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Abstract

Safe and efficacious orally-delivered mucosal vaccine platforms are desperately needed to

combat the plethora of mucosally transmitted pathogens. Lactobacillus spp. have emerged

as attractive candidates to meet this need and are known to activate the host innate immune

response in a species- and strain-specific manner. For selected bacterial isolates and

mutants, we investigated the role of key innate immune pathways required for induction of

innate and subsequent adaptive immune responses. Co-culture of murine macrophages

with L. gasseri (strain NCK1785), L. acidophilus (strain NCFM), or NCFM-derived mutants—

NCK2025 and NCK2031—elicited an M2b-like phenotype associated with TH2 skewing and

immune regulatory function. For NCFM, this M2b phenotype was dependent on expression

of lipoteichoic acid and S layer proteins. Through the use of macrophage genetic knockouts,

we identified Toll-like receptor 2 (TLR2), the cytosolic nucleotide-binding oligomerization

domain containing 2 (NOD2) receptor, and the inflammasome-associated caspase-1 as con-

tributors to macrophage activation, with NOD2 cooperating with caspase-1 to induce inflam-

masome derived interleukin (IL)-1β in a pyroptosis-independent fashion. Finally, utilizing an

NCFM-based mucosal vaccine platform with surface expression of human immunodefi-

ciency virus type 1 (HIV-1) Gag or membrane proximal external region (MPER), we demon-

strated that NOD2 signaling is required for antigen-specific mucosal and systemic humoral

responses. We show that lactobacilli differentially utilize innate immune pathways and high-

light NOD2 as a key mediator of macrophage function and antigen-specific humoral

responses to a Lactobacillus acidophilusmucosal vaccine platform.
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Introduction

Induction of mucosal immunity by direct vaccination is an attractive strategy to combat patho-

gens that are transmitted at mucosal surfaces. Mucosal vaccination is believed to be more effec-

tive than parenteral vaccination at inducing mucosal immunity. Nevertheless, the majority of

vaccines are parentally delivered due to the lack of robust mucosal vaccine platforms (reviewed

in [1, 2]).

Proof-of-principle studies have demonstrated that lactobacilli-based vaccine platforms are

promising candidates for mucosal vaccination against a variety of pathogens including influ-

enza, anthrax, severe acute respiratory syndrome (SARS), and human immunodeficiency virus

(HIV) [3–6]. Lactobacilli are an attractive vaccine vehicle because they persist in the gastroin-

testinal tract, adhere to epithelial cells, and modulate the immune response through pattern

recognition receptors (PRR) (reviewed in [7–10]). Lactobacilli are generally regarded as safe

by the United States Food and Drug Administration and thus have a significant advantage

over pathogen-based platforms. The challenge is to maintain the inherent safety of lactobacilli

while maximizing immunogenicity against relevant pathogen epitopes.

Structural variations among strains of lactobacilli influence the type and strength of innate

and adaptive immune responses elicited by the bacteria, but the mechanisms are incompletely

understood [8, 11, 12]. We and others have shown that immune cell PRRs are activated by

several cell wall components of lactobacilli [13–16]. These include nucleotide-binding oligo-

merization domain containing 2 (NOD2) activation by the peptidoglycan (PGN) component

muramyl dipeptide (MDP), Toll-like receptor 2 (TLR2) and TLR2/6 activation by lipoproteins

and lipoteichoic acids (LTA), and activation of C-type lectin receptors (CLR) by bacterial sur-

face layer proteins (Slp) (reviewed in [10]). Lactobacilli have also been shown to activate the

caspase-1 dependent inflammasome, resulting in the production of active IL-1β [7, 17].

To optimize a lactobacillus vaccine platform and elicit an efficacious mucosal immune

response, a mechanistic understanding of PRR activation by candidate species, strains, and

mutants is necessary. To that end, we investigated the immunomodulatory capabilities of L.

gasseri, L. acidophilus (strain NCFM), and NCFMmutant strains. We employed bone marrow-

derived macrophages (BMDM) from wild-type and specific PRR-deficient mice to examine

the role of TLR2, NOD2, and caspase-1 stimulation on macrophage activation and cytokine

production. In a novel observation, we reveal NOD2 signaling is essential for antigen-specific

mucosal IgA responses in vivo.

Materials andmethods

Ethics statement

This study was carried out in strict accordance with the Guide for the Care and Use of Labora-

tory Animals of the National Institutes of Health and the Association for the Assessment of

Laboratory Animal Care standards and with approval from the Institutional Animal Care and

Use Committee of North Carolina State University (protocol number 11-049-B and 09-127-B)

and Colorado State University (protocol number 17-7495A), where applicable. Animal welfare

and health was monitored daily. All animals were humanely euthanized at study endpoint via

carbon dioxide inhalation, confirmed with physical examination, and ensured with secondary

pneumothorax; and every effort was made to minimize suffering.

Mice

Wild type BALB/cJ and C57BL/6J mice along with mutant knockout mice B6.129-Tlr2tm1Kir/J,

B6.129S1-Nod2tm1Flv/J, and B6.129S1-Tlr5tm1Flv/J were purchased from The Jackson
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Laboratory (Bar Harbor, ME, USA). Caspase1-/- on the C57BL/6 background were generously

gifted from Dr. J. P. Ting (UNC-Chapel Hill) [18]. Nod2-/- mice on the BALB/c background

were generously provided by Dr. Holly Rosenzweig (Oregon Health & Science University),

bred at CSU, and Nod2-/- genotype was confirmed [19].

All animals were age matched (8–12 weeks), maintained in specific pathogen free conditions,

individually tracked and monitored daily for clinical signs of stress or illness, including but not

limited to changes in skin and hair, eyes and mucous membranes, respiratory system, circula-

tory system, central nervous system, salivation, diarrhea, or lethargy. Upon arrival, animals

were housed socially (2–5) in commercially available, individually ventilated caging systems

with a 12 h light/12 h dark cycle. Animals were provided ad libitum commercial irradiated

rodent chow (Teklad Global) and tap water filtered via reverse osmosis in autoclaved water bot-

tles; all bedding and enrichment materials was autoclaved prior to use and changed regularly.

Lactobacilli preparation

Lactobacilli were grown in either MRS broth (BD, Franklin Lakes, NJ) or MRS with 5 μg/mL

erythromycin under anaerobic conditions to log phase when used live or to static phase when

used as UV-killed (1h exposure). For phagocytosis assays, static phase lactobacilli were washed

twice with phosphate buffered saline (PBS) then labeled with 0 or 50μMCellTrace Violet or

50μM 5-(and-6)-carboxyfluorescein diacetate, succinimidyl ester (CFSE; both from Life Tech-

nologies, Grand Island, NY) for flow cytometry or fluorescence microscopy. Labeled bacteria

were washed twice with PBS containing 10% FBS and suspended in macrophage medium (see

below). Lactobacilli CFU and UV-killing were verified by plating on MRS agar.

All Lactobacillus strains used in this study are listed in Table 1. Recombinant strains were

engineered to express HIV-1 Gag or MPER (NEQELLELDKWASLWN) on the cell surface as

previously described [6, 20]. For intragastric dosing, bacteria were washed twice in sterile PBS

and suspended in 0.1 M sodium bicarbonate with 20 mg/mL soybean trypsin inhibitor

(Sigma-Aldrich, St. Louis, MO) to protect surface antigens [6, 21].

Lysozyme digestion

2.8 × 108 CFU/mL of live or UV-killed lactobacilli were suspended with or without 100μg/mL

lysozyme from chicken egg white (L7651, Sigma-Aldrich) and incubated aerobically at 37 ˚C.

Table 1. Bacterial strains used.

Strain Genotype or Characteristic(s) Reference(s)

L.acidophilus strains

NCFM Human intestinal isolate [22]

NCK2025
NCFM with deletion of phosphoglycerol transferase gene (LBA0447): LTA- [23]

NCK2031
NCFMΔupp with sequential deletion of slpB (LBA0175) and slpX (LBA0512):
SlpB-SlpX-SlpA+

[24, 25]

NCK1895
NCFM containing pTRK882 with pgm operon regulatory element; Emr [6, 26]

NCK2166
NCFM containing pTRK1037, derivative of pTRK882; cell surface expression of HIV
Gag; Emr

[6]

GAD31 NCK2208 (Δupp, slpA-MPER) with pTRK882; HIV MPER (NEQELLELDKWASLWN)
integrated into SlpA; Emr

[20]

L.gasseri strains

NCK1785
ATCC33323 harboring Emr pTRK563 plasmid [16]

https://doi.org/10.1371/journal.pone.0196950.t001
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At 0, 1, and 2 h, samples were frozen at—80 ˚C for subsequent hNOD2 stimulation assays or

used immediately for OD600 evaluation. To assess degradation of lactobacilli cell wall, duplicate

bacterial digests were heated at 94 ˚C for 5 minutes to inactivate lysozyme, suspended in 10%

sodium dodecyl sulfate (SDS, final concentration, Pierce Thermo Fisher Scientific, Pittsburgh,

PA) and vortexed vigorously to eliminate protoplasts, then OD600 was measured. Degradation

was additionally verified through colony enumeration. The percent sensitivity of lactobacilli to

lysozyme digestion was calculated using the following equation [27]:

Sensitivityð%Þ ¼ ðOD 600
0 h � OD600

1 or 2hÞ=OD6000 h x 100

Human NOD2 activation

2.8 × 108 CFU/mL of live or UV-killed lactobacilli were suspended with or without 100 μg/mL

lysozyme from chicken egg white (L7651, Sigma-Aldrich), incubated aerobically at 37 ˚C for 2

h, and samples frozen at—80 ˚C. Lactobacilli digest samples were thawed and transfected into

HEK-Blue hNOD2 cells (InvivoGen, San Diego, CA) using a calcium phosphate protocol. Spe-

cifically, lactobacilli digest samples were centrifuged, separated into soluble and insoluble frac-

tions, and the insoluble product suspended in 80 μL of sterile water (Gibco). Sterile filtered 2M

calcium chloride (10.2 μL) was added to 80 μL of either soluble or suspended insoluble prod-

uct, added drop-wise to an equal volume of sterile filtered 2X HBSS (pH 7.05) while vortexing,

and incubated at room temperature for 30 minutes. HEK-Blue hNOD2 cells were seeded at

7.5 × 104 cells per well and transfected with the lactobacilli digest products in triplicate (final

volume of 200.1 μL) in a 96-well format. Positive control L18-MDP (200 ng/mL, InvivoGen)

and negative controls of sterile water and Pam2CSK4 (100 ng/mL, InvivoGen) were treated

similarly. Activation of hNOD2 was assessed through NFκB/AP-1 activation of the stably

transfected secreted embryonic alkaline phosphatase (SEAP) reporter after 44–48 hours of co-

culture. SEAP concentration in the cell supernatants was evaluated using the chemilumines-

cent SEAP Reporter Gene Assay (Roche Diagnostics Corporation, Indianapolis, IN) per the

manufacturer’s protocol. Sample means were calculated and expressed as fold difference over

the sterile water control.

Bone marrow derived macrophage isolation

Femoral, tibial, and humeral bones were dissected bilaterally and marrow was flushed and

pooled on a per mouse basis. Bone marrow progenitor cells were cultured in petri dishes with

10% L-929 conditioned medium (supernatant from confluent L-929 (ATCC CCL-1) of less

than 6 passages) cultures tested to be free ofMycoplasma and TLR2, -1/2, -2/6, -4, -5, -9, or

NOD2 activating capacity (HEK293 TLR cell lines, InvivoGen). The base macrophage medium

was DMEM/F12 supplemented with 10% FBS, 10mM L-glutamine, 100 U/mL penicillin, and

100 μg/mL streptomycin (Invitrogen, Carlsbad, CA). Medium was exchanged at day three and

bone marrow derived macrophages (BMDM) were harvested using enzyme-free HBSS Cell

Dissociation Buffer (Life Technologies) and manual disruption. BMDM purity was confirmed

to be> 95% by F4/80 antibody (BioLegend, San Diego, CA) labeling [28].

