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Genome sequence of Aedes aegypti, a major arbovirus vector  

SUPPLEMENTARY MATERIAL AND METHODS 
 
Strain selection, sequencing, assembly and flow cytomtery 

 The Liverpool (LVP) strain of Ae. aegypti is one of the most commonly used laboratory 

strains around the world and has often been employed for studies of mosquito physiology, 

genetics and vector competence. It has also been used to build genomic DNA and cDNA library 

resources. LVP is tolerant to intense inbreeding while maintaining relevant phenotypes. The 

strain originated from West Africa and was maintained at the Liverpool School of Tropical 

Medicine starting in 1936, and was selected for susceptibility to the filarioid nematode Brugia 

malayi (1). Subsequently, a substrain LVPsbm was selected for greater susceptibility by single 

pair breeding and showed greatly reduced DNA polymorphism across the entire genome (2, 3). 

LVPsbm was mono-morphic at 12 of 23 marker loci across the genome. Only 2 alleles were 

present at the remaining 11 loci and with 6 of them a single allele was present at a frequency 

>70% (4). The genome sequencing project was performed on DNA purified from newly hatched 

larvae of strain LVPib12 which was derived after 12 consecutive generations of single pair-

inbreeding of the LVPsbm substrain. 

All sequence data and file traces have been deposited in GenBankTM (project accession 

AAGE00000000). The data consists of a total of 16,123,809 whole genome shotgun reads 

derived from small (~4 kbp) and medium (10~12 kbp) insert libraries, and fosmid (~40 kbp) and 

50 kbp longer range linking libraries. 117,937 BAC end sequences were generated from BAC 

libraries constructed at the Texas A & M University BAC facility and at Colorado State University 

(accessions numbers CC065891-CC14430778411, CC149837-CC1559746138 and CC841856-

CC87515933388). Shotgun assemblies were derived from 24 BAC clones chosen from across 

the genome by the Broad Institute (AC150506, AC150254-AC150266) and TIGR (AC149791- 

AC149800). 

 Arachne was used to assemble the sequence data into contigs and scaffolds (5) and 
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assembly statistics are listed in Table S1. Mosquito specific sequences span 1,376,428,713 bp 

as 235 scaffolds are likely to be derived from gut and/or other tissue-associated associated 

bacteria and total 7,542,830 bp in length (Table S1). The bacterial sequences appear to be 

derived from several species but with a preponderance of sequences from within the family 

Rhodocyclaceae, genera Azoarcus and Dechloromonas (data not shown). It is possible that 

these bacteria are secondary symbionts of Ae. aegypti and they may provide vehicles for para-

transgenic approaches for manipulating mosquito biology.  

Some scaffolds (SC1.593, SC1.363, SC1.1330, SC1.600, SC1.765, SC1.928 and 

SC1.357) appear to contain insertions of four or more Ae. aegypti mitochondrial gene 

sequences and will be described elsewhere. However, a few of these apparent nuclear 

insertions are present at the ends of scaffolds (SC1.593 and SC1.928) and it is not clear if they 

represent assembly artifacts. At least 6 sites where flaviviral-derived sequences have inserted 

into genomic DNA have been identified. None of these insertions correspond to a full-length 

viral genome and the longest insertion is missing the structural genes encoding the 

nucleocapsid and envelope proteins. 

The Ae. aegypti genome size is ~70% bigger than the expected size of 813 Mbp based 

on Cot hybridization data (6). Inflation of genome size could be due to allelic sequence 

polymorphism present in the strain being sequenced. Metrics from the assembly estimate the 

span of mosquito scaffolds and singleton contigs at 1.376 Gbp with overall sequence coverage 

of 7.63X. This measure could overestimate the true genome size as some contigs may not be 

overlapped and some heterozygous regions may be represented by multiple contigs. In order to 

measure the latter effect, we surveyed 1.302 Gbp of consensus sequence data. We generated 

a 48-mer profile of this sequence data and then classified the 48-mers according to their 

multiplicity (i.e., the number of times a 48-mer occurs in the consensus sequence). We counted 

read coverage of consensus bases at each multiplicity level and these profiles were plotted 

against total consensus bases (Figure S1). 



 3

One effect of under-collapsing allelic variations in the assembly would be a noticeable 

increase in the number of consensus bases of multiplicity 2 that have low coverage. This would 

happen because a putatively unique area of the genome that should have normal coverage gets 

represented in the assembly as two distinct contigs each with substantially lower coverage. 

