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Autophagy is crucial for cellular homeostasis and plays important roles in tumorigenesis. FIP200 (FAK family-
interacting protein of 200 kDa) is an essential autophagy gene required for autophagy induction, functioning in the
ULK1–ATG13–FIP200 complex. Our previous studies showed that conditional knockout of FIP200 significantly
suppressed mammary tumorigenesis, which was accompanied by accumulation of p62 in tumor cells. However, it is
not clear whether FIP200 is also required for maintaining tumor growth and how the increased p62 level affects the
growth in autophagy-deficient FIP200-null tumors in vivo. Here, we describe a new system to delete FIP200 in
transformed mouse embryonic fibroblasts as well as mammary tumor cells following their transplantation and show
that ablation of FIP200 significantly reduced growth of established tumors in vivo. Using similar strategies, we
further showed that either p62 knockdown or p62 deficiency in established FIP200-null tumors dramatically
impaired tumor growth. The stimulation of tumor growth by p62 accumulation in FIP200-null tumors is associated
with the up-regulated activation of the NF-kB pathway by p62. Last, we showed that overexpression of the
autophagy master regulator TFEBS142A increased the growth of established tumors, which correlated with the
increased autophagy of the tumor cells. Together, our studies demonstrate that p62 and autophagy synergize to
promote tumor growth, suggesting that inhibition of both pathways could be more effective than targeting either
alone for cancer therapy.
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Autophagy is an essential, conserved lysosomal degradation
pathway that controls the homeostasis of the cytoplasm by
bulk degradation of unnecessary or dysfunctional cellular
organelles and protein aggregates (Yang and Klionsky 2010;
Mizushima and Komatsu 2011; Rubinsztein et al. 2012).
In addition to the previously described tumor-suppressive
roles of autophagy (Liang et al. 1999;Qu et al. 2003; Yue et al.
2003; Mathew et al. 2009), the prosurvival function of
autophagy under stress conditions (e.g., nutrient deprivation,
hypoxia, and therapeutic stress) has been found to promote
tumor growth and progression. Pharmacological or genetic
inhibition of autophagy was shown to sensitize tumor cells
to cytotoxic effects and chemotherapy and ionizing irradi-
ation to enhance cancer treatments (Levine and Kroemer
2008; Rubinsztein et al. 2012; White 2012). Furthermore,
several recent studies demonstrated that disruption of
autophagy genes led to decreased proliferation and survival
in oncogene transformed tumor cells and caused reduced

tumor growth in vivo (Guo et al. 2011; Wei et al. 2011;
Yang et al. 2011), further suggesting that the inhibition
of autophagy may benefit cancer treatment. Nevertheless,
still relatively little is known about the requirement and
mechanisms of autophagy for tumor initiation and/or
tumor progression under different oncogenic contexts or
various stages of tumorigenesis (White 2012; Chen and
Guan 2013).
The FIP200 (FAK family-interacting protein of 200

kDa) gene encodes an evolutionarily conserved protein
characterized by a large coiled-coil region containing
a leucine zipper motif (Ueda et al. 2000; Abbi et al. 2002;
Chano et al. 2002). FIP200 is an essential autophagy
protein, forming a ULK1–ATG13–FIP200–ATG101 com-
plex to initiate autophagosome formation (Hara et al.
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2008; Ganley et al. 2009; Hosokawa et al. 2009; Jung et al.
2009; Behrends et al. 2010). p62/SQSTM1 (also known
as sequestosome-1, referred to as p62 here) is an adaptor
protein that localizes to sites of autophagosome forma-
tion and can associate with autophagosome-localizing
protein LC3 and ubiquitinated proteins (Bjorkoy et al.
2005). p62 itself is also an autophagy substrate and
accumulates as protein aggregates in autophagy-defi-
cient cells. As it also interacts with proteins in a num-
ber of intracellular signaling pathways, p62 plays im-
portant roles at the crossroads of autophagy, apoptosis,
and cancer (Moscat and Diaz-Meco 2009; Rubinsztein
et al. 2012; White 2012).
In contrast to data showing both tumor promotion and

suppression roles for autophagy (Kimmelman 2011;
White 2012; Chen and Guan 2013), p62 has been shown
to play protumorigenesis functions in several previous
studies (Duran et al. 2008; Guo et al. 2011). Mathew et al.
(2009) found that p62 accumulation upon autophagy
inhibition in apoptosis-deficient cells increased tumori-
genesis through increased oxidative stress and deregula-
tion ofNF-kB signaling. Conversely, p62�/�mice exhibited
significant resistance to Ras-induced lung adenocarci-
nomas due to decreased NF-kB activation (Duran et al.
2008). Similarly, RasV12 transformed, p62-null iBMK (im-
mortal babymouse kidney epithelial) cells showed reduced
survival under starvation conditions and decreased tumor-
igenesis when compared with RasV12 transformed, p62+/+

iBMK cells (Guo et al. 2011). However, our previous studies
showed that decreasedmammary tumorigenesis caused by
FIP200 deletion and consequent autophagy inhibition was
also associated with a significant increase in p62 accumu-
lation in the FIP200-null tumor cells (Wei et al. 2011).
These results raise the interesting possibility that p62 may
also play a tumor suppression function under some condi-
tions, such as in autophagy-deficient tumor cells (i.e.,
after FIP200 deletion). Moreover, while previous studies
revealed that deletion of FIP200 or other autophagy genes
inhibited tumorigenesis (Guo et al. 2011; Wei et al. 2011;
Yang et al. 2011), it is not clear whether FIP200-mediated
autophagy is also required in maintaining growth of
established tumors, which is an important question in
the future design of therapies targeting autophagy genes for
treatment.
Here we developed a novel system that allows deletion

of FIP200 as well as expression of ectopic genes in tumor
cells within an established and growing tumor in an
inducible manner in vivo. Using this sophisticated sys-
tem, we showed that autophagy disruption by FIP200
deletion significantly impeded the growth of established
tumors, and either p62 knockdown or p62 deficiency
in established FIP200-null tumors further impaired tumor
growth. We further found that overexpression of the
autophagy master regulator TFEBS142A stimulated the
growth of established tumors, which correlated with
the increased autophagy of the tumor cells. Therefore,
knockout/knockdown of p62 and suppression of auto-
phagy by FIP200 deletion can synergize to inhibit tumor
growth, providing new insights for the future design of
anti-cancer treatment.