Phagocytosis assay and flow cytometry

BMDM (1.75 × 105 cells/200 μL) were cultured for 24 h with medium only, Pam2CSK4 TLR2/6

agonist (100 ng/mL, InvivoGen), or CellTrace Violet labeled lactobacilli (10 CFU per 1 cell) in

a 96-well plate. Supernatants and cells were harvested at 2 and 24 h. Cells were washed in

Hank’s Balanced salt solution (HBSS) through diminishing concentrations of EDTA to
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dislodge extracellular lactobacilli (20mM, 10mM/10% FBS, 5mM/5% FBS, final 1.5mM

EDTA-HBSS) on ice. BMDM Fc receptor was blocked (FcBlock; Miltenyi Biotec, San Diego,

CA) and cells labeled with macrophage specific PE-anti-mouse F4/80, APC-anti-mouse

CD11b, and PE/Cy7 anti-mouse I-A/I-E (BioLegend) followed by 7-aminoactinomycin

(7-AAD) staining and fixation with 1% paraformaldehyde containing 5 μg/mL actinomycin D

(Sigma-Aldrich) to prevent residual 7-AAD staining. Analysis was conducted on an LSR II

flow cytometer with FACSDiva (BD Biosciences, San Jose, CA) and FlowJo software (Ashland,

OR).

For immunization studies, freshly isolated B lymphocyte populations were analyzed via

flow cytometry after undergoing Fc receptor blocking (BD Biosciences), staining with anti-

mouse CD45-FITC, CD38-PECy7, CD19-Pacific Blue, and subsequent 7-AAD (all BioLe-

gend), as previously described [16]. All cells were analyzed with Beckman Coulter Gallios Flow

Cytometer (FL1-10) and FlowJo software (Ashland, OR).

Fluorescence microscopy

Duplicate BMDM co-cultures were performed as reported for the phagocytosis assay, except

BMDMwere seeded onto chamber slides prior to co-culturing with CFSE labeled lactobacilli

[29]. At 2 or 24 h, medium was removed, cells washed with PBS, and free aldehydes quenched

with 50mMNH4Cl/PBS. After another PBS wash, cells were permeabilized with 1% Triton X-

100/PBS, blocked with 1% bovine serum albumin/PBS, and cellular actin labeled with 5 U/mL

Alexa Fluor 555 phalloidin (Life Technologies). Cells were mounted with VECTASHIELD

mounting medium containing DAPI (4’,6-diamidino-2-phenylindole, Vector Laboratories,

Burlingame, CA) and evaluated using a Leica DM5000B fluorescence microscope.

Murine immunization: Sample preparation and cell isolation

C57BL/6J mice and BALB/cJ mice were intragastrically immunized as previously described [6,

20]. Briefly, C57BL/6 mice were immunized with buffered solution only or 2 × 109 CFU of

recombinant Lactobacillus (NCK1895 or NCK2166) on three consecutive days at week 0, 2,

and 4; at week 6, mice were sacrificed. Similarly, BALB/c mice were immunized with three

consecutive daily doses of 5 × 109 CFU NCK1895 or GAD31 at two week intervals for a total of

18 immunizations. To normalize the gastrointestinal microbiome between BALB/cJ and

Nod2-/- BALB/c mice bred in different locations, the cecal contents of a donor mouse from

each strain were transferred to the opposing strain as previously described [30]. Briefly, 7–8

week old donor cecal contents were removed and suspended in 50 volumes of sterile PBS

(Gibco); recipient mice were gavaged with 250 μl. The procedure was repeated 24 h later.

Additionally, the mouse cages from opposing strains were exchanged after 3 days and were

not changed for a minimum of 3 days to permit cross-environmental exposure.

For evaluation of antibody responses, serum, vaginal wash, and fecal pellets were collected

prior to the first immunization and each boost [20]. At sacrifice, spleen, intestine, female

reproductive tract (FRT), mesenteric lymph node (MLN), Peyer’s patches (PP), and cecal con-

tents were also harvested [6]. The vaginal vault was lavaged with 100 μl of PBS and the insolu-

ble debris removed via centrifugation. Fecal pellets were suspended at 100 mg/mL in PBS with

10% goat serum, 2X proteaseArrest (G-Biosciences, St. Louis, MO) and 0.1% Kathon, homoge-

nized (FastPrep-24, MP Bio 4.0 m/s for 20 s for three cycles), and supernatant collected post-

centrifugation. Cecal contents were processed by the same method as fecal pellets, but without

proteaseArrest. Blood was periodically collected from tail vein or terminally via cardiac punc-

ture. All samples were aliquoted and stored at– 80 ˚C until analysis. Single cell suspensions of

lymphocytes were isolated from the MLN, PP, spleen, colon, and FRT for ELISpot and B cell
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phenotyping. MLN were pushed through a 40 μm cell strainer with a syringe plunger. PP and

spleen were dissociated in 5 mL cytotoxic T lymphocyte (CTL) medium using the gentleMACS

Octo Dissociator (Miltenyi setting m_spleen_01_01), followed by incubation in ACK (ammo-

nium chloride potassium) buffer to lyse red blood cells in the spleen samples [26]. Colon and

FRT were manually cleaned of mucus and debris in PBS, 1mM dithiothreitol, 5 mM EDTA,

cut into ~1cm pieces, and digested with Liberase TM (125 μg/mL; Roche Molecular) and

DNAse I (grade II 100 μg/mL; Roche Molecular) in digestion base media (RPMI containing

5 μg/mL gentamicin, 100 U/mL penicillin, and 100 μg/mL streptomycin (Invitrogen, Carlsbad,

CA) for 30 or 60 minutes, respectively, with constant tissue rotation at 37 ˚C. Tissue was

mechanically disrupted prior to and after enzymatic digestion using the gentleMACS dissocia-

tor (Program B and m_liver_02). Post-digestion, tissue was passed through a 70 μm filter; lym-

phocytes were isolated using a Percoll gradient and suspended in CTL media as described

previously [16]. After dissociation, all cells were washed with CTL media then passed through

a 40 μm strainer. Small intestine ex vivo culture was performed as previously described to

assess tissue cytokine production [31, 32]. Briefly, small intestine was opened longitudinally,

irrigated with PBS, and shaken for 30 minutes at 240 rpm, room temperature (RT), in diges-

tion base media. Tissue was subsequently blotted, weighed, diced, and distributed into a

24-well plate (0.05 g/well) with 150 μl CTL media. After 24 h incubation at 37 ˚C, 5% CO2,

supernatants were harvested and stored at—80 ˚C until analyzed in cytokine assays.

Cytokine analysis

Supernatants from 24 h BMDM-lactobacilli co-culture were evaluated for IL-6, tumor necrosis

factor (TNF)-α, IFN-γ, IL-10, IL-12 (p70), IL-17, IL-4, granulocyte-macrophage colony-stimu-

lating factor (GM-CSF), IL-1β, IL-12 (p40), chemokine (C-X-C motif) ligand 1 (CXCL1 or

KC), and macrophage inflammatory protein (MIP)-1α using a customized 12-plex Milliplex

MAP mouse cytokine/chemokine magnetic bead assay (Millipore, Billerica, MA) per manufac-

turer’s protocol. The lower and upper limits of detection for the assay (pg/mL) were 3.19–

10012.78 (IL-6), 3.1–1896.06 (TNF-α), 3.14–10094.09 (IFN-γ), 3.11–9999.54 (IL-10), 2.77–
10020.87 (IL-12 (p70)), 3.23–8964.25 (IL-17), 3.18–7982.37 (IL-4), 9.65–9546.41 (GM-CSF),

2.14–7194.07 (IL-1β), 2.7–9999.03 (IL-12 (p40)), 3.08–10628.11 (CXCL1), and 3.28–9922.54
(MIP-1α). The 24 h small intestine ex vivo culture supernatants were evaluated using a custom-

ized 14-plex Milliplex MAP mouse TH17 cytokine magnetic bead assay (Millipore) per manu-

facturer’s protocol. Only IL-1β data are reported; lower and upper limits of detection for the

assay were 15.08–13893.06 pg/mL.

Colorimetric ELISA for murine antibody detection

For detection of HIV-Gag, HIV-MPER, or lactobacilli SlpA-specific antibody from serum,

vaginal wash, and cecal contents, plates (Maxisorp; Nunc, Rochester, NY) were coated over-

night at RT with AT-2 inactivated HIV IIIB lysate (1.9 ng/mL) in carbonate buffer (pH 9.6),

synthetic 17-mer MPER peptide GNEQELLELDKWASLWN (Bio-Synthesis Inc, Lewisville, TX;
1 μg/mL), or SlpA isolated from NCK1909 (1 μg/mL) [20]. Plates were washed five times with

PBS containing 0.05% Tween-20 (PBST) for HIV ELISAs, or once for SlpA, then blocked with

1% bovine serum albumin (BSA)/PBS for 1 h at RT, and washed as before. Controls and sam-

ples diluted in 1% BSA/PBST were added and incubated for 2 h at RT, washed five times in

PBST, and incubated with horseradish peroxidase (HRP)-conjugated anti-mouse IgG (Pierce

Thermo Fisher Scientific for HIV-Gag and Cell Signaling Technology for MPER and SlpA) or

IgA (Bethyl Laboratories, for vaginal wash and cecal contents) antibody added at 40 ng/mL or

20 ng/mL, respectively, for 1 h at RT. Plates were washed 5 or 7 times and developed with
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TMB peroxidase substrate solution (SeraCare, Milford, MA). The reaction was stopped with

an equal volume of 1N sulfuric acid and absorbance measured on a plate reader (BioTek,

Winooski, VT) and reported as 450 nm-570 nm or 450 nm. A background curve utilizing the

average absorbance data obtained from C57BL/6 control animals (buffer or NCK1895 immu-

nized mice) was generated for each mouse strain genotype (Nod2+/+ or Nod2-/-) in the y = cxb

or y = mx+b format for HIV-specific and SlpA-specific ELISA, respectively. Criterion for anti-

gen-specific seroconversion was determined as absorbance 2-fold greater than the respective

control standard curve value at the same dilution. For BALB/c endpoint titer, mean value plus

three standard deviations of buffer control mice was used as the cut-off.

Total IgA ELISpot assay

IgA secreting cells were detected via ELISpot as previous described [6]. MultiScreen assay

plates (Millipore) were aseptically treated with 50 μL of 70% ethanol and washed five times

with 200 μL distilled water (Gibco). Plates were coated with 100 μL of 10 μg/mL α-mouse IgA

(MabTech, Mariemont, OH) and incubated overnight at 4 ˚C. Plates were washed as prior,

wells blocked with 200 μL of CTL media for a minimum of 2 h at 37 ˚C, and 1 × 104 cells per

well added. Lymphocytes were incubated for 20 h at 37 ˚C and plates washed 6 times with

PBST prior to the addition of filtered α-IgA-biotin in 0.5% FBS/PBS detection antibody (Mab-

Tech) for 2 h at RT. For detection, plates were washed 3 times with PBST, 3 times with PBS,

and filtered 3,3’,5,5’-Tetramethylbenzidine applied for 2 min at RT. Plates were washed 10

times with water and air dried. Spots were counted in an ImmunoSpot analyzer (Cellular

Technology Limited).