Figure S1 shows how the multiplicity 2 coverage density is downshifted (arrows) from its ideal. 

When the cumulative shift in sequencing towards under-collapsed portions of the assembly is 

measured as deviation from the ideal (RMS method), we find that 4.25% of the genome might 

be misallocated in this fashion. 

 The genome size of adult male and female mosquitoes from 6 Ae. aegypti laboratory 

strains including LVPsbm, the parent of LVPib12 which was sequenced, was determined by flow 

cytometry. Samples were prepared and evaluated as previously described elsewhere (7, 8). 

Genome size estimates were generally consistent among sexes and between strains and 

indicated a mean genome size of 1.316 Gbp (Table S2), providing independent support for the 

genome size as estimated by sequence assembly. 

Mapping scaffolds to chromosomes  

Two data sources were used to place scaffolds to chromosome locations that included 

previously described genetic mapping data based largely on cDNA clones (9, 10) and physical 

mapping data based on cosmid and BAC genomic clones (11). In addition, limited data 

integrating the genetic and physical maps was available (12).  

 To identify scaffolds containing marker loci, we performed BLASTn analysis of marker 

sequence data against the genome assembly. This included end- or full-length sequences for 

176 cDNA clones or gDNA clones, and end-sequences for 260 cosmid and BAC clones. 

Physical mapping indicated centromere positions for each chromosome.  

For 143 genetic marker sequences we observed near 100% identity with single 

scaffolds, or in cases with multiple hits, one scaffold showed high homology while the remaining 

hits had much lower E-values. Sequences which showed high homologies to multiple scaffolds 
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likely represent two possibilities: 1) Presence of linked duplicated gene sequences in the 

genome; 2) Presence of potential haplotype assemblies of single gene sequences due to 

residual polymorphism in the LVPib12 genome. We observed 26 examples of multiple hits for 

genetic markers believed to be single copy based on mapping studies, for which 23 showed 

high sequence identities to two scaffolds. For 15 of these, we selected one scaffold for 

assignment to chromosome using three criteria: 1) the hit to one scaffold showed a much higher 

E-value than the second choice; 2) one scaffold was much larger than the second choice; 3) 

any scaffolds that contained hits to markers that map to different chromosomes were excluded. 

For example, we identified five scaffolds (SC1.1, SC 1.148, SC 1.209, SC 1.465, SC 1.477) for 

which high sequence identities to marker loci on different chromosomes were observed. These 

likely reflect mis-assembled scaffolds or mapping errors. In addition, 13 shotgun sequenced 

bacterial artificial chromosome (BAC) clones (80–150 kbp each BAC, totaling ~1.52 Mbp) were 

analyzed. These BACs were selected because they each contained one of the genetic markers 

discussed above and provided representation of all chromosome arms. Eight of these BACs 

had sequence that was represented more than once in the assembly. Of these, seven contained 

genetic markers that are included in the 26 genetic markers mentioned above. The replicated 

contig of the eighth BAC clone terminated before the genetic marker. Usually, one replicated 

sequence corresponded completely to the BAC sequence, while the other varied slightly and in 

some cases appeared to be a hybrid of the BAC sequence and a duplicate sequence. Thus, 

there may also be small regions of segmental genome duplications or residual haplotype 

polymorphism in the current genome sequence data. The fragmented nature of the current 

assembly and low gene density has complicated unambiguous differentiation between these 

possibilities. 

Physical mapping data was obtained by fluorescent in situ hybridization (FISH) of 

cosmid and BAC clones to metaphase chromosomes (11). Map positions were calculated based 

on % distance from the end of the shorter chromosome arm (p-arm) to the end of the longer 



 5

chromosome arm (q-arm). Clones that defined centromere positions for each chromosome were 

included in the mapping effort. For 157 clones, sequence for at least one end showed high 

sequence identity to a single scaffold that allowed for placement to chromosome. For the 

remaining clones, both ends showed high sequence identities to multiple scaffolds indicating 

they represented repetitive sequences distributed throughout the genome. 

