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Overexpression of a fungal laccase gene induces nondehiscent anthers and 
morphological changes in fl owers of transgenic tobacco

Abstract Laccases play important roles in the development 
of fruiting bodies and in lignin degradation by basidiomy-
cetes. In this study, we present novel phenotypes of trans-
genic tobacco plants with a chimeric gene for fungal laccase 
under the control of the caulifl ower mosaic virus 35S pro-
moter. At the fl owering stage, the transgenic plants that 
produced recombinant laccase had brownish anthers instead 
of the greenish anthers of wild-type plants. The brownish 
anthers exhibited male sterility with a nondehiscent pheno-
type at varying frequencies. The frequency of nondehis-
cence depended on the temperature at which plants were 
cultivated and it was higher at 24°C than at 29°C. The cell 
wall structures of transgenic anther tissues were almost the 
same as in the wild type, but the stomium was severely 
deformed, and abnormal components were apparent in cells 
of the endothecium and epidermis. Furthermore, the pattern 
of deposition of fl avonoids in the transgenic anther epider-
mis differed from the wild-type pattern. The expression of 
laccase also induced other phenotypic changes in the fl owers 
of transgenic plants, namely, increased petal number, fused 
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and petaloid stamens, and doubling of fl oral organs. These 
results indicate that the ectopic expression of laccase infl u-
ences various aspects of fl ower development.

Key words Laccase · Nondehiscent anther · Petaloid 
stamen · Trametes versicolor · Transgenic tobacco

Introduction

Laccase (EC 1.10.3.2) belongs to the family of multicopper 
oxidases that are found in animals, plants, bacteria, and 
fungi. The enzyme catalyzes the one-electron oxidation of a 
variety of substrates, which include the aromatic hydroxyl 
group and both aromatic and aliphatic amines.1,2 The enzyme 
then reduces oxygen to generate water and phenolic radi-
cals, which can, in turn, form dimers, oligomers, and poly-
mers. The enzyme from fungi has been of interest as a 
catalyst for bleaching pulp, fi bers, and textiles and for the 
transformation and detoxifi cation of natural and industrial 
phenolics. Fungal laccases play important roles in the devel-
opment of the fruiting bodies of basidiomycetes.3 In plants, 
laccases are encoded by a diverse group of genes and appear 
to be important for the oxidative coupling of lignin mono-
mers, for oxidative browning of proanthocyanidins, for 
maintenance of the structure of plant cell walls, for the regu-
lation of plant hormones, and for responses to stress (Liang 
et al.).4–10

Efforts have been made to produce recombinant lac-
cases in plants. For example, Wang et al.11 succeeded in 
overproducing laccase derived from cotton in transgenic 
Arabidopsis, and the resultant plants had the potential 
ability to contribute to the bioremediation of phenolic com-
pounds. Dean et al.12 produced transgenic yellow poplar 
plants that overexpressed cDNA for a laccase of the syca-
more maple. Transgenic embryos that expressed the cDNA 
tended to fuse to one another and were signifi cantly more 
rigid and harder than wild-type embryos. The regenerated 
transgenic yellow poplars derived from such embryos were 
also more rigid than wild-type yellow poplars; they were 
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dwarf and had fused organs. Wang et al.13 also produced 
transgenic poplar plants that overexpressed cDNA for 
cotton laccase. In contrast to the transgenic yellow poplar 
described above, the growth rate and morphological char-
acteristics of these transgenic poplar plants were similar to 
those of control plants, with the exception that levels of 
lignin were elevated in the transgenic stem tissues. These 
results indicate that the overexpression of endogenous 
plant genes for laccase in plant cells infl uences plant growth 
and development.

Disruption of genes for laccase also has physiological 
effects. For example, seeds of the Arabidopsis mutant tt10, 
with a mutation in one of the genes for laccase, contained 
higher levels of soluble proanthocyanidin and of condensed 
tannins than wild-type seeds.8 This specifi c gene for laccase 
also plays an important role in the biosynthesis of lignin in 
Arabidopsis seeds.14 Reduced expression of a gene for 
laccase in transgenic poplar resulted in a two- to threefold 
increase in levels of total soluble phenolic compounds and 
dramatic changes in the cell walls of xylem fi bers, with 
severe deformation.4 Brown et al.6 also reported collapsed 
xylem cells in the Arabidopsis irx12 mutant, in which a puta-
tive gene for laccase had been mutated. These observations 
imply that plant laccases play a variety of roles in secondary 
metabolism and in the formation of cell walls in plants.

In addition to transgenic plants with altered expression 
of plant-derived genes for laccase, transgenic plants that 
overexpress fungal genes for laccase have been reported. 
Hood et al.15 reported the expression of chimeric genes for 
a laccase from fungi under the control of an embryo- or 
endosperm-specifi c promoter in transgenic maize. Some of 
the transgenes used for transformations had negative effects 
on plant growth, and one of the transgenes failed to gener-
ate any transgenic lines. Furthermore, replacement of signal 
sequences and improvements in codon usage of fungal 
genes for laccase have been shown to enhance gene expres-
sion in transgenic plants.16,17

In a previous study, we isolated a cDNA for laccase from 
Trametes versicolor and generated 20 independent trans-
genic tobacco plants, each of which had been transformed 
with a chimeric gene for laccase under the control of the 
caulifl ower mosaic virus 35S (CaMV35S) promoter.18 These 
transgenic plants produced recombinant laccase and exhib-
ited remediation activity against pentachlorophenol that 
had been dissolved in a liquid medium. In the present study, 
we selected from our transgenic lines four lines with ele-
vated laccase activities and cultivated them in soil until they 
fl owered. In this report, we focus on the abnormal pheno-
typic features of the transgenic plants and discuss them in 
relation to the gene for laccase.

