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Breast cancer remains a deadly disease, evenwith all the recent technological advancements. Early intervention hasmade an impact,
but an overwhelmingly large number of breast cancer patients still live under the fear of “recurrent” disease. Breast cancer recurrence
is clinically a huge problem and one that is largely notwell understood.Over the years, a number of factors have been studiedwith an
overarching aim of being able to prognose recurrent disease. �is paper attempts to provide an overview of our current knowledge
of breast cancer recurrence and its associated challenges. �rough a survey of the literature on cancer stem cells (CSCs), epithelial-
mesenchymal transition (EMT), various signaling pathways such as Notch/Wnt/hedgehog, and microRNAs (miRNAs), we also
examine the hypotheses that are currently under investigation for the prevention of breast cancer recurrence.

1. Breast Cancer: The Problem

Breast cancer is a major health problem that a�ects the lives
of millions. For the year 2012, it was estimated that 226,870
women in theUnited Stateswill be diagnosedwith breast can-
cer and that 39,510womenwill succumb to it [1, 2].With these
numbers, breast cancer is the leading cancer diagnosed in the
US women and is second only to lung cancer in terms of total
fatalities [1]. It is generally recognized that much scientic
advancements have been made in the area of breast cancer
research, and it is because of these e�orts that the chances of
disease-free survival of breast cancer survivors have increased
tremendously over the last few decades. However, this applies
only if the breast cancer is diagnosed at an early stage and is
limited to the primary organ.Once breast cancermetastasizes
to other organs, the therapeutic options are very limited
and the success rate of managing such patients in clinics is
dismal.

�e challenges in managing breast cancer patients are
very many. First of all, although many risk factors have been
associated with the possible initiation and progression of
disease, nothing concrete is established that can potentially
prevent the primary disease or its progression andmetastases.
Additionally, there are well-studied disparities in breast
cancer that include socioeconomic disparities [3] as well as

the racial disparities [4]. All this information seems to suggest
that no two women have equal chances of developing the
disease. Even when comparing among breast cancer patients,
there are not very reliable predictors of aggressiveness.

�e advanced stage breast cancers are broadly char-
acterized by one or both of these—metastases and drug
resistance. Metastases to organs such as lungs, bones, brain,
and liver severely limit the option of surgical intervention
and also su�er from the lack of targeted therapies. Drug
resistance is another challenge that is clinically very relevant.
Many breast cancer patients do not respond to targeted
therapies from the start, and this is called de novo drug
resistance. A number of breast cancer patients, however,
do respond to targeted therapies such as tamoxifen and
trastuzumab and show signs of improvement initially, only
to turn refractory to these treatments with the passage of
time, called acquired resistance [5, 6]. Metastases as well
as drug resistance phenotypes almost always result in poor
prognosis and a disease condition that is progressively
aggressive.

As mentioned previously, a breast cancer patient has very
good chances of a disease-free survival if the cancer is caught
and treated early. It is important to mention that the term
“early” is very subjective. Inmany cases, the cancer is thought
to have been treated early only to discover its reappearance
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years a�er the rst intervention (Figure 1).�is phenomenon
is “tumor recurrence” and the subject of our discussion here.

2. Breast Cancer Recurrence

Recurrence of breast cancer is a major clinical manifestation
and represents the principal cause of breast cancer-related
deaths [7]. A number of researchers have tried to predict
some sort of pattern for breast cancer recurrence. �is has
included studies in various breast cancer subtypes wherein
breast cancers are characterized by the presence of receptors
such as estrogen receptor (ER), progesterone receptor (PR),
and HER2/ErbB2 receptor (HER2) or by the absence of
all of them, the triple negative breast cancers (TNBCs). A
di�erential pattern of recurrence between di�erent breast
cancer subtypes has been suggested, and it appears [8–10]
that ER-negative breast cancers are associated with higher
risk of recurrence during the initial 5 years a�er diagnosis,
compared to ER-positive breast cancers. �erea�er, the risk
of recurrence chronically increases in ER-positive breast
cancers for the next 10 years, and at 15 years following
diagnosis, the risk appears to be equal for both subtypes.
In ductal carcinoma in situ, it has been analyzed that the
ER-negative/PR-negative but HER2-positive cancers have
higher risk of recurrence, compared to ER-positive/PR-
positive/HER2-negative cancers [11]. �e TNBCs, marked
by absence of ER/PR/HER2, are generally associated with
high risk of recurrence with particularly high risk of distant
recurrences in brain and visceral metastases, compared to
receptor positive tumors [12].

In addition to the simple classication of breast cancers
described previously, there are other subclassications of
breast cancers as well, such as the one that classies breast
cancers into luminal A, luminal B, basal, and HER2 enriched
[13]. �e luminal A subtype includes ER-positive and/or
PR-positive, HER2-negative breast cancers; luminal B sub-
type includes ER-positive and/or PR-positive, HER2-positive
breast cancers; basal subtype includes ER-negative, PR-
negative, HER2-negative breast cancers which may also be
positive for EGFR, and HER2-enriched subtype includes ER-
negative, PR-negative, and HER2-overexpressing breast can-
cers. �e existence of such subtypes, which are at time over-
lapping but most of the time so distinct, presents a challenge
to the choice of appropriate therapy. �is has led to the pro-
posal of personalized therapy that ts the needs of individual
patients.

Irrespective of the underlying breast cancer subtype, a
large number of advanced stage breast cancers are marked
by metastases to lymph nodes, and, overall, the presence
of axillary lymph node metastases is associated with con-
siderable poor disease-free as well as overall survival [14].
Axillary lymph node metastases remain a very important
prognostic variable, and identication of molecular markers
for development of lymph node metastases can potentially
help intervene early reducing the chances of breast cancer
recurrence [15].

3. Cancer Recurrence in Breast Cancer
Patients Undergoing Surgery

Surgical intervention is one of the options for breast cancer
patients [16]. �e choice for surgical intervention largely
depends on the cancer stage. For patients presenting with
early stage breast cancer, the two most common treatment
options available are breast conserving surgery followed by
radiation therapy ormastectomy [17–19].Mastectomyusually
does not need subsequent radiation therapy. It seems that
there are distinct risk factors of recurrence in breast can-
cer patients undergoing mastectomy versus those choosing
breast conserving therapy [20].Whereas lymphnode involve-
ment and tumor size are major risk factors a�er mastectomy,
the young age and presence of ductal carcinoma in situ
are major risk factors a�er breast conservation therapy. �e
distinct clinical and histopathological determinants result
in di�erential response to radiotherapy and point to the
need for more robust personalized therapies and follow-
up procedures for patients opting for di�erent surgical
interventions. Further complicating the decision of surgeons
performing breast conserving therapy is the realization that
surgical margins also seem to impact the recurrence of breast
cancer [21]. In a study [17] that scanned published reports
and systematically reviewed the local recurrence in breast
cancer patients undergoing mastectomy with or without
breast reconstruction, it was concluded that the recurrence
rates were not higher in patients that underwent breast
reconstruction. Also, radiation therapy is generally associated
with reduced recurrence in breast cancer, and a recent meta-
analysis [22] of 10,801 patients from 17 randomized trials has
concluded that radiotherapy reduces the recurrence rate by
half and the death rate by about a sixth in patients that have
undergone breast conserving surgery. Interestingly, this study
also identied many factors that might in�uence the extent
of radiotherapy-induced benets. Such factors include age,
cancer grade, estrogen receptor status, and use of tamoxifen
as well as the extent of surgery.

In a study [23] that looked at the in�uence of molecular
subtypes of breast cancers, namely, ER-positive, PR-positive,
and HER2-overexpressing as well as TNBC in relation to
recurrence in patients with mastectomy versus breast con-
serving surgery, a di�erential rate of recurrence was observed
in patients with di�erent molecular subtypes. �is study
analyzed data from 15 di�erent studies covering a total of
12,592 patients of which 57% underwent breast conserving
therapy while 43% underwent mastectomy. It was observed
that among the patients that underwent breast conserving
therapy, patients with ER-positive and PR-positive breast
cancers had many reduced instances of recurrence than
HER2-overexpressing and TNBC patients. Similar results
were observed for mastectomy patients as well where ER-
positive and PR-positive patients were again found to be at a
lesser risk of recurrence compared to HER2-overexpressing
and TNBC patients. Although both HER2-overexpressing
and TNBC patients were found to be at a higher risk of recur-
rence, a direct comparison between the two subtypes revealed
that HER2-overexpressing breast cancer patients presented
higher risk of recurrence in patients undergoing breast
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Figure 1: Current understanding of breast tumor recurrence. Breast cancers localized at primary breast location and treated early can still
relapse due to (a) existence of cancer stem cells and (b) transformation of cancer cells into a relatively aggressive phenotype. Cancer stem
cells as well as transformed cancer cells are resistant to conventional therapies and highly metastatic. Recurrent breast cancers are typically
marked by high percentage of aggressive cells.

conserving surgery. In the mastectomy patients, the risks of
recurrence in HER2-overexpresing and TNBC patients was
not found to be statistically di�erent. �is analysis identied
a di�erential risk of breast cancer recurrence in patients
with di�erent molecular subtypes and underlines the need to
consider breast cancer subtype while managing breast cancer
patients for disease-free survival.

In the context of ipsilateral breast tumor recurrences
a�er breast conserving surgery, two interesting hypotheses
have been proposed [24] which seek to better dene our
understanding of true tumor recurrences. First of all, it
has been proposed that the local recurrences might actually
initiate long before the diagnosis of primary tumor and
may be recorded as multifocal primary tumor at the time
of diagnosis, and, secondly, true local recurrences might
actually never metastasize to distant organs. Breast cancer
was proposed as an ideal cancer for such studies because of
the availability of enormous clinical data for analysis. Another
interesting theory for cancer recurrence is the wound-
oncogene-wound healing (WOWH) hypothesis [25] which is
based on the observed interrelationships between precancer-
ous lesions, cancer, oncogenes, wound healing, and cancer
recurrence. �e essence of this theory is that the “wounds,”
exemplied by physical (such as radiations), chemical (such
as carcinogens) and biological (such as in�ammation, aging,
and reactive oxygen species) damages, trigger the oncogenes
to produce cytokines resulting in recruitment of stem cells
and tissue remodeling. All this leads to generation of cancer
mass, particularly with continued existence of wounds, and
ultimately results in death of the organism.