Attempts to place genetic and physical markers to chromosome positions were limited 

by the low resolution nature of the mapping data. We observed several instances where marker 

associations with individual scaffolds conflicted with the linear orders defined by the mapping 

data. The genetic mapping data represents a composite of multiple independent mapping 

efforts, and therefore, marker positions relative to each other were often inferred based on 

common markers as previously described (9). Accuracy of our physical mapping data was 

limited by the standard errors around the chromosome position measurements. We therefore 

elected to bin scaffolds to five chromosome regions without defining specific positions, including 

chromosome 1, the p-arm and q-arm of chromosome 2, and the p-arm and q-arm of 

chromosome 3 (Table S3)  

Annotation of Transposable Elements 

Two complementary approaches were employed to annotate TEs. Most TEs were 

uncovered on the basis of structural features and sequence similarities to known TEs using 

previously developed approaches (13-17). A newly developed program Repeatscout (18) was 

also used to identify potential TE sequences on the basis of their repetitive nature in the 

genome. TEs uncovered using the above approaches were manually inspected/classified and 

deposited in TEfam, a relational database for submission, retrieval, and analysis of TEs 

(http://tefam.biochem.vt.edu) and are listed in Table S4.  

Copies that show at least 75% identity at nucleotide level are considered belonging to 

the same element within most families of the class II DNA-mediated TEs. Criteria for defining 

elements within the highly diverse class I TEs were similar to the previously selected criteria 
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during An. gambiae TE analysis. Sequences of Ty3/gypsy LTR retrotransposons were 

considered as belonging to the same element if they share at least 85% nucleotide identity 

along at least 400 bases in their coding region. Ty1/copia sequences that share at least 85% 

identity at the nucleotide level over at least 1000 bp are considered belonging to the same 

element. Copies of Pao/Bel retrotransposons are considered as belonging to the same element 

if they show at least 70% identity at the nucleotide level in their coding sequences. Sequences 

of non-LTR retrotransposons were considered as belonging to the same element if they shared 

at least 70% nucleotide identity along the reverse transcriptase region. The varied criteria (% 

sequence identity) used to define an element within a family or subclass reflect the different 

evolutionary dynamics of these different TEs and our effort to be consistent with previous 

analysis of An. gambiae TEs. Detailed annotation methods are downloadable from the TEfam 

web site.  

Comparison of Ae. aegypti and An. gambiae TE sequences is consistent with the 

interpretation of an overall lack of recent horizontal transfer events. BLAST searches using all 

Ae. aegypti TEs as queries against the An. gambiae genome assembly showed that only one 

element, ITmD37E, had at least 85% nucleotide identity with an An. gambiae sequence over 

50% of the TE length. Further pair-wise analysis showed that the Ae. aegypti ITmD37E is 93% 

identical to an An. gambiae ITmD37E over the entire length of the element. 

VectorBase structural and functional annotation pipeline 

VectorBase uses the Ensembl annotation pipeline (19) to predict both protein-coding 

transcripts and non-coding RNA transcripts. The Ensembl system is designed to be 

conservative in its approach and will only produce gene structures that are evidenced by cDNA, 

EST and/or protein sequences.  

The genomic scaffolds were masked using RepeatMasker (20) and a library of known 

Ae. aegypti, and An. gambiae repeat elements as well as a RECON analysis for over-

represented sequences in the genome. Publicly available resources for gene prediction were 
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mapped to the masked genome sequence (cDNA and EST sequences and a non-redundant 

protein database). 

Gene predictions where produced using three approaches: Targeted and Similarity 

builds using peptide data and an EST build using transcript data. The Targeted gene build takes 

Ae. aegypti protein sequences and produced confirmed gene models using Genewise (21). The 

Similarity gene build takes any protein sequence with significant similarity to the genome in 

BLASTX analysis as an input for Genewise. The Similarity gene build is actioned in several 

steps using taxonomically grouped datasets; For Aedes we used Diptera, Arthropoda. Metazoa, 

Eukayota and a diverse group of any further sequences. Transcript based gene predictions 

were generated using exonerate (22) from the available set of ESTs and cDNAs.  

Gene models from the three approaches were merged into a single set of predictions 

using the standard Ensembl pipeline to produce a total of 17,776 genes. Several different 

families of non-coding RNAs (rRNA, tRNA, snRNA, sRNA and miRNA) were identified by 

alignment of sequence data to conserved RNA structures in Rfam. 995 tRNA genes are 

distributed across ~300 scaffolds and occur as single genes as well as in small and large 

clusters. In contrast almost all of the 149 5S rRNA genes occur as tandem repeats on contig 

24,935 in scaffold 1.10 and an array of ~ 33 rDNA cassettes (28S rRNA, 5.8S and 18S rRNA) is 

present on contig 25,669, scaffold 1.83 which is separated from a single cassette by a region of 

~30 kbp consisting of 64 copies of a 450 bp repeat.  

