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tions include the finite square weil. The 
list goes on, and in every case Tarn is 
careful to provide a precise statement of 
the problem and the associated physical 
principles. The code is weil documented 
and clever, but right in line with the 
principles discussed in Part I. Armed by 
the information presented here, students 
(and professors!) will be able to apply 
elegant symbolic programming to most 
any subject area. 

There are a few areas in which the 
book could be improved. For example, 
common pitfalls could be emphasized 
more, especially those likely to be en
countered by nonmathematicians. One 
such pitfall involves the physicist' s Un
written Rule that a11 constants are real 
unless declared complex. Adherence to 
this convention often presents physics 
students with difficulties when they try 
to use Mathematica to solve homework 
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problems that involve complex num
bers. Tarn provides at least two anti
dotes, but these appear almost 
parenthetically within discussions of 
fairly advanced programming topics, 
and may not co me so on enough to help 
the unsuspecting quantum-mechanics 
student. I would also like to see a dis
cussion of issues relating to data analy
sis, such as reading and writing data 
files, nonlinear fitting, and data
smoothing techniques. 

Tarn suggests using the text for a 
one-semester introduction to program
ming and numerical analysis, or as a 
supplement in upper-Ievel core physics 
courses. There are a number of good 
problems at the end of each chapter, and 
solutions to the odd-numbered ones are 
provided in an appendix. Regardless of 
whether it is used formally in a course 
or for a self-paced tutorial, this book 

42 COMPUTERS IN PHYSICS, VaL. 12, NO. 1, JAN/FEB 1998 

provides a clear and effective leaming 
resource that is also an outstanding ref
erence. 
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Reviewed by Alenka Luzar 

A n important feature of advanced 
molecular biophysics at the end of 

the twentieth century, particularly in the 
arena of pharmaceuticals and biotech
nology, is the use of computational mo
lecular modeling for de novo ligand and 
protein design. 1,2 A big success story in 
structure-based design is the HIV -1 pro
tease inhibitor.3 This enzyme is crucial 
to the replication of the HIV virus, and 
so inhibitors may have therapeutic value 
as anti-AIDS treatments. This success 
was made possible in part by developing 
tools to predict the three-dimensional 
structures of drug and receptor mole
cules, and to enable the visualization of 
their molecular surface properties and 
the optimization of drug-receptor inter
actions. 

Holt je and Folkers's book offers a 
practical introduction to this important 
field of molecular modeling. The book 
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