 and G-CSF (p ≤ 0.032). These cytokines were also
significantly increased at IRIS event compared to pre-ART in

Table 1. Characteristics of TB-IRIS patients and matched
controls.

Variables TB-IRIS (n=40) Controls (n=40) pa

Characteristics Baseline    
Sex male n (%) 23 (58) 23 (58) 1.000
Age (years) 35 (31-42) 38 (32-42) 0.320
CD4 (cell/mm³) 21 (10-54) 24 (15-54) 0.549
Days between TB treatment and

ARTb 31 (24-58) 46 (30-62) 0.291

CRP (mg/L) 10.9 (5.62-28.80) 21.14 (5.77-27.39) 0.614
Temperature (°C) 36.3 (36.0 - 36.7) 36.4 (35.8 - 36.6) 0.742
Viral Load (Log copies/ml) 5.6 (5.3-5.8) 5.5 (5.2-5.9) 0.719

Characteristics TB-IRIS event    
Days since start of ART 14 (12-14) 14 (14-18) <0.001
Viral Load (Log copies/ml)c 3.4 (3.1-3.4) 3.4 (3.3-3.8) 0.158
Temperature (°C) 37.8 (37.1-38.2) 36.3 (35.8-36.5) <0.001
Weight gain since start ART (kg) 0.0 (-2.5-+1.0) 0.5 (-1.0-+2.0) 0.194

Values are shown as median values with interquartile range. Due to missing data
and pairwise exclusion the number of patients may vary between 30 and 40 unless

stated otherwise. Level of significance was set to p < 0.05. aWilcoxon signed-rank

test. bNumber of days between the start of TB therapy and initiation of ART. cn =
14.
doi: 10.1371/journal.pone.0081856.t001

TB-IRIS patients. Additional increases over time were observed
for IFNγ, CCL4 and CCL5 in TB-IRIS patients, while CCL4 and
CXCL10 decreased over time in controls. Delta values
(changes over time) of IL-6, IL-7, IL-8, G-CSF, CCL4, CXCL10
and LBP all showed significant differences between TB-IRIS
patients and controls (p ≤ 0.028). IL-9 and IL-17 were below
detection limit in >70% of our study subjects. No significant
differences in detectability were observed between patient
groups using dichotomous variables for both of these
cytokines. IL-2, GM-CSF and TNFα were undetectable in >90%
of our samples and were excluded from the analysis.

Central role of IL-6 during TB-IRIS
We next attempted to identify which of the cytokines that we

established to be associated with TB-IRIS could lie at the basis
of this cytokine storm. We thus explored which cytokines were
interdependent or had independent effects. Plasma markers
that showed significant (p < 0.05) univariate effects either pre-
ART (IL-6 and GCSF) or during IRIS event (IL-1RA, IL-4, IL-6,
IL‑7, IL-8 and G-CSF) were included in 2 separate multivariate
conditional logistic regression models for paired patients. Only
IL-6 was retained after stepwise elimination of covariates in the
pre-ART model (p = 0.039, Odds Ratio: 0.87; 95% confidence
interval: 0.77-0.99 per increase of 1 pg/ml) as well as in the
IRIS event model (p = 0.034, Odds Ratio: 1.40; 95%
confidence interval: 1.03-1.91 per increase of 1 pg/ml). We
thus identified the innate cytokine IL-6 as the most central
molecule in the cytokine disturbances occurring before and
during inflammation in our TB-IRIS cohort.

Discussion

In this study, we analyzed plasma levels of markers of
increased intestinal permeability, PAMP-binding proteins as
well as pro- and anti-inflammatory cytokines before and during
ART in one of the largest TB-IRIS cohorts described to date.
The role of myeloid cytokine patterns in TB-IRIS is becoming
increasingly apparent [17]. Furthermore, PAMPs are well
known inducers of myeloid cytokine responses through TLR
stimulation [31] and PAMP-binding proteins can interfere with
this induction [24]. Results from our study suggest that plasma
IL-6, G-CSF and LBP levels prior to ART as well as IL-6, LBP
and I-FABP levels during the first weeks of treatment are
potential markers of TB-IRIS. In addition, we identified IL-6 as a
key protein in the plethora of cytokines and chemokines we
found to be associated with TB-IRIS. Our data thus support an
important role for the innate immune system in TB-IRIS.