TIGR structural and functional annotation pipeline 

The availability of a large number of Ae. aegypti ESTs from eight cDNA libraries 

(Dengue-, Plasmodium gallinaceum- and Brugia malayi-infected adult females, fat body, 

salivary glands, larvae and pooled eggs, pupae, newly emerged adults) played an essential role 

in our ability to annotate the genome. All ESTs are lodged at GenBank and most of them and 

their associated annotations are available for search and download as part of the Aedes aegypti 

gene index, and will be published elsewhere. 
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The TIGR auto-annotation pipeline involved several steps and presented several unique 

gene finding challenges. Alignment of ESTs and cDNAs to the genome sequence revealed an 

irregular distribution of intron size with most being smaller than 100 bases in length, and a 

substantial portion longer than 10 kilobases. (Figure S2). The presence of numerous transposon 

associated open reading frames, often within introns, led to an unacceptable number of chimeric 

or truncated gene models. The latter was exacerbated by the fragmented nature of the genome 

sequence as ab initio gene prediction software fail to call genes missing translation start or stop 

codons, and exons missing in assembly gaps throw off reading frames and affect splice site 

prediction. These features required development of an extensive genome masking strategy prior 

to gene finding and optimization of different ab initio gene finding programs (21, 23-26) via 

iterative manual inspection of predicted gene models relative to a training set to arrive at a best 

global gene set.  

RepeatMasker (20) was used to mask the genome sequence using a library consisting 

of abundant DNA sequence repeats and known and novel Ae. aegypti transposable elements. 

Several strategies were used to identify highly repetitive sequences for masking the genome 

prior to the computation of gene predictions. An initial strategy generated alignments between 

all contigs of at least 100 kbp in length which was filtered to retain matches with at least 95% 

identity and 500 bp length. 38.7 million matches were clustered, delineating genomic regions 

with a high density of alignment coverage, and defining candidate repeat sequence elements. 

These were further clustered into 715 repeat families with at least 10 elements per family. The 

single candidate repeat element with the greatest number of alignments was chosen from each 

repeat family as a representative element in a library of repeat sequences. RepeatScout was 

used to supplement the repeat library and reported 4,722 repeat consensus sequences, which 

we further distilled to 3,695 entries with occurrences in the complete genome of at least 10 

partial or complete copies. An additional 852 candidate repeats were derived from searches for 

TE sequences described above. This comprehensive repeat library was analyzed to extract 
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those that would be used for masking the genome. Low complexity sequences and those 

harboring tandem repeats were removed. Repeats found to match parts of known genes or 

protein domains not associated with transposable elements were also removed. We eliminated 

any candidate repeat from the library if it was found less than 100 times in the genome, greatly 

reducing the possibility of masking genuine gene features. The final repeat library contained 

2,585 sequences. A second round of masking of transposon related open reading frames was 

carried out using PSI-BLAST against a custom database of transposon and retrotransposon 

protein sequences, resulting in final masking of ~ 70% of the genome sequence. 

The PASA pipeline was used to create a set of gene models for training ab initio gene 

finding programs and to optimize structural annotation (27). PASA aligns ESTs and cDNAs to a 

genomic sequence, assembles overlapping alignments into a consensus assembly. PASA 

alignments were also used to automatically update existing gene models and to define 

alternative splice variants. A total of 265,843 ESTs and 576 full-length cDNA sequences were 

used to align to the genome sequence. Because of the stringency of PASA parameters, the 

alignments were carried out on unmasked genomic sequence data. 227,928 ESTs (86%) and 

321 full-length cDNAs were assembled into 22,489 PASA alignment assemblies with at least 

95% identity across at least 90% of the transcript sequence and requiring consensus splice 

sites at all inferred intron boundaries. Of these assemblies, 4,497 were identified as candidate 

complete genes, requiring a translation start codon with an upstream in-frame translation stop 

codon, an open reading frame of at least 300 bp, and terminating at a translation stop codon, 

and, if possible, incorporation of paired EST reads into the assembly. 2,520 gene models 

(taking the the longest isoform at a given locus) were designated training genes based on their 

having >= 90% match to TIGR’s internal non-redundant protein data set and no match to a 

transposon ORF database. In some instances 4,908 partial gene models were also used as part 

of the training set. The automated development of a training set saved significant manual 

curation time and reduced the chance for bias in the dataset.  
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250 full length cDNAs did not map to the current data due to failure of the stringent 

requirement for PASA alignment. However, 230 of these sequences had best BLAST hits to 

genes in release AaegL1.1 (see below), suggesting problems in gene modeling rather than 

missing genes; 15 cDNAs hit genes within the supplemental gene set (see below) and 5 were 

not found. Manual analysis of this data will be required to correct these potential errors in 

annotation.  