4. Molecular Factors That Influence
Breast Cancer Recurrence

It is evident that breast cancer is particularly lethal when it
recurs. �e causes for such breast cancer recurrence remain
completely unknown, except for many putative molecular
markers that are under active investigation for their possible
role in determining the recurrence. �is section discusses
many such factors with emphasis on studies that have linked

individual molecules/signaling factors with breast cancer
recurrence and/or disease-free survival.

4.1. Cancer Stem Cells. Over the last few decades a number of
hypotheses have been proposed to explain tumor recurrence
such as clonal selection, angiogenic dormancy, and, more
recently, CSCs [26, 27]. CSCs are cells within populations
of cancer cells or tumors which possess the capacity to
self-renew and produce heterogeneous lineages of cancer
cells [28]. CSCs, by virtue of being stem cells, have tumor-
initiating capabilities. CSCs are now believed to persist in
tumors as distinct populations that are fundamentally associ-
ated with drug resistance, tumor recurrence, and metastasis.
Our inability to prevent tumor recurrence in clinics points
to the fact that the knowledge of underlying factors is not yet
mature enough, andmuchmore needs to be done.While CSC
theory appears to be attractive, it has its own pitfalls [29]. A
number of molecular pathways have been proposed to play
a role in maintenance of CSC phenotype which is further
complicated by the observation that none of the molecular
markers of CSCs seems to be universally relevant. Most of the
research is cancer specic, and the factors/pathways relevant
in one cancer may or may not be relevant targets for therapy
in other cancers.

�e majority of research investigations on the role of
CSCs in tumor recurrence have focused on their role in
the context of resistance against chemotherapy; however, it
is increasingly being advocated that CSCs determine the
resistance to radiation therapy as well. When tumors are
subjected to radiation therapy as part of the anticancer
therapy, CSCs still thrive, and a higher proportion of CSCs
correlates with increased resistance to radiation therapy [30].
Multiple signaling pathways in breast CSCs determine their
resistance to radiations, such as heat shock protein 27 (hsp27),
EMT, and NF-�B signaling [31]. A number of mechanisms
are believed to contribute to the CSCs-induced resistance
to drugs and tumor recurrence, and these include quies-
cence, upregulation of ABC transporters, highly e�cient
DNA repair systems, and upregulation of several signaling
pathways [32] (Figure 2). Quiescence is the state of temporary
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Figure 2: Multiple factors that dene the “stemness” in cancer stem
cells.

inactivity. �e role of quiescence in CSCs activity has its
basis in the observation that a number of chemotherapeutic
regimes target rapidly proliferating cancer cells. �us, CSCs,
through their ability to proliferate slowly with intermittent
phases of quiescence, are able to evade the cytotoxic e�ects of
anticancer drugs. �e role of ABC transporters in drug resis-
tance of cancer cells has long been advocated [33, 34]. Drug-
resistance mechanisms can either interfere with the delivery
of drugs to tumor cells or arise within the cancer cells, such
as ABC transporters, leading to alterations in drug sensitivity.
ABC transporters increase the drug e�ux from tumor cells
leading to reduced intracellular drug concentrations which
are not cytotoxic enough. Drug resistance mediated by ABC
transporters is believed to mediate resistance against the
entire class of drugs as opposed to being drug specic.
�is is why resistance against anticancer drugs, paclitaxel,
doxorubicin, or vinblastine, is frequently due to increased
expression of ABC transporters [33, 35]. ABC transporters
are upregulated in hematopoietic stem cells supporting their
role in conferring stem cell-like phenotype [34, 36–38] and
the drug resistance of CSCs [39, 40].

During the last several years, a role of CSCs in tumor
progression, metastasis, and angiogenesis has been estab-
lished [41–44]. Breast cancer is in the forefront of ongoing
studies on the role of CSCs in mediating metastasis as well
as resistance to current pharmaceutical regimes, and this is
believed to involve a complex interplay of several cell types,
cytokines, cell growths, and signaling pathways [45, 46]. Also,
a number of cell surface markers such CD44 (high)/CD24
(low)/ALDH-positive have been associated with the CSCs
[47]. A number of putative molecular markers of CSCs are
being pursued for in-depth clinical studies [48, 49]. �e
phenomena of drug resistance and tumor recurrence are
intricately related because, in order to recur, cancer cells need
to overcome the cytotoxic e�ects of drugs that are used to
control the growth of these cancers in clinics. �us, drug
resistance, mediated by CSCs, goes hand in hand with the
tumor recurrence [50].

4.2. Epithelial-Mesenchymal Transition. �e process of EMT
has attracted much interest in recent years with regard to

breast cancer aggression. Its association with CSC phenotype
further underscores its importance in recurrence of breast
tumors [51–53]. Progression of most carcinomas towards
malignancy is associated with the loss of epithelial di�eren-
tiation and a switch toward mesenchymal phenotype, which
is accompanied by increased cell motility and invasion. �e
process of EMT, by which epithelial cells undergo remarkable
morphological changes is characterized by a transition from
epithelial cobblestone phenotype to elongated broblastic
phenotype. �is process involves loss of epithelial cell-cell
junction, actin cytoskeleton reorganization, and upregulation
of mesenchymal molecular markers such as vimentin, ZEB-1,
ZEB-2, bronectin, and N-cadherin [54]. A disassembly of
cell-cell junction, including downregulation and relocation
of E-cadherin and zonula occludens-1 as well as downregu-
lation and translocation of �-catenin from cell membrane to
nucleus, is known to be the mechanism for the induction of
EMT [55]. Epithelial cells have a regular cell-cell junction and
adhesion which inhibits cell movement of individual cells. In
contrast, mesenchymal cells have weaker adhesion between
cells compared to their epithelial counterparts, which renders
mesenchymal cells more motile functions and confers more
invasive characteristics. In addition to classical markers of
EMT, such as E-cadherin, vimentin, and ZEB-1/ZEB-2, the
process of EMT is also in�uenced by several other signaling
molecules, particularly those from Notch and Wnt signaling
pathways.

Since a switch from epithelial tomesenchymal phenotype
is a good indicator of aggressiveness of cancer cells, it is
desirable for an anticancer agent to reverse this phenomenon;
that is, revert back frommesenchymal to epithelial phenotype
(MET) [56]. An upregulation of epithelial markers and/or
downregulation of mesenchymal markers is considered a
reliable indication of the ability of any therapeutic agent to
reverse EMT, thereby reducing the invasion and metastasis
of cancer cells [57]. In an early report on the subject, snail
expression was shown to induce EMT which also correlated
with levels in recurrent tumors in vivo [7]. Mechanistically, it
was shown that snail was su�cient to not only induce EMT
in primary tumor cells, its induced levels predicted reduced
relapse-free survival and promoted breast tumor recurrence
in vivo. A review of public databases of breast cancer further
supported such role of snail1 in breast cancer recurrence [58].
Another study on breast cancer cohort also supported a link
between snail, twist, and signicantly reduced relapse-free
survival [59]. Since snail and twist regulate E-cadherin and
N-cadherin expression, the recurrent tumors also expressed
reduced E-cadherin and increased N-cadherin. It has been
suggested that whereas snail activity is required for EMT
initiation, twist plays a role in the maintenance of EMT
[60]. Such interplay and spatial cooperation of these factors
are crucial to the process of breast cancer metastasis and
predictive of tumor recurrence. �e role of twist and N-
cadherin inEMTof breast cancer cells has beendemonstrated
in other investigations as well [61].

�e role of TGF-� in EMT of breast cancer is well under-
stood [62–65]. In a study suggestive of adverse e�ects of anti-
cancer drugs, doxorubicin was demonstrated to induce TGF-
�-driven EMT that could result in CSCs and the resistance to
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Table 1: Evidence supporting a role of EMTmarkers in breast tumor
recurrence.

EMT marker
Expression in recurrent

breast tumors
Reference

E-Cadherin Low [59, 69]

N-Cadherin High [59]

Slug High [69]

Snail High [7, 58, 59]

Twist High [59, 61]

Vimentin High [69]

chemotherapy [66]. �is is another indication of a complex
relationship between EMT, CSCs, drug resistance, and the
breast cancer recurrence. �e TGF-�-induced EMT and the
resulting CSC phenotype have also been characterized as the
ones with low claudins [67]. Such claudin-low phenotype
is marked by increased resistance to oxaliplatin, etoposide
and paclitaxel. A link between cell cycle regulatory cyclin D1
and EMT has also been reported [68]. A recent study [69]
evaluated the correlation, if any, between EMT markers and
poor clinical outcome. �e EMT markers chosen were E-
cadherin, vimentin, and slug. Immunohistochemical analyses
were done on samples from 441 patients, and the patients
were followed up for data on survival. A high expression
of mesenchymal marker slug and a lower expression of
epithelial marker were observed to correlate with tumor
grade, presence of lymphnodemetastases and advanced stage
breast cancer. �e follow-up survival data clearly linked low
E-cadherin and high vimentin/slug to poor prognosis and
tumor recurrence.

