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Abstract

Neuromyelitis optica (NMO) is an inflammatory disease characterized by recurrent attacks of optic neuritis and
myelitis. It is generally accepted that autoantibodies against aquaporin 4 water channel protein play a pathogenic role
in neuromyelitis optica. We have recently reported that plasmablasts are increased in the peripheral blood of this
autoimmune disease, and are capable of producing autoantibodies against aquaporin 4. Here, we demonstrate that
CD138+HLA-DR+ plasmablasts, a subset of IgG-producing cells, are increased in the peripheral blood and are
enriched among the cerebrospinal fluid (CSF) lymphocytes during the relapse of neuromyelitis optica. Notably, these
CD138+HLA-DR+ plasmablasts overexpress CXCR3, whose ligands are present in the cerebrospinal fluid during the
relapse of neuromyelitis optica. These results led us to speculate that plasmablasts producing anti-aquaporin 4
autoantibodies might traffic toward the central nervous system (CNS). Furthermore, we performed single-cell sorting
of plasmablasts from peripheral blood and CSF samples from NMO and sequenced the complementarity-determining
regions (CDRs) of the IgG heavy chain expressed by the sorted plasmablast clones. There were high frequencies of
mutations in the CDRs compared with framework regions, indicating that these plasmablast clones would represent a
post-germinal center B-cell lineage. Consistent with the preceding results, the plasmablast clones from the peripheral
blood shared the same CDR sequences with the clones from the CSF. These results indicate that IgG-producing
plasmablasts, which are guided by helper T-cells, may migrate from the peripheral blood preferentially to the CSF.
Since migratory plasmablasts could be involved in the inflammatory pathology of NMO, the B-cell subset and their
migration might be an attractive therapeutic target.
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Introduction

Neuromyelitis optica (NMO) is a rare inflammatory disease
primarily affecting the optic nerve and spinal cord, with
relatively sparing brain white matter [1]. NMO exhibits a
relapsing–remitting course reminiscent of multiple sclerosis
(MS) and was previously thought to be a variant of MS.
However, NMO is now considered to have a unique
pathogenesis characterized by the elevation of autoantibodies

against aquaporin 4 (AQP4) [2,3]. NMO is more often
accompanied by the elevation of serum autoantibodies
including anti-nuclear, anti-SSA, and anti-SSB antibodies than
MS. Notably, the relapses of NMO are not prevented but rather
triggered by disease-modifying agents prescribed for MS,
including interferon-beta[4,5]. Recent studies have indicated
that primary autoimmune targets in NMO can be astrocytes,
which abundantly express AQP4 in the end foot processes
[6–8]. Consistently, inflammatory lesions of NMO are
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surrounded by deposits of antibodies and complement that are
associated with necrotic astrocytes, whereas AQP4 expression
in astrocytes is downregulated in the early stage of NMO [6,7].
Moreover, large amounts of glial fibrillary acidic protein (GFAP)
can be detected in the cerebrospinal fluid (CSF) of NMO
patients during relapse [8]. Experimentally, systemic injection
of large quantities of anti-AQP4 autoantibodies (AQP4Ab) from
patients’ sera exacerbated inflammatory pathology as well as
clinical signs of experimental autoimmune encephalomyelitis in
rats [9,10]. In this model of central nervous system (CNS)
autoimmunity, the blood-brain barrier (BBB) integrity is
disrupted following T-cell–mediated inflammation. In addition,
similar astrocyte pathology was evoked in mouse brain by
directly injecting AQP4Ab with human complement [11].
However, in human NMO, it remains unclear whether sufficient
quantities of AQP4Ab may enter the CNS from the periphery so
that they can cause the astrocyte pathology. This leaves room
for a significant role of local production of AQP4Ab in the
pathogenesis of NMO.

Recently, we reported that plasmablasts (PBs), bearing a
phenotype of CD19intCD27highCD38highCD180-, are B-cells
selectively increased in the peripheral blood of NMO,
compared with control subjects [12]. A significant increase in
PBs was observed during remission of NMO, but the increase
was more remarkable during relapse in individual patients.
Moreover, we identified the PBs as AQP4-Ab–producers in the
peripheral blood of NMO. In principle, pathogen-activated B-
cells migrate to lymphoid organs, and differentiate into PBs or
memory B-cells (mB) within a germinal center. Some PBs
move to the bone marrow and give rise to long-lived plasma
cells, which contribute to maintaining the levels of serum
antibodies against pathogens. The other PBs would die after
undergoing apoptosis, or survive in lymphoid or non-lymphoid
tissues in the inflammatory milieus [13]. However, the fate of
the circulating PBs in the peripheral blood of NMO remains
unclear.

The CSF of NMO patients reportedly contains much lower
titers of AQP4-Ab than their peripheral blood [14], which is also
supported by our unpublished results. On the other hand,
cytokines preferring B-cell activation and survival, such as
interleukin (IL)-6 or B-cell activating factor (BAFF), are elevated
in the CSF of NMO patients [15,16]. Thus, low titers of AQP4-
Ab in the CSF would not exclude the possibility of intrathecal
AQP4-Ab production, but could reflect its deposition in
inflammatory lesions. In this respect, the presence of AQP4-
Ab–producing B-cells in the CSF was demonstrated in a patient
with NMO [10], although the origin and identity of the cells were
not fully characterized.

Here, we report that CSF lymphocytes obtained during the
relapse of NMO are enriched in a subpopulation of PBs
expressing CD138 and human leukocyte antigen (HLA)-DR
(CD138+HLA-DR+ PB). These cells correspond to recently
activated PBs, and also increase in the peripheral blood of
patients with NMO during relapse. We found that during the
relapse, the activated PB cells in the peripheral blood
selectively upregulated CXCR3, a receptor for CXCL10
(interferon gamma-induced protein 10, IP-10) elevated in the
CSF of NMO [17]. In contrast, PB expression of CXCR4, a

receptor for bone marrow trafficking, was not altered during
relapse. In parallel, we examined PB phenotypes in recently
vaccinated healthy subjects. In these subjects, activated PBs
increased significantly in number but did not upregulate either
CXCR3 or CXCR4. These results led us to suspect that the
upregulation of CXCR3 during the relapse of NMO might confer
the PBs the ability to migrate to the CNS. Moreover, single-cell
analysis of the antibodies variable region sequences revealed
that the same complementarity-determining region (CDR)
sequences in the γ chains were detected in PB clones derived
from peripheral blood and from CSF. These results indicate
that the CXCR3+-activated PBs in the peripheral blood
preferentially migrate to the CSF during the relapse of NMO
and take part in the formation of the inflammatory pathology.