 Spliced protein alignments from species-specific data sets for D. melanogaster, An. 

gambiae and Ae. aegypti and a TIGR non-redundant protein database were searched against 

the genomic sequence using AAT (28). The protein having the highest scoring protein alignment 

was realigned into gene models using GeneWise (21). Gene predictions based on Augustus 

(23) and Genie (24) after training on the PASA gene models, Twinscan (26), GeneWise 

predictions based on the D. melanogaster 4.2 gene set and An. gambiae MOZ2.2b (April 2004) 

gene set were also computed. The gene models predicted by the methods described above 

were combined into a consensus set of models using Evidence Modeler (EVM), a new software 

package, which decomposes all of the gene models and sequence alignments into components 

of gene structures, including exons and introns. All potential gene structure components are 

scored based on manually set weights so that exons and introns structures supported by 

expressed transcripts (PASA alignments) and high quality protein alignments provide higher 

scoring gene structure components than those gene structures predicted only by ab initio gene 

finding software. Dynamic programming is then applied by EVM to find the highest scoring 

consensus gene structure, supported by the available evidence. By running EVM on the forward 

and reverse strands of the genome separately, we were able to accurately model genes that 

were found to overlap on opposite strands, and within long introns of other genes.  

Auto-naming and functional gene assignments were computationally assigned using 

BLASTP against databases containing protein sequences, including the TIGR Panda 

comparative database, experimentally verified Panda, Panther, Interpro, Uniprot and D. 
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melanogaster. A subset of the results was manually curated to determine cutoffs that produced 

reasonable names without unwarranted hits from each of the databases. Gene models were 

analyzed for the correctness and sensitivity to functional assignments. Manual assessment 

showed Panther-assigned names superior to other databases for auto-naming. Thus, the 

strategy for functional assignment in Aedes aegypti relied on Panther first, followed by 

experimentally-determined genes in Panda, Drosophila, and lastly Panda to include the 

conserved hypothetical proteins. All other proteins are labeled “hypothetical”.  

Automated Gene Ontology terms were derived through sequence homology to the 

Drosophila proteome with 1e-40 as the cutoff using BLASTP. Then we screened the gene 

products for Pfam domains above the trusted cutoff, and assigned GO ID terms based on Pfam 

domain GO assignments. This resulted in the assignment of 6,053 additional GO assignments 

to 2,639 proteins. The terms were then mapped to the eukaryotic GO slim, resulting in 548 

distinct GO ID’s. The TIGR eukaryotic functional annotation pipeline included analyses of 

protein homologies (nr, Uniprot), domains and families analyses (Pfam, TIGRfam, Interpro, 

TmHMM), and signal (SignalP) and target (TargetP) sequence identification. 

Merging of VectorBase and TIGR gene models and supplementary gene set 

VectorBase and TIGR predicted the presence of 17,776 and 27,284 gene models 

respectively. A Gene Structure Annotation Comparison tool (GSAC), was developed at TIGR to 

compare and visualize the two sets of gene structures provided for the same genomic 

sequence. Genes with multiple splice variants were reduced to one isoform. Sets of gene 

structures without their untranslated regions were compared and then classified based on their 

structural similarities. One-to-one mapping between gene structures yielded classifications that 

included identical or non-identical but compatible structure, or different structure. Many-to-one 

or many-to-many mappings between genes indicated cases where genes could be merged or 

split, and in more complex classifications. The results were navigated using a web browser and 

included illustrations of the gene structures, their differences and hyperlinks to other internal and 
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external resources. This software greatly facilitated comparison of the two data sets, and helped 

us to decide on criteria for merging the two data sets. The output of GSAC was directly used as 

input to our custom software for merging the two data sets.  

The following strategy was used to merge the VectorBase and TIGR gene sets into one 

consensus gene set. 