Materials and methods

Transgenic plants with a chimeric gene for laccase

Tobacco plants were transformed by Agrobacterium tume-
faciens LBA4404 that harbored the binary vector pWPfl a-

cIII, into which we had ligated a full-length cDNA for 
laccase from Trametes versicolor (accession no. D13372) 
under the control of the CaMV35S promoter, as described 
previously.18 We selected four transgenic lines (FL4, FL9, 
FL20, and FL22) from the fi rst generation of 20 transfor-
mants on the basis of elevated laccase activity and culti-
vated them at 24°C (lower-temperature condition, LTC) or 
at 29°C (higher-temperature condition, HTC) in pots, with 
soil, after in vitro clonal propagation of each transgenic 
plant.

Laccase activity in anther tissue

Crude protein from each line of plants, as indicated, 
was extracted by incubating frozen ground powder of 
anther tissue in 2 ml of 10 mM Tris–HCl (pH 4.0) on ice for 
120 min (from 40 to 70 anthers were used from each line). 
After extraction, each solution of crude proteins was dia-
lyzed on a spin column to concentrate the protein and to 
remove any H2O2 from the solution. The reaction mixture 
(pH 4.0) included acetate buffer (8.2 g/l sodium acetate, 
0.25 mg CuSO4/l) and contained 200 μg of crude protein 
and 2.3 mM guaiacol in a total volume of 1.0 ml. After 
incubation of the mixture at 30°C for 1 h, absorbance of the 
mixture was recorded at 436 nm by spectrophotometry. 
Laccase activity was calculated using the extinction coeffi -
cient (6400 M-1cm-1) of oxidized guaiacol, and activity was 
expressed as defi nitive units (1 unit = 1 mol guaiacol oxi-
dized per min).19

Histochemical localization of laccase activity

For histochemical detection of laccase activity, thin sections 
(30 μm) of anther tissues were stained as described by 
Galuszka et al.7 To avoid the simultaneous detection of 
peroxidase activity, catalase was added to the reaction 
mixture to remove endogenously formed H2O2. The staining 
solution contained 0.05% (w/v) 3,3′-diaminobenzidine 
(Wako Pure Chemical, Osaka, Japan) and 0.1% (w/v) 
bovine liver catalase (Wako Pure Chemical) in 0.1 M potas-
sium phosphate buffer, pH 7.0. Sections were incubated for 
40 min at 37°C in darkness and were then examined. Control 
experiments were carried out with the same staining solu-
tion prepared without 3,3′-diaminobenzidine. For inhibition 
of laccase activity in certain control sections, sodium dieth-
yldithiocarbamate (DIECA) was added to the reaction 
mixture.

Quantifi cation of lignin in anther tissue and of 
anthocyanin in petals

Lignin was quantifi ed by the micro-Klason method, as 
described previously20 with slight modifi cations. Pulverized 
air-dried anther tissues were prepared by a modifi ed version 
of the procedure described by Casler and Hatfi eld.21 
Weighed pulverized air-dried anthers (approximately 5 mg) 
were transferred to a screw-capped tube (2 ml) and then 
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70 μl of 72% sulfuric acid was added. After 2 h of incuba-
tion at room temperature, 23 volumes of distilled water was 
added to the tube. The capped tube was then transferred to 
an autoclave and heated at 121°C for 30 min. After cooling, 
the solid material in the tube was washed with distilled 
water, dried in oven at 105°C, and then weighed as lignin. 
Quantifi cation of anthocyanins in petals was performed as 
described by Giusti and Wrolstad.22

Microscopic analysis

For staining with phloroglucin–HCl, anther tissue was fi xed 
overnight in formalin–acetic acid solution (formalin : acetic 
acid : ethanol : water, 1 : 1 : 9 : 9, v/v). Fixed samples were dehy-
drated gradually in an ethanol plus tert-butanol series 
(ethanol, tert-butanol, and water) and embedded in paraffi n 
(Paraplast Plus, Okenshoji, Tokyo, Japan). Thin sections 
(approximately 20 μm thick) were cut on a sliding micro-
tome (LS-113; Yamato Kohki, Saitama, Japan) and then 
paraffi n was removed from sections with xylene and an 
ethanol series. For lignin staining, the resultant sections 
were treated with a solution of phloroglucin in ethanol (2%, 
w/v) for 2 min and then acidifi ed with 12 M HCl for 40 s.

Safranin staining of anther sections was performed as 
described by Chaffey23 and modifi ed by Begum et al.24 For 
staining of proanthocyanidins in anther tissue, intact anthers 
were incubated overnight in a solution of vanillin–HCl [1% 
(w/v) vanillin in 6 M HCl] at room temperature. Then each 
anther was placed on a glass slide and covered with a cover 
slip, which was pushed down slowly to attach the anther to 
the glass. Vanillin turns red upon binding to fl avan-3,4-diols 
(leucoanthocyanidins) and fl avan-4-ols (catechins), which 
are present either as monomers or as terminal subunits of 
proanthocyanidins.25

Analysis of gene expression by semi-quantitative 
reverse transcription-polymerase chain reaction 
(sqRT-PCR)