Results

Autophagy disruption by deletion of FIP200 impairs
growth of established tumors

Our previous studies showed that autophagy inhibition
by FIP200 deletion decreased cell growth of E1A/H-
RasV12 transformed mouse embryonic fibroblasts (MEFs)
(Wei et al. 2011; Wei and Guan 2012). To evaluate
whether autophagy is required to maintain the growth
and/or viability of established tumors in vivo, MEFs
were isolated from FIP200-floxed mice (Gan et al. 2006)
and then transformed by E1A/H-RasV12 and infected with
MSCV�CreERT2, which expresses Cre recombinase in a
tamoxifen (TAM)-dependent manner (Kumar et al. 2009;
Supplemental Fig. S1A). As expected, treatment of these
transformed FIP200 f/f;CreERMEFswith 4-hydroxytamoxifen
(4-OHT) led to efficient deletion of the floxed FIP200 al-
leles (Supplemental Fig. S1B). The transformed FIP200 f/f;
CreER MEFs were then transplanted into the flanks of
athymic nudemice. Animalswith advanced tumors (0.5 cm
in diameter) were treated with TAM to induce the deletion
of FIP200 in the tumor cells to examine the effects on the
growth of established tumors in vivo (Fig. 1A). As shown in
Figure 1B, autophagy deficiency by FIP200 deletion resulted
in a significantly decreased tumor growth in TAM-treated
mice compared with control recipient mice without TAM
treatment. In additional control experiments, we found
that TAM treatment did not affect the growth of tumors
derived from E1A/H-RasV12 transformed FIP200 f/f MEFs in
the recipient mice (Supplemental Fig. S2), indicating that
reduced tumor growth by transformed FIP200 f/f;CreER
MEFs was due to FIP200 deletion (induced by CreER after
TAM treatment) rather than TAM treatment per se.
We next analyzed FIP200 deletion in the tumors de-

veloped in the transformed FIP200 f/f;CreER MEF-trans-
planted recipient mice that had been treated with or
without TAM. Figure 1C shows a significantly diminished
expression of FIP200 in the tumor samples from the
recipient mice treated with TAM compared with those
from control mice, suggesting efficient deletion of FIP200
by the strategy outlined in Figure 1A, as expected. Fur-
thermore, increased accumulation of LC3-I (i.e., likely
caused by reduced LC3-I-to-LC3-II conversion) was ob-
served in lysates prepared from tumors with FIP200 de-
letion induced by TAM treatment compared with those in
control mice, suggesting defective autophagy in these
cells. Likewise, starvation-induced puncta formation was
decreased upon the induction of FIP200 deletion by 4-OHT
treatment of transformed FIP200 f/f;CreER MEFs (Supple-
mental Fig. S3). Consistent with these observations, an
increased amount of p62 was also found in FIP200-null
tumor cells, asmeasured by bothWestern blotting analysis
of the tumor lysates (Fig. 1C) and immunofluorescent
staining of sections from the tumors developed in TAM-
treated recipient mice (Fig. 1D, panel a). Similar to our
previous findings in mammary tumor cells and neurons
(Liang et al. 2010; Wei et al. 2011), large ubiquitin-positive
aggregates were also detected in sections of tumors in
TAM-treated recipient mice but not in those from control
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mice (Fig. 1D, panel b). Together, these results demonstrate
defective autophagy in the established tumors from trans-
formed FIP200 f/f;CreER MEFs upon deletion of FIP200 by
TAM administration to the recipient mice.
Previous studies have shown that FIP200 deletion

decreased proliferation of transformed MEFs as well as
skin epithelial cells in vitro (Wei et al. 2009, 2011). Consis-
tent with the reduced tumor growth, we found significantly
reduced cell proliferation in tumors from the recipient mice
following TAM treatment compared with that treated with
vehicle control, as measured by BrdU incorporation assays
(Fig. 1D, panel c). We also detected increased apoptosis in
FIP200-null tumors in vivo, as measured by immunofluo-
rescent staining using cleaved caspase-3 (Fig. 1D, panel d),

although our previous studies showed that FIP200 deletion
had no effect in vitro on apoptosis of E1A/H-RasV12 trans-
formed MEFs under normal growth conditions (Wei et al.
2011). We then examined the survival of transformed
FIP200 f/f;CreER MEFs after treatment of 4-OHT to delete
FIP200 in vitro. Similar to previous results (Wei et al. 2011),
FIP200 deletion did not affect apoptosis of transformed
FIP200 f/f;CreERMEFs in nutrient-replete culturemedium.
However, it significantly decreased the survival of these
cells under nutrient starvation conditions (i.e., in Hank’s
balanced salt solution [HBSS] medium) (Fig. 1E,F).
To further elucidate the role of FIP200 in tumor growth,

we prepared spontaneously immortalized mammary tu-
mor cells from FIP200f/f;MMTV-PyMT mice (Wei et al.

Figure 1. Autophagy disruption by deletion
of FIP200 impairs growth of established tu-
mors. (A) Schematics for the deletion of
floxed FIP200 induced by TAM after trans-
plantation of transformed FIP200f/f;CreER
MEFs, as described in the Materials and
Methods. (B) Transformed FIP200f/f;CreER
MEFs were injected subcutaneously into
athymic nude mice, animals (n = 4 each)
were treated with vehicle control (�TAM,
black line) or TAM (+TAM, red line) by
intraperitoneal (i.p.) injection, and single tu-
mor growth was measured at the indicated
time points. Data points represent means of
fold change and SD in tumor volume relative
to 1 d after the last TAM injection. Repre-
sentative tumor burden images at the final
time point are shown at the right. (***) P <

0.001. (C) Tumor lysates harvested from the
recipient mice at the final time point were
analyzed by Western blotting for various
proteins using vinculin as a loading control,
as indicated. (D) Representative images of
tumor sections harvested from the recipient
mice at the final time point and analyzed by
immunohistochemistry or immunofluores-
cence with anti-p62, anti-ubiquitin (anti-
Ub), anti-BrdU, and anti-caspase-3 (Casp3)
antibodies. Bar, 100 mm. (E,F) Transformed
FIP200f/f;CreER MEFs were treated with 4-
OHT to activate Cre recombinase to produce
FIP200 knockout (KO) cells or with mock
medium to generate control (Ctrl) cells, re-
spectively (see Supplemental Fig. S1). Cell
viability was determined after 6 h with or
without HBSS starvation in E. Cell lysates
were analyzed by Western blotting for pro-
teins as indicated after 3 h with or without
HBSS starvation in F. (G) Immortalized
FIP200f/f;PyMT;CreER tumor cells were
injected into the mammary fat pads of nude
mice. Animals (n = 4 each) were treated with
vehicle control (black line) or TAM (red line)
by i.p. injection, and single tumor growth
was measured at the indicated time points.
Data points represent means of fold change
and SD in tumor volume relative to 1 d after
the last TAM injection. (***) P < 0.001.
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2011) and then infected them with recombinant retrovi-
ruses encoding CreER. The resulting FIP200 f/f;PyMT;C-
reER tumor cells were then transplanted into nude mice
to allow tumor growth until ;0.5 cm, followed by TAM
treatment to induce deletion of the floxed FIP200 genes
(Supplemental Fig. S4A).We found that ablation of FIP200
in the PyMT-driven mammary tumor cells also signifi-
cantly decreased their growth compared with those tu-
mors in the recipient mice not treated with TAM
(Fig. 1G). As a control for TAM effect, we showed that
similar treatment with TAM of recipient mice that had
been transplanted with FIP200 f/f;PyMT tumor cells (that
were infected by empty control retroviruses) did not alter
mammary tumor growth in these mice (Supplemental
Fig. S4B,C). Collectively, these results suggest that
FIP200-mediated autophagy plays a critical role for estab-
lished tumor growth by promoting tumor cell prolifera-
tion as well as survival under nutrient depletion stress
conditions in vivo.