Disease progression in AIDS patients is associated with
increased immune activation, which has been linked to
enterocyte damage and microbial translocation as a
consequence of HIV infection and can persist during ART [32].
We hypothesized that a more pronounced presence of
bacterial components such as LPS, which can enter the blood
as a result of impaired intestinal barrier function in HIV patients,
could enhance the inflammation in TB-IRIS patients. In this
study, we report plasma LPS levels which are higher compared
to studies that used endpoint detection methods of LPS instead
of kinetic assays [33]. As comparing results across different
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Figure 1.  Markers of a leaky gut in TB-IRIS patients and controls during follow-up.  Horizontal lines represent median plasma
levels for each patient group at each time point. A Wilcoxon signed-rank test was used to calculate p values. The level of
significance was set to p < 0.05. Dotted lines indicate significant changes over time per patient-group and full lines indicate
significant differences between matched patients. (A) EndoCab. Number of patients in each group during consecutive time points is
35, 35, 30 and 29 respectively. (B) I-FABP. Number of patients in each group during consecutive time points is 38, 38, 32 and 31
respectively. (C) LPS. Number of patients in each group during consecutive time points is 11 and 13 respectively. GMU, IgG median
units; EU, endotoxin units.
doi: 10.1371/journal.pone.0081856.g001
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platforms can be challenging and we report LPS levels in a
limited number of TB-IRIS patients, these measurements

should be confirmed in a larger cohort. Nevertheless, we
observed no statistically significant differences in LPS levels

Figure 2.  LBP and sCD14 plasma levels in TB-IRIS patients and controls during follow-up.  Horizontal lines represent median
levels of LBP (A) and sCD14 (B) for each patient group at each time point. A Wilcoxon signed-rank test was used to calculate p
values. The level of significance was set to p < 0.05. Dotted lines indicate significant changes over time per patient-group and full
lines indicate significant differences between matched patients. Number of patients in each group during consecutive time points is
38, 38, 32 and 31 respectively.
doi: 10.1371/journal.pone.0081856.g002

Plasma Markers of TB-IRIS

PLOS ONE | www.plosone.org 6 November 2013 | Volume 8 | Issue 11 | e81856



between our study groups. While contrary to our hypothesis,
this is in line with our findings on EndoCab and I-FABP. Our
data therefore demonstrate no evidence that translocation of
bacterial PAMPs through a leaky gut could have contributed to
TB-IRIS in our study. In fact, we observed significantly lower
levels of I-FABP in TB-IRIS patients during the 6 month follow-
up period after ART initiation. I-FABP is specifically released
into the bloodstream by damaged enterocytes and elevated
plasma levels of I-FABP thus reflect damage to the intestinal
epithelium. Though data on I-FABP in HIV patients during
treatment are limited, higher I-FABP levels were found
associated with impaired homing of T-cells to the gut (T-helper
17 cells in particular) [34], while lower I-FABP levels associated
with better CD4+ T cell recovery [25]. Lower I-FABP levels
during the first 6 months of treatment could thus reflect a
stronger homing of T-cells to the gut, possibly as a reaction to
elevated IL-6 levels which stimulate T helper 17 cell
development. However, whether there is a causal contribution
to TB-IRIS remains unclear.

While a contribution of LPS to TB-IRIS thus seems unlikely,
there is evidence of other PAMPs being implicated in IRIS
pathogenesis. Indeed, higher cryptococcal antigen titers have

been reported pre-ART in cryptococcal-IRIS [35], though it is
unclear whether these are actual PAMPs. Moreover, the
urinary concentration of LAM, a TB-associated PAMP, was
found to be elevated in TB-IRIS patients from our cohort prior
to the start of ART [7]. Mycobacterial PAMPs typically initiate
the innate immune response to TB infection through stimulation
of TLRs [36]. This response can be modulated by sCD14 and
LBP, both of which can regulate binding of mycobacterial
PAMPs to TLRs [37]. We thus hypothesized that these PAMP-
binding proteins could regulate the inflammation in TB-IRIS by
interfering with TLR stimulation by mycobacterial PAMPs. LBP
is a well-known acute phase protein and as such we found it to
be drastically upregulated during the ongoing inflammation at
the time of TB-IRIS. Strikingly however, we found lower levels
of LBP at baseline in TB-IRIS patients compared to control
patients. It is tempting to speculate that these lower levels
make TB-IRIS patients more sensitive to circulating LBP-
binding PAMPs. Indeed, lower levels of LBP may be an
indication of less antigen being cleared, leading to enhanced
TLR stimulation and subsequent inflammation upon ART.
Alternatively, lower levels of LBP could be a consequence of
elevated mycobacterial PAMP concentrations, leading to the

Table 2. Cytokines and other plasma markers in TB-IRIS patients and HIV+TB+ controls.