We performed sqRT-PCR with total RNA from anther 
tissues of transgenic tobacco plants that had been cultivated 
under HTC or under LTC. Prior to synthesis of fi rst-strand 
cDNA, total RNA was treated with RNase-free DNase I 
(Takara Bio, Otsu, Japan) for removal of contaminating 
DNA. Reverse transcription was performed with a Tran-
scriptor First-Strand cDNA Synthesis Kit (Roche Diagnos-
tics, Mannheim, Germany) using the oligo(dT) primer 
supplied with the kit. We used 3 μg of total RNA for the 
synthesis of fi rst-strand cDNA in a 20.8-μl reaction mixture 
and then we used 1 μl of the resultant reaction mixture as 
the template for subsequent PCR with gene-specifi c primers. 
For the analysis of the expression of the fungal gene for 
laccase, we used CVL-f (5′-AGTACTGTGATGGTCT
GAGG-3′) and CVL-r (5′-GAAGTTGGTGCCGTT
GAAGT-3′) as primers. We also monitored the expression 
of the gene for 18S ribosomal RNA by RT-PCR using 

Nt18SrRNA-f (5′-CGGGGAGGTAGTGACAATAA-3′) 
and Nt18SrRNAr-r (5′-GGTATCTGATCGTCTTCGAG-
3′) as primers. The conditions for PCR were as follows: 
incubation for 1 min at 95°C and then 26 cycles for the gene 
for laccase or 18 cycles for the gene for 18S rRNA of 30 s 
at 95°C, 30 s at 58°C, and 1 min at 72°C. Amplifi ed products 
were visualized after agarose-gel electrophoresis by subse-
quent staining with ethidium bromide.

Results

Male sterility associated with the nondehiscent 
anther phenotype

When we cultivated four transgenic lines (FL4, FL9, FL20, 
and FL22) in soil, plants were somewhat shorter than wild-
type plants at the fl owering stage (Fig. 1a). In addition, all 
four transgenic lines exhibited male sterility at various fre-
quencies due to nondehiscent anthers. Wild-type anthers 
were normally dehiscent just before fl ower buds opened, 
but most of the transgenic anthers failed to dehisce after 
blooming (Figs. 1b,c). In contrast to the greenish anthers of 
wild-type plants, the nondehiscent anthers of the transgenic 
lines changed gradually from pale brown to brown or 
to dark brown during anther development (Figs. 1h–k). 
Observations of the surface of transgenic anthers under the 
stereomicroscope revealed brown pigmentation and a 
rough epidermis (Figs. 1d,f). No brown pigmentation was 
found in the wild-type anthers and their epidermis was 
smooth (Figs. 1e,g).

Dependence on temperature of the nondehiscent 
phenotype

Normally, we cultivate tobacco plants in a culture room in 
which the temperature is set at 24°C (lower-temperature 
condition, LTC). Under LTC, four transgenic lines had non-
dehiscent anthers at various frequencies (Fig. 2). The fre-
quency in FL20 (50%) was relatively low compared to those 
in the other transgenic lines, in which frequencies exceeded 
80%.

When transgenic plants were cultivated at a higher tem-
perature (HTC, 29°C), the frequency of nondehiscent 
anthers decreased dramatically in all four transgenic lines 
(Fig. 2). The decreased frequencies varied among the lines, 
as indicated by results of an analysis of more than 800 
anthers from more than fi ve plantlets of each line. The non-
dehiscent phenotype almost disappeared in the case of 
FL20 and FL22 (less than 1%), but anthers and stamens 
remained abnormal, as described below. By contrast, in FL4 
and FL9, frequencies of nondehiscent anthers under HTC 
were still relatively high (20% and 54%, respectively). In 
most cases, transgenic anthers appeared to contain much 
less brown pigment after growth under HTC than under 
LTC (data not shown).
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Relationship between the level of laccase activity and the 
nondehiscent phenotype

To examine the relationship between laccase and male ste-
rility, we analyzed the expression of the gene for laccase by 
sqRT-PCR using total RNA prepared from anthers of each 
line. As indicated in Fig. 3, expression of the gene for laccase 
under both LTC (24°C) and HTC (29°C) was detected in 
the transgenic anthers. The level of expression of the gene 
in the FL20 line, with its lower frequency of nondehiscent 
anthers, was lower than the levels in the other three trans-
genic lines. No transcripts of the gene for laccase were 
detected in the wild-type anthers.

We measured laccase activity in anthers from transgenic 
plants grown under both LTC and under HTC. After prepa-
ration of crude proteins from anthers that had been har-
vested from fl owers before they had opened, we measured 
laccase activity with guaiacol as the substrate. Figure 4 
shows the activity in anthers from each transgenic line. 
Under LTC, in comparison with wild-type plants, stronger 
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Fig. 1a–k. Phenotypes of 
transgenic plants that harbored 
a chimeric gene for fungal 
laccase and were grown under 
lower-temperature conditions 
(24°C). a Mature FL4, FL9, 
FL20, FL22, and wild-type plants 
(from left to right). Bar 10 cm 
per segment. b Wild-type fl ower 
with normal anther. c Transgenic 
(FL9) fl ower with nondehiscent 
anther. d Stereomicroscopic view 
of a transgenic (FL9) anther. 
e Stereomicroscopic view of a 
wild-type anther. f Magnifi ed 
view of d. g Magnifi ed view of e. 
h, i Intact anthers of wild-type 
fl owers at the immature stage 
and just before opening, 
respectively. j, k Intact anthers 
of FL9 fl owers at the immature 
stage and just before opening, 
respectively. Bars 200 μm in 
d and e, 50 μm in f and g
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Fig. 2. Frequencies of nondehiscent anthers in transgenic plants grown 
under lower- (LTC, 24°C) and higher- (HTC, 29°C) temperature condi-
tions. Since wild-type plants never exhibited the nondehiscent pheno-
type, data for wild-type anthers are not included. Each frequency was 
calculated from observations of more than 800 anthers from each trans-
genic line. Indicated values are ratios of nondehiscent to dehiscent 
anthers. Open and shaded bars indicate growth under LTC and HTC, 
respectively
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activity was detected in FL4, FL9, FL22, and FL20, although 
the activity of FL20 was lower than that for the other three. 
Activity was also detectable in wild-type plants but was 
much lower than in the transgenic lines. Laccase activity 
roughly correlated with the frequency of nondehiscent 
anthers in each line under LTC.