Our work with autocrine motility factor (AMF) in
the metastasis of breast cancer cells has highlighted an
important mechanistic involvement of EMT [70]. AMF, also
known as phosphoglucose isomerase, has been linked to
poor patient survival and tumor recurrence [71]. An earlier
report suggested a downregulation of E-cadherin in AMF-
expressing cells and, conversely, its upregulation in AMF-
silenced cells which was consistent with EMT [72]. We
observed that the EMT induction in AMF-expressing cells
was marked by not only a downregulation of epithelial
marker E-cadherin but also by the induction ofmesenchymal
markers vimentin, ZEB-1, and ZEB-2, and all this involved
a mechanistic involvement of miRNAs [70]. �e process of
EMT is evidently complex, which o�en involves multiple
factors—there are multiple determinants/molecular markers
of epithelial versus mesenchymal phenotype, all of which
might not be found to be altered under all experimental
conditions. Also, the markers of EMT are interregulated as
well as regulated by other factors such as miRNAs [73].
�ere are many levels of regulation, the details of which are
only beginning to emerge. Table 1 lists the various molecular
markers of EMT that have been associated with breast cancer
recurrence.

4.3. �1-Integrin. �e recognition of �1-integrin in recur-
rence of breast cancer originates from the observation that

a majority of cancers, including breast cancer, enter a state of
dormancy. Tumor dormancy is the stage where cancer cells,
a�er primary cancer intervention and apparent treatment,
enter a state wherein they virtually go undetected waiting
for right time and conditions to trigger cancer recurrence
[8]. Clinical proof for existence of tumor dormancy was
provided in a study that looked for circulating tumor cells
in 36 dormancy patients [74]. Of these 36 patients, 13 had
circulating tumor cells 7 to 22 years a�er mastectomy but
the patients had no evidence of clinical disease suggesting
that tumor cells do undergo dormancy and they remain
in systemic circulation. Incidentally, circulating tumor cells
have themselves been proposed as molecular determinants
of breast cancer recurrence [75]. �e dormant cells are
refractory to chemotherapy as well as radiation therapy [76,
77]. A major challenge in our understanding of this whole
process is the elucidation of mechanism(s) by which the
dormant tumor cells eventually decide to leave dormancy
and form tumors at distant sites leading to recurrence of
disease many years a�er the initial “successful” treatment
of breast cancer. �1-integrin is one molecular factor that
has been proposed to play an important role in the switch
from dormant state to that of metastatic progression in
di�erent human cancers [78], including breast cancer [79,
80]. �ese mechanistic investigations revealed interactions
of �1-integrin with several factors such as focal adhesion
kinase (FAK), urokinase-type plasminogen activator receptor
(uPAR), extracellular signal-regulated kinase (ERK), and epi-
dermal growth factor receptor (EGFR), all of which in�uence
tumor microenvironment and have been implicated in breast
cancer progression [81–88]. It is, therefore, not surprising
that the inhibitors of �1-integrin have shown promise in
clinical trials for prevention of breast cancer metastasis and
recurrence [78].

4.4. Notch Signaling. Notch signaling is associated with
normal developmental processes [89, 90], and the loss of
Notch signaling leads to embryonic lethality [91]. Activation
of Notch signaling is believed to be a “hallmark” of aggres-
sive cancers. �ere are four known Notch-family receptors
in humans: Notch-1, Notch-2, Notch-3, and Notch-4. �e
ligands for Notch receptors identied in mammalian cells
are Jagged-1, Jagged-2, Delta-like 1, Delta-like 3 and Delta-
like 4. Binding of Notch ligands to their receptors initiates
a proteolytic cascade resulting in the release of intracellular
part of Notch which translocates to nucleus and regulates the
transcription of several target genes [92].

�e ligand Jagged-1 was evaluated as a determinant of
breast tumor recurrence in a study that examined 887 samples
from a prospectively accrued cohort [93]. Reduced disease-
free survival was used as a criterion to propose the role
of Jagged-1 as a factor for breast tumor recurrence. It was
observed that the tumors expressing high levels of Jagged-1
mRNA and protein correlated with reduced disease-free sur-
vival. Interestingly, mRNA levels of Jagged-1 alone were not a
very reliable factor in determining poor disease-free survival,
particularly when adjusted for the presence/absence of other
breast cancer biomarkers. �ese observations suggested a
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functional role of active Jagged-1 in determining the aggres-
sive phenotype of recurrent breast cancers. A correlation
of Jagged-1 with ER/PR negativity was also observed which
was further conrmed by another study [94] which reported
higher Jagged-1 levels in triple negative breast cancer cells,
compared to ER-positive and HER2-expressing cells. �is
latter study [94] took a genomics approach to list downstream
targets of Jagged-1 and focused on cell cycle regulatory factor
cyclin D1 which was found to be a direct target of Notch-
family proteins Notch-1 and Notch-3 as well. Both Jagged-1
and cyclin D1 levels correlated well with triple negative breast
cancers, and Jagged-1 was found to play an important role in
binding of Notch-1 to cyclin D1 promoter, an event necessary
for cell cycle progression.

As discussed earlier in this paper, there is a direct con-
nection between CSCs and tumor recurrence. In a study that
was designed to investigate the role of Notch family in stem-
cell-like phenotype [95], the levels of Notch family receptors
were determined in breast cells that were enriched for breast
CSC markers ESA and CD44. In these cells with enriched
CSC markers, Notch-1 signaling activity was found to be
increased 4-fold while the Notch-4 signaling activity was
found to be even higher with 8-fold induction. Mechanistic
studies were carried out through downregulation of Notch-
1/Notch-4, and it was reported that Notch-4 inhibition was
more robustly associated with downregulation of stem-cell
phenotype. �is and another in vitro study [96] suggested
a role of Notch signaling in breast CSCs. A role of Notch-
3 in CSC quiescence has also been suggested [97] which
might be relevant to tumor recurrence because, as discussed
previously, quiescence happens to be one of the mechanisms
through which CSCs evade the cytotoxic e�ects of anticancer
drugs and radiation therapy. In a mouse model of HER2
breast cancers [98], inhibition of Notch signaling through
the use of a �-secretase inhibitor MRK-003 was found to kill
CSCs in vitro as well as in vivo. �is indicates that Notch
signaling is relevant not only to triple negative breast cancers,
but also to HER2-over-expressing breast cancers. Recently, it
has been reported thatmonoclonal antibodies against Notch-
1 have remarkable activity against CSCs [99] which clearly
demonstrates a correlation between Notch signaling and the
breast tumor recurrence through CSC phenotype.

In addition to their role in breast tumor recurrence
through regulation ofCSCs,Notch-familymembers have also
been linked to uPA signaling which further supports their
ability to in�uence tumor recurrence [100]. uPA signaling is
elevated in several human cancers [82], and an inhibition
of uPA and its receptor uPAR has been demonstrated by
us to result in reduced cell proliferation and invasion of
breast cancer cells [83]. �e study by Shimizu et al. [100]
conrmed an association between Jagged-1 and uPA in the
basal type breast cancer subtype. Activation of Notch-1 by
Jagged-1 was found to result in upregulation of uPA signaling
which resulted in breast cancer progression.

Tumor recurrence is closely related to drug resistance. In
a study that explored the possibility of inhibiting Notch sig-
naling to overcome trastuzumab resistance [101], it was found
that combined inhibition of Notch and HER2 signaling path-
ways can indeed decrease recurrence rates for breast cancers

that are characterized byHER2 overexpression.HER2 is over-
expressed or amplied in 20%–30% invasive breast cancers
[6], and HER2-overexpressing breast cancers are invariably
linked to worse prognosis and poor survival [102]. In normal
tissues, expression of HER2 is low but in breast cancer cells
its expression is so high that there can be up to two million
receptors on a single cell [102–104]. Breast cancer cells,
marked by overexpression of HER2, can be e�ectively tar-
geted by HER2-specic therapies. Marketed as “Herceptin,”
trastuzumab is a monoclonal antibody that is very e�ec-
tive in HER2-overexpressing breast cancers. Trastuzumab
has unique place in cancer research as this was the rst
monoclonal antibody approved in 1998 for use against a
solid tumor. Trastuzumab remains a standard of care for the
treatment of HER2-overexpressing breast cancers in adjuvant
as well as in metastatic recurrent breast cancer settings.
However, trastuzumab therapy also su�ers fromdevelopment
of drug resistance, that is, resistance against trastuzumab [6].
In this regard, the study by Pandya et al. [101] was assumed
to be signicant because it suggested that targeted inhibition
of Notch signaling might benet patients whose tumors
have turned resistant to trastuzumab. �is study compared
trastuzumab-sensitive HER2-overexpressing BT474 breast
cancer cells with their trastuzumab-resistant counterparts.
�-secretase inhibitors LY411575 and MRK-003 were used to
inhibit Notch signaling.

Collectively, these studies seem to indicate that selective
targeting of Notch signaling can reduce breast cancer tumor
recurrence and increase disease-free survival, an idea that
needs to be further investigated [105, 106].

4.5. Wnt Signaling. Wnt family of proteins includes several
glycoproteins that activate various intracellular pathways
a�er binding to transmembrane frizzled receptor family
proteins or to a complex comprising of frizzled and LDL
receptor-related proteins 5/6. �e best studied Wnt pathway,
the Wnt/�-catenin pathway, is known as the “canonical”
Wnt pathway. In the absence of Wnt ligands, �-catenin
is recruited into a destruction complex of adenomatous
polyposis coli and axin, which induce the phosphorylation
of �-catenin through casein kinase and glycogen synthase
kinase 3 (GSK3). �is leads to ubiquitylation and proteaso-
mal degradation of �-catenin. When Wnt proteins bind to
frizzled, disheveled is activatedwhich recruits the destruction
complex to plasma membrane, inhibiting GSK3 and thus
preventing phosphorylation of �-catenin. �-catenin then
accumulates in the cytoplasm and translocates to the nucleus,
where it activates target genes [107].