p62 synergizes with autophagy for tumor growth

Accumulation of p62 aggregates is a common feature of
autophagy disruption (Moscat and Diaz-Meco 2009;
Rubinsztein et al. 2012; White 2012). Previous studies
showed that increased p62 accumulation promoted tu-
morigenesis in apoptosis-defective tumor cells upon
autophagy inhibition by Atg5 deletion (Mathew et al.
2009). However, our above results suggested that p62 acc-
umulation correlated with reduced tumor growth in
FIP200-null transformed MEFs, raising the potentially al-
ternative role of p62 in the inhibition of growth of es-
tablished tumors in vivo. To evaluate such a possibility
directly, we introduced inducible p62 shRNAs under the
control of doxycycline (Dox) into the transformed FIP200 f/f;
CreERMEFs. Cells derived from two out of three different
shRNAs (designated as shp62-1 and shp62-2 cells) showed
efficient suppression of p62 levels upon Dox treatment to
induce shRNA expression (Fig. 2A). However, although
FIP200 deletion induced by 4-OHT treatment caused a
significant decrease in cell survival as observed earlier
(+4-OHT vs. �4-OHT), p62 knockdown did not rescue the
deficient survival of FIP200 knockout cells (+Dox vs.
�Dox in +4-OHT condition) (Fig. 2B), suggesting that
increased p62 upon FIP200 deletion did not contribute to
the decreased survival of these cells. p62 knockdown did
not affect the survival of control cells (+Dox vs. �Dox in
�4-OHT condition) either.
We next examined the effect of p62 knockdown on

transformedMEFs following FIP200 deletion in established
tumors in vivo. shp62-1 and shp62-2 cells were trans-
planted into recipient nude mice, which were then treated
with TAM and with or without Dox after tumors reached
the size of ;0.5 cm in diameter to induce FIP200 deletion
with or without p62 knockdown. Surprisingly, p62 knock-
down did not promote tumor growth (i.e., restore the
reduced growth of transformed MEFs following TAM-
induced FIP200 deletion) but rather further reduced it in
recipient mice transplanted with shp62-1 or shp62-2 cells
(Fig. 2C). As expected, expression of a control shRNA

(shCtrl) did not affect growth of tumors derived from
transformed MEFs following FIP200 deletion (i.e., +TAM).
Immunohistochemical staining of tumor sections verified
decreased p62-positive aggregations in tumor cells with
p62 knockdown compared with those expressing shCtrl
(Fig. 2D, top panels). A partial decrease in the ubiquitin-
positive aggregations was also observed in tumorswith p62
knockdown (Fig. 2D, bottom panels). Together, these re-
sults suggest that p62 accumulation is not responsible
for the decreased tumor growth in transformed MEFs
following FIP200 deletion in established tumors and that
down-regulation of p62 further impairs the growth of
autophagy-deficient tumors.
To further evaluate the role of p62 in regulation of tumor

growth and exclude the possibility that the observed
effects in shp62-1 or shp62-2 cells were due to off-target
effects of p62 shRNAs, we generated FIP200f/f,p62�/� mice
by crossing floxed FIP200 (Gan et al. 2006) and p62�/�

(Komatsu et al. 2007) mice and then prepared transformed
FIP200 f/f;p62�/�CreER MEFs using a strategy similar to
that for the transformed FIP200 f/f;CreER MEFs (see Sup-
plemental Fig. S1A). We next introduced an inducible p62
expression vector under the control of Dox into the trans-
formed FIP200 f/f;p62�/�CreERMEFs to obtain transformed
FIP200 f/f;p62�/�CreER;ip62 MEFs (designated as ip62
cells). Western blotting analysis verified the expression of
p62 upon Dox treatment both with and (to a higher level)
without FIP200 expression (i.e., �4-OHT and +4-OHT,
respectively) in these cells (Fig. 3A). Similar to results of
p62 knockdown in transformed FIP200 f/f;CreER MEFs, re-
expression of p62 in transformed FIP200 f/f;p62�/�CreER
MEFs did not affect their survival in vitro (Fig. 3B).
The ip62 cells were then transplanted into nude mice to

determine the effect of re-expression of p62 on the growth
of established tumors in vivo. After tumors reached ;0.5
cm, mice were treated with TAM for FIP200 deletion and/
or Dox for p62 re-expression, and tumor growth was then
monitored. We found that re-expression of p62 in tumors
with FIP200 expression (i.e., �TAM) did not significantly
affect the growth of tumors under these conditions (com-
pare +Dox vs. �Dox) (Fig. 3C, left panel). In contrast, for
tumors with FIP200 deletion (i.e., +TAM), re-expression of
p62 significantly increased tumor growth compared with
those without p62 re-expression (compare +Dox vs.�Dox)
(Fig. 3C, right panel). Immunohistochemical staining of
the tumor sections showed expression of p62 after Dox
induction and the presence of p62-containing aggregates in
FIP200 knockout tumors (Fig. 3D, top panels). Similarly,
ubiquitin-positive aggregations were also observed only in
autophagy-deficient FIP200 knockout tumor cells with
p62 re-expression (Fig. 3D, bottom panels). Analyses of
lysates from the tumors with four different genotypes
verified the efficiency of FIP200 deletion and p62 re-
expression by treatment with TAM and Dox, respectively,
and that FIP200 deletion further enhanced the level of p62
expression (Fig. 3E). BrdU incorporation assays showed
a significantly increased proliferation of tumor cells upon
p62 re-expression in FIP200 knockout tumors (Fig. 3F, top
panels and graph). In contrast, no significant differences for
apoptosis were observed between tumor cells with or
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without p62 re-expression, as measured by staining with
cleaved caspase-3 (Fig. 3F, bottom panels and graph). Taken
together, these results provide further support that p62 is
still required for the growth of established tumors derived
from autophagy-deficient transformed MEFs and that p62
promotes tumor growth primarily through its regulation of
cell proliferation.