IFN-γ ELISpot assay

IFN-γ secreting cells were detected via ELISpot as previously described [6, 20]. MultiScreen

assay plates (Millipore) were treated with 15 μL of 35% ethanol and washed three times with

sterile PBS (Gibco). Plates were coated with 50 μL of 10 μg/mL α-mouse IFN-γ (AN18, Mab-

tech) and incubated overnight at 4 ˚C. Plates were washed as before, wells blocked with 200 μL

of CTL medium for a minimum of 2 h at 37 ˚C, 2.5 × 105 lymphocytes were added into wells

with or without 10 ng/mL (final concentration) of AT-2 inactivated HIV-1 IIIB viral lysate or

10 μg/mL synthetic 17-mer MPER peptide, GNEQELLELDKWASLWN in CTL medium; addi-

tional wells included 50 ng/mL phorbol-myristate-acetate and 300 ng/mL ionomycin as a posi-

tive control [33]. Lymphocytes were incubated over two nights at 37 ˚C in 5% CO2, then

washed 6 times with PBST, and 100 μL filtered biotinylated IFN-γ detection antibody (Mab-

tech) was added at 1 μg/mL in 0.5% FBS/PBS for 3.5 h at RT. Plates were washed 6 times with

PBST, and streptavidin-HRP (1 μg/ml, Pierce Thermo Fisher Scientific) in 5% FBS/PBS was

added for 1 h at RT, followed by 3 PBST and 3 PBS washes. Plates were developed with

3-amino-9-ethylcarbazole substrate (Sigma-Aldrich) for 10 min at RT. Spots were counted in

an ImmunoSpot analyzer (Cellular Technology Limited).

Statistics

In vitro co-culture data were analyzed using two- and three-factor repeated measures models:

mouse-type, bacterial treatment, and bacterial uptake (bacteria+ or bacteria-/exposed). Means

were compared within and across time points and response variables were modeled with the

PROCMIXED statement in SAS software version 4.3 (Cary, NC) using restricted maximum

likelihood (ReML) parameter estimation with Sattherthwaite approximation for degrees of

freedom. Means between treatments were assessed using the “slice” statement with a Tukey-

Kramer adjustment, whereas means compared to controls used the Dunnett’s adjustment.
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However, as the differences between NCFM and NCK2025 and NCK2031 were considered a

priori, no adjustment was made for multiple comparisons. In order to satisfy the assumptions

for analysis of variance (ANOVA), flow cytometric data expressed as a percentage were trans-

formed using arcsine of the square root; a log10 transformation was used for flow cytometric

MFI data along with cytokine data. In order to perform statistics on cytokine concentrations

that were below the assay lower limit of detection (LLOD), values were assigned that were half

of the LLOD [34]. If more than half of the cytokine responses were below the LLOD, the treat-

ment or mouse-type was excluded from the analysis; thus, 5 cytokines were excluded from the

analysis (GM-CSF, IL-12 (p70), IFN-γ, IL-17, and IL-4).
In vivo data were analyzed using GraphPad Prism 6.0 and 7.0. The analysis of variance gen-

eral linear model was used to compare treatment data for flow cytometric data, with a Bonfer-

roni’s Multiple Comparison adjustment. A Kruskal-Wallis test of analysis of variance was

applied to endpoint titer ELISA, ELISpot, and cytokine data, with a Dunn’s multiple compari-

son test post-hoc, as data were not normal. In order to perform statistics on cytokine concen-

trations that were below the assay LLOD, values were assigned that were half of the LLOD

[34]. A two-tailed Pearson r correlation test was performed on ELISpot and flow cytometric

data; a two-tailed Spearman r correlation test was performed on antibody and histology scores.

For time-course ELISA data, a multiple unpaired t-test, corrected for multiple comparisons

with Holm-Sidak method, was performed. ELISA seroconversion data and histological group-

ing data were compared using a Chi-square test with a two-tailed Fisher’s exact test. Statistical

significance was set at P< 0.05 for all data, using adjusted p-values as noted.

Results

NOD2 activation by lactobacilli influences phagocytosis and phenotypic
activation of macrophages

NOD2 and TLR2 have been implicated as key modulators of the innate immune response to

lactobacilli, and TLR2 activation by L. gasseri (strain NCK1785) and L. acidophilus (strain

NCFM) has been demonstrated (Table 1) [15, 16, 35]. Ordinarily, lactobacilli taken up by mac-

rophages are exposed to hydrolytic enzymes in the phagolysosome that digest PGN into con-

stitutive components, including MDP. To demonstrate the ability of MDP from different

lactobacilli to activate NOD2, we exposed HEK293 cells stably transfected with human NOD2

linked to a secreted embryonic alkaline phosphatase (SEAP) reporter gene to lysozyme-

digested lactobacilli. Despite strain-dependent variability in the susceptibility of bacteria to

lysozyme digestion, the soluble and insoluble fractions of each lactobacilli species, strain, and

mutant strongly activated NOD2 (Fig 1) to a degree not significantly different from the posi-

tive control (NOD2 ligand, L18-MDP).

Phagocytosis and phagosome maturation are required for immune recognition of micro-

biota and have been correlated with macrophage cytokine production [27, 36]. To determine

the necessity of relevant PRR and downstream pathways for macrophage phagocytosis, Cell

Trace Violet-stained lactobacilli were co-cultured with wild type (WT), Tlr2-/-,Nod2-/-, or

Casp1-/- BMDM for 2 or 24 h and bacterial uptake was evaluated using flow cytometry (Fig 2a

and 2b). The percentage of WT BMDM containing NCK1785 or NCFM was similar at 2 h;

however, significantly fewer WT BMDM contained NCFM after 24 h (P< 0.0001, Fig 2b).

NCFMmutants lacking LTA (NCK2025) or SlpB/X (NCK2031) were found in a significantly

higher percentage of WT BMDM than was NCFM at 2 h (P< 0.0001 and P = 0.012, respec-

tively) and 24 h (P = 0.003 and P = 0.030, respectively). Compared to WT BMDM, Tlr2-/- and

Nod2-/- BMDM did not eliminate NCFM as efficiently over 24 h, and a greater percentage of

Casp1-/- BMDM contained NCFM at 2 and 24 h (P = 0.017). Tlr2-/- and Casp1-/- BMDM also
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had altered NCK1785 and NCFM load, as evidenced by significantly decreased bacterial MFI

from 2 to 24 h (P = 0.036 and P = 0.0002 in Tlr2-/- and P = 0.002 and P =< 0.0001 in Casp1-/-,

respectively; Fig 2c).

The innate immune signaling involved in BMDM activation was assessed by flow cytometry

after 24 h co-culture with lactobacilli by staining for cell surface CD11b and major histocom-

patibility complex class II (MHCII) (Fig 2). In WT BMDM, CD11b and MHCII expression

were significantly increased after co-culture with NCK1785 or NCFM (P = 0.007 or P = 0.040,

respectively). Upregulation of these markers after co-culture with NCK2025 and NCK2031

was significantly lower than with NCFM (P = 0.0003 and P = 0.0004, respectively; Fig 2d). The

pattern of CD11b and MHCII expression and upregulation was similar in Tlr2-/- BMDM

(P< 0.0001 for all). Baseline expression of CD11b and MHCII was lower in Nod2-/- BMDM

as compared to WT BMDM (P< 0.001 and P = 0.0006), and treatment with lactobacilli did

not significantly increase the expression of these markers (Fig 2d and 2e). Consistent with the

lack of phenotypic activation, Nod2-/- BMDM lacked morphologic features of activation

including cell adhesion and pseudopodia that were observed in WT and Tlr2-/- BMDM (Fig

3). The Casp1-/- BMDM also lacked morphologic features of activation but showed insignifi-

cant increases in CD11b and MHCII after uptake of lactobacilli (Fig 2d). Notably, the percent-

age of 7-AAD+ cells, indicative of pyroptosis, was not significantly elevated between BMDM

across treatment based upon genotype, including Casp1-/- (Fig 2f) [37].

Inflammatory cytokine induction by Lactobacillus spp. is dependent on
NOD2 and caspase-1 activation

To establish the cytokine profile of WT BMDM in response to lactobacilli, 24 h co-culture

supernatants were harvested for quantitative cytokine and chemokine evaluation using multi-

plex technology. No treatment induced significant production of GM-CSF, IL-12 (p70), IFN-

γ, IL-17, or IL-4. Co-culture of NCK1785 or NCFM increased secretion of IL-6, IL-1β, TNF-α,
and MIP-1α in WT BMDM; there were no significant differences between treatments (Fig 4).

Fig 1. Variable sensitivity of lactobacilli to lysozyme digestion and NOD2 activation. Live or UV-killed lactobacilli were digested with lysozyme for 2 h and
OD600 assessed at t = 0 and 2h. Duplicate 2 h lysozyme digests were separated into soluble or insoluble portions via centrifugation and transfected into HEK
hNOD2 cells. Positive control, L18-MDP, and negative control, Pam2CSK4, were treated similarly. (a) Data (mean with SEM) is displayed as % sensitivity to
lysozyme digestion for each bacterial variant. Means with the same letter are not significantly different (P> 0.05) from each other. (b) Data (mean with SEM) is
reported as the fold increase of NFκB/AP-1 activation over negative control as determined by chemiluminescent detection of culture supernatant SEAP after 44–
48 h co-culture. N = 3–8 samples per group.

https://doi.org/10.1371/journal.pone.0196950.g001
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Fig 2. BMDMphenotype after 24 h co-culture with lactobacilli. BMDM derived from wild type C57BL/6 or Tlr2-/-,Nod2-/-, or
Casp1-/-mice, were co-cultured with either negative control (no bacteria), TLR2/6 agonist (Pam2CSK4), or Cell Trace Violet stained
lactobacilli bacteria (10 CFU bacteria per 1 cell) as indicated for 2 or 24 h prior to harvest for flow cytometric analysis. (a) Cells were
gated on 7-AAD-F4/80+cells to assess purity and then 7-AAD- BMDM subdivided into Bacteria+ (Bacteria +) or Bacteria- (Exposed)
populations, and the percentage of CD11b+, and subsequent MHCII+ cells, determined. Data (mean with SEM) represented as the
(b) percentage of Bacteria+ BMDM cells or (c) MFI (median fluorescence intensity) of respective bacteria within Bacteria+ BMDM
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Co-culture of WT BMDMwith NCK1785 yielded significantly higher concentrations of kerati-

nocyte chemoattractant (KC, P = 0.0006), but significantly lower concentrations of IL-12 (p40)

and IL-10 (P = 0.028 and P< 0.0001, respectively), compared to NCFM. On the other hand,

co-culture of WT BMDMwith NCK2031 resulted in significantly lower concentrations of IL-

6, MIP-1α, and IL-12 (p40) compared to NCFM (P = 0.015, P = 0.001, P< 0.0001, respec-

tively), and with NCK2025 resulted in significantly lower concentration of IL-12 (p40) but sig-

nificantly higher concentration of IL-10 compared to NCFM (P = 0.002 and P = 0.013,

cells across treatments and BMDM genotypes. Asterisk (�) indicates statistically significant difference (P< 0.05) between 24 h data
and corresponding 2 h treatment; bracket denotes significance between respective treatments within the same group and timepoint.
24 hr BMDM phenotype data displayed as (d) the percentage (mean with SEM) of CD11b+MHCII+, (e) CD11b+, and (f) 7-AAD+

BMDM cells across bacterial treatments and BMDM genotypes. Asterisk (�) denotes a significant difference (P< 0.05) between
respective treatments and no bacteria control. Bracket alone denotes significant difference (P< 0.05) between treatments within a
BMDM genotype. N = 5–6 separate experiments.