Although we found almost no nondehiscent anthers in 
FL20 and FL22 under HTC, laccase activities in these two 
lines were still higher than that in wild-type anthers. For 
anthers of FL9, even though laccase activity was similar 
under HTC to that under LTC, the frequency of nondehis-
cent anthers in HTC FL9 plants was lower than that in LTC 
FL9 plants. In addition, while the activity in FL4 anthers 
was similar to that in FL22 anthers under HTC, the fre-
quency of nondehiscent anthers in the former case was 
much higher than in the latter case. These results indicate 
that the nondehiscence of transgenic anthers under HTC 
might be controlled by unidentifi ed factors in addition to 
the expression of the gene for laccase.

Histochemical and chemical analyses of anther tissue

The differentiation of anther tissues such as stomium and 
endothecium, and the formation of secondary cell walls in 
endothecium and their lignifi cation, are important for the 
normal dehiscence of anthers.26–28 The secondary cell walls 
are deposited in the tangential wall of the cells of the endo-
thecium, generating the driving force for the opening of 
anthers. To examine the structural differences between 
anther tissues of wild-type and transgenic plants, we pre-
pared thin sections of anther tissues and examined them by 
light microscopy after staining with phloroglucin–HCl and, 
separately, with safranin to visualize lignin deposition and 
the morphology of anther tissues, respectively.

The structures of the lignifi ed cell walls in endothecium 
cells and the extent of their lignifi cation were similar in 
stained sections of wild-type and transgenic anthers (Figs. 
5a,b). The absence of changes in the lignifi cation of trans-
genic anthers was confi rmed by quantitative chemical anal-
ysis of lignin in the anthers (Fig. 6a). In contrast to the 
normal features of the endothecium cells, we observed con-
siderable deformation of the stomium at the site at which 
dehiscence occurs on safranin-stained sections (Fig. 5d). 
Such deformation might contribute to the nondehiscence of 
transgenic anthers because this tissue plays a critical role in 
the dehiscence of tobacco anthers.26

Our microscopic analysis also revealed the presence of 
abnormal components only in the epidermal and endothe-
cium cells of transgenic anthers (arrows in Figs. 5b–d), as 
also observed by stereomicroscopy (Figs. 1d,f). The pres-
ence of these abnormal features in transgenic anthers was 
confi rmed at higher magnifi cation (arrows in Fig. 5f). Abnor-
mal components seemed to have accumulated in vacuoles 
with numerous granule-like compartments (Fig. 5f).

In contrast to the normal lignifi cation, altered patterns 
of deposition of proanthocyanidins were revealed in the 
transgenic anthers by vanillin staining of anther walls. The 
intercellular layer of normal anther epidermal cells was 
stained red after exposure to vanillin–HCl (Fig. 5h). No 
similar staining was observed in the transgenic epidermis 
(Fig. 5g). These results indicate that the expression of laccase 
might have interfered with the localization of fl avonoids in 
the transgenic anthers.

Histochemical localization of laccase activity

We confi rmed the activity of laccase in anther tissues by 
visualizing the distribution of colored reaction products that 
were generated by laccase as a result of oxidation of 
3,3′-diaminobenzidine.7 In transverse sections of anthers, 
laccase activity was detectable in cells of the endothecium 
and epidermis of our transgenic lines (Fig. 7d). Although a 
slight change in color, derived perhaps from the oxidation 
of endogenous compounds, was also evident when we 
omitted 3,3′-diaminobenzidine from the reaction mixture 
(Fig. 7c), staining was much stronger when we included the 
substrate (Fig. 7d). Laccase activity was detected in cells of 
the transgenic endothecium and epidermis, in which we also 
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Fig. 3. Analysis of the expression of the transgene for laccase (LAC) 
in each line by semi-quantitative reverse transcription/polymerase 
chain reaction. Total RNA was prepared from each line after growth 
under LTC (24°C) or HTC (29°C). Transcription of the gene for 18S 
ribosomal RNA (rRNA) was analyzed as a control. WT, wild type
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observed abnormal intracellular components and changes 
in cell shape. Active staining of transgenic anther section 
was inhibited in the presence of the metal chelator DIECA, 
which acts as an inhibitor of laccases (Fig. 7e). In contrast, 
staining was also observed in wild-type anthers in the pres-
ence of the substrate, but it was weaker than that in the 
transgenic anthers (Fig. 7b). These results indicate that 
expression of the fungal gene resulted in the expression of 
laccase and abnormal structures.

Other morphological and metabolic changes in fl owers of 
transgenic plants

In addition to the nondehiscent anthers, other aspects of 
fl ower development were affected by the expression of 

laccase. Petals and fi laments of stamens of transgenic plants 
were more deeply pigmented than those of wild-type plants 
(Figs. 8a–d,h). Deep-pink transgenic petals were observed 
under both LTC and HTC, due, apparently, to higher levels 
of anthocyanins in the petals of the four transgenic lines, in 
which levels were more than double those in wild-type 
petals (Fig. 6b).