Regulation of tumor growth by p62 through the NF-kB
pathway in FIP200 knockout tumor cells

Previous studies demonstrated biochemically and geneti-
cally that p62 is required for activation of the NF-kB
pathway (Duran et al. 2004; Martin et al. 2006; Duran
et al. 2008; Ling et al. 2012). We therefore tested whether
p62 also regulates the NF-kB pathway in FIP200-null
autophagy-deficient cells and whether thismay contribute
to p62 promotion of tumor growth derived from these
cells. We found that knockdown of p62 in FIP200 knock-
out cells (i.e., +Dox vs. �Dox in shp62-2 cells following
FIP200 deletion by 4-OHT) decreased NF-kB signaling, as
assessed by the phosphorylation of p65 (Fig. 4A, left four
lanes). Conversely, re-expression of p62 in FIP200 knock-
out/p62 knockout cells (i.e., +Dox vs. �Dox in ip62 cells
following FIP200 deletion by 4-OHT) increased NF-kB
signaling (Fig. 4A, right two lanes). Furthermore, induction
of p62 re-expression promoted p65 nuclear translocation
(Fig. 4B, right panels), whereas just treatment of the tumor
cells with vector alone by Dox did not affect p65 nuclear
translocation as expected (Fig. 4B, left panels). Similarly,
we found that several endogenous targets of NF-kB signal-
ing, including TNFa, IL6, and IFNg, were up-regulated
upon re-expression of p62 in FIP200 knockout/p62 knock-
out tumor cells (Fig. 4C) but not by Dox treatment of
tumor cells with vector alone (Supplemental Fig. S5).
These studies provide strong support that p62 regulates

NF-kB signaling in FIP200 knockout autophagy-deficient
tumor cells.
To directly assess the potential role of NF-kB signaling

regulated by p62 (as shown in the above experiments) in
FIP200 knockout cells, we introduced into transformed
FIP200 f/f;CreERMEFs a Dox-controlled inducible expres-
sion vector encoding IkBa superrepressor (IkBSR), a non-
phosphorylatable, dominant-negative inhibitor protein
for the NF-kB pathway (Meylan et al. 2009). The resulting
cells were designated as iIkBSR cells (i.e., transformed
FIP200 f/f;CreER;iIkBSR MEFs). Western blotting analysis
of lysates from these cells verified that Dox-induced over-
expression of IkBSR reduced NF-kB signaling, as assessed
by the phosphorylation of p65 (Fig. 4D, right two lanes).
Furthermore, expression of IkBSR also decreased nuclear
translocation of p65 (Fig. 4E) and expression of NF-kB
targets, including TNFa, IL6, and IFNg (Fig. 4F), providing
further validation that IkBSR inhibits NF-kB signaling in
FIP200 knockout autophagy-deficient tumor cells. How-
ever, we found that IkBSR expression did not affect the
survival of iIkBSR cells either with or without FIP200
deletion (i.e., see +Dox vs. �Dox in +4-OHTcells or +Dox
vs. �Dox in �4-OHT cells) in vitro (Fig. 4G). We next
examined the effect of IkBSR on the growth of tumors
derived from the transplantation of iIkBSR cells in vivo.
We found that induced expression of IkBSR did not affect
the growth of the tumors with FIP200 (i.e., +Dox vs.�Dox
in �TAM tumors) (Fig. 4H, left panel), although previous
studies showed inhibition of lung tumor growth by IkBSR
(Meylan et al. 2009). Such a discrepancy could be due to
different cells used or possibly more rapid growth of
tumors from transformed MEFs masking the effect of
NF-kB pathway inhibition in these cells. Interestingly,
however, induction of IkBSR expression reduced the
growth of the established tumors from the iIkBSR cells
following FIP200 deletion (i.e., +Dox vs. �Dox in +TAM

Figure 2. p62 Knockdown decreases the
growth of autophagy-deficient tumors. (A)
Various transformed MEFs were treated with
250 nM 4-OHT to delete FIP200 and then
cultured for 2 d with or without 1 mg/mL
Dox, as indicated. Cell lysates were analyzed
by Western blotting for the indicated pro-
teins. (B) Various transformed MEFs (53 104)
were seeded into six-well plates, and the
percentage (normalized to cells under �4-
OHT/�Dox conditions) of the number of
cells was determined after 5 d in DMEM +

10% FBS culture medium under various
conditions, as indicated. (C) Various trans-
formed MEFs were injected subcutaneously
into athymic nude mice, all animals (n = 4
each) were treated with TAM by i.p. injec-
tion for FIP200 deletion and fed without
(black line) or with (red line) Dox-containing
food, and single tumor growth was measured
at the indicated time points. Data points

represent means of fold change and SD in tumor volume relative to 1 d after the last TAM injection. (***) P < 0.001. (D) Representative
images of tumor sections harvested from the recipient mice at the final time point and analyzed by immunohistochemistry with anti-p62
and anti-ubiquitin (anti-Ub) antibodies. Arrows mark p62-positive and ubiquitin-positive aggregates. Bar, 100 mm.
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tumors) (Fig. 4D, right panel). Together, these results sug-
gest that p62 promotes the growth of autophagy-deficient
tumors in vivo at least partially through its stimulation of
the NF-kB signaling pathway.

Increased autophagy by enforced overexpression
of TFEBS142A correlates with enhanced tumor growth

To complement our studies of autophagy inhibition by
FIP200 deletion and further explore the role of autophagy
in tumor growth in vivo, we examined the effect of
enforced overexpression of TFEBS142A, the S142A mutant
of transcription factor TFEB that has been shown recently
to stimulate autophagy (Settembre et al. 2011), in breast
cancer cells using an inducible strategy. MDA-MB-231
human breast cancer cells or the spontaneously immortal-
ized mouse mammary tumor cells derived from MMTV-
PyMT mice were infected by recombinant retroviruses
encoding floxed TFEBS142A as well as that encodingMSCV-
CreER (Supplemental Fig. S6A). The resulting cells were
designated as ihTFEBm (for inducible human breast cancer
cells with TFEB mutant) and imTFEBm (for inducible

mouse breast cancer cellswith TFEBmutant), respectively.
As expected, treatment with 4-OHT induced Cre ex-
pression, leading to the removal of the floxed TFEBS142A,

which generates corresponding control cells for the tumor
cells overexpressing TFEBS142A in both ihTFEBm (Fig. 5A,

left two lanes) and imTFEBm (Fig. 5A, right two lanes)

cells (Supplemental S6A). The effect of TFEB overexpres-
sion in breast cancer cells was then evaluated by examin-

ing survival of these cells in vitro. We found that both
ihTFEBm (Fig. 5B, left graph) and imTFEBm (Fig. 5B, right

graph) cells showed significantly increased cell survival
compared with the respective control cells (i.e., �4-OHT

vs. +4-OHT) (Fig. 5B).
We further evaluated the effect of TFEB overexpression

on basal and starvation-induced autophagy in these cells.