Similar to Notch signaling, a role of Wnt signaling in
breast tumor recurrence has also been suggested [44, 106,
108]. A direct proof was provided through a study on tumor
suppressor Wnt-5a [109]. It was found that the expression of
Wnt-5a was lost in 78% of the patients with recurrent disease,
compared with only 35% of recurrence-free patients. �is
study suggested the usefulness of Wnt-family member Wnt-
5a as a possible biomarker for breast tumor recurrence with a
negative correlation. Loss of Wnt-5a signicantly increased
metastases but not the proliferation of breast cancer cells.
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A follow-up study by the same research group [110] came
up with the minimal amino acid sequence that could mimic
Wnt-5a e�ects. Further evidence in support of a role of Wnt
signaling in recurrent and invasive breast cancers came from
the study on HBP1, the transcriptional repressor of Wnt
signaling [111]. �is study identied a correlation between
inactivating HBP1 mutations and invasive breast cancers
in clinical breast cancer samples. �e mutations in HBP1
rendered them ine�ective in suppressingWntwhich results in
increased invasive potential, a hypothesis that was also tested
by using RNA interference to reduce HBP1 levels. Statistical
analysis on breast cancer patient database revealed a direct
relationship between reduced HBP1 levels (or increased Wnt
signaling) and increased cancer recurrence. Debies et al. [112]
provided a direct mechanism of activated Wnt signaling that
resulted in breast cancer recurrence a�er targeted therapy.

In a study that looked at Wnt signaling with relation to
tumor relapse in various subtypes, it was determined that
Wnt signaling was upregulated in the basal subtype, partic-
ularly in brain-specic relapse [113]. In the triple negative
breast cancer model represented by CRL-2335 and MDA-
MB-468 cells, inhibition of Wnt signaling by a treatment
regime comprising of cisplatin plus TRAIL was found to
be most e�ective in inhibiting the CSCs [114]. A number
of treatments were compared in this study, namely, PARP
inhibitors, paclitaxel, docetaxel, cisplatin, and cisplatin plus
TRAIL. �e involvement of Wnt signaling in the most
e�ective treatment suggests its importance in CSC phenotype
that is responsible for breast tumor recurrence. �us, it
appears that Wnt signaling contributes to CSC phenotype
and, additionally, is transcriptionally important for the deter-
mination of aggressive breast tumors that recur and relapse. A
recent report has suggested that Wnt signaling is commonly
activated in metaplastic breast carcinomas [115]. Although
these metaplastic carcinomas represent only 1% of total
invasive breast carcinomas, they have a particular high risk
of local recurrence.

4.6. Hedgehog Signaling. Hedgehog (Hh) pathway is mainly
involved in the development of organs in most animals [116].
Hh gene was rst identied in Drosophila, and the three
mammalian counterparts, Sonic Hedgehog (Shh), Desert
Hedgehog (Dhh), and Indian Hedgehog (Ihh), were iden-
tied later [117]. Shh binds to its 12-pass transmembrane
receptor, Patched, resulting in derepression of Smoothened
[116–118] and leading to the activation of Gli2 in the cyto-
plasm. Gli2 translocates to the nucleus and regulates the
transcription of Shh-pathway target genes, includingGli1 and
Patched1.

Similar to Notch and Wnt signaling pathways discussed
previously, there is evidence to suggest a correlation between
Hh signaling and tumor recurrence [108, 119, 120]. For
example, in a study [121] that evaluated 279 patients with
invasive breast ductal carcinoma, expression ofHhwas found
to be a strong determinant of increased risk of metastases
and breast-cancer-specic deaths, all hallmarks of tumor
recurrence and lethal disease. High epithelial Hh ligand and
high stromal Gli1 were observed to be crucial predictors

of overall survival. �e ligand Shh has also been shown
to increase vascularity and angiogenesis in a novel VEGF-
independent pathway in vitro as well as in clinical samples
frombreast cancer patients [122]. Angiogenesis and increased
vascularity play an important role in cancer metastases, and
bone metastases are very common in advanced breast cancer
patients. �ere is evidence to suggest a role of Hh signaling
in altering the bone microenvironment making it suitable
for homing of breast cancer cells [123]. It has therefore been
suggested that selective targeting of Hh signaling might be
benecial in preventing bone metastases of breast cancers
[124, 125].

As with other potential biomarkers of tumor recurrence
discussed previously, there has been an interest in evaluating
Hh signaling members in di�erent breast cancer subtypes as
well. In one such study [126], it was observed that Gli1 expres-
sion correlated well with basal breast cancer subtype, and the
patients with high nuclear expression of Gli1 had signicantly
reduced survival time. In another study that focused on
triple negative breast cancers [127], it was observed that
Smoothened and Gli1 were signicantly upregulated in triple
negative breast cancers, as compared to the other breast
cancer subtypes. �e individual members of hedgehog sig-
naling, Shh, Gli1, and Smoothened, were found to correlate
with increased metastasis and tumor grade while, at the
same time, Gli1 expression was inversely associated with ER.
�is histological evidence supports a role of Hh signaling in
advanced breast tumors that relapse. In the context of drug
resistance and breast tumor recurrence, Smoothened andGli1
were reported to be signicantly upregulated in tamoxifen-
resistant derivative of otherwise tamoxifen-sensitive MCF-7
andT47Dbreast cancer cells [128].�is study also established
a link between PI3K/Akt signaling pathway and the Hh
signaling in the development of tamoxifen-resistant breast
cancers.

4.7. miRNAs. MicroRNAs (miRNAs) are small (19–24 nu-
cleotides) noncoding RNA molecules which down-regulate
gene expression by interacting with sequences located in the
3� untranslated region (UTR) of target mRNAs, resulting
in either translational repression or degradation of mRNAs
[129]. Regulation of oncogenes/tumor suppressor genes by
miRNAs is now recognized as a key step in the progression of
human malignancies [130], and it is dependent on sequence
complementarities. miRNAs largely function via repression
of their target genes; therefore, if the target gene of a
miRNA is an oncogene, that particular miRNAwill be tumor
suppressive. In contrast, an oncogenic miRNA is the one
whose target is a tumor suppressor gene [131]. miRNAs
represent attractive targets for therapy, particularly in breast
cancer, and breast cancer is a very well-studied cancer with
regard to evaluation of various microRNAs that might play
key roles in its progression [132–135]. Multiple reports have
shown that the loss and gain of specicmiRNAs in�uence the
processes of invasion andmetastasis of human breast cancers
[73, 136–138].

miR-126 and miR-335 were the early miRNAs connected
with breast cancer recurrence when it was proposed that
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the expression of these two miRNAs is lost in a majority
of breast cancer patients who su�er relapse [139]. Conse-
quently, loss of both of these miRNAs is associated with
poor metastasis-free survival. �is was followed by the
suggestion that miR-31 and miR-34c might be the miRNAs
that are upregulated in recurrent breast tumors [140]. A
subsequent study conrmed the downregulation of miR-335
in recurrent tumors, and this miRNA was identied as a
robust inhibitor of tumor reinitiation [141]. In a study that
employed global miRNA together with mRNA expression
proling to list miRNAs that might have a prognostic value
in determining distant relapse-free survival, several miRNAs
were found to be prognostically important in ER-positive
as well as ER-negative breast cancers [142]. When matched
for the mRNA targets, the two miRNAs that stood out for
their putative prognostic value were miR-210 and miR-128a.
More recent data has connected miR-92a with better out-
come and reduced tumor recurrence [143], and miR-9 with
increased tumor recurrence [144]. An interesting observation
was made in a study on miR-34a when its expression was
examined in 1172 breast tumors [145]. First of all, it was
detectable in most of the samples studied. �e tumors with
high expression of miR-34a represented aggressive breast
cancers but the tumors with lower expression su�ered from
signicantly increased tumor recurrence. �us, this miRNA
presented a novel and peculiar nding which needs to be
explored further. Another miRNA down-regulated in recur-
rent breast tumors, miR-320, is believed to function through
its regulation of phosphatase and tensin homolog (PTEN)
[146].

As discussed before, breast cancer frequentlymetastasizes
to bone, and that metastasis is one of the primary reasons for
tumor recurrence. Several investigations have been carried
out to uncover the miRNA regulation of breast cancer
metastases that might be the reason for tumor relapse. In
one such study that focused on bone metastasis of breast
cancer, miR-21 and miR-181a were found to be enriched in
bone metastatic breast cancers leading to poor prognosis
[147]. �is study primarily utilized miRNA microarray to
distinguish the miRNA signature between 4 patients who
represented recurrent breast cancer versus 4 breast cancer
patients without recurrence. Later, the results were validated
in bone marrow samples from 291 additional patients.

In the context of drug resistance and breast cancer
recurrence, Bergamaschi andKatzenellenbogen [148] studied
the tamoxifen-induced induction of 14-3-3� which confers
tamoxifen resistance leading to cancer relapse. �e study
revealed a mechanistic role of miR-451 which was down-
regulated by tamoxifen leading to derepression of its target
14-3-3�. �e tamoxifen-resistant cells were marked by upreg-
ulated 14-3-3� and down-regulated miR-451. A more recent
study has indicated that there is no single miRNA prole
predictive of outcome following tamoxifen treatment [149].
�is points to the limitations and challenges in the eld of
miRNA research and the need formore robust investigations.

EMT and its regulation by miRNAs are not novel infor-
mation anymore. However, a recent study evaluated this
connection with possible clinical relevance. �is study found
a regulation of mesenchymal marker vimentin by miR-30a

Table 2: miRNAs that in�uence breast tumor recurrence.

miRNA Status in recurrent breast tumors Reference

miR-9 Upregulated [144]

miR-21 Upregulated [147]

miR-30a Downregulated [150]

miR-31 Upregulated [140]

miR-34a Downregulated [145]

miR-34c Upregulated [140]

miR-92a Downregulated [143]

miR-122 Upregulated [151]

miR-125b Upregulated [152]

miR-126 Downregulated [139]

miR-181a Upregulated [147]

miR-320 Downregulated [146]

miR-335 Downregulated [139, 141]

miR-451 Downregulated [148]

[150]. Since vimentin is associated with EMT and an inva-
sive phenotype, miR-30a correlated with reduced invasion
and breast cancer aggressiveness. �e clinical importance
of this regulation was revealed with the observation that
breast cancer patients with reduced levels of miR-30a had
poor prognosis, increased metastases and worse prognosis.
�is study provided further evidence connecting EMT with
increased breast cancer recurrence.