With respect to morphology, duplicated and petaloid 
stamens were often observed in all transgenic lines grown 
under HTC (Figs. 8h,i). When plants were cultivated 
under LTC, these defects were also evident. The petaloid 
stamens were mainly of two types: in some cases, most of 
the stamen had been changed to petal-like tissue (arrow in 
Fig. 8i) and the anther had disappeared; in other cases, petal-
like tissue partially surrounded anther tissue (arrowhead in 
Fig. 8i).
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Fig. 5a–h. Histochemical analysis of anther tissues after growth under 
LTC (24°C). a, b Staining of lignin with phloroglucin–HCl in wild-type 
and transgenic (FL9) anthers, respectively, prepared from fl owers just 
before opening. c Staining of lignin with phloroglucin–HCl in a trans-
genic anther (FL9) prepared from an immature fl ower. d, e Safranin-
stained thin sections of a mature anther from a transgenic (FL9) and 
a wild-type plant, respectively. f Magnifi ed view of transgenic endothe-
cium cells (FL9) after staining with safranin. Arrows indicate abnormal 

components in cells of the endothecium and epidermis. g Surface of a 
mature transgenic anther (FL9) after staining with vanillin–HCl. 
Arrows indicate abnormal components in epidermal cells. h Thin 
section of a mature wild-type anther after staining with vanillin–HCl. 
Arrowheads indicate stained fl avonoids in the compound middle 
lamella. ep, epidermis; en, endothecium cell; N, nucleus; st, stomium. 
Bars 50 μm in a–e, g, h; 20 μm in f. Arrows indicate abnormal compo-
nents in epidermal and endothecium cells
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Changes in numbers of other fl oral organs, such as petals 
and anthers, were also observed in the transgenic lines (Figs. 
8e–g). Such abnormalities occurred in all transgenic lines. 
Furthermore, fused fl owers with an abnormal shape were 
very occasionally seen in the FL4 line (less than 0.1% of all 
fl owers: Fig. 8j). The fused fl owers occurred only in FL4 
under HTC. These changes in fl oral organs were probably 
the result of fusion or separation of fl oral and/or organ 
meristems during fl ower development.

Discussion

In transgenic tobacco plants that overexpressed a chimeric 
gene for fungal laccase, the anthers exhibited an abnormal 
nondehiscent phenotype and turned brown (Fig. 1c). In con-
trast to the greenish anthers in wild-type plants, the brown-
ish color of the mature anthers in the transgenic plants was 
deeper in color than young anthers in the same plant (Figs. 
1h–k). This may have been due to changes in the level of 
oxidized material reacted with the fungal laccase during 
anther development in the transgenic plants. Abnormal 
browning of plant organs was also observed in seeds from 
transgenic maize that strongly expressed a fungal gene for 
laccase.15 Since we were able to produce hybrids from 
crosses between our transgenic lines and wild-type plants, it 

was clear that the expression of laccase did not have a lethal 
effect on pollen grains, even though it inhibited the normal 
dehiscence of anthers.

In tobacco, the stomium plays a critical role in the normal 
dehiscence of anthers. Tissue-specifi c ablation in the stomium 
induced failure to dehisce in transgenic tobacco plants.26 
One explanation for the nondehiscent phenotype is that our 
transgenic anthers might have been abnormal with severely 
deformed stomium (Fig. 5d). The nondehiscent phenotype 
has also been reported in several other lines of transgenic 
plants. Deluc et al.29 reported that overexpression of a grape-
vine gene for Myb transcription factor induced copious 
accumulation of fl avonoids, such as anthocyanins, fl avonols, 
and condensed tannins, in the stamens and petals of trans-
genic tobacco plants. This accumulation was accompanied 
by nondehiscent anthers that were the result of limited 
development of secondary cell walls and depressed lignifi ca-
tion of radial walls of endothecium cells. Failures in anther 
dehiscence were also observed in Arabidopsis mutants 
plants that lacked intact genes for transcription factors such 
as MYB26, NST1, and NST2, which are required for the 
formation of lignifi ed secondary cell walls in anther 
tissue.27,30,31 In addition to lignifi cation, the direction of rein-
forcement of secondary walls in endothecium cells is impor-
tant for the rigidity of the wall frame, which is essential for 
normal dehiscence.28 Despite the importance of the forma-
tion and lignifi cation of secondary walls, histochemical 
observations of our transgenic plants indicated that the sec-
ondary walls in endothecium cells in both wild-type and 
transgenic anthers were similar in terms of size, shape, and 
extent of lignifi cation (Figs. 5a,b). The absence of differences 
in lignin content was confi rmed by chemical analysis (Fig. 
6a). Our results indicate that the nondehiscence of the trans-
genic anthers of our four transgenic lines was not due to 
changes in the structure of the secondary walls of endothe-
cium cells or in the extent of their lignifi cation.