Materials and Methods

Ethics Statement
Informed consent was obtained from all participants after the

nature and possible consequences of the studies were
explained. The study was approved by the Ethics Committee of
the each participated Institute or University; Ethics Committee
of National Center of Neurology and Psychiatry, Ethics
Committee for Medical Science of Kobe Graduate School of
Medicine, Ethics Committee for Medical Research of
Yokohama City University, and Ethics Committee of Juntendo
University Hospital. Participants provided their written informed
consent to participate in this study.

Patients and Controls
A cohort of 20 AQP4-Ab-seropositive patients was recruited

at the National Center of Neurology and Psychiatry (NCNP)
Hospital, Juntendo University Hospital, Yokohama City
University Hospital, and Kobe University Hospital. Each patient
either met the revised NMO diagnostic criteria [18] or was
diagnosed with NMO spectrum disorder (NMOSD) [3]. Serum
AQP4-Ab levels were measured with a previously reported cell-
based assay using AQP4 transfectants, provided by courtesy
of Dr. Kazuo Fujihara at Tohoku University [14]. Eight age-
matched patients with MS were enrolled as controls. All MS
patients fulfilled the McDonald diagnostic criteria [19]. Clinical
demographics of the patients are summarized in Table 1.

None of the seropositive patients or patients with MS had
received intravenous (i.v.) corticosteroids, plasma exchange, or
i.v. immunoglobulins for at least one month before blood or
CSF sampling. Peripheral blood samples with or without CSF
samples were obtained from seven seropositive NMO patients
during relapse before they received intensive therapy such as
i.v. corticosteroids. There were no significant differences
among the NMO patients who provided samples during relapse
or during remission, with regard to age, sex, disease duration,
2-year-relapse rate, expanded disability status scale (EDSS),
and secondary prevention therapy. Peripheral blood was also
taken from six healthy subjects before and one week after
annual influenza vaccinations in 2010 to compare their PB cell
phenotypes with those from NMO patients.

PBs Migrate to the CNS in NMO
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Flow Cytometry Analysis and Cell Sorting
Peripheral blood mononuclear cells (PBMCs) were

separated using density centrifugation on Ficoll-Paque PLUS
(GE Healthcare Biosciences). CSF cells were directly stained
for surface markers after centrifugation. FACSCanto II and
FACSCalibur flow cytometers (BD Biosciences) were used for
cell analysis along with the FACSAria II (BD Biosciences) cell
sorter. We prepared samples with the same concentration of
staining antibody and same fluorescence-activated cell sorting
(FACS) setting (i.e., background autofluorescence control was
set at the same levels and setting compensation was
performed for each experiment using single-stained cells as
compensation controls). The following monoclonal antibodies
(mAbs) were used for flow cytometry analysis and cell sorting:
anti-CD19 conjugated with electron-coupled dye (ECD), anit-
CD38 conjugated with FITC, anti-HLA-DR conjugated with
fluorescein isothiocyanate (FITC), anti-CD3 conjugated with
FITC, and anti-CD138 conjugated with phycoerythrin (PE;
Beckman Coulter); anti-CD38 conjugated with peridinin
chlorophyll-protein complex (PerCP)-Cy5.5, anti-CD138
conjugated with PerCP-Cy5.5, anti-CD27 conjugated with
Pacific Blue, anti-CXCR3 conjugated with PerCP-Cy5.5, anti-
CXCR4 conjugated with biotin or with PE-Cy7-streptavidin
(BioLegend); anti-CD19 conjugated with allophycocyanin
(APC)-Cy7, anti-CD27 conjugated with PE-Cy7, anti-CD180
conjugated with PE, and anti-IgG conjugated with FITC (BD
Biosciences); anti-CCR10 conjugated with APC; and anti-
CXCR3 conjugated with FITC (R&D systems)

Sequencing Analysis of Immunoglobulin Gene Variable
Regions

Since IgA-secreting PBs reportedly express CCR10 [20], we
sorted CCR10-PB cells
CD3−CD19intCD27highCD38highCD180−CCR10−to obtain IgG-
secreting PB cells. These PB cells were single-cell sorted into
96-well polymerase chain reaction (PCR) plates containing
RNase inhibitor (Promega). We determined the variable region
sequences of immunoglobulin genes in the sorted PBs
according to a previously described protocol with some minor
modifications [21]. Briefly, cDNA fragments of the variable

Table 1. The clinical profiles of patients with neuromyelitis
optica (NMO)/NMO NMO spectrum disorder (NMOSD) and
multiple sclerosis (MS).

Patients NMO/NMOSD MS
Number 20 8
Age 49.4 ± 3.9 43.0 ± 4.8
Male:Female 4:16 4:4
Disease duration 8.1 ± 2.0 9.9 ± 3.7
Relapses in the last 2 years 1.2 ± 0.3 2.3 ± 0.5

EDSS∗ score in disease remission 3.3 ± 0.5 4.1 ± 1.0

The values are expressed as the numbers or means ± standard error of the mean
(SEM)
∗ Expanded disability status scale
doi: 10.1371/journal.pone.0083036.t001

regions of heavy chain (VH) and light chain (VKappa) in each
sorted cell were amplified by reverse transcription (RT)-PCR.
High-fidelity Taq polymerase (Takara Bio) was used to avoid
incorrect amplification. The reactions were followed by nested
PCR using primer cocktails [21]. V gamma and V kappa cDNA
fragments obtained from the first patient were cloned into
pMD20-T vectors using Mighty TA-cloning reagents (Takara
Bio). More than two clones derived from each single-cell sorted
were sequenced to confirm the uniformity of the single PB
sorting. Moreover, cDNA fragments of the V gamma genes
obtained from another patient were directly sequenced using
nested primer sets.

Data Analysis
Flow cytometry data were analyzed using the FlowJo

software (Tomy Digital Biology). Statistical analysis was
performed using Prism (GraphPad Software). In addition,
Wilcoxon signed rank test, Mann–Whitney U test, or one-way
analysis of variance (ANOVA) post-hoc test was used when
appropriate.