Compared with control cells, tumor cells with TFEBS142A

overexpression showed an increased ratio of LC3-II/LC3-I

under basal conditions in the presence of chloroquine (CQ)
(Fig. 5C), which inhibits autolysosome acidification and

subsequent LC3-II degradation (Mizushima 2004). More-
over, starvation-induced puncta formation was also signif-

Figure 3. Ectopic p62 expression increases
the growth of autophagy-deficient tumor.
(A) Various transformed MEFs were treated
with or without 250 nM 4-OHT and then
cultured for 2 d with or without 1 mg/mL
Dox, as indicated. Cell lysates were ana-
lyzed by Western blotting for the indicated
proteins. (B) ip62 cells (5 3 104) were seeded
into six-well plates, and the number of cells
was determined after 3 or 6 d in DMEM +

10% FBS culture medium under various
conditions, as indicated. (C) ip62 cells were
injected subcutaneously into athymic nude
mice, animals (n = 4 each) were treated with
or without TAM by i.p. injection for FIP200
deletion and fed without (black line) or with
(red line) Dox-containing food, and single
tumor growth was measured at the indi-
cated time points. Data points represent
means of fold change and SD in tumor
volume relative to 1 d after the last TAM
injection. (***) P < 0.001. (D) Representative
images of tumor sections harvested from
the recipient mice at the final time point
and analyzed by immunohistochemistry
with anti-p62 and anti-ubiquitin (anti-Ub)
antibodies. Arrows mark p62-positive and
ubiquitin-positive aggregates. Bar, 100 mm.
(E) Lysates were prepared from mammary
tumors of recipient mice and then analyzed
by Western blotting for the indicated pro-
teins. (F) The proliferation and apoptosis of
tumor cells in recipient mice were analyzed
by BrdU incorporation assays as described
in Materials and Methods (top panels) or
immunohistochemistry using anti-cleaved
caspase-3 (bottom panels), respectively. Bar,
100 mm. Data at the right represent mean 6

SD (n = 4 for each sample) of relative num-
bers of BrdU-positive or cleaved caspase-3-
positive cells per field.
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icantly higher in ihTFEBm cells with TFEBS142A over-
expression compared with the control cells (i.e., �4-OHT
vs. +4-OHT) (Fig. 5D). These results are consistent with
previous findings of promotion of autophagy by TFEB
(Settembre et al. 2011). Last, imTFEBm cells were trans-
planted into recipient nude mice and used for examination
of the role of TFEB-promoted autophagy in tumor growth
in vivo (Supplemental Fig. S6B). After the tumors reached
0.5 cm in diameter, the recipient mice were treated with
TAM to induce the removal of TFEBS142A overexpression
in the tumor cells. Comparison of tumor growth in mice
with or without TAM treatment showed a significantly
increased growth rate of tumors with TFEBS142A over-
expression (i.e., in recipient mice without TAM treatment)
compared with those control tumors (i.e., the floxed
TFEBS142A is deleted in tumors by TAM treatment) (Fig.
5E). Western blotting analyses of lysates of the tumors in
these two groups of mice verified the deletion of TFEB in
tumors from recipient mice that had been treated with

TAM (Fig. 5F). Together, complementary with the finding
that autophagy disruption by FIP200 deletion impairs the
growth of established tumors, these results indicate that
enhanced autophagy byTFEBS142A overexpression correlates
with increased tumor growth rate for established tumors.

Discussion

Autophagy has been shown to play complex roles in the
regulation of cancer development and progression in dif-
ferent stages of tumorigenesis and oncogenic events
(Mathew et al. 2009; Kon et al. 2011; Lock et al. 2011;
Takamura et al. 2011; Wei et al. 2011; Yang et al. 2011;
Chen and Guan 2013; Choi et al. 2013). Our previous
studies showed that deletion of an essential autophagy
gene, FIP200, significantly decreased mammary tumori-
genesis in a mouse model of human breast cancer in vivo
(Wei et al. 2011; Wei and Guan 2012). By creating and
analyzing unique models that allow us to manipulate

Figure 4. p62 regulates NF-kB activation,
and inhibition of NF-kB impairs the tumor
growth under autophagy-deficient condition.
(A) Various transformed MEFs were treated
with 250 nM 4-OHT to delete FIP200 and
then cultured for 2 d with or without 1 mg/mL
Dox to induce p62 knockdown (left four
lanes) or ectopic p62 expression (right two
lanes), as indicated. Cell lysates were ana-
lyzed by Western blotting for the indicated
proteins. (B) Various transformed MEFs were
treated with 250 nM 4-OHT to delete FIP200
and then cultured for 2 d with or without
1 mg/mL Dox, as indicated. Cytoplasmic
(Cyto) and nuclear (Nucl) fractions were
then prepared and analyzed by Western
blotting for the indicated proteins. (C) ip62
cells were treated with 250 nM 4-OHT for
deletion of FIP200 and then cultured for 2
d with or without 1 mg/mL Dox. RNA was
isolated from cells and subjected to the
analysis by quantitative RT–PCR (qRT–
PCR) to detect the expression of NF-kB
target genes, as indicated. The mean 6 SD
of relative levels (normalized to no Dox
treatment) is shown. (D) Various trans-
formed MEFs were treated with 4-OHT to
delete FIP200 and then cultured overnight
with or without 1 mg/mL Dox, as indicated.
Cell lysates were analyzed by Western blot-
ting for the indicated proteins. (E) iIkBSR
cells were treated with 250 nM 4-OHT to
delete FIP200 and then cultured for 2 d with
or without 1 mg/mL Dox, as indicated. Cy-

toplasmic (Cyto) and nuclear (Nucl) fractions were prepared and analyzed by Western blotting for the indicated proteins. (F) iIKBSR cells
were treated with 250 nM 4-OHT for deletion of FIP200 and then cultured for 2 d with or without 1 mg/mL Dox. RNAwas isolated from
cells and subjected to the analysis by qRT–PCR to detect the expression of NF-kB target genes, as indicated. The mean 6 SD of relative
levels (normalized to no Dox treatment) is shown. (G) iIkBSR cells (5 3 104) were seeded into six-well plates, and the percentage
(normalized to cells under �4-OHT/�Dox conditions) of the number of cells was determined after 5 d in DMEM + 10% FBS culture
medium under various conditions, as indicated. (H) iIkBSR cells were injected subcutaneously into athymic nude mice, animals (n = 4
each) were treated with or without TAM by i.p. injection for FIP200 deletion and fed without (black line) or with (red line) Dox-containing
food, and single tumor growth was measured at the indicated time points. Data points represent means of fold change and SD in tumor
volume relative to 1 d after the last TAM injection. (*) P < 0.05; (**) P < 0.01; (***) P < 0.001.
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FIP200 and p62 in the established tumors, we show here
that FIP200-mediated autophagy is also required for main-
taining tumor growth in vivo and that the accumulated
p62 upon autophagy blockage did not contribute to the
reduced tumor growth but stimulated the growth of
autophagy-deficient tumors. Therefore, our results reveal
a synergistic mechanism of p62 signaling and autophagy in
the promotion of cancer growth, implicating a potentially
more effective therapeutic strategy by targeting both
pathways.
p62 is a multifunctional adaptor protein implicated