Vanillin staining of anther tissues revealed that deposi-
tion of anthocyanidins in the cell wall of the anther epider-
mis was reduced in transgenic plants (Figs. 5f,g). In addition, 
the abnormal deposition of abnormal components, which 
apparently seemed to accumulate in the vacuoles of epider-
mal and endothecium cells, was observed in transgenic 
anthers (arrows in Figs. 5b–d,f,g). Deposition of the abnor-
mal components was markedly increased during maturation 
of anthers (Figs. 5b,c). This increase was correlated with 
developmental changes in the color of transgenic anthers 
(Figs. 1j,k). It is generally accepted that fl avonoids accumu-
late in vacuoles and are then transferred in part or in toto 
to cell walls.32–34 Some fl avonoids, such as fl avonols, cate-
chins, and proanthocyanidins, can be oxidized by laccases 
from both plants and fungi, with subsequent formation of 
dimers, oligomers, and polymers.8,35–38 The deposition of fl a-
vonoids plays an important role in determining the struc-
ture of the plant cell wall.39,40 Furthermore, colorless and 
light-colored fl avonoids can turn brown upon oxidative 
transformation, suggesting that the changes in anther color 
in our transgenic plants might have been due, in part at 
least, to the abnormal oxidation of fl avonoids. Our present 
data and earlier fi ndings together suggest that, in our trans-
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Fig. 6. a Levels of lignin in anther tissues. Lignin was quantifi ed by a 
modifi ed version of the Klason method. b Levels of anthocyanin in 
anther tissues. Experiments were performed with triplicate samples for 
each line. Error bars indicate SDs
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Fig. 7a–e. Histochemical 
localization of laccase activity 
in thin sections of anthers 
with 3,3′-diaminobenzidine 
as substrate. To eliminate 
endogenous peroxidase activity, 
each reaction mixture contained 
catalase. a, c Thin sections of 
wild-type and transgenic anther 
after incubation with catalase 
but no substrate, respectively. 
b, d Thin sections of wild-type 
and transgenic anther after 
incubation with catalase and 
substrate, respectively. e Thin 
section of transgenic anther 
after incubation with catalase, 
substrate, and laccase 
inhibitor (1 mM sodium 
diethyldithiocarbamate). 
Wild-type and transgenic (FL9) 
anthers were prepared from 
respective plants after growth at 
24°C. Bars 50 μm

genic plants, fl avonoids that are normally deposited in cell 
walls are not targeted correctly to cell walls and remain, to 
some extent, in vacuoles. This alteration in the deposition 
of fl avonoids might be related to the nondehiscent pheno-
type of the transgenic anthers, via decreases in the rigidity 
of the wall frame of anther tissue and/or changes in the 
structure of stomium tissue (Fig. 5d).

As illustrated in Fig. 2, the frequency of anther nonde-
hiscence depended on growth temperature. Lines FL20 and 
FL22 exhibited the nondehiscent phenotype at high fre-
quency under LTC (25°C), but the abnormal phenotype was 
almost completely lost under HTC (29°C). Although the 
frequency was roughly correlated with laccase activity 
under both LTC and HTC, the nondehiscent phenotype 
cannot be explained solely in terms of the level of expres-
sion of laccase in each plant. The nondehiscent phenotype 
of our transgenic lines was closely related to the change in 
color of anther tissue and deformation of the stomium (Figs. 

1, 5d). Changes in the color of transgenic anther were more 
prominent under LTC than under HTC in all of our trans-
genic lines. It is possible that cytochemical localization and/
or levels of phenolic compounds, such as fl avonoids, which 
can be oxidized by laccase, might differ between plants 
grown under different temperature conditions and that the 
differences might infl uence, to varying extents, both color-
ation and deformation of the stomium under HTC and LTC. 
This hypothesis remains to be proven in future study.

We often observed petaloid stamens in our transgenic 
plants (Fig. 8i). Blee et al.41 also reported that downregula-
tion of an endogenous gene for peroxidase in tobacco 
induced formation of petaloid stamens and increased the 
number of petals. Petaloid stamens are typically observed 
in transgenic plants with altered expression of fl oral-iden-
tity genes.42–45 These observations indicate that changes in 
the activities of phenol oxidases, such as laccases and per-
oxidases, might infl uence the expression of genes for the 
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Fig. 8a–j. The abnormal phenotype of transgenic fl owers. a Flower 
from a wild-type plant after growth under LTC (24°C). b Flower from 
an FL9 plant (LTC). c Flower from a wild-type plant after growth under 
HTC (29°C). d Flower from an FL9 plant (HTC). e, f Flowers with six 
petals and six stamens from a fi rst-generation FL9 plant and from the 
T3 generation of the FL20 plant, respectively. g Twin-anther phenotype 
(arrows) observed in an FL4 plant after growth under HTC. h Six 
stamens from an FL4 fl ower after growth under HTC. Filaments of 
transgenic stamens had more deep-pink pigmentation than wild-type 
fi laments. i Petal-like stamen (arrowhead) and petal-like tissue (arrow) 
from an FL22 fl ower after growth under HTC. j Fused fl ower from an 
FL4 plant after growth under HTC. Bars 1 cm

organization of fl owers and/or fl oral identity. We observed 
separated and fused stamens in our transgenic plants (Fig. 
8h). Similar fusion of organs was noted in transgenic poplar 
embryos in which a gene for laccase from sycamore maple 
had been overexpressed.12 Transgenic poplar plants gener-
ated from these embryos had abnormally rigid tissue, a 
dwarf phenotype, and fused organs of the type observed in 
our transgenic lines. Phenol oxidases, such as laccases and 
peroxidases, and phenolic compounds are known to act as 
regulators of levels of plant hormones, such as auxins and 
cytokinins.7,46 These fi ndings suggest that changes in the 
extent of oxidation of phenolic compounds by phenol oxi-
dases might have critical effects on the morphogenesis of 
plant organs.

Acknowledgments The authors thank Dr. Ryuichi Naganawa of the 
National Institute of Advanced Industrial Science and Technology 
(Japan) for his kind support in the analysis of lignin in anther tissues. 
This work was supported, in part, by a Grant-in-Aid for Scientifi c 
Research (no. 21248037) from the Ministry of Education, Culture, 
Sports, Science and Technology of Japan.