 Baseline IRIS event Change over time (pb) ∆ change
 TB-IRIS (n=34a) Controls (n=34a) pb TB-IRIS (n=31a) Controls (n=31a) pb TB-IRIS (n=30a)  Controls (n=30a)  pb

Cytokines(pg/ml)         
IL-1RA 56.7 (33.5-87.7) 54.1 (33.5-79.9) 0.831 89.3 (54.1-123.0) 46.6 (25.7-97.7) 0.009 0.021 0.558 0.054
IL-4 0.8 (0.2c-1.3) 1.1 (0.4-1.6) 0.217 1.2 (0.9-1.6) 1.0 (0.4-1.3) 0.032 0.042 0.882 0.094
IL-6 5.0 (2.9-8.3) 6.5 (3.7-13.0) 0.041 20.3 (10.4-43.7) 6.7 (3.0-11.6) <0.001 <0.001 0.861 <0.001
IL-7 4.4 (3.5-5.1) 4.5 (3.5-5.3) 0.986 5.9 (3.8-7.4) 3.7 (3.1-5.8) 0.017 0.008 0.967 0.021
IL-8 7.7 (6.5-13.2) 9.0 (6.3-13.2) 0.614 10.4 (7-23.8) 7.3 (5.5-13.6) 0.008 0.012 0.171 0.001
IL-9 1.4 (1.4-1.4)c 1.4 (1.4-1.4)c 0.347 1.4 (1.4-1.4)c 1.4 (1.4-1.4)c 0.735 0.866 0.208 0.249

IL-10 2.4 (1.2c-6.0) 2.2 (1.2c-4.0) 0.302 4.5 (2.0-7.5) 1.2c (1.2c-6.5) 0.090 0.100 0.469 0.405

IL-12 2.2c (2.2c-4.4) 3.1 (2.2c-7.4) 0.355 4.4 (2.2c-7.9) 2.2c (2.2c-6.0) 0.236 0.126 0.614 0.501

IL-17 1.2 (1.2-1.2)c 1.2 (1.2-1.2)c 0.937 1.2c (1.2c-16.7) 1.2c (1.2c-24.5) 0.647 0.480 0.158 0.852
CCL11 79.7 (44.4-121.0) 102.9 (55.6-130.4) 0.122 72.5 (46.9-96.9) 75.1 (45.1-126.8) 0.614 0.770 0.050 0.465
G-CSF 29.7 (21.6-52.5) 40.7 (25.4-73.9) 0.036 45.6 (30.1-93.0) 44.3 (22.7-63.4) 0.032 <0.001 0.750 0.003
IFNγ 66.5 (29.9-103.0) 78.6 (46.9-132) 0.136 93.9 (58.8-129.3) 62.8 (39.1-138.4) 0.075 0.028 0.946 0.054
CCL4 47.9 (32.2-67.3) 66.6 (34.8-93) 0.092 71.8 (55.6-102.3) 65.4 (37.7-109.6) 0.456 <0.001 0.001 0.028
CCL5 (ng/ml) 4.4 (3.1-5.0) 4.3 (3.2-5.9) 0.437 5.5 (4.5-8.3) 5.8 (3.6-7.3) 0.170 0.007 0.271 0.178
CXCL10 (ng/ml) 8.4 (6.8-12.9) 10.3 (6.0-16.2) 0.726 11.4 (5.9-16.9) 5.5 (3.2-15.0) 0.057 0.125 0.009 0.007
Other plasma markers         

LBP d (µg/ml) 29.7 (15.42-37.1) 42.3 (25.1-53.5) 0.016 75.5 (45.0-≥100.0) 42.7 (27.13-70.4) 0.010 <0.001 0.041 <0.001
sCD14d(µg/ml) 3.4 (2.5-3.9) 3.3 (2.5-4.3) 0.342 3.6 (3.0-4.3) 3.5 (2.6-4.3) 0.879 0.037 0.940 0.192

I-FABP d (ng/ml) 1.0 (0.5-1.5) 0.9 (0.5-1.7) 0.741 0.6 (0.3-1.0) 1.1 (0.7-1.9) 0.013 0.019 0.355 0.113

EndoCabe (GMU/ml) 28.4 (20.7-59.0) 34.3 (18.2-61.7) 0.600 32.6 (17.6-59.8) 37.8 (15.6-65.2) 0.909 0.091 0.957 0.343

LPS f (EU/ml) 16.2 (11.5-19.5) 17.7 (15.3-20.4) 0.424 13.3 (11.4-14.2) 12.7 (11.9-16.2) 0.814 0.131 0.148 0.477

Cytokine levels are shown as median values with inter-quartile range. Values were compared between matched patient pairs per time point and between time points per

study group. Level of significance was set to p < 0.05.Differences between patients for IL-9 and IL-17 were analyzed with a McNemar test. IL-2 (LOD 2.0 pg/ml), GM-CSF

(LOD 20.4 pg/ml) and TNFα (LOD 8.8 pg/ml) were excluded from analysis. aSome patients were not included due to insufficient sample volume or pairwise exclusion.
bWilcoxon signed-rank test unless stated otherwise. cValues were below detection limit and represented as LOD/2. d Baseline n= 38, IRIS event n = 38. e Baseline n= 35,

IRIS event n = 35. f Baseline n= 11, IRIS event n = 13. P-values in the final column represent the difference between delta (∆) values over time of TB-IRIS cases and

controls

doi: 10.1371/journal.pone.0081856.t002
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formation of antigen-LBP complexes which are bound to and/or
internalized by CD14+ innate immune cells [24]. Thirdly, as
LBP is produced by the liver in reaction to IL-6 [38], these
findings could suggest a below average reaction to circulating
PAMPs by the innate immune system in TB-IRIS patients
before ART.