in selective autophagy, serving as an autophagy receptor,
which shows abnormal accumulation in aggregates
upon autophagy inhibition by deletion of FIP200 or other
autophagy genes in a variety of cells (Bjorkoy et al. 2005;
Komatsu et al. 2007; Liang et al. 2010; Mizushima and
Komatsu 2011). However, the pathophysiological signif-
icance of this increased p62 aggregation remains to be
clarified, as previous studies suggested that p62 ablation
rescued liver injury but not the neuronal-degenerative
phenotype induced byAtg7 conditional knockout (Komatsu
et al. 2007). Although a number of previous studies sug-
gested that p62 plays a positive role in the promotion of
cancer development and progression (Duran et al. 2008;
Guo et al. 2011), such a potential role for the accumulated
p62 in FIP200-null tumor cells is not immediately apparent,

as these cells showed a reduced tumorigenesis compared
with those with wild-type FIP200, suggesting a potential
contribution of p62 aggregation to the reduced tumorigen-
esis of autophagy-deficient tumor cells (Guo et al. 2011;Wei
et al. 2011; Yang et al. 2011). Surprisingly, our analysis of
FIP200, p62 double-knockout transformed cells here
showed not only that p62 ablation did not rescue the
defective tumor growth phenotype but that it actually
further decreased tumor growth compared with FIP200
single-knockout cells. These results are unlike the case for
Atg7 conditional knockout in either the liver (rescued) or
neurons (no effect) observed earlier (Komatsu et al. 2007)
but suggested an additional relationship of p62 with
autophagy in that they can synergize to promote tumor
growth in vivo.
It was found recently that deficiency in p62 decreased

tumorigenesis of oncogenic K-ras transformed cells in
xenograft assays (Guo et al. 2011). This inhibitory effect
was suggested to be caused by interference of auto-
phagosome cargo delivery or autophagosome formation
after p62 deletion in these cells. However, such a mech-
anism is unlikely to explain our observation in FIP200-
null transformed cells, as autophagy is already inhibited
in these cells by FIP200 deletion. Although it plays a role
in autophagy as FIP200 (and other Atg genes such as Atg5
and Atg7), p62 may not affect autophagy to the same

Figure 5. Enhanced autophagy by ectopic expression of the TFEBS142A mutant correlates with increased tumor growth. (A) ihTFEBm
(left) or imTFEBm (right) cells were treated with 4-OHT for 2 d to delete the ectopic floxed TFEBS142A mutant TFEB and then cultured
overnight in growth medium, as indicated. Cell lysates were analyzed by Western blotting for the indicated proteins. (B) ihTFEBm (left)
or imTFEBm (right) cells (5 3 104) were seeded into six-well plates, and the percentage (normalized to cells under �4-OHT conditions)
of the number of cells was determined after 6 d in culture medium under various conditions, as indicated. (C) imTFEBm cells were
treated with 4-OHT as described in A and then replated in growth medium with (right two lanes) or without (left two lanes) 50 mM
chloroquine (CQ) for 4 h. Cell lysates were analyzed by Western blotting for the indicated proteins. (D) ihTFEBm cells were infected by
recombinant retroviruses encoding GFP-LC3 and then treated with 250 nM 4-OHT to delete floxed TFEBS142A. The cells were then
replated and cultured in serum-starved medium overnight. Representative images (left panels) and the mean 6 SD (right graph) of GFP-
LC3 puncta (green) are shown, respectively. Slides were counterstained with DAPI (blue). Bar, 5 mm. (E) imTFEBm tumor cells were
injected into the mammary fat pads of nude mice. Animals (n = 5 each) were treated with vehicle control (black line) or TAM (red line)
by i.p. injection, and single tumor growth was measured at the indicated time points. Data points represent means of fold change and
SD in tumor volume relative to 1 d after the last TAM injection. (***) P < 0.001. (F) Lysates were prepared from mammary tumors of
recipient mice and then analyzed by Western blotting for the indicated proteins.
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extent as autophagy genes like FIP200 and has also been
shown to regulate a number of other intracellular signal-
ing pathways. Therefore, p62 could potentially affect
tumor growth through a different mechanism than af-
fecting autophagy per se. In support of such a possibility,
whereas mice with knockout of autophagy genes (e.g.,
Beclin-1, Atg5, Atg7, and FIP200) displayed embryonic or
perinatal lethality (Yue et al. 2003; Kuma et al. 2004;
Komatsu et al. 2005; Gan et al. 2006), p62-null mice can
survive for more than 1 year but with defects in adult
mice such as adult-onset obesity and diabetes (Rodriguez
et al. 2006). In addition to its role as an autophagy
receptor, p62 has been shown to regulate other signaling
pathways such as Keap1–Nrf2 and NF-kB pathways,
which may contribute to the regulation of tumor growth
by p62 (Duran et al. 2008; Komatsu et al. 2010; Inami
et al. 2011; Takamura et al. 2011), particularly in FIP200
knockout autophagy-deficient tumor cells observed in
the present study.
The Keap1–Nrf2 system is one of the major cellular

defense mechanisms against oxidative and electrophilic
stresses (Motohashi and Yamamoto 2004; Hayes and
McMahon 2009; Villeneuve et al. 2010). Recently, so-
matic mutations in Keap1 and Nrf2 leading to constitu-
tive activation of Nrf2 were identified in multiple types
of cancers, such as lung, gall bladder, and head and neck
cancers (Padmanabhan et al. 2006; Singh et al. 2006;
Shibata et al. 2008a,b; Hayes and McMahon 2009; Sporn
and Liby 2012). Recent studies showed that p62 accu-
mulation upon autophagy deficiency can displace the
inhibitory binding of Keap1 to Nrf2 by its direct inter-
action at the same site, leading to Nrf2 activation and
increased expression of target anti-oxidative response
genes such as NAD(P)H dehydrogenase quinone 1 (Nqo1)
and glutathione S-transferase m1 (Gstm1) (Copple et al.
2010; Jain et al. 2010; Komatsu et al. 2010; Lau et al. 2010;
Riley et al. 2010; Inami et al. 2011; Takamura et al. 2011).
Interestingly, previous studies showed that persistent
activation of Nrf2 by excess accumulation of p62 in
liver-specific Atg7 knockout mice accompanied by
hepatacellular adenoma development (Inami et al. 2011)
and p62-dependent induction of Nrf2 targets such as
Gstm1 and Nqo1 played important roles in the liver
defects of autophagy-deficient mice (Komatsu et al. 2007).
However, unlike the previous studies (Komatsu et al.
2007; Inami et al. 2011; Takamura et al. 2011), we did
not find consistent and significant up-regulation of Nqo1
in ip62 cells after Dox treatment to induce p62 expres-
sion in FIP200 knockout cells (Supplemental Fig. S7),
which possibly promoted tumor growth (i.e., +Dox vs.
�Dox, in +TAM conditions) (see Fig. 3C). Therefore,
future studies will be necessary to further determine
whether the Keap1–Nrf2 pathway may play a role in
mediating p62 regulation of tumor growth in FIP200-null
autophagy-deficient tumors.
Although the mechanisms by which p62 regulates

