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The authors wish to apologize for using in Figure 3 the same 7SL RNA control in triplicate. The control is a typical
example of an internal control and thus, one panel suffices. As additional control for equal sample loading, we routinely
stained each gel with ethidium bromide before blotting onto nylon membranes.

This correction does not influence the validity of the results and conclusions of this article.

Figure 3. Northern blot analysis showing developmentally regulated expression of Class I, II or III snmRNA candidates; the clone designation is
indicated on the left of each panel, the estimated size of the snmRNA is indicated on the right; the four selected developmental stages are as follows:
embryo, larva, pupa and adult. As an example of an internal loading control, ubiquitous expression of 7SL RNA is shown at the top, left.
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