Upon TLR stimulation, innate immune cells generally start
releasing a number of cytokines with IL-6 as one of the first and
central cytokines being produced [39], which eventually could
lead to a phenomenon described as the cytokine storm during
TB-IRIS [11]. We report elevated plasma levels of a number of
cytokines commonly associated with activation of myeloid cells,
such as IL-1RA, IL-6, IL-8, G-CSF, in TB-IRIS patients during
the IRIS event. These results indicate a large contribution of
the innate immune system during the inflammation of TB-IRIS,
possibly as a result of TLR stimulation. Conversely, we
observed lower IL-6 and G-CSF levels pre-ART, which points
to perturbations in the innate immune system before ART has
started. When including the fact that we observed lower LBP
levels pre-ART, one could speculate that these lower cytokine
levels reflect the inability of innate immune cells such as
macrophages to mount a sufficient immune response to the
presence of a large amount of PAMPs, as has been suggested
previously [9,35,40]. Intriguingly, our multivariate models of
cytokines that were significantly associated with TB-IRIS
rendered the same innate molecule as the strongest predictor
at both time points, narrowing down the plethora of cytokines
that are associated with TB-IRIS to one single protein, IL-6.
Interestingly, elevated IL-6 seems to be a recurring feature in
most IRIS studies that included this cytokine [12,16,17],
emphasizing its possible importance. Our findings during IRIS
event are in agreement with two South African TB-IRIS studies
[16,17], although these studies did not report pre-ART
differences in TB-IRIS patients. However, a recent study of an
Indian TB-IRIS cohort reported pre-ART elevations of IL-6 as a
risk factor for TB-IRIS [18]. This difference can be explained by
the stringent matching for baseline CD4 count which we
applied to our patient selection. Furthermore, previous studies
on TB-IRIS [40] and cryptococcal IRIS [35] reported lower pre-
ART levels of the innate cytokines CCL2 and both TNFα and
G‑CSF respectively, which is in line with our findings, although
TNFα was undetectable in most of our samples.

Taken together, our results support the theory that a
disturbed function of the innate immune system during TB
treatment sets the scene for TB-IRIS to occur after ART has
been initiated. It is conceivable that a high PAMP burden is
created upon TB treatment to which innate immune cells such
as macrophages are not able to mount a sufficient immune
response. Our findings of lower IL-6, G-CSF and LBP levels
pre-ART are in line with this theory. Once ART has been
initiated, the subsequent rise in CD4+ T-cells could thus
provide the needed assistance to these innate immune cells to
initiate a full blown acute phase response and give rise to TB-
IRIS as was proposed previously [9]. While the significant
increase in IFNγ between pre-ART and IRIS event in our study
supports this, the fact that IFNγ levels during ART were not
significantly different between our study groups still suggests
that the innate immune system is responsible for the bulk of the

inflammation during TB-IRIS, as is reflected by elevated IL-6
plasma concentrations among other innate cytokines.

An important limitation to our study was the unpredictability
of TB-IRIS, which poses a serious challenge to prospective
studies to adequately match IRIS events to control time points.
We matched IRIS events with samples from controls after 2
weeks or 1 month on ART with a margin of 1 week, yet still
observed a statistically significant difference in timing. This
difference results from IRIS events consistently occurring
before matched control time points, with a median difference of
1 day. Furthermore, it cannot be excluded that in these
resource limited settings, patients presenting with IRIS
symptoms close to their next scheduled visit of 14 days might
have waited a day or two before attending the clinic,
introducing a potential bias in our reported timing of TB-IRIS.
Nevertheless, our findings during TB-IRIS were overall
consistent with other studies. Moreover, all IRIS events were
diagnosed on the basis of clear inflammatory symptoms and
were subsequently sampled, thus truly representing ongoing
TB-IRIS related inflammation.

In conclusion, we report lower plasma levels of LBP before
ART initiation but higher levels of LBP during IRIS event.
Similarly, the innate cytokine profile showed lower levels before
ART and higher levels during TB-IRIS, with IL-6 holding a
dominant role. Our results show no evidence of the possible
contribution of a leaky gut to TB-IRIS and support the theory
that dysfunctions in the innate immune system make a large
contribution to TB-IRIS pathogenesis. Consequently, plasma
levels of IL-6, LBP and I-FABP could be potential markers of
TB-IRIS which should be validated in future clinical studies for
the diagnosis and treatment of TB-IRIS.