tumor growth in FIP200-null autophagy-deficient cells
are not completely understood at present, our results
suggest that p62 promoted tumor growth at least partially
through its stimulation to NF-kB activation. These results

are consistent with a previous finding that p62 is an
important NF-kB mediator in lung tumorigenesis (Duran
et al. 2008). They are also supported by previous studies
showing that p62 is essential for maintaining NF-kB acti-
vation by preventing the turnover of K63-polyubiquitinated
proteins, including TRAF6 in the NF-kB signaling path-
way (Sanz et al. 2000; Wooten et al. 2005). Furthermore,
NF-kB signaling has recently been shown to regulate p62
expression, which could act in an autoregulatory loop to
extendNF-kB activation in the development of pancreatic
cancer (Ling et al. 2012). Given the critical role of NF-kB
in a variety of cancers (Meylan et al. 2009), it would be
very interesting to determine whether such an autoregu-
latory loop between p62 and NF-kB signaling is also
important for the growth of FIP200-null autophagy-
deficient tumors in vivo.
It should be noted that while both Duran et al. (2008) and

our current studies support a role of p62 in promoting
tumor growth through NF-kB signaling, we found that
restoration of p62 in p62 knockout tumor cells only
affected tumor growth of autophagy-deficient cells but
not autophagy-competent cells. Moreover, our p62 knock-
down as well as p62 re-expression studies were performed
in autophagy-deficient cells and established tumors (i.e.,
changes in p62 were induced after tumor formation), as we
were interested in determining the role of increased p62
accumulation in these cells. Therefore, the differential
setting and experimental conditions could potentially
explain the apparently different results for the effect of
p62 on tumor growth in the autophagy-competent cells
in these two studies. Future studies will be required to
examine these interesting possibilities.
It will also be interesting to examine in future studies

whether other autophagy genes are also required for main-
taining tumor growth in a manner similar to FIP200 and,
more interestingly, whether p62 also synergizes with other
autophagy genes using similar mechanisms. Likewise, as
TFEB also promotes lysosomal biogenesis besides inducing
autophagy, future studies will be necessary to determine
a specific role for autophagy versus other lysosomal func-
tions that are affected in the tumor cells with or without
TFEBS142A expression.
In summary, our studies identify a role for FIP200 in

promoting the growth of established tumors and also
show a requirement for p62 at least in part through the
downstreamNF-kB signaling in the growth of autophagy-
deficient tumors in vivo. The synergistic functions of
the p62 pathway and autophagy in maintaining tumor
growth suggest potentially more effective cancer thera-
pies through targeting both autophagy and consequently
elevated p62 accumulations.

Materials and methods

Mice, genotyping, and cell culture

FIP200f/f, FIP200f/f;MMTV-PyMT, and MMTV-PyMT transgenic
mice were as described previously (Wei et al. 2011). p62�/� mice
were kindly provided by Dr. Tetsuro Ishii of the University of
Tsukuba (Komatsu et al. 2007) and were used to cross with

Wei et al.

1212 GENES & DEVELOPMENT

 Cold Spring Harbor Laboratory Press on August 24, 2022 - Published by genesdev.cshlp.orgDownloaded from 

http://genesdev.cshlp.org/
http://www.cshlpress.com


FIP200f/f mice to produce FIP200f/+;p62+/� and then FIP200f/f;
p62+/� mice. Genotyping for the FIP200, PyMT, and p62 alleles
were as described previously (Komatsu et al. 2007; Wei et al.
2011). Mice were housed and handled by following the local,
state, and federal regulations. All procedures relating to the care
and treatment of the animals were performed in accordance with
the National Institutes of Health guidelines.

HEK293 cells, MEFs, andMDA-MB-231 cells weremaintained
in DMEM supplemented with 10% FBS. Cell viability was
measured by ‘‘measured by trypan blue’’ exclusion using cell
viability analyzer (Vi-CELL, Beckman-Coulter, Inc.).

Preparation of transformed MEFs and mammary tumor cells

capable of inducible deletion of floxed FIP200

Embryos at day 13.5 (E13.5) were isolated from the timed in-
tercrosses of FIP200f/f;p62+/� mice and used for the preparation of
MEFs with FIP200f/f and FIP200f/f;p62�/� genotypes essentially as
described previously (Wei et al. 2011). They were then transformed
by E1A/H-RasV12 as previously described (Wei et al. 2006) and
subsequently infected by MSCV�CreERT2.puro or MSCV vector
alone (Kumar et al. 2009) to produce transformed FIP200 f/f;CreER
MEFs, transformed FIP200 f/f MEFs, and transformed FIP200 f/f;
p62�/�CreER MEFs, respectively.

Primary mammary tumor cells were isolated from the tumors
with diameters of 2–3 cm developed from FIP200f/f;MMTV-PyMT
or MMTV-PyMT mice and then cultured continuously for >5 mo
in DMEM/F12 medium to obtain spontaneously immortalized
FIP200f/f;PyMTor PyMT tumor cells, as described previously (Wei
et al. 2011). FIP200f/f;PyMT tumor cells were then infected by
MSCV�CreERT2.puro (Addgene plasmid 22776) or MSCV vector
alone (Kumar et al. 2009) to produce FIP200f/f;PyMT;CreER or
control FIP200f/f;PyMT tumor cells.

In some experiments, the transformed MEFs were treated with
250 nM 4-OHT (Sigma) to delete floxed FIP200 alleles via Cre
induction, as described (Kumar et al. 2009). In other experiments,
these cells or mammary tumor cells were transplanted into re-
cipient nudemice followed by treatmentwithTAM to delete floxed
FIP200 alleles via Cre induction in vivo (see details below).