Results

Predominance of PBs in CSF from NMO during relapse
We previously showed a significant increase of PB

(CD19intCD27highCD38highCD180-) in the peripheral blood of
NMO patients [12]. However, it remained unclear whether the
PBs were also present in the CSF of NMO patients. In an
extension study, we analyzed pairs of CSF and peripheral
blood from NMO and MS patients. These samples were
obtained during disease relapse. We have confirmed that
CD27+ cells among CD19+ B-cells are more frequently found in
the CSF (approximately 70%) than in the blood (30%) not only
in MS but also in NMO (Figure 1A and Figure S1). CD27 is a
marker for mB carrying somatically mutated variable region
genes [22]. More interestingly, the proportions of the PB cells
were increased in the CSF lymphocytes from NMO compared
to those from MS. In contrast, the proportions of mB
(CD27+CD38low–midCD180+ cells) tended to decrease
reciprocally, even though it was not statistically significant
(Figure 1B). The proportions of the CD19+ B-cells and
CD19+CD27+ B-cells among the PBMC and CSF were not
different between NMO and MS patients (Figure S2). However,
the frequency of PB cells among CD19+ B-cells increased
significantly in the peripheral blood and CSF of NMO patients
compared to that of MS patients (Figure S3). An additional
study on three NMO patients during remission did not reveal
the presence of PBs in the CSF, despite the presence of mB.
Therefore, we speculated that the PB cells in the CSF might
play an active role during the relapse of NMO.

PB cells infiltrating CNS are CD138+HLA-DR+

We asked whether a particular PB subset might exhibit more
drastic changes than the whole PB cells. Then, we analyzed
the phenotypes of PB subpopulations in the peripheral blood,
using antibodies against CD138 and HLA-DR. We showed
previously that some PBs in NMO would express the plasma
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Figure 1.  Selective increase of plasmablasts (PBs) during relapse of NMO.  (A) B-cell subpopulation analysis by flow
cytometry. Peripheral blood mononuclear cell (PBMC) and cerebrospinal fluid (CSF) cells were obtained during relapse of
neuromyelitis optica (NMO) or multiple sclerosis (MS) and were stained with fluorescence-conjugated anti-CD19, -CD27, -CD38,
and -CD180 monoclonal antibodies (mAbs). PB cells (CD19intCD27high) were encircled after observing that they also bear the
phenotype of CD38highCD180− (Figure S1). Values represent the percentages of PB cells among all mononuclear cells.
(B) The proportion of PB and memory B-cells (mB) in PBMC and CSF from MS and NMO during relapse. The data were obtained
from eight patients with MS and five with NMO [*p < 0.05 by Mann–Whitney test; each error bar represents the median ±
interquartile range (IQR)].
doi: 10.1371/journal.pone.0083036.g001

PBs Migrate to the CNS in NMO

PLOS ONE | www.plosone.org 4 December 2013 | Volume 8 | Issue 12 | e83036



cell marker CD138 [12]. CD138 is known to be an adhesion
molecule as well as a negative regulator of cell migration [23].
Both CD138+ and CD138− PBs are able to produce AQP4-Ab
[12]. However, the mutual relationship of these PB subsets
remained obscure. The expression of HLA-DR was examined,
because PB cells that produce IgG autoantibodies reportedly
express HLA-DR [24]. We found that only the proportion of
CD138+HLA-DR+ PBs significantly increased during the relapse
of NMO, compared with remission (Figure 2A). More
importantly, we found that the CD138+HLA-DR+ PBs comprised
the vast majority of PBs in the CSF of NMO patients in relapse
(Figure 2B). Since CD138 is thought to be upregulated in
activated cells [23], we speculated that antibody-producing PB
cells (CD138+HLA-DR+ PB) were activated in the periphery in
the patients during relapse, and that they might preferentially
be recruited to the CSF and be further activated.

CD138+HLA-DR+ PB cells represent recently
differentiated IgG-producing PBs

Previous studies showed that activated PB cells secreting
IgGs would increase in the peripheral blood of healthy
individuals after receiving vaccination [25,26]. To strengthen
our postulate that CD138+HLA-DR+ PBs are recently activated
IgG-secreting PBs, we also characterized the PB phenotypes
in healthy vaccinated individuals. We found that proportions of
CD138+ PBs, but not CD138- PBs, among CD19+ B-cells
significantly increased one week after influenza vaccination.
Neither mB nor naïve B-cells (nB) were altered (Figure 3A).
This observation suggests that CD138+ PB cells are more
enriched among germinal center-derived cells than CD138- PB.
Next, we compared HLA-DR+ and HLA-DR- PBs from
vaccinated individuals for the intracellular expression of IgGs.
We confirmed that HLA-DR+ PBs were the major producer of
IgGs (Figure 3B). These results support further that
CD138+HLA-DR+ PBs, which increase during the relapse of
NMO, correspond to recently activated IgG-producing cells.

CD138+HLA-DR+ PBs upregulate CXCR3 during relapse
of NMO

Results of chemo-attractant assays showed that CXCR4 and
CXCR3 ligands would attract PB cells, but not mature plasma
cells [27]. The expression of CXCR4 on PB is important for
their homing to the bone marrow, whereas the interaction of
CXCR3 with its ligand CXCL10 plays a key role in the migration
of PBs toward inflamed tissues. CXCL10 is thought to play a
critical role in NMO [17]. Therefore, we analyzed the
expression of CXCR4 and CXCR3 on PB cells in the peripheral
blood of NMO patients. We observed that the expression levels
of CXCR3 on PBs or activated PBs (CD138+HLA-DR+) were
significantly higher during relapse than in remission of NMO. It
appeared that the upregulation of CXCR4 on PBs during
relapse was less obvious (Figure 4A). We further analyzed the
PBMC obtained during relapse and in remission for the
expression of CXCR3 and CXCR4 according to B-cell
subpopulations. Proportions (%) of CXCR3+ cells among mB
and nB cells were 17% and 2%, respectively during relapse
and did not differ from remission, whereas that for PBs was
approximately 50% during relapse compared to 23% in

remission (Figure 4B). In contrast, the percentages of CXCR4+

cells were higher in mB and nB cells (50% and 56%,
respectively) than that in PBs (15%) during relapse. These
percentages of CXCR4+ B-cell subpopulations did not differ
from those during remission. The increased CXCR3 expression
on PBs during relapse suggests biological significance and
allows us to speculate that the migration of CD138+HLA-DR+

PBs to the CNS might involve a CXCR3-dependent
mechanism.