Detection of miRNAs in circulation is a hot topic
attracting attention in an attempt to predict the outcome of
therapeutic regime as well as chances of tumor relapse. In
one such recent study [151], more than 800 miRNAs were
actually detected in the serum of breast cancer patients.
A�er vigorous analyses, miR-122 stood out as the miRNA
that was signicantly induced in metastatic breast cancer
patients with recurrence. Circulating miRNAs have also
been evaluated in relation to resistance to chemotherapy,
and miR-125b expression in circulation has been linked to
increased chemoresistance [152]. �is knowledge holds a lot
of promise particularly for the early stage patients who can
be monitored on a regular basis for the possible chances of
cancer relapsewhich can then be handled clinically at an early
stage. Although a signicant advancement, use of circulatory
miRNAs in clinical prognosis is still in its early stages which
needs to be developed further [153].

�e last few years have seen an exponential increase in
the number of investigations focused on the functionality of
miRNAs in breast cancer progression. �ere has also been
an interest in studying miRNAs with possible implications
in predicting breast cancer recurrence. Table 2 lists various
miRNAs that have been shown to relate to recurrence of
breast cancer. �e area of research involving miRNAs is
relatively new, but has captured the imagination of a large
number of researchers.More robust investigations are needed
to further exploit the potential of these tiny regulatory
molecules.
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5. Therapeutic Options to Prevent
Breast Cancer Recurrence

�e preceding section focused onmany factors that are being
pursued in an attempt to better understand breast cancer
recurrence. �e ultimate goal of such knowledge will be
to utilize it for the development of targeted therapies to
specically prevent relapse of breast cancer. Here is a list of
options that are already under investigation(s). �e list is not
very exhaustive and is purposely kept so, to re�ect on the
limited options that are available, so as also to avoid being
overly enthusiastic about the progress beingmade in the eld.

5.1. Aromatase Inhibitors. As mentioned earlier in this paper,
a subset of breast cancers are marked by expression of estro-
gen receptor, and such ER-positive breast cancers require
estrogen for their growth and proliferation. MCF-7 cell
line developed at our Institute (erstwhile called Michigan
Cancer Foundation, MCF), the most widely studied breast
cancer cell line in preclinical studies worldwide, repre-
sents ER-positive breast cancers. With an importance of
estrogen in the sustenance of this breast cancer subtype,
it becomes logical to block the production of estrogen in
a�ected breast cancer patients. �is can be accomplished
by the inhibition of enzyme aromatase that is involved in
the production of estrogen. As such, aromatase inhibitors
represent a class of compounds/anticancer drugs that can be
used for their benecial e�ects in ER-positive breast cancer
patients [154, 155]. �e common aromatase inhibitors in use
include those that permanently inhibit aromatase as well
as those whose action is reversible. Interestingly, natural
anticancer agents such as resveratrol with documented anti-
cancer property [156, 157] are natural aromatase inhibitors
[158].

Metastases to distant organs, in the initial 2 years follow-
ing surgery, are the major reasons for tumor recurrences in
breast cancer patients treated with tamoxifen, the targeted
drug against estrogen receptors [159]. Data from clinical
studies have suggested a usefulness of aromatase inhibitors
in preventing early stage distant metastases, and, therefore, it
has been proposed that initial therapy involving adjuvant use
of aromatase inhibitors can be benecial against tumor recur-
rence [160, 161]. For many years, a ve-year administration of
tamoxifen has been the gold standard for endocrine therapy
in ER-responsive breast cancer patients, and this notion is
increasingly being challengedwith the inclusion of aromatase
inhibitors in the initial years of therapy [162].

As with most therapies, the use of aromatase inhibitors
poses its own challenges, mainly in the form of several
possible side e�ects and complications which need to be
discussed upfront [163]. In particular, aromatase inhibitors
a�ect cardiovascular and bone health which needs to be
monitored throughout the course of therapy. Estrogen action
is important for normal bone mineral density, and, therefore,
use of aromatase inhibitors can severely compromise bone
mineral density in patients. Bone fracture risk assessment
should be an important component of care for patients
receiving aromatase inhibitors [164]. �erefore, aromatase

inhibitors should be considered for use only in ER-positive
patients with high risk of recurrence as opposed to the post-
menopausal patients with relatively lower risks of recurrent
metastatic disease [165]. �e apparent toxicity of aromatase
inhibitors promptedAmir et al. [166] to evaluate the existence
of improved disease-free survival without any signicant
overall survival. In this systemic review of seven trials with
30,023 patients, it was found that a 5-year use of aromatase
inhibitors was associated with actual increased odds of
death that were nonsignicant. Such 5-year use of aromatase
inhibitors correlated with reduced recurrence, compared to
5 years of tamoxifen administration or the switching from
tamoxifen to aromatase inhibitors. �e analyses suggested
that cumulative toxicity of aromatase inhibitors might be
relevant to lack of overall survival, and the switch therapy
involving administration of tamoxifen for 2-3 years followed
by a switch to aromatase inhibitors for subsequent 2-3 years
might be a more rational and balanced approach.

5.2. Bisphosphonates. Bone represents a major site of metas-
tasis in breast cancer patients. Metastases to bone disrupt the
normal bone homeostasis resulting in loss of bone integrity
and function. In addition to direct metastasis of cancer to
bone, several other factors also in�uence bone integrity, and
these include chemotherapy-induced e�ects as well as the
consequences of aromatase inhibitors use [167, 168]. It has
been suggested that the breast cancer patients are at particular
risk of bone fracture because of administration of aromatase
inhibitors [168]. �is means that the health of skeletal system
of breast cancer survivors is a unique challenge that needs
attention. Towards this end, the use of bisphosphonates to
prevent bone-metastases-related e�ects has been suggested,
and it is believed that approximately half of the patients taking
bisphosphonates report signicant improvement in pain [167,
169]. �is has resulted in a recommendation that breast
cancer patients with conrmed bone metastases should start
receiving bisphosphonates right from the time of diagnosis
[170].

Bisphosphonates improve the quality of life of bone
metastatic breast cancer patients dealing with underlying
pain but there is also evidence to suggest that early admin-
istration of bisphosphonates can actually help reduce the
instance of metastasis to bone [171]. Several preclinical as
well as clinical studies have established the ability of bis-
phosphonates to prevent metastases of breast cancer [172–
175]. �e use of bisphosphonates has been shown to reduce
proliferation, migration, invasion, and metastasis of breast
cancer cells in many of these studies. As a direct proof in
support of the ability of bisphosphonates to reduce breast
cancer recurrence, several clinical trials have demonstrated
such ability of bisphosphonates clodronate and zoledronic
acid [176]. A number of studies support an association
between bisphosphonates administration and lower breast
cancer incidence/recurrence [176].

5.3. Natural Compounds. A majority of therapeutic regimes
rely on anticancer agents/compounds that, most of the time,
have very specic targets. �ese therapies seem to work
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initially; however, as mentioned in the very beginning of
this paper, a lot of such therapies become useless with the
passage of time. Targeted drugs take care of their intended
targets very e�ectively but, with the continued administra-
tion, tumor cells reduce their dependency on the targeted fac-
tor/pathways and switch to an alternative survival pathway.
It has, therefore, been advocated that multitargeted cancer
therapy should result in prolonged disease-free survival.
Multitargeted therapy has its own shortcomings. Most of the
targeted therapies come with their own associated toxicities.
�row in a mixture of such agents and we can end up with
enormous side e�ects. �ese observations have come in the
way of more detailed clinical studies aimed at combining
anticancer drugs. One alternative is the use of natural agents,
the compounds that exist in nature as constituents of various
edible fruits/vegetables. A number of such compounds are
pleiotropic that is, they target multiple signaling pathways
[177–181]. Additionally, being part of normal human diet,
they usually have considerably reduced toxic e�ects, when
compared to conventional therapeutics.

As direct evidence connecting natural anticancer com-
pounds to reducing breast cancer recurrence, soy iso�avone
consumption has been linked to reduced risk of breast cancer
incidence and,more importantly, to the reduced risk of breast
cancer recurrence [182]. CSCs are very crucial to the phe-
nomenon of tumor recurrence, and several natural anticancer
agents such as curcumin, sulforaphane, iso�avones, EGCG,
and resveratrol have been shown to a�ect signaling pathways
like Notch,Wnt, and Shh leading to their action against CSCs
[183]. EGCG was shown to inhibit Wnt signaling through
a regulation of HBP1 transcriptional repressor [184] and
knockdownofHBP1was found to result in reduced sensitivity
to EGCG treatment.

�e previous discussion highlights the connection
betweenCSCs, EMT, and the various signaling pathways such
as Notch, Wnt, and Hh that might in�uence breast cancer
recurrence. A number of studies have described a benecial
e�ect of natural compounds through the modulation of
these factors [181, 185–190], but a detailed discussion on
these topics is beyond the scope of this paper and readers
are encouraged to refer to the referenced articles. �e recent
literature has added miRNAs to the list of factors that may
in�uence breast cancer recurrence, and there is evidence
in the literature to suggest a regulatory e�ect of natural
compounds on miRNAs as well [191–194].

6. Conclusions and Perspective

�e cause(s) of breast cancer recurrence and the possible
strategies to prevent it remain elusive. �ere is an urgent
need to decipher the complex relationship between individual
components leading to recurrence but also to then come up
with e�ective therapies with minimal toxicity. Talking about
complex interrelationships, there is enough evidence to link
EMT with Notch/Wnt/Hh signaling [112, 183, 194, 195], EMT
with CSCs [51, 52, 187], EMT with miRNAs [73, 194, 196],
Notch/Wnt/Hh signaling with CSCs [99, 105, 119, 177, 183],
and CSCs with miRNAs [193, 196]. All this points to a

CSCs

EMT

Signaling pathways

(Notch/Wnt/Hh)

miRNAs

Figure 3: Complex interplay of factors that in�uence breast cancer
recurrence. �e various molecular determinants of tumor recur-
rence are very intricately connected and interregulated, making it
di�cult to establish a hierarchical sense.

hotchpotch of cellular/physiological events that have been
observed in breast cancers with recurrence (Figure 3). While
individual reports have veried the existence of one or more
of these, it is essential to point out that we are far from ascer-
taining the causative reason for breast cancer recurrence.�e
hierarchy of these factors is not at all understood. With the
intricate relationship between these individual factors, it will
always be di�cult to guess what happens rst, a breast cancer
recurrence equivalent of “chicken or the egg.”