Acknowledgements

The authors thank the study participants and the study team:
D. Mazakpwe, K. Luzinda, P. Lwanga, M. Nakuya, C.O
Namujju, C. Ahimbisibwe, J. Namaganda, A. Andama,
E. Bazze and H. Kisembo. We thank N. Pakker and the data
staff of the Infectious Diseases Network for Treatment and
Research in Africa (INTERACT) for assistance with data
monitoring and management.
Members of the TB-IRIS study group: Institute of Tropical
Medicine, Antwerp, Belgium: Luc Kestens, Robert
Colebunders, Marguerite Massinga Loembé; Infectious
Disease Institute, Kampala, Uganda: Harriet Mayanja, William
Worodria; Joint Clinical Research Centre: Harriet Mayanja;
Université Libre de Bruxelles, Belgium: Francoise Mascart;
VIB, Brussels, Belgium and Vrije Universiteit Brussel, Brussels,
Belgium: Rafael van den Bergh; Institut Pasteur de Lille,
France: Camille Locht; Academic Medical Centre, Department
of Global Health and Amsterdam Institute for Global Health and
Development, Amsterdam, The Netherlands: Peter Reiss,
Frank Cobelens, Pascale Ondoa, Nadine Pakker; INTERACT,
Kampala, Uganda: Roy Mugerwa, Harriet Mayanja, Nadine
Pakker, William Worodria.

Plasma Markers of TB-IRIS

PLOS ONE | www.plosone.org 8 November 2013 | Volume 8 | Issue 11 | e81856



Author Contributions

Conceived and designed the experiments: OG. Performed the
experiments: OG AC. Analyzed the data: OG WJ. Wrote the

manuscript: OG WJ. Project management: MML WW HMK RC
LK. Study physicians: WW RC.

References

1. World Health Organisation (WHO) (2011) TB/HIV FACTS.
2. Müller M, Wandel S, Colebunders R, Attia S, Furrer H et al. (2010)

Immune reconstitution inflammatory syndrome in patients starting
antiretroviral therapy for HIV infection: a systematic review and meta-
analysis. Lancet Infect Dis 10: 251-261. doi:10.1016/
S1473-3099(10)70026-8. PubMed: 20334848.

3. Meintjes G, Lawn SD, Scano F, Maartens G, French MA et al. (2008)
Tuberculosis-associated immune reconstitution inflammatory
syndrome: case definitions for use in resource-limited settings. Lancet
Infect Dis 8: 516-523. doi:10.1016/S1473-3099(08)70184-1. PubMed:
18652998.

4. Burman W, Weis S, Vernon A, Khan A, Benator D et al. (2007)
Frequency, severity and duration of immune reconstitution events in
HIV-related tuberculosis. Int J Tuberc Lung Dis 11: 1282-1289.
PubMed: 18229435.

5. Murdoch DM, Venter WD, Van Rie A, Feldman C (2007) Immune
reconstitution inflammatory syndrome (IRIS): review of common
infectious manifestations and treatment options. AIDS Res Ther 4: 9.
doi:10.1186/1742-6405-4-9. PubMed: 17488505.

6. Worodria W, Conesa-Botella A, Kisembo H, McAdam KP, Colebunders
R (2009) Coping with TB immune reconstitution inflammatory
syndrome. Expert Rev Respir Med 3: 147-152. doi:10.1586/ers.09.8.
PubMed: 20477308.

7. Conesa-Botella A, Loembé MM, Manabe YC, Worodria W, Mazakpwe
D et al. (2011) Urinary lipoarabinomannan as predictor for the
tuberculosis immune reconstitution inflammatory syndrome. J Acquir
Immune Defic Syndr, 58: 463–8. PubMed: 21963941.

8. Worodria W, Massinga-Loembe M, Mazakpwe D, Luzinda K, Menten J
et al. (2011) Incidence and predictors of mortality and the effect of
tuberculosis immune reconstitution inflammatory syndrome in a cohort
of TB/HIV patients commencing antiretroviral therapy. J Acquir Immune
Defic Syndr 58: 32-37. doi:10.1097/QAI.0b013e3182255dc2. PubMed:
21654499.

9. Barber DL, Andrade BB, Sereti I, Sher A (2012) Immune reconstitution
inflammatory syndrome: the trouble with immunity when you had none.
Nat Rev Microbiol 10: 150-156. PubMed: 22230950.

10. French MA (2007) Disorders of immune reconstitution in patients with
HIV infection responding to antiretroviral therapy. Curr HIV/AIDS Rep 4:
16-21. doi:10.1007/s11904-007-0003-z. PubMed: 17338856.

11. Ruhwald M, Ravn P (2007) Immune reconstitution syndrome in
tuberculosis and HIV-co-infected patients: Th1 explosion or cytokine
storm? AIDS 21: 882-884. doi:10.1097/QAD.0b013e3280b079c8.
PubMed: 17415049.