https://doi.org/10.1371/journal.pone.0196950.g002

Fig 3. BMDMmorphology in culture. BMDM from (a) wild type C57BL/6, (b) Tlr2-/-, (c) Nod2-/-, and (d) Casp1-/-mice were co-cultured with CFSE-labeled
lactobacilli (10 CFU per 1 cell; green). After 24 h, media was removed, cells were washed and stained with actin-specific phalloidin (red) and DNA-specific DAPI
(blue), and subsequently evaluated using fluorescence microscopy. Representative images are shown. N = 6 separate experiments.

https://doi.org/10.1371/journal.pone.0196950.g003
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Fig 4. Cytokine and chemokine production by BMDM after 24 h co-culture with lactobacilli. BMDM from wild type C57BL/6, Tlr2-/-,
Nod2-/-, or Casp1-/-mice were co-cultured with NCK1785, NCFM, or NCFMmutants (NCK2025 or NCK2031) (10 CFU bacteria per 1
cell) for 24 h and culture supernatants harvested for cytokine and chemokine quantification using a 12-plex Milliplex MAPmouse assay.
Box (percentiles) and whisker (minimum and maximum) data for (a) IL-6, IL-1β, and TNF-α and (b) MIP-1α, KC, IL-12 (p40), and IL-10
displayed for lactobacilli across BMDM genotype. Asterisk (�) denotes a significant difference (P< 0.05) in cytokine concentration between
the respective knock-out BMDM and wild type BMDM treatment. Bracket denotes significant difference (P< 0.05) between treatments
within a BMDM genotype. N = 5–6 separate experiments.

https://doi.org/10.1371/journal.pone.0196950.g004
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respectively). The lack of SlpB/X or LTA expression by NCFM did not alter IL-1β, TNF-α, or
KC production by WT BMDM.

To evaluate the requirement for TLR2, NOD2, and caspase-1 for cytokine induction by lac-

tobacilli strains, Tlr2-/-,Nod2-/- and Casp1-/- BMDMwere treated similarly to the WT

BMDM described above. In the absence of Nod2 or Casp1, all cytokines and chemokines

measured (IL-6, IL-1β, TNF-α, MIP-1α, IL-10, IL-12 (p40), and KC) after co-culture with
NCK1785 were significantly lower than observed with WT BMDM (Fig 4; P< 0.0001). Simi-

larly, Nod2-/- and Casp1-/- BMDM produced significantly lower concentrations of almost all

cytokines/chemokines evaluated in response to NCFM (P< 0.0001 where indicated, except

TNF-α for Casp1-/-, where P = 0.0003). Additionally, Tlr2-/- BMDM expressed significantly

lower concentrations of MIP-1α and IL-10 after co-culture with NCK1785 (P = 0.018 and

P< 0.0001, respectively), and lower concentrations of IL-10 after co-culture with NCFM

(P = 0.0001). Interestingly, while NCK2025 induced greater IL-10 expression byWT BMDM

(P = 0.013), IL-10 expression was diminished in the absence of TLR2 signaling (P = 0.0004).

NOD2 signaling is required for antigen-specific systemic humoral
responses after intragastric immunization of C57BL/6 mice

NOD2 signaling plays a role in regulating the gastrointestinal microbiome and shaping the

mucosal immune response, including humoral immunity [38–40]. Since Nod2 was required

for NCFM immune activation of macrophages, we sought to determine whether our NCFM-

derived oral immunization strategy expressing an HIV-1 model antigen (Gag) was depen-

dent on NOD2 signaling in vivo [6, 20]. WT Nod2+/+ and Nod2-/- C57BL/6 mice were

immunized with buffer alone, NCK1895, or NCK2166 by oral gavage (Table 1). Lympho-

cytes were collected at sacrifice from the FRT, large intestine (LI), PP, MLN, and spleen for

flow cytometric phenotyping and determination of IgA secretion via ELISpot. While the per-

centage of CD45+CD19+CD38- B cells was significantly larger for NCK2166-immunized

WT mice than for NCK2166-immunized Nod2-/-mice for most mucosal and systemic tis-

sues (P< 0.05), this did not correspond with differences in IgA-producing cells as measured

via ELISpot (Fig 5a and 5b). To determine whether NOD2 status dictated differential anti-

gen-specific IgA levels, cecal contents and vaginal lavage samples were collected from mice

at sacrifice and mucosal anti-Gag IgA was measured by ELISA. Gag-specific IgA levels in

cecal contents were not statistically significantly different between NCK2166-immunized

Nod+/+ and Nod-/-mice (Fig 5c). After immunization with NCK2166, only 2 of 6 Nod2-/-

mice and no Nod2+/+mice were positive for antigen-specific IgA in cecal contents (Fig 5c).

No mice were positive for antigen-specific IgA in vaginal washes. Conversely, Gag-specific

IgG levels in sera were statistically significant, with antigen-specific serum IgG detected in 5

of 6 WT mice compared to 0 of 6 Nod2-/-mice. Antibody responses to the highly expressed

surface layer protein A (SlpA) of L. acidophilus can serve as an endogenous bacterial antigen

for comparison against recombinant antigen responses. We found no correlation between

anti-SlpA IgA or IgG seroconversion and HIV-specific antibody responses in C57BL/6 mice

(Fig 5d).

To determine whether the cytokine milieu present within the intestinal mucosa of immu-

nized mice correlated with humoral responses, supernatants from cultured small intestine

were evaluated in a customized 14-plex cytokine assay. In WTmice, IL-1β was significantly

elevated in mice immunized with NCK2166 compared to animals immunized with either

buffer only or NCK1895 controls (Fig 5e; P = 0.0096). No other differences of measured cyto-

kines were observed. HIV-specific IFN-γ production was also evaluated via IFN-γ ELISpot,
with or without stimulation with AT-2 inactivated HIV IIIB lysate. While there were detectable
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Fig 5. Differential IgG response of immunized C57BL/6 mice based uponNod2 expression and IL-1β.Wild type Nod2+/+ orNod2-/- C57BL/6
mice were immunized as described in methods with buffer only, NCK1895, or NCK2166. At sacrifice, lymphocytes were isolated from Peyer’s patches
(PP), large intestine (LI), female reproductive tract (FRT), and spleen; and analyzed by flow cytometry. (a) Data represented as mean percentage (and
SEM) of 7-AAD-CD45+CD19+CD38- B cells across tissue type from NCK1895 and NCK2166 immunized mice. (b) Lymphocytes were additionally
applied to total IgA ELISpot assay for 20 h of incubation without stimulation. Data represented as spot forming units (SFU) per 1 × 106 live (7AAD-) B
cells (CD45+CD19+ and/or CD45+CD38+). At sacrifice, serum and cecal contents were harvested, serially diluted, and applied to antigen-specific
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levels of HIV-specific IFN-γ producing cells across NCK2166 immunized mice, there were no

significant differences between Nod2+/+ and Nod2-/-mice (Fig 5f).

Nod2-/-mice have been shown to have an increased number of lymphoid follicles and PP

with enhanced paracellular permeability, bacterial translocation, and altered bacterial killing

and persistence [41, 42]. To evaluate inflammation and vector persistence amongst groups,

tissue samples were harvested at sacrifice for routine histopathology (S1 Fig. Histological eval-

uation of large and small intestine in C57BL/6 mice) and MLN and ileal contents were col-

lected and selectively cultured to quantify lactobacilli vaccine strains (S1 Table. Persistence of

NCK2166 in immunized mice at endpoint). No histopathologic abnormalities were observed

in the spleen from any animal. The numbers of abnormal tissue samples were not significantly

different amongst groups, and there was no positive correlation detected between colonic

inflammatory scoring and humoral responses (S1 Supporting materials and methods). Addi-

tionally, the infrequent persistence of NCK2166 was not Nod2-dependent and did not corre-

late with humoral responses.

NOD2 signaling is required for antigen-specific systemic and mucosal
humoral responses after intragastric immunization of BALB/c mice

As C57BL/6 mice have a decreased propensity for IgA class switching and a well-known Th1

versus Th2 cytokine bias in comparison to BALB/c mice, an alternative BALB/c model was

pursued to determine if NOD2 signaling is required for both antigen-specific IgG and IgA

responses [43]. Nod2+/+ and Nod2-/- BALB/c mice were immunized with buffer only,

NCK1895, or GAD31 (Table 1). GAD31 expresses HIV-1 membrane proximal external region

(MPER) within the surface layer protein of NCFM and has previously been shown to induce

MPER-specific mucosal IgA and systemic IgG responses in BALB/c mice [20]. Unlike C57BL/

6 mice immunized with NCK2166, GAD31-immunized BALB/c Nod2+/+mice had signifi-

cantly increased total IgA spot forming units (SFU) in the LI and spleen, as measured by ELI-

Spot, in comparison to Nod2-/- mice (Fig 6a; P = 0.029 and P = 0.015, respectively). In

addition, a significant increase in total fecal IgA, as measured by ELISA, was identified from 0

to 12 weeks in GAD31-immunized Nod2+/+ mice only (Fig 6b; P< 0.0001).

GAD31-immunized Nod2+/+mice had significantly more MPER-specific serum IgG, from

week 8 to week 12 (P = 0.002 for week 8 and P< 0.0001 for week 10 and 12, respectively), and

vaginal IgA, from week 6 to week 12, compared to Nod2-/- mice (P = 0.003, P = 0.010,

P = 0.005, and P = 0.007, respectively; Fig 6c). The endpoint titer of MPER-specific vaginal

IgA, but not serum IgG, at the terminal time point was significantly higher in Nod2+/+ than

Nod2-/- mice (P = 0.002; Fig 6d). However, while the relative amount of MPER-specific fecal

IgA in Nod2-/- was significantly greater thanWTmice at week 12, only 2 of 12 Nod2-/-mice

versus 6 of 12 Nod2+/+mice were positive for MPER-specific fecal IgA (Fig 6c). Mucosal

MPER-specific humoral responses corresponded with SlpA-specific endpoint titers. Nod+/+

colorimetric ELISA, using (c) HIV IIIB lysate (d) or lactobacilli SlpA as antigen, with α-IgG or -IgA detection antibody. Data are represented as
absorbance (mean with SEM) across serial dilutions along with the standard curve value (open circle or square) derived from control. Seroconversion
of immunized animals was defined as 2-fold absorbance over the standard curve at 2 or more dilutions. The number of NCK2166 or NCK1895
immunized animals that met this criterion is shown in parentheses. (e) Small intestine ex vivo cellular supernatants were utilized in a customized
14-plex Milliplex MAPmouse TH17 cytokine magnetic bead assay and results reported as pg/mL of cytokine per g of tissue cultured. Only IL-1β
cytokine data (mean with SEM) is shown with assay lower limit of detection (LLOD) indicated by horizontal dashed line. (f) Lymphocytes isolated at
sacrifice from PP, MLN, and spleen were stained for flow cytometry or incubated in duplicate with or without AT-2 inactivated HIV IIIB lysate for
IFN-γ ELISpot assay. Spots were counted after 2 nights of incubation and data (mean with SEM) represented as the difference of spot forming units
(SFU) from HIV IIIB stimulated and unstimulated cells per 1 × 106 live, CD45+ cells. Asterisk (�) indicates significance (P< 0.05) of difference
between treatment group and buffer-only group of the same Nod2 genotype status; (��), between treatment group and NCK1895-treated group of the
sameNod2 genotype status; (���) between treatment group and Nod2-/-mice receiving same treatment. N = 4–6 animals per group.

https://doi.org/10.1371/journal.pone.0196950.g005
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mice had a significantly higher (approximately 1 log) endpoint titer for serum SlpA-specific

IgG, vaginal IgA, and cecal IgA (Fig 6e). All animals were positive for SlpA-specific fecal IgA.