Breast cancer mortality is largely related to either resis-
tance to therapies or metastases to distant organs, all of
which contribute to recurrence. One factor that has greatly
hampered our progress in the eld is the absence of any
acceptable model for the study of tumor recurrence [197].
�e in vitro studies are so o�en not “physiologically relevant”
while the in vivo clinical observations are either so variable
or simply inconclusive. For a meaningful study, it is vital to
foster a healthy collaboration between the basic scientists and
clinical investigators. Breast cancer recurrence is too complex
a problem to be understood entirely through laboratory
investigations or the clinical observations alone. �e wealth
of literature that has accumulated in the past several years
is a good start. Now is the time for a concerted e�ort in
order to provide a direction to the ongoing investigations
through more meaningful, exhaustive collaborative projects
that culminate in well-designed clinical trials. �is alone can
change the lives of scores of women su�ering with recurrent,
aggressive breast cancers with uncertain future, at least for the
time being.

References

[1] R. Siegel, D. Naishadham, and A. Jemal, “Cancer statistics,” CA:
A Cancer Journal, vol. 62, pp. 10–29, 2012.

[2] “NCI’s SEER cancer statistics review,” 2012, http://seer.cancer
.gov/csr/1975 2009 pops09/results merged/sect 04 breast.pdf.

[3] E. P. Simard, S. Fedewa, J.Ma, R. Siegel, andA. Jemal, “Widening
socioeconomic disparities in cervical cancer mortality among



ISRN Oncology 11

women in 26 states, 1993–2007,” Cancer, vol. 118, pp. 5110–5116,
2012.

[4] J. Tang, A. Ahmad, and F. H. Sarkar, “�e complexities of racial
disparity in breast cancer,” in Breast CancerMetastasis andDrug
Resistance, A. Ahmad, Ed., pp. 35–46, Springer, New York, NY,
USA, 2012.

[5] A. Ahmad, Z.Wang, R. Ali et al., “Cell cycle regulatory proteins
in breast cancer: molecular determinants of drug resistance and
targets for anticancer therapies,” inBreast Cancer Cells, R. L. A�,
Ed., pp. 113–130, InTech, 2012.

[6] A. Ahmad and F. H. Sarkar, “Current understanding of drug
resistancemechanisms and therapeutic targets inHER2 overex-
pressing breast cancers,” in Breast Cancer Metastasis and Drug
Resistance, A. Ahmad, Ed., pp. 261–274, Springer, NewYork,NY,
USA, 2012.

[7] S. E. Moody, D. Perez, T. C. Pan et al., “�e transcriptional
repressor Snail promotes mammary tumor recurrence,” Cancer
Cell, vol. 8, no. 3, pp. 197–209, 2005.

[8] P. E. Goss and A. F. Chambers, “Does tumour dormancy o�er
a therapeutic target?”Nature Reviews Cancer, vol. 10, no. 12, pp.
871–877, 2010.

[9] T. Saphner, D. C. Tormey, and R. Gray, “Annual hazard rates of
recurrence for breast cancer a�er primary therapy,” Journal of
Clinical Oncology, vol. 14, no. 10, pp. 2738–2746, 1996.

[10] “E�ects of chemotherapy and hormonal therapy for early breast
cancer on recurrence and 15-year survival: an overview of the
randomised trials,” Lancet, vol. 365, pp. 1687–1717, 2005.

[11] S. Y. Wang, T. Shamliyan, B. A. Virnig, and R. Kane, “Tumor
characteristics as predictors of local recurrence a�er treatment
of ductal carcinoma in situ: a meta-analysis,” Breast Cancer
Research and Treatment, vol. 127, no. 1, pp. 1–14, 2011.

[12] R. D. Chacón and M. V. Costanzo, “Triple-negative breast
cancer,” Breast Cancer Research, vol. 12, no. 2, article S3, 2010.

[13] K. E. Huber, L. A. Carey, and D. E. Wazer, “Breast cancer
molecular subtypes in patients with locally advanced disease:
impact on prognosis, patterns of recurrence, and response to
therapy,” Seminars in Radiation Oncology, vol. 19, no. 4, pp. 204–
210, 2009.

[14] M. De Boer, J. A. A. M. Van Dijck, P. Bult, G. F. Borm, and V.
C. G. Tjan-Heijnen, “Breast cancer prognosis and occult lymph
node metastases, isolated tumor cells, and micrometastases,”
Journal of the National Cancer Institute, vol. 102, no. 6, pp. 410–
425, 2010.

[15] L. R. Cavalli, “Molecular markers of breast axillary lymph node
metastasis,” Expert Review of Molecular Diagnostics, vol. 9, no.
5, pp. 441–454, 2009.

[16] J. Ruiterkamp andM. F. Ernst, “�e role of surgery inmetastatic
breast cancer,” in European Journal of Cancer, vol. 47, supple-
ment 3, pp. S6–S22, 2011.

[17] M. Gieni, R. Avram, L. Dickson et al., “Local breast cancer
recurrence a�er mastectomy and immediate breast reconstruc-
tion for invasive cancer: a meta-analysis,” Breast, vol. 21, pp.
230–236, 2012.

[18] B. Fisher, S. Anderson, C. K. Redmond, N. Wolmark, D. L.
Wickerham, and W. M. Cronin, “Reanalysis and results a�er
12 years of follow-up in a randomized clinical trial comparing
total mastectomy with lumpectomy with or without irradiation
in the treatment of breast cancer,” �e New England Journal of
Medicine, vol. 333, no. 22, pp. 1456–1461, 1995.

[19] J. A. Jacobson, D. N. Danforth, K. H. Cowan et al., “Ten-year
results of a comparison of conservation with mastectomy in

the treatment of stage I and II breast cancer,”�e New England
Journal of Medicine, vol. 332, no. 14, pp. 907–911, 1995.

[20] F. van der Leij, P. H. Elkhuizen, H. Bartelink, and M. J. van de
Vijver, “Predictive factors for local recurrence in breast cancer,”
Seminars in Radiation Oncology, vol. 22, pp. 100–107, 2012.

[21] N. Houssami, P. MacAskill, M. L. Marinovich et al., “Meta-
analysis of the impact of surgical margins on local recurrence
in women with early-stage invasive breast cancer treated with
breast-conserving therapy,” European Journal of Cancer, vol. 46,
no. 18, pp. 3219–3232, 2010.

[22] S. Darby, P. McGale, C. Correa et al., “E�ect of radiotherapy
a�er breast-conserving surgery on 10-year recurrence and 15-
year breast cancer death: meta-analysis of individual patient
data for 10, 801 women in 17 randomised trials,” Lancet, vol. 378,
pp. 1707–1716, 2011.

[23] A. J. Lowery, M. R. Kell, R. W. Glynn, M. J. Kerin, and K. J.
Sweeney, “Locoregional recurrence a�er breast cancer surgery:
a systematic review by receptor phenotype,” Breast Cancer
Research and Treatment, vol. 133, pp. 831–841, 2012.

[24] D. Hölzel, R. T. Emeny, and J. Engel, “True local recurrences do
not metastasize,” Cancer Metastasis Reviews, vol. 30, no. 2, pp.
161–176, 2011.

[25] X. Meng, J. Zhong, S. Liu, M. Murray, and A. M. Gonzalez-
Angulo, “A new hypothesis for the cancer mechanism,” Cancer
and Metastasis Reviews, vol. 31, pp. 247–268, 2012.

[26] L. Lacerda, L. Pusztai, andW. A.Woodward, “�e role of tumor
initiating cells in drug resistance of breast cancer: implications
for future therapeutic approaches,” Drug Resistance Updates,
vol. 13, no. 4-5, pp. 99–108, 2010.

[27] S. P.McDermott andM. S.Wicha, “Targeting breast cancer stem
cells,”Molecular Oncology, vol. 4, no. 5, pp. 404–419, 2010.

[28] A. Sanguinetti, G. Bistoni, and N. Avenia, “Stem cells and breast
cancer, wherewe are? A concise review of literature,”GChir, vol.
32, pp. 438–446, 2011.

[29] M. Rahman, L. Deleyrolle, V. Vedam-Mai, H. Azari, M. Abd-
El-Barr, and B. A. Reynolds, “�e cancer stem cell hypothesis:
failures and pitfalls,” Neurosurgery, vol. 68, no. 2, pp. 531–545,
2011.

[30] M. Baumann, M. Krause, and R. Hill, “Exploring the role of
cancer stem cells in radioresistance,” Nature Reviews Cancer,
vol. 8, no. 7, pp. 545–554, 2008.

[31] L. Wei, T. T. Liu, H. H. Wang et al., “Hsp27 participates in the
maintenance of breast cancer stem cells through regulation of
epithelial-mesenchymal transition and nuclear factor-kappa B,”
Breast Cancer Research, vol. 13, article R101, 2011.

[32] A. Ahmad, Y. Li, B. Bao, and F. H. Sarkar, “Resistance and DNA
repair mechanisms of cancer stem cells: potential molecular
targets for therapy,” in DNA Repair of Cancer Stem Cells, L.
A. Mathews, S. M. Cabarcas, and E. M. Hurt, Eds., pp. 33–52,
Springer, New York, NY, USA, 2012.

[33] M.M.Gottesman, T. Fojo, and S. E. Bates, “Multidrug resistance
in cancer: role of ATP-dependent transporters,”Nature Reviews
Cancer, vol. 2, no. 1, pp. 48–58, 2002.