References

 1. Baldrian P (2006) Fungal laccases – occurrence and properties. 
FEMS Microbiol Rev 30:215–242

 2. Riva S (2006) Laccase: blue enzymes for green chemistry. Trend 
Biotech 24:219–226

 3. Leatham GF, Stahmann MA (1981) Studies on the laccase of 
Lentinus edodes: specifi city, localization and association with 
the development of fruiting bodies. J Gen Microbiol 125:147–
157

 4. Ranocha P, Chabannes M, Chamayou S, Danoun S, Jauneau A, 
Boudet AM, Goffner D (2002) Laccase down-regulation causes 
alterations in phenolic metabolism and cell wall structure in poplar. 
Plant Physiol 129:145–155

 5. Hoopes JT, Dean JFD (2004) Ferroxidase activity in a laccase-like 
multicopper oxidase from Liriodendron tulipifera. Plant Physiol 
Biochem 42:27–33

 6. Brown DM, Zeef LAH, Ellis J, Goodacre R, Turner SR (2005) 
Identifi cation of novel genes in Arabidopsis involved in secondary 
cell wall formation using expression profi ling and reverse genetics. 
Plant Cell 17:2281–2295

 7. Galuszka P, Frébortová J, Luhová L, Bilyeu KD, English JT, Frébort 
I (2005) Tissue localization of cytokinin dehydrogenase in maze: 
possible involvement of quinone species generated from plant phe-
nolics by other enzymatic systems in the catalytic reaction. Plant 
Cell Physiol 46:716–728

 8. Pourcel L, Routaboul JM, Kerhoas L, Caboche M, Lepiniec L, 
Debeaujon I (2005) TRANSPARENT TESTA10 encodes a lac-
case-like enzyme involved in oxidative polymerization of fl avo-
noids in Arabidopsis seed coat. Plant Cell 17:2966–2980

 9. McCaig BC, Meagher RB, Dean JFD (2005) Gene structure and 
molecular analysis of the laccase-like multicopper oxidase (LMCO) 
gene family in Arabidopsis thaliana. Planta 221:619–636

10. Liang MX, Haroldsen V, Cai XN, Wu YJ (2006) Expression of a 
putative laccase gene, ZmLAC1, in maize primary roots under 
stress. Plant Cell Environ 29:746–753

11. Wang GD, Li QJ, Luo B, Chen XY (2004) Ex planta phytoremedia-
tion of trichlorophenol and phenolic allelochemicals via an engi-
neered secretory laccase. Nat Biotechnol 22:893–897

12. Dean JF, LaFayette PR, Rugh C, Tristram AH, Hoopes JT, 
Eriksson KE, Merkle SA (1998) Laccases associated with lignifying 
vascular tissues. In: Lewis NG, Sarkanen S (eds) Lignin and lignan 
biosynthesis. ACS Symposium Series, American Chemical Society, 
Washington, DC, 697:96–108

13. Wang J, Wang C, Zhu M, Yu Y, Zhang Y, Wei Z (2008) Generation 
and characterization of transgenic poplar plants overexpressing a 
cotton laccase gene. Plant Cell Tissue Organ Cult 93:303–310

14. Liang MX, Davis E, Gardner D, Cai XN, Wu YJ (2006) Involve-
ment of AtLAC15 in lignin synthesis in seeds and in root elonga-
tion of Arabidopsis. Planta 224:1185–1196

15. Hood EE, Bailey MR, Beifuss K, Magallanes-Lundback M, 
Horn ME, Callaway E, Drees C, Delaney DE, Clough R, Howard 
JA (2003) Criteria for high-level expression of a fungal laccase 
gene in transgenic maize. Plant Biotech J 1:129–140

16. de Wilde C, Uzan, E, Zhou Z, Kruus K, Andberg M, Buchert J, 
Record E, Asther M, Lomascolo A (2008) Transgenic rice as a 
novel production system for Melanocarpus and Pycnoporus lac-
cases. Transgenic Res 17:515–527

17. Hirai H, Kashima Y, Hayashi K, Sugiura T, Yamagishi K, Kawagishi 
H, Nishida T (2008) Effi cient expression of laccase gene from 
white-rot fungus Schizophyllum commune in a transgenic tobacco 
plant. FEMS Microbiol Lett 286:130–135

18. Sonoki T, Kajita S, Ikeda S, Uesugi M, Tatsumi K, Katayama Y, 
Iimura Y (2005) Transgenic tobacco expressing fungal laccase pro-
motes the detoxifi cation of environmental pollutants. Appl Micro-
biol Biotech 67:138–142

19. Eggert C, Temp U, Eriksson KE (1996) The ligninolytic system of 
the white rot fungus Pycnoporus cinnabarinus: purifi cation and 
characterization of the laccase. Appl Environ Microbiol 62:
1151–1158

20. Dence CW (1992) The determination of lignin. In: Lin SY, Dence 
CW (eds) Methods in lignin chemistry. Springer, Berlin Heidelberg 
New York, pp 33–61



469

21. Casler MD, Hatfi eld RD (2006) Cell wall composition of smooth 
bromegrass plants selected for divergent fi ber concentration. J 
Agric Food Chem 54:8206–8211

22. Giusti MM, Wrolstad RE (2001) Characterization and measure-
ment of anthocyanins by UV-visible spectroscopy. Curr Protocol 
Food Anal Chem (2001) F1.2.1–F1.2.13

23. Chaffey N (2002) Wood microscopical techniques. In Chaffey N 
(ed) Wood formation in trees. Taylor & Francis, London, pp 17–40

24. Begum S, Nakaba S, Bayramzadeh V, Oribe Y, Kubo T, Funada R 
(2008) Temperature responses of cambial reactivation and xylem 
differentiation in hybrid poplar (Populus sieboldii x P. grandiden-
tata) under natural conditions. Tree Physiol 28:1813–1819

25. Aastrup S, Outtrup H, Erdal K (1984) Localization of the proan-
thocyanidins in the barley grain. Carlsberg Res Commun 49:105–
109