MPER- and SlpA-specific humoral responses were additionally not correlated to histological

alterations in spleen, colon, or small intestine (S2 Fig. Histological evaluation of large and

small intestine in BALB/c mice.). Similar to the C57BL/6 model, the production of antigen-

specific IFN-γ within BALB/c mouse tissues, as measured by ELISpot, was also not dependent

on Nod2 status (Fig 6f).

Fig 6. Differential IgG and IgA response of BALB/c immunized mice based uponNod2 expression.Wild typeNod2+/+ orNod2-/- BALB/c mice were
immunized with buffer only, NCK1895, or GAD31. (a) At sacrifice, lymphocytes were isolated from Peyer’s patches (PP), large intestine (LI), female reproductive
tract (FRT), and spleen; applied to total IgA ELISpot assay for 20 h of incubation without stimulation. Data represented as spot forming units (SFU) per 1 × 106 live
B cells (CD45+CD19+ and/or CD45+CD38+) across tissue per immunization group. N = 4–6 animals per group. (b) Fecal extract and vaginal wash were harvested
from GAD31 immunized mice at week 0 and week 12/sacrifice and applied to a quantitative colorimetric ELISA to evaluate total IgA. Data (mean plus SEM) are
represented as μg/mL of total IgA. Asterisk (�) indicates significance (P< 0.05) of difference between indicated treatment groups. N = 12 animals per group. At 0, 2,
4, 6, 8, 10, and 12 weeks/sacrifice serum, feces, and vaginal wash were harvested, serially diluted, and applied to antigen-specific colorimetric ELISA, using HIV
MPER (c and d) or lactobacilli SlpA as antigen (e), with α-IgG or -IgA detection antibody. Data are represented as absorbance (mean with SEM) across time at 1:100
dilution for MPER-specific and 1:1000 for SlpA-specific serum and 1:10 for vaginal wash and feces. Average control values at the same dilution are represented as
open circle or square. Seroconversion of immunized animals was defined as absorbance 3-fold greater than the average absorbance from control animals, and the
number of GAD31 immunized animals that met this criterion is shown in parentheses; N = 6–12 animals per group (c). The same criterion was used for endpoint
titer data, with values under detection limit assigned 0; N = 12 animals per group (d and e). (f) Lymphocytes isolated at sacrifice from PP, LI, FRT, and spleen were
stained for flow cytometry or incubated in duplicate with or without HIVMPER for IFN-γ ELISpot assay. Spots were counted after 2 nights of incubation and data
(mean with SEM) represented as the difference of SFU from HIVMPER stimulated and unstimulated cells per 1 × 106 live, CD45+ cells; N = 4–6 animals per group.
Asterisk (�) indicates significance (P< 0.05) of difference between treatment group and buffer-only group of the sameNod2 genotype status; (���), between
treatment group and Nod2-/-mice receiving same treatment.

https://doi.org/10.1371/journal.pone.0196950.g006
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Discussion

In this study we characterized the roles of TLR2, NOD2, and caspase-1 in macrophage phago-

cytosis, activation, and cytokine production in response to L. gasseriNCK1785, L. acidophilus

NCFM, and the NCFMmutant strains NCK2025 and NCK2031. We conclude that NCK1785

and NCFM lead to the generation of a type II M2 (M2b)-like macrophage in vitro, a response

dependent on expression of LTA and surface layer proteins in NCFM. We demonstrated the

NOD2 stimulating capacity of MDP from lactobacilli strains NCK1785 and NCFM, adding to

the previously described PRR stimulation profile, and found Nod2-/-macrophages were fun-

damentally impaired in their response to lactobacilli [16, 35]. Furthermore, robust mucosal

and systemic antigen-specific humoral responses of mice mucosally immunized with a L. aci-

dophilus NCFM-based vaccine expressing cell surface HIV-Gag or HIV-MPER was dependent

on NOD2 signaling [6, 20].

In vitromacrophage differentiation leads to a polarized response classified as M1 or M2

(with additional M2a, M2b, and M2c subsets) depending on the specific activation cues deliv-

ered by vehicles such as lactobacilli strains [44, 45]. The M2b subset results from stimulation

by TLRs, IL-1, and/or immune complexes and is characterized by high surface expression of

MHCII along with increased production of anti-inflammatory IL-10 and pro-inflammatory

IL-1, IL-6, and TNF-α in conjunction with diminished IL-12 [44, 46, 47]. Thus, NCK1785-

and NCFM-stimulated macrophages exhibit M2b traits with co-expression of both pro- and

anti-inflammatory mediators.

IL-10 and IL-12 (p70) are commonly evaluated as indicators of Th1 versus Th2/Treg out-

comes in the context of lactobacilli immune stimulation [10]. Here, despite similar M2b traits,

the cytokine profile associated with NCFM was biased toward higher IL-10 and IL-12 (p40),

and lower KC than NCK1785. In agreement with previous reports, we show that NCFM LTA

has an inflammatory effect since NCK2025, which lacks LTA, is associated with increased IL-

10, decreased IL-12 (p40), and decreased CD11b and MHCII expression by macrophages in

vitro [23, 24, 48]. Interestingly, TLR2 itself was required for maximal IL-10 production in

response to lactobacilli, suggesting that the LTA-TLR2-IL10 axis is complicated by additional

PRR ligands or perhaps TLR2 co-receptors [13, 49]. The SlpB/X deficient mutant, NCK2031,

had an anti-inflammatory effect on BMDM, with decreased MHCII, IL-6, and MIP-1α com-

pared to wild type NCFM. This is discrepant from previous reports of NCK2031 and is most

likely due to the cell type evaluated and culture conditions employed [11, 24, 45]. The immu-

nomodulatory properties of S-layer proteins from different lactobacilli species and strains

must be further investigated.

Phagocytosis and lysosomal degradation of lactobacilli have previously been correlated with

variable cytokine responses presumably due to the differential liberation of PRR-binding cell

wall components [13, 27, 50]. We found differential susceptibility of NCK1785 and NCFM to

lysozyme degradation, but this did not correlate with NOD2 activation or macrophage cyto-

kine production. Phagocytosis and NOD2 signaling did correlate with maximal MHCII and

CD11b co-expression for NCK1785 and NCFM. NOD2 activation was essential for cytokine

responses and acted synergistically with TLR2 rather than as a negative regulator thereof [15,

51, 52].

The critical role of NOD2 for lactobacilli-induced innate immune signaling was further

linked to adaptive immune responses using an in vivomucosal vaccination model. Consistent

with other reports, we observed that robust antigen-specific humoral responses against our

NCFM-based mucosal vaccines required NOD2 signaling in C57BL/6 and BALB/c mice [51,

53–55]. No specific vaccine correlates were identified here, but the significant increase of gut

IL-1β in NCK2166 immunized C57BL/6 mice was also dependent on NOD2. NOD2 and
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caspase-1 inflammasome activation were also required for lactobacilli induced IL-1β in

BMDM. Caspase-1 inflammasome activation can result in adjuvant-associated, highly inflam-

matory pyroptosis; however, lactobacilli BMDM activation occurred in a pyroptosis-indepen-

dent manner [56, 57]. While NOD2 is involved in both NALP1 and NALP3 inflammasome

activation, future studies are required to define the constituents of the inflammasome in this

setting and the implications of limited pyropotosis for vaccine adjuvancy [18, 58, 59].

A growing body of evidence suggests a crucial role for NOD2 and the microbiota in muco-

sal vaccine responses. Recent studies have demonstrated synergy between NOD2 and TLR2 in

the development of antigen-specific humoral responses [51, 54]. While TLR2 has been shown

to promote IgA class switching and plasma cell differentiation, Kim et al demonstrated the

requirement of NOD2 for optimal humoral responses in a mucosal cholera toxin (CT) model

[60, 61]. In their studies, the adjuvant effect of CT was promoted by microbiota-driven NOD2

signaling in CD11c+ phagocytes and implicated NOD2 in follicular helper T cells and plasma

cell development [61]. Other studies have shown NOD2 expression by hematopoietic cells, in

general, and B lymphocytes in particular, is required for optimal antibody responses [62–65].

NOD2 signaling by the microbiota appears necessary for the continuous diversification of

memory B cells [65, 66]. NOD2 activation in the stromal compartment of the intestinal tract

may also shape the antibody response [55]. Additional studies will be required to determine

the specific cell types responsible for the NOD2-dependent humoral responses identified here.

Harnessing the power of the mucosal immune network for durable and anamnestic vacci-

nation responses requires an understanding of the mucosal innate and adaptive immune sys-

tems [2]. Although more studies are required to understand the mechanism by which antigen-

specific humoral responses are achieved by the mucosal NCFM vaccine platform, we have

identified NOD2 as an essential regulating factor. Thus, with numerous tools available for the

genetic manipulation of lactobacilli, these studies provide insight into pathways that can be

exploited to enhance vaccine efficacy across model systems [26, 67, 68].
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S1 Table. Persistence of NCK2166 in immunized mice at endpoint.

(DOCX)

S1 Fig. Histological evaluation of large and small intestine in C57BL/6 mice. Nod2+/+ or

Nod2-/- C57BL/6 mice were repeatedly immunized with STI buffer (buffer), NCK1895, or

NCK2166. At sacrifice, large and small intestine were sampled, formalin fixed, paraffin embed-

ded, and sections stained with hematoxylin and eosin in a routine fashion. Slides were evalu-

ated by a board certified veterinary pathologist and characterized as normal, exhibiting mild

colitis or enteritis (mild inflammation), or containing increased granulocytes in the lamina

propria (proprial granulocytes). Vertical slice representation of (a) large intestine/colon and

small intestine data shown as the proportion of animals per group in each classification.

(b) Representative histological images of (1) normal colon, (2) mild colitis, (3) normal small

intestine, (4) mild enteritis, and (5) increased proprial granulocytes. N = 4–6 mice per treat-

ment group.

(TIF)

S2 Fig. Histological evaluation of large and small intestine in BALB/c mice. Nod2+/+ or

Nod2-/- BALB/c mice were repeatedly immunized with STI buffer (buffer), NCK1895, or

GAD31. At sacrifice, large and small intestine were sampled, formalin fixed, paraffin embed-

ded, and sections stained with hematoxylin and eosin in a routine fashion. Slides were evalu-

ated by a board certified veterinary pathologist and characterized as normal, exhibiting mild
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colitis or enteritis (mild inflammation), or containing increased granulocytes in the lamina

propria (proprial granulocytes). Vertical slice representation of (a) large intestine/colon and

small intestine data shown as the proportion of animals per group in each classification. (b)

Representative histological images of (1) normal colon, (2) mild colitis, (3) increased proprial

granulocytes, (4) normal small intestine, and (5) mild enteritis. N = 11–12 mice per treatment

group.

(TIF)

S1 Supporting materials and methods. Preparation of AT-2 inactivated HIV IIIB, histol-

ogy, and sample processing for lactobacilli enumeration.

(DOCX)

Acknowledgments

The authors gratefully thank the following individuals for their input and assistance with

methods development: Dr. Britta Wood and Emily Vance. The authors also acknowledge Elisa

French for aiding with the mice.

Author Contributions

Conceptualization: Sara A. Bumgardner, Gregg A. Dean.

Data curation: Sara A. Bumgardner, Lin Zhang, Alora S. LaVoy, Chad B. Frank, Akinobu

Kajikawa.

Formal analysis: Sara A. Bumgardner, Lin Zhang, Barbara Andre.

Funding acquisition: Gregg A. Dean.

Investigation: Sara A. Bumgardner, Lin Zhang.