1. Construct gene sets with both gene models after removal of UTRs  
a) Applied minimum size 50aa criterion  
2. Gene (CDS) sets were compared and classified into 6 categories  
a) Identical 
b) Compatible  

• Encapsulated – one CDS represented a truncated version of the other CDS  

• Staggered – the 2 CDS agreed through an overlapping region, but each contained novel 
sequence  

c) Different 

• Exon identity and/or splice junctions disagreed  
d) Merge and Split  

• One to many loci mapping  
e) Complex  

• Many to many loci mapping  
f) NoMap 

• Locus predicted only by a single CDS 
3. Gene (CDS) were reduce into single CDS per locus for each of the 6 categories 
a) Identical  
b) Compatible 

• Merged into longest single CDS model  
c) Different  

• The transcript encoding the protein with the highest percent coverage of the best hit to a 
Diptera database was selected 

• If no hit existed, then the longest CDS was chosen 
d) Merge and Split  

• The transcript or transcripts encoding the protein(s) with the highest percent coverage of 
the best hit(s) to the Diptera database was selected 

• If no hit existed, then the longest CDS was chosen 
e) Complex  

• There were less than 100 such cases and were manually reviewed 
f) NoMap  

• Initial analysis suggested that the majority of these were unmasked transposon 
fragments 

o EST supported models were included in final gene set  
o EST and gene model must overlap in coding exon  
o EST must be spliced and overlap with PASA assemblies and not overlap repeats 
o Protein supported models were checked for percent coverage of the best hit to 

the Diptera database  
o 50% coverage was required  
o Other evidence (domains, signals, motifs)  
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o Need to review recomputed data before final rule is  formalized  
4. Check CDS against EST data using PASA pipeline 
a) UTR regions added is possible 
b) PASA update categories – updated gene models where EST data conflicted with current 

gene model and automated update was possible 
c) PASA failed categories – flag gene models where EST data conflicted with current gene 

model but automated update was not possible (i.e., significantly truncate or change CDS) 
d) Alternative splicing variants added based on PASA alignment 
e) Intergenic EST alignments  

• Checked for splicing  

• Checked for ORF size  
5. Add high-confidence, protein-based alternative splicing iso-forms 
a) VectorBase genewise alignments – Drosophila  
b) Add small gene families back into dataset (histones and small ribosomal proteins) 
6. QA and classification by evidence types 

 

5,306 VectorBase genes lacked a TIGR counterpart and 15,263 TIGR genes lacked a 

VectorBase counterpart. Additional matches to transposon ORFs were eliminated. The final 

count of the combined gene set was 30,815 genes coding for 32,229 proteins. Splice variants 

were introduced by EST assembly alignment and from annotated alternatively spliced 

transcripts in Drosophila. 

A high confidence gene set was created by identifying proteins with the highest BLASTP 

match to one of the following databases: An. gambiae gene set AgamP3.3 (January 2006), D. 

melanogaster gene set 4.2 and a data set comprised of all other Dipteran proteins from a non-

redundant protein database. Matches were required to cover at least 50% of the query 

sequence. Genes were excluded from this list if predicted protein sequences were less than 50 

amino acid residues in length, except for certain protein families known to contain shorter 

protein sequences (e.g., histones and small ribosomal proteins), the sequence was repeat 

masked by 30% or more, or contained a BLAST match to a transposon ORF database 

(transposon_db.pep 1e-10), Transposon-PSI (1e-10), or Panther match (Panther_db match, any 

e-value with regex. These selection attributes yielded a list of 15,419 high confidence genes in 

Release 1.0 (Aaegl1.1). The remaining genes not included in this set were set aside as a 

“Supplement” of 15,396 genes and are reported by VectorBase (http://www.vectorbase.org).  



 14

Manual annotation of 13 shotgun-sequenced Ae. aegypti BAC clones resulted in the 

construction of 50 gene models. Of these, 43 models were identical in structure to the 

automated gene models, one model was missing and the remainder varied in structure (Table 

S23). Although a small study, the auto-annotation pipelines have performed well in identifying 

protein coding genes. Auto-annotation had resulted in 3 genes that were not included in the 

manually annotated set that were attributed to a Rhabdovirus nuclear integration. 

Protein families 

The TIGR pipeline involved the identification of Pfam and TIGRfam HMM domains in the 

Aedes proteome using HMMER2 (29). Any sequence region scoring above the trusted cutoff 

assigned to a domain profile was designated as representing that domain. These domain 

sequences were then removed from the protein sequences and the remaining peptide 

sequences were searched against each other using BLASTP for subsequent clustering and 

alignment in order to identify potential novel domains not represented in the domain databases. 