12. Grant PM, Komarow L, Lederman MM, Pahwa S, Zolopa AR et al.
(2012) Elevated Interleukin 8 and T-Helper 1 and T-Helper 17 Cytokine
Levels Prior to Antiretroviral Therapy in Participants Who Developed
Immune Reconstitution Inflammatory Syndrome During ACTG A5164. J
Infect Dis .

13. Antonelli LR, Mahnke Y, Hodge JN, Porter BO, Barber DL et al. (2010)
Elevated frequencies of highly activated CD4+ T cells in HIV+ patients
developing immune reconstitution inflammatory syndrome. Blood 116:
3818-3827. doi:10.1182/blood-2010-05-285080. PubMed: 20660788.

14. Van Den Bergh R, Vanham G, Raes G, De Baetselier P, Colebunders
R (2006) Mycobacterium-associated immune reconstitution disease:
macrophages running wild? Lancet Infect Dis 6: 2-3. doi:10.1016/
S1473-3099(05)70302-9. PubMed: 16377524.

15. Stone SF, Price P, Keane NM, Murray RJ, French MA (2002) Levels of
IL-6 and soluble IL-6 receptor are increased in HIV patients with a
history of immune restoration disease after HAART. HIV Med 3: 21-27.
doi:10.1046/j.1464-2662.2001.00096.x. PubMed: 12059947.

16. Conesa-Botella A, Meintjes G, Coussens AK, van der Plas H, Goliath R
et al. (2012) Corticosteroid therapy, vitamin D status, and inflammatory
cytokine profile in the HIV-TB immune reconstitution inflammatory
syndrome (TB-IRIS). Clin Infect Dis.

17. Tadokera R, Meintjes G, Skolimowska KH, Wilkinson KA, Matthews K
et al. (2011) Hypercytokinaemia accompanies HIV-tuberculosis
immune reconstitution inflammatory syndrome. Eur Respir J 37:
1248-1259. doi:10.1183/09031936.00091010. PubMed: 20817712.

18. Narendran G, Andrade BB, Porter BO, Chandrasekhar C, Venkatesan
P et al. (2013) Paradoxical tuberculosis immune reconstitution

inflammatory syndrome (TB-IRIS) in HIV patients with culture confirmed
pulmonary tuberculosis in India and the potential role of IL-6 in
prediction. PLOS ONE 8: e63541. doi:10.1371/journal.pone.0063541.
PubMed: 23691062.

19. Porter BO, Ouedraogo GL, Hodge JN, Smith MA, Pau A et al. (2010) d-
Dimer and CRP levels are elevated prior to antiretroviral treatment in
patients who develop IRIS. Clin Immunol 136: 42-50. doi:10.1016/j.clim.
2010.02.010. PubMed: 20227921.

20. Haddow LJ, Dibben O, Moosa MY, Borrow P, Easterbrook PJ (2011)
Circulating inflammatory biomarkers can predict and characterize
tuberculosis-associated immune reconstitution inflammatory syndrome.
AIDS 25: 1163-1174. doi:10.1097/QAD.0b013e3283477d67. PubMed:
21505297.

21. Meintjes G, Wilkinson KA, Rangaka MX, Skolimowska K, van VK et al.
(2008) Type 1 helper T cells and FoxP3-positive T cells in HIV-
tuberculosis-associated immune reconstitution inflammatory syndrome.
Am J Respir Crit Care Med 178: 1083-1089. doi:10.1164/rccm.
200806-858OC. PubMed: 18755923.

22. Brenchley JM, Douek DC (2008) The mucosal barrier and immune
activation in HIV pathogenesis. Curr Opin HIV AIDS 3: 356-361. doi:
10.1097/COH.0b013e3282f9ae9c. PubMed: 19372990.

23. Elsing C, Ernst S, Kayali N, Stremmel W, Harenberg S (2011)
Lipopolysaccharide binding protein, interleukin-6 and C-reactive protein
in acute gastrointestinal infections: value as biomarkers to reduce
unnecessary antibiotic therapy. Infection 39: 327-331. doi:10.1007/
s15010-011-0117-5. PubMed: 21523403.

24. Kitchens RL, Thompson PA (2005) Modulatory effects of sCD14 and
LBP on LPS-host cell interactions. J Endotoxin Res 11: 225-229. doi:
10.1179/096805105X46565. PubMed: 16176659.

25. Sandler NG, Wand H, Roque A, Law M, Nason MC et al. (2011)
Plasma levels of soluble CD14 independently predict mortality in HIV
infection. J Infect Dis 203: 780-790. doi:10.1093/infdis/jiq118. PubMed:
21252259.

26. Yu W, Soprana E, Cosentino G, Volta M, Lichenstein HS et al. (1998)
Soluble CD14(1-152) confers responsiveness to both
lipoarabinomannan and lipopolysaccharide in a novel HL-60 cell
bioassay. J Immunol 161: 4244-4251. PubMed: 9780199.