Peripheral PBs and CSF PB have common IgG variable
regions

Single-cell sorting of lymphocytes is a refined method for
characterizing the cellular properties of human B-cell lineages
[10,21,25,28]. To characterize the antibody gene repertoire of
the IgG-producing PBs in patients with NMO, we performed a
single-cell sorting of PB clones from peripheral blood and CSF
during relapse of NMO, and sequenced the gene fragments of
the heavy and light chain variable regions after cloning. In
principle, B-cell V regions are rearranged within the germinal
centers and acquire the ability to produce high-affinity
antibodies that are diversified by somatic hypermutation. We
compared these variable region sequences with the germline
database of IgBLAST (www.ncbi.nlm.nih.gov/igblast/) to
estimate the number of mutations. In addition, the ratio of
replacement to silent mutations (R/S ratio) was analyzed in
single-cell sorted PBs derived from a patient with NMO. We
established 38 paired vector clones containing cDNAs of
heavy- and light-chain variable regions. The variable regions of
the PB IgG heavy chain contained an average of 17 mutations
and had higher R/S ratios in CDRs than in framework regions
(FR) (Figures S4 and S5). Moreover, the variable regions of the
IgG κ chains of the sorted PB contained an average of 10
mutations and also had higher R/S ratios in CDRs than in FR.
However, there were no significant differences in the number of
mutations between the PB clones from peripheral blood and
from CSF (Figure S6). The numbers of mutations in these PB
clones did not differ from those in IgG+ mB [28]. These results
confirmed that PB clones derived from NMO would represent a
post-germinal center B-cell lineage.

The similarity in the numbers of mutations in peripheral and
CSF PB clones prompted us to address whether differentiated
PBs might migrate from peripheral blood to CSF without further
affinity maturation. Therefore, we compared the sequences of
the CDR regions of PB clones from peripheral blood and CSF.
Single-cell sorted PBs (109 from peripheral blood and 67 from
CSF) were obtained from two patients with NMO in relapse.
Because our target was recently differentiated PB derived from
germinal centers, we selectively amplified the CDR3 regions of
the IgG H-chains. The CDR3 regions of the IgG genes (41 from
patient 1 and 51 from patient 2) were successfully sequenced.
The clones were numbered in the order they were collected.
We noticed that 11 CDR3 sequences were repeatedly detected
in 17 CSF PB clones and 21 peripheral blood PB clones (Table
2). Interestingly, five of the 11 sequences were detected in both
peripheral blood and CSF clones of the same patient (clone
numbers in bold), indicating the migration of the PB clones
from the peripheral blood to the CSF. Interestingly, a common
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CDR3 sequence (VKFSATAAAGNWDHFDY) was obtained
from the PB clones from both patients (peripheral blood-
derived clones 28 and 30 and CSF-derived clone 36 in patient
1; peripheral clones 3 and 24 and CSF-derived clones 1, 2, and
22 in patient 2 with the CDR3 sequence). These results

suggested that the PBs seem to be inclined toward several
representative clones during the relapse of NMO. Although the
pathological implications remain obscure, it might be important
to follow up in a larger patient cohort.

Figure 2.  Kinetics of CD138+HLA-DR+ PB during relapse of NMO.  (A) Analysis of pooled peripheral blood mononuclear cells
(PBMC) data from neuromyelitis optica (NMO) in remission and relapse. The plasmablasts (PBs) were subdivided into four
subpopulations by considering the expression of CD138 and HLA-DR. The individual data show the percentages of each PB
subpopulation among the total PB [*p < 0.05 by Mann–Whitney test; each error bar represents the median ± interquartile range
(IQR)].
(B) Enrichment of CD138+HLA-DR+ PBs in the CSF. The PBMC and CSF cells were obtained from NMO during relapse. The values
indicate the percentages of CD138+HLA-DR+ PBs among the total PB. The expression level of CD138 was assessed by mean
fluorescence intensity (MFI). Representative data of one out of three different cases are shown.
doi: 10.1371/journal.pone.0083036.g002
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Figure 3.  CD138+HLA-DR+ plasmablasts (PB) cells are recently differentiated IgG-producing PB.  (A) The effects of influenza
vaccination on the frequencies of B-cell subpopulations were analyzed. The frequency of each B-cell subpopulation derived from the
peripheral blood of healthy subjects before (pre) and seven days after vaccination (post) is shown. Each line connects the values
obtained from a single subject (*p < 0.05 by Wilcoxon signed rank test).
(B) The results of intracellular IgG staining of HLA-DR+ PB (left) and HLA-DR- PBs (right) are shown. The values represent the
percentages of IgG-producing cells in each PB subpopulation. Representative data of one out of three individuals are displayed.
doi: 10.1371/journal.pone.0083036.g003
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Figure 4.  CXCR3 expression on plasmablasts (PBs) correlates with the disease state.  (A) CXCR3 and CXCR4 on PB in
neuromyelitis optica (NMO) relapse and remission. Here, we compared the mean fluorescence intensity (MFI) of CXCR3 and
CXCR4 expression in the peripheral blood PBs during remission and relapse of NMO. MFI of CXCR3 and CXCR4 expressions on
CD138+HLA-DR+ PBs were also analyzed [**p < 0.01 and *p < 0.05 by Mann–Whitney test; each error bar represents the median ±
interquartile range (IQR]].
(B) B-cell subpopulations derived from peripheral blood mononuclear cells (PBMC) during disease relapse and remission were
analyzed by flow cytometry to investigate the expression of CXCR3 and CXCR4. The values represent the percentages of CXCR3+

or CXCR4+ cells within each B-cell subpopulation. Unstained control of PBMC is indicated by Ctrl. Representative data of at least
five patients in each disease state are shown.
doi: 10.1371/journal.pone.0083036.g004
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Discussion