Similar peptide sequences were clustered by creating a link between any two peptide 

sequences having an identity above 30% over an amino acid span of at least 50 amino acid 

residues in length and an Expect value < 0.001. The Jaccard coefficient was calculated for each 

linked pair of peptide sequences a and b as follows: 

Ja,b = # distinct accessions matching a and b including (a,b) 
 

# distinct accessions matching either a or b 

with the Jaccard coefficient (Ja,b), which we also refer to as the link score, providing a measure 

of similarity between the two proteins. The associations between peptides that had an 

insufficient link score were dissolved, and the remaining links were used to generate single 

linkage clusters. The clustered peptides were then aligned using ClustalW and used to develop 

conserved protein domains not present in the Pfam and TIGRfam databases. Aedes-specific 

domain alignments containing 5 or more members were considered true domains for the 

purpose of building families. The peptides in alignments were searched back against the Aedes 
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proteome to seek out additional members that may have been excluded during earlier stages 

due to the parameters employed. Full length protein sequences were then grouped on the basis 

of the presence of Pfam/TIGRfam domains and potential novel domains. Proteins with exactly 

the same domain composition were then classified into putative protein families. The TIGR 

protein families pipeline resulted in 7,653 proteins partitioned into 980 putative protein families 

with a minimum size of 3 proteins/family with 7,766 proteins remaining as singleton sequences. 

 Proteins were also clustered using Tribe-MCL (30), an algorithm that relies on the 

Markov cluster (MCL) algorithm to place proteins into families after computing sequence 

similarity information in an all-vs-all comparison of sequences using gapped BLAST.  

Manual annotation of shotgun sequenced BAC clones 

As a preliminary to the Ae. aegypti whole genome shotgun sequencing effort, several 

BAC clones identified as carrying putative single copy genetic markers (31) were individually 

subjected to shotgun sequencing and assembly . Thirteen of these were subjected to manual 

annotation: ND-13_I-3 (AC149791); ND-22_N-5 (AC149793); ND-41_B-18 (AC149794); ND-

41_C-6(AC149795); ND-46_o-19(AC149796); ND-48_J19(AC149797); ND-56_P-6(AC149798); 

ND-67_B-23(AC149799); ND-83_P15(AC149800); 105H24; 124C17; 26O21; 92LO9). 

Assembled sequences were analyzed for repetitive/transposon content using Repeatmasker 

(20) and CENSOR (32). GENESCAN 1.0 and FGENESH 1.0 were used with default parameters 

and the vertebrate, D. melanogaster and An. gambiae training datasets to in silico predict 

genes. To identify expressed transcripts, BLAST was performed with the assembled BAC 

sequences against the Ae. aegypti, D. melanogaster and An. gambiae EST databases (TIGR, 

NCBI). The cutoffs used to limit the number of ESTs were E-100 for Ae. aegypti and E-50 for D. 

melanogaster and A. gambiae ESTs. In silico predictions were used along with EST matches 

and protein based similarity searches (BLAST) to manually curate transcripts in Apollo 

(FlyBase).  

PCR primers were designed to a subset of the manually annotated transcripts for PCR 
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and sequencing validation. Total RNA was isolated from Ae. aegypti (Liverpoolib12 strain) 

mosquitoes (larvae, pupae, adult males and females, and blood-fed adult females) with Trizol 

Reagent (Invitrogen). cDNA was prepared using SuperScriptII™ (Invitrogen) system. Primers 

were designed spanning introns where possible. Control primers were designed for the 

housekeeping gene RpLl7A (AY064121). PCR was conducted with Platinum® Taq using 35 

cycles to confirm the presence of a gene product. PCR products were gel-purified (QIAquick Gel 

Extraction Kit, Qiagen) and direct sequenced using primers from the RT-PCR reactions.  

Massively parallel signature sequencing (MPSS) 

In order to provide transcriptional evidence to support the EST data and to identify low 

abundance transcripts we used massively parallel signature sequencing (MPSS) (33) on a pool 

of total RNA extracted from 1st to 3rd instar larvae, 4th instar larvae and pupae, 1-2 day old male 

and female adults and 2 day post-blood fed females. The pool contained approximately equal 

amounts of RNA from each sample. 11,894 signature sequences from 1,219,861 beads were 

derived from DpnII sites; a total of 7,994 tags were of high confidence sequence tags and 

analyzed further (Table S6, S7); about 70% of the low confidence 3,900 MPSS tags also 

mapped to the genome sequence. The number of genes identified by this platform is likely to be 

artificially low and is limited as only ~2/3 of the genes contain a DpnII restriction enzyme site 

and thus can be assayed by MPSS, ~40% of the MPSS tags correspond to just 14 unique 

sequences and a single round MPSS was carried out. In addition, we expect that more MPSS 

tags will be assigned to genes as the accuracy of gene models is improved and as 3’ UTR 

sequence data is captured into gene models. Currently, 3’ UTR data is available for ~54% of the 

gene models. 