Methodology: Sara A. Bumgardner, Lin Zhang, Alora S. LaVoy, Akinobu Kajikawa.

Project administration: Sara A. Bumgardner, Gregg A. Dean.

Resources: Sara A. Bumgardner, Gregg A. Dean.

Supervision: Sara A. Bumgardner, Gregg A. Dean.

Validation: Sara A. Bumgardner.

Writing – original draft: Sara A. Bumgardner, Barbara Andre.

Writing – review & editing: Sara A. Bumgardner, Lin Zhang, Alora S. LaVoy, Barbara Andre,

Chad B. Frank, Akinobu Kajikawa, Todd R. Klaenhammer, Gregg A. Dean.

References
1. Neutra MR, Kozlowski PA. Mucosal vaccines: the promise and the challenge. Nat Rev Immunol. 2006;

6(2):148–58. Epub 2006/02/24. https://doi.org/10.1038/nri1777 PMID: 16491139.

2. Azegami T, Yuki Y, Kiyono H. Challenges in mucosal vaccines for the control of infectious diseases. Int
Immunol. 2014; 26(9):517–28. Epub 2014/06/11. https://doi.org/10.1093/intimm/dxu063 PMID:
24914172.

3. Li R, Chowdhury MY, Kim JH, Kim TH, Pathinayake P, KooWS, et al. Mucosally administered Lactoba-
cillus surface-displayed influenza antigens (sM2 and HA2) with cholera toxin subunit A1 (CTA1) Induce
broadly protective immune responses against divergent influenza subtypes. Vet Microbiol. 2015;
179(3–4):250–63. Epub 2015/07/27. https://doi.org/10.1016/j.vetmic.2015.07.020 PMID: 26210951.

Humoral response against oral Lactobacillus vaccine platform requiresNod2

PLOSONE | https://doi.org/10.1371/journal.pone.0196950 May 7, 2018 19 / 23

http://www.plosone.org/article/fetchSingleRepresentation.action?uri=info:doi/10.1371/journal.pone.0196950.s004
https://doi.org/10.1038/nri1777
http://www.ncbi.nlm.nih.gov/pubmed/16491139
https://doi.org/10.1093/intimm/dxu063
http://www.ncbi.nlm.nih.gov/pubmed/24914172
https://doi.org/10.1016/j.vetmic.2015.07.020
http://www.ncbi.nlm.nih.gov/pubmed/26210951
https://doi.org/10.1371/journal.pone.0196950


4. Mohamadzadeh M, Durmaz E, Zadeh M, Pakanati KC, Gramarossa M, Cohran V, et al. Targeted
expression of anthrax protective antigen by Lactobacillus gasseri as an anthrax vaccine. Future Micro-
biol. 2010; 5(8):1289–96. Epub 2010/08/21. https://doi.org/10.2217/fmb.10.78 PMID: 20722604.

5. Lee JS, Poo H, Han DP, Hong SP, Kim K, ChoMW, et al. Mucosal immunization with surface-displayed
severe acute respiratory syndrome coronavirus spike protein on Lactobacillus casei induces neutraliz-
ing antibodies in mice. J Virol. 2006; 80(8):4079–87. Epub 2006/03/31. https://doi.org/10.1128/JVI.80.
8.4079-4087.2006 PMID: 16571824.

6. Kajikawa A, Zhang L, Long J, Nordone S, Stoeker L, LaVoy A, et al. Construction and immunological
evaluation of dual cell surface display of HIV-1 gag and Salmonella enterica serovar Typhimurium FliC
in Lactobacillus acidophilus for vaccine delivery. Clin Vaccine Immunol. 2012; 19(9):1374–81. Epub
2012/07/05. https://doi.org/10.1128/CVI.00049-12 PMID: 22761297.

7. Bron PA, van Baarlen P, KleerebezemM. Emerging molecular insights into the interaction between pro-
biotics and the host intestinal mucosa. Nat Rev Microbiol. 2012; 10(1):66–78. Epub 2011/11/22. https://
doi.org/10.1038/nrmicro2690 PMID: 22101918.

8. Bron PA, Tomita S, Mercenier A, KleerebezemM. Cell surface-associated compounds of probiotic lac-
tobacilli sustain the strain-specificity dogma. Curr Opin Microbiol. 2013; 16(3):262–9. Epub 2013/07/03.
https://doi.org/10.1016/j.mib.2013.06.001 PMID: 23810459.

9. Seegers JF. Lactobacilli as live vaccine delivery vectors: progress and prospects. Trends Biotechnol.
2002; 20(12):508–15. Epub 2002/11/22. PMID: 12443872.

10. Wells JM. Immunomodulatory mechanisms of lactobacilli. Microb Cell Fact. 2011; 10 Suppl 1:S17.
Epub 2011/10/26. https://doi.org/10.1186/1475-2859-10-S1-S17 PMID: 21995674.

11. Konstantinov SR, Smidt H, de VosWM, Bruijns SC, Singh SK, Valence F, et al. S layer protein A of Lac-
tobacillus acidophilus NCFM regulates immature dendritic cell and T cell functions. Proc Natl Acad Sci
U S A. 2008; 105(49):19474–9. Epub 2008/12/03. https://doi.org/10.1073/pnas.0810305105 PMID:
19047644.

12. Macho Fernandez E, Valenti V, Rockel C, Hermann C, Pot B, Boneca IG, et al. Anti-inflammatory
capacity of selected lactobacilli in experimental colitis is driven by NOD2-mediated recognition of a spe-
cific peptidoglycan-derived muropeptide. Gut. 2011; 60(8):1050–9. Epub 2011/04/08. https://doi.org/10.
1136/gut.2010.232918 PMID: 21471573.

13. Konieczna P, Schiavi E, Ziegler M, Groeger D, Healy S, Grant R, et al. Human dendritic cell DC-SIGN
and TLR-2 mediate complementary immune regulatory activities in response to Lactobacillus rhamno-
sus JB-1. PLoS One. 2015; 10(3):e0120261. Epub 2015/03/31. https://doi.org/10.1371/journal.pone.
0120261 PMID: 25816321mc4376398.

14. Perea Velez M, Verhoeven TL, Draing C, Von Aulock S, Pfitzenmaier M, Geyer A, et al. Functional anal-
ysis of D-alanylation of lipoteichoic acid in the probiotic strain Lactobacillus rhamnosus GG. Appl Envi-
ron Microbiol. 2007; 73(11):3595–604. Epub 2007/04/17. https://doi.org/10.1128/AEM.02083-06 PMID:
17434999.

15. Zeuthen LH, Fink LN, Frokiaer H. Toll-like receptor 2 and nucleotide-binding oligomerization domain-2
play divergent roles in the recognition of gut-derived lactobacilli and bifidobacteria in dendritic cells.
Immunology. 2008; 124(4):489–502. Epub 2008/01/26. https://doi.org/10.1111/j.1365-2567.2007.
02800.x PMID: 18217947.

16. Stoeker L, Nordone S, Gunderson S, Zhang L, Kajikawa A, LaVoy A, et al. Assessment of Lactobacillus
gasseri as a candidate oral vaccine vector. Clin Vaccine Immunol. 2011; 18(11):1834–44. Epub 2011/
09/09. https://doi.org/10.1128/CVI.05277-11 PMID: 21900526.

17. Miettinen M, Pietila TE, Kekkonen RA, Kankainen M, Latvala S, Pirhonen J, et al. Nonpathogenic Lacto-
bacillus rhamnosus activates the inflammasome and antiviral responses in humanmacrophages. Gut
Microbes. 2012; 3(6):510–22. Epub 2012/08/17. https://doi.org/10.4161/gmic.21736 PMID: 22895087.

18. WillinghamSB, Allen IC, Bergstralh DT, BrickeyWJ, HuangMT, Taxman DJ, et al. NLRP3 (NALP3,
Cryopyrin) facilitates in vivo caspase-1 activation, necrosis, and HMGB1 release via inflammasome-
dependent and -independent pathways. J Immunol. 2009; 183(3):2008–15. Epub 2009/07/10. https://
doi.org/10.4049/jimmunol.0900138 PMID: 19587006.

19. Rosenzweig HL, Martin TM, JannMM, Planck SR, Davey MP, Kobayashi K, et al. NOD2, the gene
responsible for familial granulomatous uveitis, in a mousemodel of uveitis. Invest Ophthalmol Vis Sci.
2008; 49(4):1518–24. Epub 2008/04/04. https://doi.org/10.1167/iovs.07-1174 PMID: 18385071.

20. Kajikawa A, Zhang L, LaVoy A, Bumgardner S, Klaenhammer TR, Dean GA. Mucosal Immunogenicity
of Genetically Modified Lactobacillus acidophilus Expressing an HIV-1 Epitope within the Surface Layer
Protein. PLoS ONE. 2015; 10(10):e0141713. https://doi.org/10.1371/journal.pone.0141713 PMID:
26509697

21. Kajikawa A, Nordone SK, Zhang L, Stoeker LL, LaVoy AS, Klaenhammer TR, et al. Dissimilar properties
of two recombinant Lactobacillus acidophilus strains displaying Salmonella FliC with different anchoring

Humoral response against oral Lactobacillus vaccine platform requiresNod2

PLOSONE | https://doi.org/10.1371/journal.pone.0196950 May 7, 2018 20 / 23

https://doi.org/10.2217/fmb.10.78
http://www.ncbi.nlm.nih.gov/pubmed/20722604
https://doi.org/10.1128/JVI.80.8.4079-4087.2006
https://doi.org/10.1128/JVI.80.8.4079-4087.2006
http://www.ncbi.nlm.nih.gov/pubmed/16571824
https://doi.org/10.1128/CVI.00049-12
http://www.ncbi.nlm.nih.gov/pubmed/22761297
https://doi.org/10.1038/nrmicro2690
https://doi.org/10.1038/nrmicro2690
http://www.ncbi.nlm.nih.gov/pubmed/22101918
https://doi.org/10.1016/j.mib.2013.06.001
http://www.ncbi.nlm.nih.gov/pubmed/23810459
http://www.ncbi.nlm.nih.gov/pubmed/12443872
https://doi.org/10.1186/1475-2859-10-S1-S17
http://www.ncbi.nlm.nih.gov/pubmed/21995674
https://doi.org/10.1073/pnas.0810305105
http://www.ncbi.nlm.nih.gov/pubmed/19047644
https://doi.org/10.1136/gut.2010.232918
https://doi.org/10.1136/gut.2010.232918
http://www.ncbi.nlm.nih.gov/pubmed/21471573
https://doi.org/10.1371/journal.pone.0120261
https://doi.org/10.1371/journal.pone.0120261
http://www.ncbi.nlm.nih.gov/pubmed/25816321
https://doi.org/10.1128/AEM.02083-06
http://www.ncbi.nlm.nih.gov/pubmed/17434999
https://doi.org/10.1111/j.1365-2567.2007.02800.x
https://doi.org/10.1111/j.1365-2567.2007.02800.x
http://www.ncbi.nlm.nih.gov/pubmed/18217947
https://doi.org/10.1128/CVI.05277-11
http://www.ncbi.nlm.nih.gov/pubmed/21900526
https://doi.org/10.4161/gmic.21736
http://www.ncbi.nlm.nih.gov/pubmed/22895087
https://doi.org/10.4049/jimmunol.0900138
https://doi.org/10.4049/jimmunol.0900138
http://www.ncbi.nlm.nih.gov/pubmed/19587006
https://doi.org/10.1167/iovs.07-1174
http://www.ncbi.nlm.nih.gov/pubmed/18385071
https://doi.org/10.1371/journal.pone.0141713
http://www.ncbi.nlm.nih.gov/pubmed/26509697
https://doi.org/10.1371/journal.pone.0196950


motifs. Appl Environ Microbiol. 2011; 77(18):6587–96. Epub 2011/07/26. https://doi.org/10.1128/AEM.
05153-11 PMID: 21784918.