NMO is an inflammatory disease with a pathology
characterized by AQP4-Ab–mediated astrocytopathy in the
CNS lesions. As previously reported, IL-6 as well as IL-6-
dependent PBs, a terminally differentiated B-cell population,
are involved in the pathogenesis [12]. Results of laboratory
works have suggested that the AQP4-Ab produced in the
periphery might cause the astrocyte pathology [9–11],
assuming that they could enter the CNS through the disrupted
area of the BBB. However, the role of antibody production
within the CNS has not been excluded in human NMO. In fact,
it remains unclear why AQP4-expressing organs, including
kidney and stomach, are not involved in NMO, despite the
presence of AQP4-Abs in the periphery [29]. It is unknown
whether PBs play a pathogenic role within the CNS after
migrating to the CNS. Here, we demonstrated that CSF
lymphocytes from NMO during relapse are enriched in
activated PB cells, brightly expressing CD138 and HLA-DR.
CD138 serves not only as a negative regulator of cell migration
in vitro [23], but also as the marker of tissue migrating
plasmablasts/plasma cells in vivo [27]. We have confirmed that
HLA-DR expression would characterize the PB subset capable
of secreting IgG in healthy vaccinated subjects (Figure 3B). It is
possible that the increased frequency of HLA-DR+ PBs in NMO
reflects an antigen-driven B-cell activation that plays a key role
in NMO pathogenicity. Moreover, we showed that the
CD138+HLA-DR+ PBs would selectively upregulate CXCR3
during relapse. Because CXCL10, a CXCR3 ligand, is present
in the CSF of NMO [17], we speculate that the activated PBs
might migrate from the periphery to the CNS in a CXCR3-
dependent manner. Intriguingly, a study on a neurotropic
coronavirus-induced encephalomyelitis model showed that
CXCR3-expressing PBs would infiltrate the CNS and locally
produce antibodies against the pathogen [30]. The viral
encephalomyelitis induced in CXCR3-knockout mice was
remarkably exacerbated in association with a marked reduction

of PB cells infiltration. Although this work highlights the
importance of CXCR3-dependent PB migration in the
production of antiviral antibodies within the CNS, it also gives
us a clue to understand how migratory PBs would contribute to
the pathogenesis of NMO.

We further proved that IgG-producing PBs in the CSF during
relapse share identical CDR sequences with those from PBs in
the peripheral blood (Table 2). The IgG sequences were highly
mutated (Figure S4 and S5), indicating that helper T-cells
guided the PBs toward germinal centers. Although we did not
separate CD138− and CD138+ PBs in this analysis, the number
of mutations in the H-chain variable regions showed a single-
peak distribution (Figure S4). These results suggest that both
CD138− and CD138+ PBs are affinity-maturated B-cells,
although CD138 expression levels could inversely correlate
with the tissue-migrating ability [23]. There remained a
possibility that mB might give rise to PBs within the CSF.
However, further affinity maturation in PBs was not observed in
CSF compared with peripheral blood, indicating that clonal
expansion and differentiation of mB in the CSF is not a major
pathway. This assumption is also supported by the rare
occurrence of CSF oligoclonal bands and raised IgG index in
NMO, which indicates that the intrathecal IgG synthesis was
low, transient, and restricted to acute relapse in NMO patients
[6,31]. Taken together, it is likely that CXCR3-expressing PBs
are expanded in the periphery and recruited to the CNS in the
pathogenesis of NMO. In the CNS, B-cell stimulatory cytokines
such as IL-6 would support the PB survival and AQP4-Ab
production, leading to the destruction of astrocytes and the glia
limitans. We and another group have shown that PBs from
peripheral blood and CSF produce anti-AQP4 IgG antibody in
NMO [10,12]. We therefore postulated that the common IgGs
shared by PBs from the PBMC and CSF (Table 2) could bind to
AQP4. Despite substantial efforts, however, we have not
succeeded in this attempt so far. Though we speculate that
peripherally expanded PBs producing anti-AQP4 should be
able to cross BBB like other PBs, irrespective of the antigen

Table 2. VH sequences of the plasmablasts (PBs) clones.

Clones derived from peripheral blood Clones derived from the cerebrospinal fluid (CSF) H chain of CDR3 Germline Joint region
pt1-28, 30 36 VKFSATAAAGNWDHFDY VH3-23 J4

pt1-26 12, 15 ARGFYYGSGSRRGMDV VH4-4 J6
pt1-22, 23 ― ARGDNGSFSY VH3-74 J4
pt1- 8, 13 ARGIVTA VH3-7 J4
pt1- 34, 39 ARQATEQVPVLPFVMGAPRKKGGAFNV VH4-39 J4
pt2-33, 37, 39 ― VRDSPPPATHFDY VH3-21 J4

pt2-27 25, 30, 32, 35, 36, 40 ARMARAGNYANNWYDP VH4-59 J4

pt2-3, 24 1, 2, 22 VKFSATAAAGNWDHFDY VH3-23 J4

pt2-4, 6, 10, 12, 13, 20 8 AREDLPGTMFDY VH3-33 J4
pt2-23, 26 ― VRDNWGVDY VH3-74 J4
pt2-21, 31 ― RCHRDRSGSPVGWYAP VH4-30 J4

The IgG heavy chain sequences in the PB clones from neuromyelitis optica (NMO) patients were determined. Distinct PB clones obtained from peripheral blood and CSF
samples are numbered in the order they were collected. In the table are shown the amino acid sequences of 11 CDR3 that were repeatedly detected in the PB clones, VH

gene (germline), and joint regions. When the same sequences were detected in both peripheral blood and CSF clones of the same patient, the clone numbers were
highlighted in bold.
doi: 10.1371/journal.pone.0083036.t002
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specificity, more efforts will be needed to formally prove our
postulate.

We previously demonstrated the role of IL-6-dependent PBs
in the production of AQP4-Ab [12]. In the present report, we
indicate that PBs may play a more critical role in the CNS by
locally producing AQP4-Ab. The relevance of this model can be
verified in clinical trials of drugs targeting appropriate cells or
molecules. In fact, we have recently shown that humanized
anti–IL-6 receptor antibody (Tocilizumab) was efficacious in a
patient with NMO in reducing the number of PBs in the
peripheral blood as well as stabilizing the clinical conditions
[32]. In another report, Tocilizumab successfully controlled
three NMO patients who were resistant to the anti-CD20
antibody Rituximab [33]. These results indicate that PBs, rather
than CD20+ mB, play a pivotal role in NMO. Therefore, it will be
intriguing to test the effect of drugs altering the migration of
PBs toward the CNS [34].