27. Juffermans NP, Verbon A, van Deventer SJ, Buurman WA, van DH et
al. (1998) Serum concentrations of lipopolysaccharide activity-
modulating proteins during tuberculosis. J Infect Dis 178: 1839-1842.
doi:10.1086/314492. PubMed: 9815247.

28. Worodria W, Menten J, Massinga-Loembe M, Mazakpwe D, Bagenda
D et al. (2012) Clinical spectrum, risk factors and outcome of immune
reconstitution inflammatory syndrome in patients with tuberculosis-HIV
coinfection. Antivir Ther, 17: 841–8. PubMed: 22543224.

29. Worodria W, Massinga-Loembe M, Mayanja-Kizza H, Namaganda J,
Kambugu A et al. (2011) Antiretroviral treatment-associated
tuberculosis in a prospective cohort of HIV-infected patients starting
ART. Clin Dev Immunol 2011: 758350

30. World Health Organisation (WHO) (2012) Improving the diagnosis and
treatment of smear-negative pulmonary and extrapulmonary
tuberculosis among adults and adolescents. Recommendations for
HIV-prevalent and resource-contstrained settings.

31. Dentener MA, Von Asmuth EJ, Francot GJ, Marra MN, Buurman WA
(1993) Antagonistic effects of lipopolysaccharide binding protein and
bactericidal/permeability-increasing protein on lipopolysaccharide-
induced cytokine release by mononuclear phagocytes. Competition for
binding to lipopolysaccharide. J Immunol 151: 4258-4265. PubMed:
8409400.

32. Brenchley JM, Price DA, Schacker TW, Asher TE, Silvestri G et al.
(2006) Microbial translocation is a cause of systemic immune activation
in chronic HIV infection. Nat Med 12: 1365-1371. PubMed: 17115046.

33. Bukh AR, Melchjorsen J, Offersen R, Jensen JM, Toft L et al. (2011)
Endotoxemia is associated with altered innate and adaptive immune
responses in untreated HIV-1 infected individuals. PLOS ONE 6:
e21275. doi:10.1371/journal.pone.0021275. PubMed: 21731690.

34. Mavigner M, Cazabat M, Dubois M, L'Faqihi FE, Requena M et al.
(2012) Altered CD4+ T cell homing to the gut impairs mucosal immune
reconstitution in treated HIV-infected individuals. J Clin Invest 122:
62-69. doi:10.1172/JCI59011. PubMed: 22156200.

Plasma Markers of TB-IRIS

PLOS ONE | www.plosone.org 9 November 2013 | Volume 8 | Issue 11 | e81856

http://dx.doi.org/10.1016/S1473-3099(10)70026-8
http://dx.doi.org/10.1016/S1473-3099(10)70026-8
http://www.ncbi.nlm.nih.gov/pubmed/20334848
http://dx.doi.org/10.1016/S1473-3099(08)70184-1
http://www.ncbi.nlm.nih.gov/pubmed/18652998
http://www.ncbi.nlm.nih.gov/pubmed/18229435
http://dx.doi.org/10.1186/1742-6405-4-9
http://www.ncbi.nlm.nih.gov/pubmed/17488505
http://dx.doi.org/10.1586/ers.09.8
http://www.ncbi.nlm.nih.gov/pubmed/20477308
http://www.ncbi.nlm.nih.gov/pubmed/21963941
http://dx.doi.org/10.1097/QAI.0b013e3182255dc2
http://www.ncbi.nlm.nih.gov/pubmed/21654499
http://www.ncbi.nlm.nih.gov/pubmed/22230950
http://dx.doi.org/10.1007/s11904-007-0003-z
http://www.ncbi.nlm.nih.gov/pubmed/17338856
http://dx.doi.org/10.1097/QAD.0b013e3280b079c8
http://www.ncbi.nlm.nih.gov/pubmed/17415049
http://dx.doi.org/10.1182/blood-2010-05-285080
http://www.ncbi.nlm.nih.gov/pubmed/20660788
http://dx.doi.org/10.1016/S1473-3099(05)70302-9
http://dx.doi.org/10.1016/S1473-3099(05)70302-9
http://www.ncbi.nlm.nih.gov/pubmed/16377524
http://dx.doi.org/10.1046/j.1464-2662.2001.00096.x
http://www.ncbi.nlm.nih.gov/pubmed/12059947
http://dx.doi.org/10.1183/09031936.00091010
http://www.ncbi.nlm.nih.gov/pubmed/20817712
http://dx.doi.org/10.1371/journal.pone.0063541
http://www.ncbi.nlm.nih.gov/pubmed/23691062
http://dx.doi.org/10.1016/j.clim.2010.02.010
http://dx.doi.org/10.1016/j.clim.2010.02.010
http://www.ncbi.nlm.nih.gov/pubmed/20227921
http://dx.doi.org/10.1097/QAD.0b013e3283477d67
http://www.ncbi.nlm.nih.gov/pubmed/21505297
http://dx.doi.org/10.1164/rccm.200806-858OC
http://dx.doi.org/10.1164/rccm.200806-858OC
http://www.ncbi.nlm.nih.gov/pubmed/18755923
http://dx.doi.org/10.1097/COH.0b013e3282f9ae9c
http://www.ncbi.nlm.nih.gov/pubmed/19372990
http://dx.doi.org/10.1007/s15010-011-0117-5
http://dx.doi.org/10.1007/s15010-011-0117-5
http://www.ncbi.nlm.nih.gov/pubmed/21523403
http://dx.doi.org/10.1179/096805105X46565
http://www.ncbi.nlm.nih.gov/pubmed/16176659
http://dx.doi.org/10.1093/infdis/jiq118
http://www.ncbi.nlm.nih.gov/pubmed/21252259
http://www.ncbi.nlm.nih.gov/pubmed/9780199
http://dx.doi.org/10.1086/314492
http://www.ncbi.nlm.nih.gov/pubmed/9815247
http://www.ncbi.nlm.nih.gov/pubmed/22543224
http://www.ncbi.nlm.nih.gov/pubmed/8409400
http://www.ncbi.nlm.nih.gov/pubmed/17115046
http://dx.doi.org/10.1371/journal.pone.0021275
http://www.ncbi.nlm.nih.gov/pubmed/21731690
http://dx.doi.org/10.1172/JCI59011
http://www.ncbi.nlm.nih.gov/pubmed/22156200