22. Barefoot SF, Klaenhammer TR. Detection and activity of lactacin B, a bacteriocin produced by Lactoba-
cillus acidophilus. Appl Environ Microbiol. 1983; 45(6):1808–15. Epub 1983/06/01. PMID: 6410990.

23. Mohamadzadeh M, Pfeiler EA, Brown JB, Zadeh M, Gramarossa M, Managlia E, et al. Regulation of
induced colonic inflammation by Lactobacillus acidophilus deficient in lipoteichoic acid. Proc Natl Acad
Sci U S A. 2011; 108 Suppl 1:4623–30. Epub 2011/02/02. https://doi.org/10.1073/pnas.1005066107
PMID: 21282652.

24. ZadehM, KhanMW,Goh YJ, Selle K, Owen JL, Klaenhammer T, et al. Induction of intestinal pro-inflam-
matory immune responses by lipoteichoic acid. J Inflamm (Lond). 2012; 9:7. Epub 2012/03/20. https://
doi.org/10.1186/1476-9255-9-7 PMID: 22423982.

25. Goh YJ, Azcarate-Peril MA, O’Flaherty S, Durmaz E, Valence F, Jardin J, et al. Development and appli-
cation of a upp-based counterselective gene replacement system for the study of the S-layer protein
SlpX of Lactobacillus acidophilus NCFM. Appl Environ Microbiol. 2009; 75(10):3093–105. Epub 2009/
03/24. https://doi.org/10.1128/AEM.02502-08 PMID: 19304841.

26. Duong T, Miller MJ, Barrangou R, Azcarate-Peril MA, Klaenhammer TR. Construction of vectors for
inducible and constitutive gene expression in Lactobacillus. Microb Biotechnol. 2010; 4(3):357–67.
Epub 2011/03/08. https://doi.org/10.1111/j.1751-7915.2010.00200.x PMID: 21375708.

27. Shida K, Kiyoshima-Shibata J, NagaokaM,Watanabe K, NannoM. Induction of interleukin-12 by Lacto-
bacillus strains having a rigid cell wall resistant to intracellular digestion. J Dairy Sci. 2006; 89(9):3306–
17. Epub 2006/08/11. https://doi.org/10.3168/jds.S0022-0302(06)72367-0 PMID: 16899663.

28. Zhang X, Goncalves R, Mosser DM. The Isolation and Characterization of Murine Macrophages. Cur-
rent protocols in immunology / edited by Coligan John E [et al]. 2008; CHAPTER:Unit-14.1. https://doi.
org/10.1002/0471142735.im1401s83 PMID: 19016445

29. Salle B, Brochard P, Bourry O, Mannioui A, Andrieu T, Prevot S, et al. Infection of macaques after vagi-
nal exposure to cell-associated simian immunodeficiency virus. J Infect Dis. 2010; 202(3):337–44.
Epub 2010/06/24. https://doi.org/10.1086/653619 PMID: 20569157.

30. Markle JG, Frank DN, Mortin-Toth S, Robertson CE, Feazel LM, Rolle-Kampczyk U, et al. Sex differ-
ences in the gut microbiome drive hormone-dependent regulation of autoimmunity. Science. 2013; 339
(6123):1084–8. Epub 2013/01/19. https://doi.org/10.1126/science.1233521 PMID: 23328391.

31. Sellon RK, Tonkonogy S, Schultz M, Dieleman LA, GrentherW, Balish E, et al. Resident enteric bacte-
ria are necessary for development of spontaneous colitis and immune system activation in interleukin-
10-deficient mice. Infect Immun. 1998; 66(11):5224–31. Epub 1998/10/24. PMID: 9784526.

32. Moran JP,Walter J, Tannock GW, Tonkonogy SL, Sartor RB. Bifidobacterium animalis causes exten-
sive duodenitis and mild colonic inflammation in monoassociated interleukin-10-deficient mice. Inflamm
Bowel Dis. 2009; 15(7):1022–31. Epub 2009/02/25. https://doi.org/10.1002/ibd.20900 PMID:
19235917.

33. Morcock DR, Thomas JA, Gagliardi TD, Gorelick RJ, Roser JD, Chertova EN, et al. Elimination of retro-
viral infectivity by N-ethylmaleimide with preservation of functional envelope glycoproteins. J Virol.
2005; 79(3):1533–42. Epub 2005/01/15. https://doi.org/10.1128/JVI.79.3.1533-1542.2005 PMID:
15650179mc544125.

34. Li J, Birkenheuer AJ, Marr HS, Levy MG, Yoder JA, Nordone SK. Expression and function of triggering
receptor expressed on myeloid cells-1 (TREM-1) on canine neutrophils. Developmental & Comparative
Immunology. 2011; 35(8):872–80.

35. Weiss G, Rasmussen S, Zeuthen LH, Nielsen BN, Jarmer H, Jespersen L, et al. Lactobacillus acidophi-
lus induces virus immune defence genes in murine dendritic cells by a Toll-like receptor-2-dependent
mechanism. Immunology. 2010; 131(2):268–81. Epub 2010/06/16. https://doi.org/10.1111/j.1365-
2567.2010.03301.x PMID: 20545783.

36. Shida K, Kiyoshima-Shibata J, Kaji R, NagaokaM, NannoM. Peptidoglycan from lactobacilli inhibits
interleukin-12 production by macrophages induced by Lactobacillus casei through Toll-like receptor 2-
dependent and independent mechanisms. Immunology. 2009; 128(1 Suppl):e858–69. Epub 2009/09/
25. https://doi.org/10.1111/j.1365-2567.2009.03095.x PMID: 19740347.

37. Miao EA, Rajan JV, Aderem A. Caspase-1 induced pyroptotic cell death. Immunological reviews. 2011;
243(1):206–14. https://doi.org/10.1111/j.1600-065X.2011.01044.x PMID: 21884178

38. Petnicki-Ocwieja T, Hrncir T, Liu YJ, Biswas A, Hudcovic T, Tlaskalova-Hogenova H, et al. Nod2 is
required for the regulation of commensal microbiota in the intestine. Proc Natl Acad Sci U S A. 2009;
106(37):15813–8. Epub 2009/10/07. https://doi.org/10.1073/pnas.0907722106 PMID: 19805227.

39. Gutzeit C, Magri G, Cerutti A. Intestinal IgA production and its role in host-microbe interaction. Immunol
Rev. 2014; 260(1):76–85. Epub 2014/06/20. https://doi.org/10.1111/imr.12189 PMID: 24942683.

Humoral response against oral Lactobacillus vaccine platform requiresNod2

PLOSONE | https://doi.org/10.1371/journal.pone.0196950 May 7, 2018 21 / 23

https://doi.org/10.1128/AEM.05153-11
https://doi.org/10.1128/AEM.05153-11
http://www.ncbi.nlm.nih.gov/pubmed/21784918
http://www.ncbi.nlm.nih.gov/pubmed/6410990
https://doi.org/10.1073/pnas.1005066107
http://www.ncbi.nlm.nih.gov/pubmed/21282652
https://doi.org/10.1186/1476-9255-9-7
https://doi.org/10.1186/1476-9255-9-7
http://www.ncbi.nlm.nih.gov/pubmed/22423982
https://doi.org/10.1128/AEM.02502-08
http://www.ncbi.nlm.nih.gov/pubmed/19304841
https://doi.org/10.1111/j.1751-7915.2010.00200.x
http://www.ncbi.nlm.nih.gov/pubmed/21375708
https://doi.org/10.3168/jds.S0022-0302(06)72367-0
http://www.ncbi.nlm.nih.gov/pubmed/16899663
https://doi.org/10.1002/0471142735.im1401s83
https://doi.org/10.1002/0471142735.im1401s83
http://www.ncbi.nlm.nih.gov/pubmed/19016445
https://doi.org/10.1086/653619
http://www.ncbi.nlm.nih.gov/pubmed/20569157
https://doi.org/10.1126/science.1233521
http://www.ncbi.nlm.nih.gov/pubmed/23328391
http://www.ncbi.nlm.nih.gov/pubmed/9784526
https://doi.org/10.1002/ibd.20900
http://www.ncbi.nlm.nih.gov/pubmed/19235917
https://doi.org/10.1128/JVI.79.3.1533-1542.2005
http://www.ncbi.nlm.nih.gov/pubmed/15650179
https://doi.org/10.1111/j.1365-2567.2010.03301.x
https://doi.org/10.1111/j.1365-2567.2010.03301.x
http://www.ncbi.nlm.nih.gov/pubmed/20545783
https://doi.org/10.1111/j.1365-2567.2009.03095.x
http://www.ncbi.nlm.nih.gov/pubmed/19740347
https://doi.org/10.1111/j.1600-065X.2011.01044.x
http://www.ncbi.nlm.nih.gov/pubmed/21884178
https://doi.org/10.1073/pnas.0907722106
http://www.ncbi.nlm.nih.gov/pubmed/19805227
https://doi.org/10.1111/imr.12189
http://www.ncbi.nlm.nih.gov/pubmed/24942683
https://doi.org/10.1371/journal.pone.0196950


40. Philpott DJ, Sorbara MT, Robertson SJ, Croitoru K, Girardin SE. NOD proteins: regulators of inflamma-
tion in health and disease. Nat Rev Immunol. 2014; 14(1):9–23. Epub 2013/12/18. https://doi.org/10.
1038/nri3565 PMID: 24336102.

41. Barreau F, Madre C, Meinzer U, Berrebi D, Dussaillant M, Merlin F, et al. Nod2 regulates the host
response towards microflora by modulating T cell function and epithelial permeability in mouse Peyer’s
patches. Gut. 2010; 59(2):207–17. Epub 2009/10/20. https://doi.org/10.1136/gut.2008.171546 PMID:
19837677.

42. Lapaquette P, Bringer MA, Darfeuille-Michaud A. Defects in autophagy favour adherent-invasive
Escherichia coli persistence within macrophages leading to increased pro-inflammatory response. Cell
Microbiol. 2012; 14(6):791–807. Epub 2012/02/09. https://doi.org/10.1111/j.1462-5822.2012.01768.x
PMID: 22309232.

43. Goverse G, Olivier BJ, Molenaar R, Knippenberg M, Greuter M, Konijn T, et al. Vitamin A metabolism
and mucosal immune function are distinct between BALB/c and C57BL/6 mice. Eur J Immunol. 2015;
45(1):89–100. Epub 2014/10/15. https://doi.org/10.1002/eji.201343340 PMID: 25311225.

44. Martinez FO, Gordon S. The M1 and M2 paradigm of macrophage activation: time for reassessment.
F1000Prime Reports. 2014; 6:13. https://doi.org/10.12703/P6-13 PMID: 24669294

45. Kemgang TS, Kapila S, ShanmugamVP, Kapila R. Cross-talk between probiotic lactobacilli and host
immune system. Journal of Applied Microbiology. 2014; 117(2):303–19. https://doi.org/10.1111/jam.
12521 PMID: 24738909

46. Roszer T. Understanding the MysteriousM2Macrophage through Activation Markers and Effector
Mechanisms. Mediators Inflamm. 2015; 2015:816460. Epub 2015/06/20. https://doi.org/10.1155/2015/
816460 PMID: 26089604.

47. Murray RZ, Stow JL. Cytokine Secretion in Macrophages: SNAREs, Rabs, and Membrane Trafficking.
Front Immunol. 2014; 5:538. Epub 2014/11/12. https://doi.org/10.3389/fimmu.2014.00538 PMID:
25386181.