Supporting Information

Figure S1.  Flow cytometric analysis of PB. Flow cytometric
scheme of B-cell subpopulation analysis. The partitioned cells
are CD19+CD27+ cells within peripheral blood mononuclear
cells (PBMC; left panel). The CD19+CD27+ cells were further
analyzed to investigate the expression of CD38 and CD180
(middle panel). CD38highCD180- cells (partitioned in the middle
panel), corresponding to plasmablast (PB) cells, were analyzed
again to investigate the expression of CD19 and CD27 (right
panel). This result assured that the encircled population in
Figure 1A represented CD19intCD27highCD38highCD180- PB
cells.
(TIF)

Figure S2.  B-cell proportions in peripheral blood
mononuclear cells (PBMC) and cerebrospinal fluid (CSF)
from NMO and MS. PBMC and CSF were obtained from
neuromyelitis optica (NMO) and multiple sclerosis (MS)
patients. Here, we show the proportions (%) of total B-cells
(CD19+) and CD19+CD27+ cells among the PBMC and CSF.
The Mann-Whitney test provided the statistical p values. The
bars represent the median ± interquartile range (IQR).
(TIF)

Figure S3.  The proportion of plasmablast (PB) cells
among the total B-cells. Peripheral blood mononuclear cells
(PBMC) and cerebrospinal fluid (CSF) were obtained from
neuromyelitis optica (NMO) and multiple sclerosis (MS)

patients. The proportions (%) of PB cells among the total B
cells (CD19+) are reported. The Mann-Whitney test provided
the statistical p values (**p < 0.01; *p < 0.05). The bars
represent the median ± interquartile range (IQR).
(TIF)

Figure S4.  The number of somatic hypermutations in
plasmablast (PB) clones. VH and VKappa regions of the IgG
gene were evaluated in a total of 38 PB clones derived from a
patient with neuromyelitis optica NMO (Pt1) during relapse.
There were 17.4 ± 1.3 [mean ± standard error of the mean
(SEM)] in the VH regions and 10.5 ± 1.5 mutations in the V
kappa regions.
(TIF)

Figure S5.  Plasmablast (PB) cells are diversified by
somatic hypermutations. The mutation frequencies in the
framework regions (FR) and in complementarity-determining
regions (CDR) of the VH and VKappa regions of the IgG genes
were analyzed in PB clones from patient 1 (Pt1). The ratio of
replacement (R, black bars) to silent (S, white bars) changes
are shown at the bottom (R/S ratio).
(TIF)

Figure S6.  Comparison of the somatic hypermutations in
peripheral blood mononuclear cells (PBMC)- and
cerebrospinal fluid (CSF)-derived PB clones. Here, we
compare the plasmablast (PB) clones derived from the
peripheral blood (N = 14) and from CSF (N = 24) with the
number of mutations in the VH and VKappa regions of the IgG
genes. The statistic p values were obtained by Mann-Whitney
test. The data represent the median ± interquartile range (IQR).
(TIF)

Acknowledgements

We thank Dr. Toshiyuki Takahashi and Dr. Kazuo Fujihara
(Tohoku University) for performing the assays of AQP4-Ab
detection.

Author Contributions

Conceived and designed the experiments: NC TA SO SM TY.
Performed the experiments: NC TM. Analyzed the data: NC TA
TM MN TY. Contributed reagents/materials/analysis tools: HK
KY YK NH TO MM TT. Wrote the manuscript: NC TA TY.
Supervised the work: TY.

References

1. Wingerchuk DM, Hogancamp WF, O'Brien PC, Weinshenker BG
(1999) The clinical course of neuromyelitis optica (Devic's syndrome).
Neurology 53: 1107-1114. doi:10.1212/WNL.53.5.1107. PubMed:
10496275.

2. Lennon VA, Wingerchuk DM, Kryzer TJ, Pittock SJ, Lucchinetti CF et
al. (2004) A serum autoantibody marker of neuromyelitis optica:
distinction from multiple sclerosis. Lancet 364: 2106-2112. doi:10.1016/
S0140-6736(04)17551-X. PubMed: 15589308.

3. Wingerchuk DM, Lennon VA, Lucchinetti CF, Pittock SJ, Weinshenker
BG (2007) The spectrum of neuromyelitis optica. Lancet Neurol 6:
805-815. doi:10.1016/S1474-4422(07)70216-8. PubMed: 17706564.

4. Warabi Y, Matsumoto Y, Hayashi H (2007) Interferon beta-1b
exacerbates multiple sclerosis with severe optic nerve and spinal cord
demyelination. J Neurol Sci 252: 57-61. doi:10.1016/j.jns.2006.10.008.
PubMed: 17125797.

5. Kleiter I, Hellwig K, Berthele A, Kümpfel T, Linker RA et al. (2012)
Neuromyelitis Optica Study Group. Failure of natalizumab to prevent
relapses in neuromyelitis optica. Arch Neurol 69: 239-245. doi:10.1001/
archneurol.2011.216. PubMed: 22332191.

6. Misu T, Fujihara K, Kakita A, Konno H, Nakamura M et al. (2007) Loss
of aquaporin 4 in lesions of neuromyelitis optica: distinction from

PBs Migrate to the CNS in NMO

PLOS ONE | www.plosone.org 10 December 2013 | Volume 8 | Issue 12 | e83036

http://dx.doi.org/10.1212/WNL.53.5.1107
http://www.ncbi.nlm.nih.gov/pubmed/10496275
http://dx.doi.org/10.1016/S0140-6736(04)17551-X
http://dx.doi.org/10.1016/S0140-6736(04)17551-X
http://www.ncbi.nlm.nih.gov/pubmed/15589308
http://dx.doi.org/10.1016/S1474-4422(07)70216-8
http://www.ncbi.nlm.nih.gov/pubmed/17706564
http://dx.doi.org/10.1016/j.jns.2006.10.008
http://www.ncbi.nlm.nih.gov/pubmed/17125797
http://dx.doi.org/10.1001/archneurol.2011.216
http://dx.doi.org/10.1001/archneurol.2011.216
http://www.ncbi.nlm.nih.gov/pubmed/22332191


multiple sclerosis. Brain 130: 1224-1234. doi:10.1093/brain/awm047.
PubMed: 17405762.

7. Roemer SF, Parisi JE, Lennon VA, Benarroch EE, Lassmann H et al.
(2007) Pattern-specific loss of aquaporin-4 immunoreactivity
distinguishes neuromyelitis optica from multiple sclerosis. Brain 130:
1194-1205. doi:10.1093/brain/awl371. PubMed: 17282996.

8. Takano R, Misu T, Takahashi T, Sato S, Fujihara K et al. (2010)
Astrocytic damage is far more severe than demyelination in NMO: a
clinical CSF biomarker study. Neurology 75: 208-216. doi:10.1212/
WNL.0b013e3181e2414b. PubMed: 20644148.

9. Bradl M, Misu T, Takahashi T, Watanabe M, Mader S et al. (2009)
Neuromyelitis optica: pathogenicity of patient immunoglobulin in vivo.
Ann Neurol 66: 630-643. doi:10.1002/ana.21837. PubMed: 19937948.