26. Beals TP, Goldberg RB (1997) A novel ablation strategy blocks 
tobacco anther dehiscence. Plant Cell 9:1527–1545

27. Mitsuda N, Seki M, Shinozaki K, Ohme-Takagi M (2005) The NAC 
transcription factors NST1 and NST2 of Arabidopsis regulate sec-
ondary wall thickenings and are required for anther dehiscence. 
Plant Cell 17:2993–3006

28. Yasuor H, Abu-Abied M, Belausov E, Madmony A, Sadot E, Riov 
J, Rubin B (2006) Glyphosate-induced anther indehiscence in 
cotton is partially temperature dependent and involves cytoskele-
ton and secondary wall modifi cations and auxin accumulation. 
Plant Physiol 141:1306–1315

29. Deluc L, Barrieu F, Marchive C, Lauvergeat V, Decendit A, Richard 
T, Carde JP, Mérillon JM, Hamdi S (2006) Characterization of a 
grapevine R2R3-MYB transcription factor that regulates the phen-
ylpropanoid pathway. Plant Physiol 140:499–511

30. Steiner-Lange S, Unte US, Eckstein L, Yang C, Wilson ZA, Schmel-
zer E, Dekker K, Saedler H (2003) Disruption of Arabidopsis 
thaliana MYB26 results in male sterility due to nondehiscent 
anthers. Plant J 34:519–528

31. Yang CY, Xu ZY, Song J, Conner K, Barrena GV, Wilson ZA (2007) 
Arabidopsis MYB26/MALE STERILE35 regulates secondary 
thickening in the endothecium and is essential for anther dehis-
cence. Plant Cell 19:534–548

32. Hopp W, Seitz HU (1987) The uptake of acylated anthocyanin into 
isolated vacuoles from a cell suspension culture of Daucus carota. 
Planta 170:74–85

33. Debeaujon I, Peeters AJM, Léon-Kloosterziel KM, Koornneef M 
(2001) The TRANSPARENT TESTA12 gene of Arabidopsis 
encodes a multidrug secondary transporter-like protein required 
for fl avonoid sequestration in vacuoles of the seed coat endothe-
lium. Plant Cell 13:853–871

34. Kitamura S, Shikazono N, Tanaka A (2004) TRANSPARENT 
TESTA 19 is involved in the accumulation of both anthocyanins 
and proanthocyanidins in Arabidopsis. Plant J 37:104–114

35. Itoh N, Katsube Y, Yamamoto K, Nakajima N, Yoshida K (2007) 
Laccase-catalyzed conversion of green tea catechins in the pres-
ence of gallic acid to epitheafl agallin and epitheafl agallin 3-O-
gallate. Tetrahedron 63:9488–9492

36. Ghidouche S, Es-Safi  NE, Ducrot PH (2008) Mechanistic study 
on the enzymatic oxidation of fl avonols. Tetrahedron Lett 49:
619–623

37. Lekounougou S, Mounguengui S, Dumarpy S, Rose C, Courty PE, 
Garbaye J, Gérardin P, Jacquot JP, Gelhaye E (2008) Initial stages 
of Fagus sylvatica wood colonization by the white-rot basidiomy-
cete Trametes versicolor: enzymatic characterization. Int Biodet 
Biodeg 61:287–293

38. Luo YH, Zuo Y, Su YQ, Ma HL (2008) Study on kinetic behaviors 
of the biocatalysis of laccase on oxidation of phenolic compounds 
– using catechol and epicatechin as model substrates. Chem Ind 
Forest Prod 28:13–17

39. Derksen J, van Wezel R, Knuiman B, Ylstra B, van Tunen AJ (1999) 
Pollen tubes of fl avonol-defi cient Petunia show striking alterations 
in wall structure leading to tube disruption. Planta 207:575–581

40. Pourcel L, Routaboul JM, Cheynier V, Lepiniec L, Debeaujon I 
(2007) Flavonoid oxidation in plants: from biochemical properties 
to physiological functions. Trend Plant Sci 12:29–36

41. Blee KA, Choi JW, O’Connell AP, Schuch W, Lewis NG, Bolwell 
GP (2003) A lignin-specifi c peroxidase in tobacco whose antisense 
suppression leads to vascular tissue modifi cation. Phytochemistry 
64:163–176

42. Mouradov A, Glassick T, Hamdorf B, Murphy L, Fowler B, Marla 
S, Teasdale RD (1998) NEEDLY, a Pinus radiata ortholog of FLO-
RICAULA/LEAFY genes, expressed in both reproductive and 
vegetative meristems. Proc Natl Acad Sci USA 95:6537–6542

43. Ahearn KP, Johnson HA, Weigel D, Wagner DR (2001) NFL1, a 
Nicotiana tabacum LEAFY-like gene, controls meristem initiation 
and fl oral structure. Plant Cell Physiol 42:1130–1139

44. Shindo S, Sakakibara K, Sano R, Ueda K, Hasebe M (2001) Char-
acterization of a FLORICAULA/LEAFY homologue of Gnetum 
parvifolium and its implications for the evolution of reproductive 
organs in seed plants. Int J Plant Sci 162:1199–1209

45. Shiokawa T, Yamada Y, Futamura N, Osanai K, Murasugi D, Shi-
nohara K, Kawai S, Morohoshi N, Katayama Y, Kajita S (2008) 
Isolation and functional analysis of the CjNdly gene, a homolog in 
Cryptomeria japonica of FLORICAULA/LEAFY genes. Tree 
Physiol 28:21–28

46. Tognolli M, Penel C, Greppin H, Simon P (2002) Analysis and 
expression of class III peroxidase large gene family in Arabidopsis 
thaliana. Gene 288:129–138