Tumor cell transplantation, treatment with TAM or Dox,

and tumor size monitoring

Transformed MEFs or mammary tumor cells were harvested,
washed twice in DMEM, and then injected (5 3 105 cells in 1:1
PBS:Matrigel [BD Bioscience]) into the flank region (for trans-
formed MEFs) or the number 4 inguinal mammary fat pads (for
mammary tumor cells) of 7-wk-old female athymic nude mice
(Frederick Cancer Research Facility of U.S. National Cancer
Institute) under isofluorane anesthesia. After tumors appeared,
tumor size was monitored, as described previously (Wei et al.
2011). Once the tumors reached;0.5 cm in diameter, mice were
randomly assigned and continuously treated for 4 d with TAM
(100 mL at 10 mg/mL in corn oil) or an equal volume of vehicle.
For Dox-inducible expression in vivo, mice were fed with Dox-
containing food (625 mg/kg; Harlan Laboratories). One day after
the last TAM treatment or the first day of feeding with Dox-
containing food was set as day 0; tumor size was then measured
in the indicated time points. Tumor volumewas calculated using
the following formula: volume = (width2

3 length)/2.

cDNA expression and knockdown

The plasmids TRE�IkBSR-Flag Pgk�Cre encoding IkBSR (Addgene
plasmid 22504; Dr. Tyler Jacks), TRMPVIR (Addgene plasmid

27994; Dr. Scott Lowe), HA-p62 (Addgene plasmid 28027; Dr.
Qing Zhong), and pEGFP-N1-TFEB (Addgene plasmid 38119; Dr.
Andrea Ballabio) were all obtained fromAddgene. cDNA fragments
for p62 and IkBSR were prepared by PCR using the respective
plasmids as templates and then inserted into the BamHI/EcoRI
sites of TRMPVIR, which allows inducible expression of these
genes upon Dox treatments. Recombinant retroviruses encoding
p62 and IkBSR were prepared as described previously (Wei et al.
2006) and used to infect transformed FIP200f/f;p62�/�CreER MEFs
and FIP200f/f;CreERMEFs to generate transformed FIP200f/f;p62�/�

CreER;ip62MEFs (i.e., ip62 cells) and FIP200f/f;CreER;iIkBSRMEFs
(i.e., iIkBSR cells), respectively.

Two different shRNAs targeting mouse p62 (CGAGGTTGA
CATTGATGTGGAA and CGCTGACAATGGCTATGTCCTA)
were also inserted into TRMPVIR at the XhoI/EcoRI sites to
generate vectors to knock down p62 in a Dox-inducible manner,
as described previously (Zuber et al. 2011). They were used to
prepare corresponding recombinant retroviruses for infection into
transformed FIP200f/f;CreERMEFs to generate shp62-1 and shp62-2
cells, respectively.

The cDNA fragment containing the TFEBS142A mutant and
flanked by two loxP sites was prepared using pEGFP-N1-TFEB
as a template by PCR. TFEB-S142A-5 (GCTGGCAACAGTG
CTCCCAATgcaCCCATGGCCATGCTGCACATTG) and TFEB-
S142A-3 (CAATGTGCAGCATGGCCATGGGtgcATTGGGA
GCACTGTTGCCAGC) were used as mutagenesis primers,
and TFEB-Lox-RI5 (CCGCGAATTCATAACTTCGTATAGC
ATACATTATACGAAGTTATCCCACCATGGCGTCACGCA
TAGGG) and TFEB-Lox-Bgl3 (GCGCAGATCTATAACTTCG
TATAATGTATGCTATACGAAGTTATTCACAGCACATCGC
CCTCCTC) were used for the two loxP sites. This fragment
was then inserted into the MSCVneo vector (Clontech) to
allow for Cre-mediated deletion of the TFEBS142A mutant
overexpression. Recombinant retroviruses encoding the floxed
TFEBS142A mutant were used to infect MDA-MB-231 human
breast cancer cells or PyMT tumor cells to generate ihTFEBm
and imTFEBm cells, respectively, as described previously (Wei
et al. 2006).

GFP-fused LC3 vector was produced by cloning a fragment
containing LC3 cDNA into pLEGFP-C1 (Clontech) vector to
generate pLEGFP-LC3, as described previously (Wei et al. 2006).
This vector was then used to infect transformed MEFs or mam-
mary tumor cells to monitor puncta formation.

Western blotting

Cell lysates were prepared, and Western blotting was carried out
as described previously (Wei et al. 2006, 2009). We used the
following primary antibodies: LC3B (#2775), cleaved caspase-3
(#9661), Phospho-p65 (Ser536) (#3033), p65 (#8242), Nqo1
(#3187), IkBa (#4814), and TFEB (#4240), all from Cell Signaling
Technology; FIP200 (#10043-2-AP) from Proteintech Group; p62
(#BML-PW9860) from Enzo Life Sciences; PCNA (sc-56) from
Santa Cruz Biotechnology; and vinculin (#V4505) from Sigma. In
some experiments, the cytoplasmic and nuclear fractions were
prepared before subjecting the lysates to Western blotting
analysis.

RNA isolation and semiquantitative RT–PCR

Total RNA was isolated from various transformed MEFs using
TRIzol according to themanufacturer’s instructions (Invitrogen).
Equal RNA amounts were added to reverse transcriptase
reaction mix (Themo Scientific), with oligo-dT as primer. The
resulting templates were subjected to PCR using the following
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specific primers: mouse TNFa F (59-CATCTTCTCAAAAT
TCGAGTGACAA-39), mouse TNFa R (59-TGGGAGTAGA
CAAGGTACAACCC-39), mouse IL-6 F (59-GAGGATAC
CACTCCCAACAGACC-39), mouse IL-6 R (59-AAGTGCAT
CATCGTTGTTCATACA-39), mouse IFNg F (59-TCAAGTGG
CATAGATGTGGAAGAA-39), and mouse IFNg R (59-TG
GCTCTGCAGGATTTTCATG-39).

Immunohistochemistry, immunofluorescence, and BrdU

incorporation assays

Tumor samples were fixed overnight in 10% phosphate-buff-
ered formalin (Fisher Scientific) and embedded in paraffin. They
were then sectioned at 5-mm depth and subjected to immuno-
histochemistry or immunofluorescence as previously described
(Wei et al. 2009, 2011). The primary antibodies used include p62
(Enzo Life Sciences), ubiquitin (#Z0458, DAKO), and cleaved
caspase-3 (Cell Signaling). Sections were counterstained with
haematoxylin for immunohistochemistry or DAPI for immuno-
fluorescence.

For BrdU incorporation assays, mice were injected intraperi-
toneally with BrdU (100 mg per gram body weight; Sigma). After
3 h, mice were sacrificed, and tumor samples were prepared,
fixed overnight in formalin, and embedded in paraffin. BrdU
uptake was detected using the BrdU staining kit (Invitrogen).

Statistical analysis

Statistical significance was evaluated by paired t-test, using P <

0.05 as indicative of statistical significance.
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