10. Bennett JL, Lam C, Kalluri SR, Saikali P, Bautista K et al. (2009)
Intrathecal pathogenic anti-aquaporin-4 antibodies in early
neuromyelitis optica. Ann Neurol 66: 617-629. doi:10.1002/ana.21802.
PubMed: 19938104.

11. Saadoun S, Waters P, Bell A, Vincent A, Verkman AS et al. (2010)
Papadopoulos MC. Intra-cerebral injection of neuromyelitis optica
immunoglobulin G and human complement produces neuromyelitis
optica lesions in mice. Brain 133: 349-361. doi:10.1093/brain/awp309.
PubMed: 20047900.

12. Chihara N, Aranami T, Sato W, Miyazaki Y, Miyake S et al. (2011)
Interleukin 6 signaling promotes anti-aquaporin 4 autoantibody
production from plasmablasts in neuromyelitis optica. Proc Natl Acad
Sci U S A 108: 3701-3706. doi:10.1073/pnas.1017385108. PubMed:
21321193.

13. Hoyer BF, Moser K, Hauser AE, Peddinghaus A, Voigt C et al. (2004)
Short-lived plasmablasts and long-lived plasma cells contribute to
chronic humoral autoimmunity in NZB/W mice. J Exp Med 199:
1577-1584. doi:10.1084/jem.20040168. PubMed: 15173206.

14. Takahashi T, Fujihara K, Nakashima I, Misu T, Miyazawa I et al. (2007)
Anti-aquaporin-4 antibody is involved in the pathogenesis of NMO: a
study on antibody titre. Brain 130: 1235-1243. doi:10.1093/brain/
awm062. PubMed: 17449477.

15. Okada K, Matsushita T, Kira J, Tsuji S (2010) B-cell activating factor of
the TNF family is upregulated in neuromyelitis optica. Neurology 74:
177-178. doi:10.1212/WNL.0b013e3181c919ee. PubMed: 20065253.

16. Uzawa A, Mori M, Arai K, Sato Y, Hayakawa S et al. (2010) Cytokine
and chemokine profiles in neuromyelitis optica: significance of
inyterleukin-6. Mult Scler 16: 1443-1452. doi:
10.1177/1352458510379247. PubMed: 20739337.

17. Narikawa K, Misu T, Fujihara K, Nakashima I, Sato S et al. (2004) CSF
chemokine levels in relapsing neuromyelitis optica and multiple
sclerosis. J Neuroimmunol 149: 182-186. doi:10.1016/j.jneuroim.
2003.12.010. PubMed: 15020078.

18. Wingerchuk DM, Lennon VA, Pittock SJ, Lucchinetti CF, Weinshenker
BG. (2006) (2006) Revised diagnostic criteria for neuromyelitis optica.
Neurology 66: 1485-1489. doi:10.1212/01.wnl.0000216139.44259.74.
PubMed: 16717206.

19. Polman CH, Reingold SC, Banwell B, Clanet M, Cohen JA et al. (2011)
Diagnostic criteria for multiple sclerosis: 2010 revisions to the
McDonald criteria. Ann Neurol 69: 292-302. doi:10.1002/ana.22366.
PubMed: 21387374.

20. Mei HE, Yoshida T, Sime W, Hiepe F, Thiele K et al. (2009) Blood-
borne human plasma cells in steady state are derived from mucosal

immune responses. Blood 113: 2461-2469. doi:10.1182/
blood-2008-04-153544. PubMed: 18987362.

21. Tiller T, Meffre E, Yurasov S, Tsuiji M, Nussenzweig MC et al. (2008)
Efficient generation of monoclonal antibodies from single human B cells
by single cell RT-PCR and expression vector cloning. J Immunol
Methods 329: 112-124. doi:10.1016/j.jim.2007.09.017. PubMed:
17996249.

22. Klein U, Rajewsky K, Küppers R (1998) Human immunoglobulin (Ig)M
+IgD+ peripheral blood B cells expressing the CD27 cell surface
antigen carry somatically mutated variable region genes: CD27 as a
general marker for somatically mutated (memory) B cells. J Exp Med
188: 1679-1689. doi:10.1084/jem.188.9.1679. PubMed: 9802980.

23. Liebersbach BF, Sanderson RD (1994) Expression of syndecan-1
inhibits cell invasion into type I collagen. J Biol Chem 269:
20013-20019. PubMed: 8051085.

24. Jacobi AM, Mei H, Hoyer BF, Mumtaz IM, Thiele K et al. (2010) HLA-
DRhigh/CD27high plasmablasts indicate active disease in patients with
systemic lupus erythematosus. Ann Rheum Dis 69: 305-308. doi:
10.1136/ard.2008.096495. PubMed: 19196727.

25. Wrammert J, Smith K, Miller J, Langley WA, Kokko K et al. (2008)
Rapid cloning of high-affinity human monoclonal antibodies against
influenza virus. Nature 453: 667-671. doi:10.1038/nature06890.
PubMed: 18449194.

26. Odendahl M, Mei H, Hoyer BF, Jacobi AM, Hansen A et al. (2005)
Generation of migratory antigen-specific plasma blasts and mobilization
of resident plasma cells in a secondly immune response. Blood 105:
1614-1620. doi:10.1182/blood-2004-07-2507. PubMed: 15507523.

27. Manz RA, Hauser AE, Hiepe F, Radbruch A (2005) Maintenance of
serum antibody levels. Annu Rev Immunol 23: 367-386. doi:10.1146/
annurev.immunol.23.021704.115723. PubMed: 15771575.

28. Tiller T, Tsuiji M, Yurasov S, Velinzon K, Nussenzweig MC et al. (2007)
Autoreactivity in human IgG+ memory B cells. Immunity 26: 205-213.
doi:10.1016/j.immuni.2007.01.009. PubMed: 17306569.

29. Ratelade J, Bennett JL, Verkman AS (2011) Intravenous neuromyelitis
optica autoantibody in mice targets aquaporin-4 in peripheral organs
and area postrema. PLOS ONE 6: e27412. doi:10.1371/journal.pone.
0027412. PubMed: 22076159.

30. Marques CP, Kapil P, Hinton DR, Hindinger C, Nutt SL et al. (2011)
CXCR3-dependent plasma blast migration to the central nervous
system during viral encephalomyelitis. J Virol 85: 6136-6147. doi:
10.1128/JVI.00202-11. PubMed: 21507985.