[34] M. Dean, “ABC transporters, drug resistance, and cancer stem
cells,” Journal ofMammary Gland Biology and Neoplasia, vol. 14,
no. 1, pp. 3–9, 2009.

[35] K. Ueda, C. Cardarelli, M. M. Gottesman, and T. Pastan,
“Expression of a full-length cDNA for the human ’MDR1’ gene
confers resistance to colchicine, doxorubicin, and vinblastine,”
Proceedings of the National Academy of Sciences of the United
States of America, vol. 84, no. 9, pp. 3004–3008, 1987.



12 ISRN Oncology

[36] C. W. Scharenberg, M. A. Harkey, and B. Torok-Storb, “�e
ABCG2 transporter is an e�cient Hoechst 33342 e�ux pump
and is preferentially expressed by immature human hematopoi-
etic progenitors,” Blood, vol. 99, no. 2, pp. 507–512, 2002.

[37] M. Kim, H. Turnquist, J. Jackson et al., “�e multidrug resis-
tance transporter ABCG2 (breast cancer resistance protein 1)
e�uxes Hoechst 33342 and is overexpressed in hematopoietic
stem cells,” Clinical Cancer Research, vol. 8, no. 1, pp. 22–28,
2002.

[38] H. Lou and M. Dean, “Targeted therapy for cancer stem cells:
the patched pathway and ABC transporters,” Oncogene, vol. 26,
no. 9, pp. 1357–1360, 2007.

[39] Y. An andW.M.Ongkeko, “ABCG2: the key to chemoresistance
in cancer stem cells?” Expert Opinion on Drug Metabolism and
Toxicology, vol. 5, no. 12, pp. 1529–1542, 2009.

[40] A. Elliot, J. Adams, and M. Al-Hajj, “�e ABCs of cancer stem
cell drug resistance,” IDrugs, vol. 13, no. 9, pp. 632–635, 2010.

[41] K. Sampieri and R. Fodde, “Cancer stem cells and metastasis,”
Seminars in Cancer Biology, vol. 22, pp. 187–193, 2012.

[42] A. J. Fridriksdottir, O. W. Petersen, and L. Ronnov-Jessen,
“Mammary gland stem cells: current status and future chal-
lenges,”�e International Journal of Developmental Biology, vol.
55, pp. 719–729, 2011.

[43] S. Badve and H. Nakshatri, “Breast-cancer stem cells-beyond
semantics,”�e Lancet Oncology, vol. 13, pp. e43–e48, 2012.

[44] C. E. Eyler and J. N. Rich, “Survival of the ttest: cancer stem
cells in therapeutic resistance and angiogenesis,” Journal of
Clinical Oncology, vol. 26, no. 17, pp. 2839–2845, 2008.

[45] H. Korkaya, S. Liu, and M. S. Wicha, “Breast cancer stem
cells, cytokine networks, and the tumor microenvironment,”
�e Journal of Clinical Investigation, vol. 121, pp. 3804–3809,
2011.

[46] F. Schmitt, S. Ricardo, A. F. Vieira, M. R. Dionisio, and J.
Paredes, “Cancer stem cell markers in breast neoplasias: their
relevance and distribution in distinct molecular subtypes,”
Virchows Archiv, vol. 460, pp. 545–553, 2012.

[47] M. A. Velasco-Velazquez, N. Homsi, M. De La Fuente, and R.
G. Pestell, “Breast cancer stem cells,” �e International Journal
of Biochemistry & Cell Biology, vol. 44, pp. 573–577, 2012.

[48] G. J. Prud’homme, “Cancer stem cells and novel targets for
antitumor strategies,” Current Pharmaceutical Design, vol. 18,
pp. 2838–2849, 2012.

[49] M. P. Ablett, J. K. Singh, and R. B. Clarke, “Stem cells in breast
tumours: are they ready for the clinic?” European Journal of
Cancer, vol. 48, pp. 2104–2116, 2012.

[50] Y. Yu, G. Ramena, and R. C. Elble, “�e role of cancer stem
cells in relapse of solid tumors,” Frontiers in Bioscience, vol. 4,
pp. 1528–1541, 2012.

[51] B. G. Hollier, K. Evans, and S. A. Mani, “�e epithelial-to-
mesenchymal transition and cancer stem cells: a coalition
against cancer therapies,” Journal of Mammary Gland Biology
and Neoplasia, vol. 14, no. 1, pp. 29–43, 2009.

[52] C. Raimondi, W. Gianni, E. Cortesi, and P. Gazzaniga, “Cancer
stem cells and epithelial-mesenchymal transition: revisiting
minimal residual disease,” Current Cancer Drug Targets, vol. 10,
no. 5, pp. 496–508, 2010.

[53] B. Dave, V. Mittal, N. M. Tan, and J. C. Chang, “Epithelial-
mesenchymal transition, cancer stem cells and treatment resis-
tance,” Breast Cancer Research, vol. 14, article 202, 2012.

[54] J. J. Christiansen and A. K. Rajasekaran, “Reassessing epithelial
to mesenchymal transition as a prerequisite for carcinoma

invasion and metastasis,” Cancer Research, vol. 66, no. 17, pp.
8319–8326, 2006.

[55] J. P. �iery, “Epithelial-mesenchymal transitions in tumour
progression,” Nature Reviews Cancer, vol. 2, pp. 442–454, 2002.

[56] Z. Wang, Y. Li, and F. H. Sarkar, “Signaling mechanism(s) of
reactive oxygen species in epithelial-mesenchymal transition
reminiscent of cancer stem cells in tumor progression,” Current
Stem Cell Research and�erapy, vol. 5, no. 1, pp. 74–80, 2010.

[57] F. H. Sarkar, Y. Li, Z. Wang, and D. Kong, “Pancreatic cancer
stem cells and EMT in drug resistance andmetastasis,”Minerva
Chirurgica, vol. 64, no. 5, pp. 489–500, 2009.

[58] H. J. Hugo, R. Wafai, T. Blick, E. W. �ompson, and D. F.
Newgreen, “Staurosporine augments EGF-mediated EMT in
PMC42-LA cells through actin depolymerisation, focal con-
tact size reduction and Snail1 induction—a model for cross-
modulation,” BMC Cancer, vol. 9, article 235, 2009.

[59] J. G. H. van Nes, E. M. de Kruijf, H. Putter et al., “Co-
expression of SNAIL and TWIST determines prognosis in
estrogen receptor-positive early breast cancer patients,” Breast
Cancer Research and Treatment, vol. 133, pp. 49–59, 2012.

[60] D. D. Tran, C. A. Corsa, H. Biswas, R. L. A�, and G. D.
Longmore, “Temporal and spatial cooperation of Snail1 and
Twist1 during epithelial-mesenchymal transition predicts for
human breast cancer recurrence,” Molecular Cancer Research,
vol. 9, pp. 1644–1657, 2011.

[61] J. E. Kwon, W. H. Jung, and J. S. Koo, “Molecules involved
in epithelial-mesenchymal transition and epithelial-stromal
interaction in phyllodes tumors: implications for histologic
grade and prognosis,” Tumor Biology, vol. 33, pp. 787–798, 2012.

[62] T. Imamura, A. Hikita, and Y. Inoue, “�e roles of TGF-beta
signaling in carcinogenesis and breast cancermetastasis,” Breast
Cancer, vol. 19, pp. 118–124, 2012.

[63] M. A. Taylor, J. G. Parvani, and W. P. Schiemann, “�e
pathophysiology of epithelial-mesenchymal transition induced
by transforming growth factor-� in normal and malignant
mammary epithelial cells,” Journal of Mammary Gland Biology
and Neoplasia, vol. 15, no. 2, pp. 169–190, 2010.

[64] M. Romagnoli, K. Belguise, Z. Yu et al., “Epithelial-to-
mesenchymal transition induced by TGF-beta1 is mediated by
blimp-1-dependent repression of BMP-5,” Cancer Research, vol.
72, pp. 6268–6278, 2012.

[65] Z. D. Lv, B. Kong, J. G. Li et al., “Transforming growth
factor-beta 1 enhances the invasiveness of breast cancer cells
by inducing a Smad2-dependent epithelial-to-mesenchymal
transition,” Oncology Reports, vol. 29, pp. 219–225, 2013.

[66] A. Bandyopadhyay, L. Wang, J. Agyin et al., “Doxorubicin in
combination with a small TGF� inhibitor: a potential novel
therapy for metastatic breast cancer in mouse models,” PLoS
ONE, vol. 5, no. 4, article e10365, 2010.

[67] M. K. Asiedu, J. N. Ingle, M. D. Behrens, D. C. Radisky, and K.
L. Knutson, “TGF�/TNF�-mediated epithelial-mesenchymal
transition generates breast cancer stem cells with a claudin-low
phenotype,”Cancer Research, vol. 71, no. 13, pp. 4707–4719, 2011.

[68] N. P. Tobin, A. H. Sims, K. L. Lundgren, S. Lehn, and G.
Landberg, “Cyclin D1, Id1 and EMT in breast cancer,” BMC
Cancer, vol. 11, article 417, 2011.

[69] T. Liu, X. Zhang, M. Shang et al., “Dysregulated expression of
Slug, vimentin, and E-cadherin correlates with poor clinical
outcome in patients with basal-like breast cancer,” Journal of
Surgical Oncology, vol. 107, no. 2, pp. 188–194, 2013.



ISRN Oncology 13

[70] A. Ahmad, A. Aboukameel, D. Kong et al., “Phosphoglu-
cose isomerase/autocrine motility factor mediates epithelial-
mesenchymal transition regulated by miR-200 in breast cancer
cells,” Cancer Research, vol. 71, no. 9, pp. 3400–3409, 2011.

[71] T. Funasaka and A. Raz, “�e role of autocrine motility factor
in tumor and tumormicroenvironment,”Cancer andMetastasis
Reviews, vol. 26, no. 3-4, pp. 725–735, 2007.