35. Boulware DR, Meya DB, Bergemann TL, Wiesner DL, Rhein J et al.
(2010) Clinical features and serum biomarkers in HIV immune
reconstitution inflammatory syndrome after cryptococcal meningitis: a
prospective cohort study. PLoS Med 7: e1000384. PubMed: 21253011.

36. Natarajan K, Kundu M, Sharma P, Basu J (2011) Innate immune
responses to M. tuberculosis infection. Tuberculosis (Edinb ) 91:
427-431. doi:10.1016/j.tube.2011.04.003.

37. Anas A, van der Poll T, de Vos AF (2010) Role of CD14 in lung
inflammation and infection. Crit Care 14: 209. doi:10.1186/cc9332.
PubMed: 20236452.

38. Hallatschek W, Fiedler G, Kirschning CJ, Creutzburg F, Lamping N et
al. (2004) Inhibition of hepatic transcriptional induction of
lipopolysaccharide-binding protein by transforming-growth-factor beta

1. Eur J Immunol 34: 1441-1450. doi:10.1002/eji.200324874. PubMed:
15114678.

39. Skinner NA, MacIsaac CM, Hamilton JA, Visvanathan K (2005)
Regulation of Toll-like receptor (TLR)2 and TLR4 on CD14dimCD16+
monocytes in response to sepsis-related antigens. Clin Exp Immunol
141: 270-278. doi:10.1111/j.1365-2249.2005.02839.x. PubMed:
15996191.

40. Oliver BG, Elliott JH, Price P, Phillips M, Saphonn V et al. (2010)
Mediators of innate and adaptive immune responses differentially affect
immune restoration disease associated with Mycobacterium
tuberculosis in HIV patients beginning antiretroviral therapy. J Infect Dis
202: 1728-1737. doi:10.1086/657082. PubMed: 20977362.

Plasma Markers of TB-IRIS

PLOS ONE | www.plosone.org 10 November 2013 | Volume 8 | Issue 11 | e81856

http://www.ncbi.nlm.nih.gov/pubmed/21253011
http://dx.doi.org/10.1016/j.tube.2011.04.003
http://dx.doi.org/10.1186/cc9332
http://www.ncbi.nlm.nih.gov/pubmed/20236452
http://dx.doi.org/10.1002/eji.200324874
http://www.ncbi.nlm.nih.gov/pubmed/15114678
http://dx.doi.org/10.1111/j.1365-2249.2005.02839.x
http://www.ncbi.nlm.nih.gov/pubmed/15996191
http://dx.doi.org/10.1086/657082
http://www.ncbi.nlm.nih.gov/pubmed/20977362

	LPS-Binding Protein and IL-6 Mark Paradoxical Tuberculosis Immune Reconstitution Inflammatory Syndrome in HIV Patients
	Introduction
	Materials and Methods
	Study population
	Patient selection and matching
	Definitions
	Plasma analysis
	Ethical considerations
	Statistical analysis

	Results
	Study population
	Markers of a leaky gut prior to and during ART
	PAMP binding plasma proteins prior to and during ART
	Cytokine levels prior to and during ART
	Central role of IL-6 during TB-IRIS

	Discussion
	Acknowledgements
	Author Contributions
	References