31. Jarius S, Paul F, Franciotta D, Ruprecht K, Ringelstein M et al. (2011)
Crebrospinal fluid findings in aquaporin-4 antibody positive
neuromyelitis optica: reaults from 211 lumbar punctures. J Neurol Sci
306: 82-90. doi:10.1016/j.jns.2011.03.038. PubMed: 21550068.

32. Araki M, Aranami T, Matsuoka T, Nakamura M, Miyake S et al. (2013)
Clinical improvement in a patient with neuromyelitis optica following
therapy with the anti-IL-6 receptor monoclonal antibody tocilizumab.
Mod Rheumatol 23: 827-831. doi:10.1007/s10165-012-0715-9.
PubMed: 22782533.

33. Ayzenberg I, Kleiter I, Schröder A, Hellwig K, Chan A et al. (2013)
Interleukin-6 receptor blockade in neuromyelitis optica patients non-
responsive to anti-CD20 therapy. JAMA Neurol 70: 394-397. doi:
10.1001/jamaneurol.2013.1246. PubMed: 23358868.

34. Jenh CH, Cox MA, Reich EP, Sullivan L, Chen SC et al. (2012) A
selective and potent CXCR3 antagonist SCH 546738 attenuates the
development of autoimmune diseases and delays graft rejection. BMC
Immunol 13: 2. doi:10.1186/1471-2172-13-2. PubMed: 22233170.

PBs Migrate to the CNS in NMO

PLOS ONE | www.plosone.org 11 December 2013 | Volume 8 | Issue 12 | e83036

http://dx.doi.org/10.1093/brain/awm047
http://www.ncbi.nlm.nih.gov/pubmed/17405762
http://dx.doi.org/10.1093/brain/awl371
http://www.ncbi.nlm.nih.gov/pubmed/17282996
http://dx.doi.org/10.1212/WNL.0b013e3181e2414b
http://dx.doi.org/10.1212/WNL.0b013e3181e2414b
http://www.ncbi.nlm.nih.gov/pubmed/20644148
http://dx.doi.org/10.1002/ana.21837
http://www.ncbi.nlm.nih.gov/pubmed/19937948
http://dx.doi.org/10.1002/ana.21802
http://www.ncbi.nlm.nih.gov/pubmed/19938104
http://dx.doi.org/10.1093/brain/awp309
http://www.ncbi.nlm.nih.gov/pubmed/20047900
http://dx.doi.org/10.1073/pnas.1017385108
http://www.ncbi.nlm.nih.gov/pubmed/21321193
http://dx.doi.org/10.1084/jem.20040168
http://www.ncbi.nlm.nih.gov/pubmed/15173206
http://dx.doi.org/10.1093/brain/awm062
http://dx.doi.org/10.1093/brain/awm062
http://www.ncbi.nlm.nih.gov/pubmed/17449477
http://dx.doi.org/10.1212/WNL.0b013e3181c919ee
http://www.ncbi.nlm.nih.gov/pubmed/20065253
http://dx.doi.org/10.1177/1352458510379247
http://www.ncbi.nlm.nih.gov/pubmed/20739337
http://dx.doi.org/10.1016/j.jneuroim.2003.12.010
http://dx.doi.org/10.1016/j.jneuroim.2003.12.010
http://www.ncbi.nlm.nih.gov/pubmed/15020078
http://dx.doi.org/10.1212/01.wnl.0000216139.44259.74
http://www.ncbi.nlm.nih.gov/pubmed/16717206
http://dx.doi.org/10.1002/ana.22366
http://www.ncbi.nlm.nih.gov/pubmed/21387374
http://dx.doi.org/10.1182/blood-2008-04-153544
http://dx.doi.org/10.1182/blood-2008-04-153544
http://www.ncbi.nlm.nih.gov/pubmed/18987362
http://dx.doi.org/10.1016/j.jim.2007.09.017
http://www.ncbi.nlm.nih.gov/pubmed/17996249
http://dx.doi.org/10.1084/jem.188.9.1679
http://www.ncbi.nlm.nih.gov/pubmed/9802980
http://www.ncbi.nlm.nih.gov/pubmed/8051085
http://dx.doi.org/10.1136/ard.2008.096495
http://www.ncbi.nlm.nih.gov/pubmed/19196727
http://dx.doi.org/10.1038/nature06890
http://www.ncbi.nlm.nih.gov/pubmed/18449194
http://dx.doi.org/10.1182/blood-2004-07-2507
http://www.ncbi.nlm.nih.gov/pubmed/15507523
http://dx.doi.org/10.1146/annurev.immunol.23.021704.115723
http://dx.doi.org/10.1146/annurev.immunol.23.021704.115723
http://www.ncbi.nlm.nih.gov/pubmed/15771575
http://dx.doi.org/10.1016/j.immuni.2007.01.009
http://www.ncbi.nlm.nih.gov/pubmed/17306569
http://dx.doi.org/10.1371/journal.pone.0027412
http://dx.doi.org/10.1371/journal.pone.0027412
http://www.ncbi.nlm.nih.gov/pubmed/22076159
http://dx.doi.org/10.1128/JVI.00202-11
http://www.ncbi.nlm.nih.gov/pubmed/21507985
http://dx.doi.org/10.1016/j.jns.2011.03.038
http://www.ncbi.nlm.nih.gov/pubmed/21550068
http://dx.doi.org/10.1007/s10165-012-0715-9
http://www.ncbi.nlm.nih.gov/pubmed/22782533
http://dx.doi.org/10.1001/jamaneurol.2013.1246
http://www.ncbi.nlm.nih.gov/pubmed/23358868
http://dx.doi.org/10.1186/1471-2172-13-2
http://www.ncbi.nlm.nih.gov/pubmed/22233170

	Plasmablasts as Migratory IgG-Producing Cells in the Pathogenesis of Neuromyelitis Optica
	Introduction
	Materials and Methods
	Ethics Statement
	Patients and Controls
	Flow Cytometry Analysis and Cell Sorting
	Sequencing Analysis of Immunoglobulin Gene Variable Regions
	Data Analysis

	Results
	Predominance of PBs in CSF from NMO during relapse
	PB cells infiltrating CNS are CD138+HLA-DR+
	CD138+HLA-DR+ PB cells represent recently differentiated IgG-producing PBs
	CD138+HLA-DR+ PBs upregulate CXCR3 during relapse of NMO
	Peripheral PBs and CSF PB have common IgG variable regions

	Discussion
	Supporting Information
	Acknowledgements
	Author Contributions
	References