[72] T. Funasaka, V. Hogan, and A. Raz, “Phosphoglucose iso-
merase/autocrine motility factor mediates epithelial and mes-
enchymal phenotype conversions in breast cancer,” Cancer
Research, vol. 69, no. 13, pp. 5349–5356, 2009.

[73] A. Ahmad, A. S. Ali, S. Ali, Z. Wang, D. Kong, and F. H. Sarkar,
“MicroRNAs: targets of interest in breast cancer research,” in
MicroRNA: Expression, Detection and �erapeutic Strategies, J.
A. Mulligan, Ed., pp. 59–78, Nova Publishers, New York, NY,
USA, 2011.

[74] S. Meng, D. Tripathy, E. P. Frenkel et al., “Circulating tumor
cells in patients with breast cancer dormancy,” Clinical Cancer
Research, vol. 10, no. 24, pp. 8152–8162, 2004.

[75] E. S. Lianidou and A. Markou, “Circulating tumor cells in
breast cancer: detection systems, molecular characterization,
and future challenges,”Clinical Chemistry, vol. 57, pp. 1242–1255,
2011.

[76] G. N. Naumov, J. L. Townson, I. C. MacDonald et al., “Ine�ec-
tiveness of doxorubicin treatment on solitary dormant mam-
mary carcinoma cells or late-developing metastases,” Breast
Cancer Research andTreatment, vol. 82, no. 3, pp. 199–206, 2003.

[77] D. A. Gewirtz, “Autophagy, senescence and tumor dormancy in
cancer therapy,” Autophagy, vol. 5, no. 8, pp. 1232–1234, 2009.

[78] D. Barkan and A. F. Chambers, “beta1-integrin: a potential
therapeutic target in the battle against cancer recurrence,”
Clinical Cancer Research, vol. 17, pp. 7219–7223, 2011.

[79] D. Barkan, H. Kleinman, J. L. Simmons et al., “Inhibition
of metastatic outgrowth from single dormant tumor cells by
targeting the cytoskeleton,” Cancer Research, vol. 68, no. 15, pp.
6241–6250, 2008.

[80] D. Barkan, L. H. El Touny, A. M. Michalowski et al., “Metastatic
growth from dormant cells induced by a Col-I-enriched brotic
environment,” Cancer Research, vol. 70, no. 14, pp. 5706–5716,
2010.

[81] M. Luo and J. L. Guan, “Focal adhesion kinase: a prominent
determinant in breast cancer initiation, progression and metas-
tasis,” Cancer Letters, vol. 289, no. 2, pp. 127–139, 2010.

[82] K. Dass, A. Ahmad, A. S. Azmi, S. H. Sarkar, and F. H. Sarkar,
“Evolving role of uPA/uPAR system in human cancers,” Cancer
Treatment Reviews, vol. 34, no. 2, pp. 122–136, 2008.

[83] A. Ahmad, D. Kong, Z. Wang, S. H. Sarkar, S. Banerjee, and
F. H. Sarkar, “Down-regulation of uPA and uPAR by 3,3�-
diindolylmethane contributes to the inhibition of cell growth
and migration of breast cancer cells,” Journal of Cellular Bio-
chemistry, vol. 108, no. 4, pp. 916–925, 2009.

[84] A. Ahmad, Z. Wang, D. Kong et al., “FoxM1 down-regulation
leads to inhibition of proliferation, migration and invasion of
breast cancer cells through the modulation of extra-cellular
matrix degrading factors,” Breast Cancer Research and Treat-
ment, vol. 122, no. 2, pp. 337–346, 2010.

[85] P. J. Keely, “Mechanisms by which the extracellular matrix and
integrin signaling act to regulate the switch between tumor
suppression and tumor promotion,” Journal ofMammary Gland
Biology and Neoplasia, vol. 16, pp. 205–219, 2011.

[86] J. A. McCubrey, L. S. Steelman, W. H. Chappell et al., “Roles of
the Raf/MEK/ERK pathway in cell growth, malignant transfor-
mation and drug resistance,” Biochimica et Biophysica Acta, vol.
1773, no. 8, pp. 1263–1284, 2007.

[87] S. A. Eccles, “�e epidermal growth factor receptor/Erb-B/HER
family in normal and malignant breast biology,” �e Interna-
tional Journal of Developmental Biology, vol. 55, pp. 685–696,
2011.

[88] J. Foley, N. K. Nickerson, S. Nam et al., “EGFR signaling
in breast cancer: bad to the bone,” Seminars in Cell and
Developmental Biology, vol. 21, no. 9, pp. 951–960, 2010.

[89] S. Artavanis-Tsakonas, K. Matsuno, and M. E. Fortini, “Notch
signaling,” Science, vol. 268, no. 5208, pp. 225–232, 1995.

[90] S. Artavanis-Tsakonas, M. D. Rand, and R. J. Lake, “Notch sig-
naling: cell fate control and signal integration in development,”
Science, vol. 284, no. 5415, pp. 770–776, 1999.

[91] F. Radtke and K. Raj, “�e role of Notch in tumorigenesis:
oncogene or tumour suppressor,” Nature Reviews Cancer, vol.
3, no. 10, pp. 756–767, 2003.

[92] W. R. Gordon, D. Vardar-Ulu, G. Histen, C. Sanchez-Irizarry, J.
C. Aster, and S. C. Blacklow, “Structural basis for autoinhibition
of Notch,” Nature Structural and Molecular Biology, vol. 14, no.
4, pp. 295–300, 2007.

[93] M. Reedijk, D. Pinnaduwage, B. C. Dickson et al., “JAG1
expression is associated with a basal phenotype and recurrence
in lymph node-negative breast cancer,” Breast Cancer Research
and Treatment, vol. 111, no. 3, pp. 439–448, 2008.

[94] B. Cohen, M. Shimizu, J. Izrailit et al., “Cyclin D1 is a direct
target of JAG1-mediated Notch signaling in breast cancer,”
Breast Cancer Research and Treatment, vol. 123, no. 1, pp. 113–
124, 2010.

[95] H. Harrison, G. Farnie, S. J. Howell et al., “Regulation of
breast cancer stem cell activity by signaling through the Notch4
receptor,” Cancer Research, vol. 70, no. 2, pp. 709–718, 2010.

[96] P. Grudzien, S. Lo, K. S. Albain et al., “Inhibition of notch
signaling reduces the stem-like population of breast cancer cells
and prevents mammosphere formation,” Anticancer Research,
vol. 30, no. 10, pp. 3853–3867, 2010.

[97] S. Kent, J. Hutchinson, A. Balboni, A. Decastro, P. Cherukuri,
and J. Direnzo, “DeltaNp63alpha promotes cellular quiescence
via induction and activation of Notch3,” Cell Cycle, vol. 10, pp.
3111–3118, 2011.

[98] M. Kondratyev, A. Kreso, R.M.Hallett et al., “Gamma-secretase
inhibitors target tumor-initiating cells in a mouse model of
ERBB2 breast cancer,” Oncogene, vol. 31, pp. 93–103, 2012.

[99] M. Qiu, Q. Peng, I. Jiang et al., “Specic inhibition of Notch1
signaling enhances the antitumor e�cacy of chemotherapy in
triple negative breast cancer through reduction of cancer stem
cells,” Cancer Letters, vol. 328, pp. 261–270, 2013.

[100] M. Shimizu, B. Cohen, P. Goldvasser, H. Berman, C. Virtanen,
and M. Reedijk, “Plasminogen activator uPA is a direct tran-
scriptional target of the JAG1-notch receptor signaling pathway
in breast cancer,” Cancer Research, vol. 71, no. 1, pp. 277–286,
2011.

[101] K. Pandya, K. Meeke, A. G. Clementz et al., “Targeting both
Notch and ErbB-2 signalling pathways is required for pre-
vention of ErbB-2-positive breast tumour recurrence,” British
Journal of Cancer, vol. 105, pp. 796–806, 2011.

[102] D. J. Slamon, G. M. Clark, S. G. Wong, W. J. Levin, A.
Ullrich, andW. L. McGuire, “Human breast cancer: correlation
of relapse and survival with amplication of the HER-2/neu
oncogene,” Science, vol. 235, no. 4785, pp. 182–191, 1987.



14 ISRN Oncology

[103] B. C. Browne, N. O’Brien, M. J. Du�y, J. Crown, and N.
O’Donovan, “HER-2 signaling and inhibition in breast cancer,”
Current Cancer Drug Targets, vol. 9, no. 3, pp. 419–438, 2009.

[104] T. Vu and F. X. Claret, “Trastuzumab: updated mechanisms of
action and resistance in breast cancer,” Frontiers in Oncology,
vol. 2, article 62, 2012.

[105] M. J. Simmons, R. Serra, N. Hermance, and M. A. Kelliher,
“NOTCH1 inhibition in vivo results inmammary tumor regres-
sion and reduced mammary tumorsphere forming activity in
vitro,” Breast Cancer Res, vol. 14, article R126, 2012.

[106] S. Gangopadhyay, A. Nandy, P. Hor, and A. Mukhopadhyay,
“Breast cancer stem cells: a novel therapeutic target,” Clinical
Breast Cancer, vol. 13, no. 1, pp. 7–15, 2013.

[107] W. J. Nelson and R. Nusse, “Convergence of Wnt, �-Catenin,
and Cadherin pathways,” Science, vol. 303, no. 5663, pp. 1483–
1487, 2004.

[108] C. Karamboulas and L. Ailles, “Developmental signaling path-
ways in cancer stem cells of solid tumors,”BiochimBiophys Acta,
vol. 1830, no. 2, pp. 2481–2495, 2013.

[109] M. Jönsson, J.Dejmek, P.O. Bendahl, andT.Andersson, “Loss of
Wnt-5a protein is associatedwith early relapse in invasive ductal
breast carcinomas,” Cancer Research, vol. 62, no. 2, pp. 409–416,
2002.
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