48. Khazaie K, ZadehM, Khan MW, Bere P, Gounari F, Dennis K, et al. Abating colon cancer polyposis by
Lactobacillus acidophilus deficient in lipoteichoic acid. Proceedings of the National Academy of Sci-
ences of the United States of America. 2012; 109(26):10462–7. https://doi.org/10.1073/pnas.
1207230109 PMID: 22689992

49. Kamdar K, Nguyen V, Depaolo RW. Toll-like receptor signaling and regulation of intestinal immunity.
Virulence. 2013; 4(3):207–12. Epub 2013/01/22. https://doi.org/10.4161/viru.23354 PMID: 23334153.

50. Kaji R, Kiyoshima-Shibata J, NagaokaM, NannoM, Shida K. Bacterial teichoic acids reverse predomi-
nant IL-12 production induced by certain lactobacillus strains into predominant IL-10 production via
TLR2-dependent ERK activation in macrophages. J Immunol. 2010; 184(7):3505–13. Epub 2010/03/
02. https://doi.org/10.4049/jimmunol.0901569 PMID: 20190136.

51. Pavot V, Rochereau N, Resseguier J, Gutjahr A, Genin C, Tiraby G, et al. Cutting edge: New chimeric
NOD2/TLR2 adjuvant drastically increases vaccine immunogenicity. J Immunol. 2014; 193(12):5781–
5. Epub 2014/11/14. https://doi.org/10.4049/jimmunol.1402184 PMID: 25392526.

52. Dinarello CA. Overview of the interleukin-1 family of ligands and receptors. Semin Immunol. 2013; 25
(6):389–93. Epub 2013/11/28. https://doi.org/10.1016/j.smim.2013.10.001 PMID: 24275600.

53. Kobayashi KS, Chamaillard M, Ogura Y, Henegariu O, Inohara N, Nunez G, et al. Nod2-dependent reg-
ulation of innate and adaptive immunity in the intestinal tract. Science. 2005; 307(5710):731–4. Epub
2005/02/05. https://doi.org/10.1126/science.1104911 PMID: 15692051.

54. Shafique M, Meijerhof T, Wilschut J, de Haan A. Evaluation of an intranasal virosomal vaccine against
respiratory syncytial virus in mice: effect of TLR2 and NOD2 ligands on induction of systemic and muco-
sal immune responses. PLoS One. 2013; 8(4):e61287. Epub 2013/04/18. https://doi.org/10.1371/
journal.pone.0061287 PMID: 23593453.

55. Kim Y-G, Kamada N, ShawMH,Warner N, Chen GY, Franchi L, et al. The intracellular sensor Nod2
Promotes Intestinal Pathogen Eradication via the chemokine CCL2-Dependent Recruitment of Inflam-
matory Monocytes. Immunity. 2011; 34(5):769–80. PMID: 21565531

56. Martinon F, Mayor A, Tschopp J. The inflammasomes: guardians of the body. Annu Rev Immunol.
2009; 27:229–65. Epub 2009/03/24. https://doi.org/10.1146/annurev.immunol.021908.132715 PMID:
19302040.

57. Suschak JJ, Wang S, Fitzgerald KA, Lu S. Identification of Aim2 as a sensor for DNA vaccines. J Immu-
nol. 2015; 194(2):630–6. Epub 2014/12/10. https://doi.org/10.4049/jimmunol.1402530 PMID:
25488991.

58. Hsu LC, Ali SR, McGillivray S, Tseng PH, Mariathasan S, Humke EW, et al. A NOD2-NALP1 complex
mediates caspase-1-dependent IL-1beta secretion in response to Bacillus anthracis infection and mura-
myl dipeptide. Proc Natl Acad Sci U S A. 2008; 105(22):7803–8. Epub 2008/05/31. https://doi.org/10.
1073/pnas.0802726105 PMID: 18511561.

Humoral response against oral Lactobacillus vaccine platform requiresNod2

PLOSONE | https://doi.org/10.1371/journal.pone.0196950 May 7, 2018 22 / 23

https://doi.org/10.1038/nri3565
https://doi.org/10.1038/nri3565
http://www.ncbi.nlm.nih.gov/pubmed/24336102
https://doi.org/10.1136/gut.2008.171546
http://www.ncbi.nlm.nih.gov/pubmed/19837677
https://doi.org/10.1111/j.1462-5822.2012.01768.x
http://www.ncbi.nlm.nih.gov/pubmed/22309232
https://doi.org/10.1002/eji.201343340
http://www.ncbi.nlm.nih.gov/pubmed/25311225
https://doi.org/10.12703/P6-13
http://www.ncbi.nlm.nih.gov/pubmed/24669294
https://doi.org/10.1111/jam.12521
https://doi.org/10.1111/jam.12521
http://www.ncbi.nlm.nih.gov/pubmed/24738909
https://doi.org/10.1155/2015/816460
https://doi.org/10.1155/2015/816460
http://www.ncbi.nlm.nih.gov/pubmed/26089604
https://doi.org/10.3389/fimmu.2014.00538
http://www.ncbi.nlm.nih.gov/pubmed/25386181
https://doi.org/10.1073/pnas.1207230109
https://doi.org/10.1073/pnas.1207230109
http://www.ncbi.nlm.nih.gov/pubmed/22689992
https://doi.org/10.4161/viru.23354
http://www.ncbi.nlm.nih.gov/pubmed/23334153
https://doi.org/10.4049/jimmunol.0901569
http://www.ncbi.nlm.nih.gov/pubmed/20190136
https://doi.org/10.4049/jimmunol.1402184
http://www.ncbi.nlm.nih.gov/pubmed/25392526
https://doi.org/10.1016/j.smim.2013.10.001
http://www.ncbi.nlm.nih.gov/pubmed/24275600
https://doi.org/10.1126/science.1104911
http://www.ncbi.nlm.nih.gov/pubmed/15692051
https://doi.org/10.1371/journal.pone.0061287
https://doi.org/10.1371/journal.pone.0061287
http://www.ncbi.nlm.nih.gov/pubmed/23593453
http://www.ncbi.nlm.nih.gov/pubmed/21565531
https://doi.org/10.1146/annurev.immunol.021908.132715
http://www.ncbi.nlm.nih.gov/pubmed/19302040
https://doi.org/10.4049/jimmunol.1402530
http://www.ncbi.nlm.nih.gov/pubmed/25488991
https://doi.org/10.1073/pnas.0802726105
https://doi.org/10.1073/pnas.0802726105
http://www.ncbi.nlm.nih.gov/pubmed/18511561
https://doi.org/10.1371/journal.pone.0196950


59. Bergsbaken T, Fink SL, Cookson BT. Pyroptosis: host cell death and inflammation. Nat Rev Microbiol.
2009; 7(2):99–109. Epub 2009/01/17. https://doi.org/10.1038/nrmicro2070 PMID: 19148178
mc2910423.

60. Tunis MC, Marshall JS. Toll-like receptor 2 as a regulator of oral tolerance in the gastrointestinal tract.
Mediators Inflamm. 2014; 2014:606383. Epub 2014/10/14. https://doi.org/10.1155/2014/606383 PMID:
25309051.

61. Kim D, Kim YG, Seo SU, Kim DJ, Kamada N, Prescott D, et al. Nod2-mediated recognition of the micro-
biota is critical for mucosal adjuvant activity of cholera toxin. Nat Med. 2016; 22(5):524–30. Epub 2016/
04/12. https://doi.org/10.1038/nm.4075 PMID: 27064448.

62. Magalhaes JG, Fritz JH, Le Bourhis L, Sellge G, Travassos LH, Selvanantham T, et al. Nod2-depen-
dent Th2 polarization of antigen-specific immunity. J Immunol. 2008; 181(11):7925–35. Epub 2008/11/
20. PMID: 19017983.

63. Magalhaes JG, Rubino SJ, Travassos LH, Le Bourhis L, DuanW, Sellge G, et al. Nucleotide oligomeri-
zation domain-containing proteins instruct T cell helper type 2 immunity through stromal activation. Proc
Natl Acad Sci U S A. 2011; 108(36):14896–901. Epub 2011/08/23. https://doi.org/10.1073/pnas.
1015063108 PMID: 21856952.

64. Kleinnijenhuis J, Quintin J, Preijers F, Joosten LA, Ifrim DC, Saeed S, et al. Bacille Calmette-Guerin
induces NOD2-dependent nonspecific protection from reinfection via epigenetic reprogramming of
monocytes. Proc Natl Acad Sci U S A. 2012; 109(43):17537–42. Epub 2012/09/19. https://doi.org/10.
1073/pnas.1202870109 PMID: 22988082.

65. Petterson T, Jendholm J, Mansson A, Bjartell A, Riesbeck K, Cardell LO. Effects of NOD-like receptors
in human B lymphocytes and crosstalk between NOD1/NOD2 and Toll-like receptors. J Leukoc Biol.
2011; 89(2):177–87. Epub 2010/09/17. https://doi.org/10.1189/jlb.0210061 PMID: 20844241.

66. Lindner C, Thomsen I, Wahl B, Ugur M, Sethi MK, Friedrichsen M, et al. Diversification of memory B
cells drives the continuous adaptation of secretory antibodies to gut microbiota. Nat Immunol. 2015;
16(8):880–8. Epub 2015/07/07. https://doi.org/10.1038/ni.3213 PMID: 26147688.

67. Altermann E, Russell WM, Azcarate-Peril MA, Barrangou R, Buck BL, McAuliffe O, et al. Complete
genome sequence of the probiotic lactic acid bacterium Lactobacillus acidophilus NCFM. Proc Natl
Acad Sci U S A. 2005; 102(11):3906–12. Epub 2005/01/27. https://doi.org/10.1073/pnas.0409188102
PMID: 15671160.

68. Russell WM, Klaenhammer TR. Efficient system for directed integration into the Lactobacillus acidophi-
lus and Lactobacillus gasseri chromosomes via homologous recombination. Appl Environ Microbiol.
2001; 67(9):4361–4. Epub 2001/08/30. https://doi.org/10.1128/AEM.67.9.4361-4364.2001 PMID:
11526048.

Humoral response against oral Lactobacillus vaccine platform requiresNod2

PLOSONE | https://doi.org/10.1371/journal.pone.0196950 May 7, 2018 23 / 23

https://doi.org/10.1038/nrmicro2070
http://www.ncbi.nlm.nih.gov/pubmed/19148178
https://doi.org/10.1155/2014/606383
http://www.ncbi.nlm.nih.gov/pubmed/25309051
https://doi.org/10.1038/nm.4075
http://www.ncbi.nlm.nih.gov/pubmed/27064448
http://www.ncbi.nlm.nih.gov/pubmed/19017983
https://doi.org/10.1073/pnas.1015063108
https://doi.org/10.1073/pnas.1015063108
http://www.ncbi.nlm.nih.gov/pubmed/21856952
https://doi.org/10.1073/pnas.1202870109
https://doi.org/10.1073/pnas.1202870109
http://www.ncbi.nlm.nih.gov/pubmed/22988082
https://doi.org/10.1189/jlb.0210061
http://www.ncbi.nlm.nih.gov/pubmed/20844241
https://doi.org/10.1038/ni.3213
http://www.ncbi.nlm.nih.gov/pubmed/26147688
https://doi.org/10.1073/pnas.0409188102
http://www.ncbi.nlm.nih.gov/pubmed/15671160
https://doi.org/10.1128/AEM.67.9.4361-4364.2001
http://www.ncbi.nlm.nih.gov/pubmed/11526048
https://doi.org/10.1371/journal.pone.0196950