5,673 tags mapped to a single location on the genome sequence and 99 tags mapped 

only to predicted coding sequences, indicating these tags were derived from exon sequences 

after intron splicing. 1,649 tags mapped to more than one locus on the genome, with the most 

frequent one mapping to 11,654 sites in the genome. Mapping the tags to the masked genome 
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sequence eliminated or reduced the number of loci to less than 6, indicating transcription of 

sequences within repetitive DNA. Only 573 tags (7%) failed to map to the sequence data. 20 

tags mapped to the mitochondrial genome. 

Microarray analyses  

The Array Designer 4.2 software (Premier Biosoft International) was used to design sixty-

mer oligonucleotides for all 16,789 predicted transcripts according to the software developer’s 

instructions. Oligonucleotides were complementary to regions within 1 kb of the 3’ UTR of 

transcripts and had a minimal sequence identity overlap with non-target transcript sequences. 

Glass slide oligonucleotide microarrays were constructed by Agilent Technologies. The Agilent 

Technologies low input linear amplification RNA labeling kit was used to synthesize 

fluorochrome-labeled cRNA probes from 2-3 μg of RNA according to the manufacturer’s 

instructions. Probes were quantified with the Eppendorf Biophotometer spectrophotometer. The 

Agilent Technologies in situ hybridization kit was used for hybridizations according to the 

manufacturer’s instructions. After washes, the microarrays were instantaneously dried with 

pressurized air and then scanned with an Axon GenePix 4200AL scanner using a 10 µm pixel 

size. Laser power was set to 60%, and the PMT was adjusted to maximize effective dynamic 

range and minimize pixel saturation (Axon Instruments, Union City, CA). Spot parameters were 

determined with the GenePix software Pro 6.0 algorithms, and potential misidentifications of 

spot locations and quality were corrected manually. The Cy5 and Cy3 signal and ratio values 

were obtained using Genepix software. The minimum signal intensity was set to 100 fluorescent 

units, and the signal-to-background ratio cutoff was set to 2.5 for both Cy5 and Cy3 channels. 

Each experimental set consisted of three biological replicates. The background-subtracted 

median fluorescent values were normalized according to a LOWESS normalization method, and 

Cy5/Cy3 ratios from replicate assays were subjected to t-tests at a significance level of p < 0.05 

using TIGR MIDAS and MeV software. Expression data from all replicate assays were averaged 

with the GEPAS microarray preprocessing software prior to logarithm (base 2) transformation. 
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Self-self hybridizations have been used to determine the cut-off value for the significance of 

gene regulation on these type of microarrays to 0.8 in log2 scale, which corresponds to 1.74-

fold regulation. For genes with P <0.05, the average ratio was used as the final fold change; for 

genes with P>0.05, the inconsistent replicates (with distance to the median of replicate ratios 

large than 0.8) were removed, and only the value from a gene with at least two replicates were 

further averaged. 

The arrays were used to determine sex and adult mosquito specific expression by 

comparing RNA samples from four day old unfed females and males, and RNA from females 

and a pool of an equal amount of RNA from all non-adult developmental stages (Tables S9, 

S17). Oligonucleotides for 3541 genes did not generate a significant hybridization signal for any 

of the assays. The most abundant transcripts in the adult female mosquito, based on 

hybridization signal intensity on microarrays, were mostly those coding for components of the 

replication, transcription and translation machinery such as ribosomal proteins and elongation 

factors, and cytoskeletal and structural components such as actin and cuticle proteins and a 

variety of transport and metabolic components. Orthologous gene relationships between Ae. 

aegypti and An. gambiae were predicted with the Stand Alone Inparanoid Program (version 

1.35). Microarray data have been submitted to the NCBI GEO database: 

FEMALE/MALE 1:GSM163030; FEMALE/MALE 2:GSM163031; FEMALE/MALE 3:GSM163032 

FEMALE/DEVELOPMENT 1:GSM163020; FEMALE/DEVELOPMENT 2:GSM163021 

FEMALE/DEVELOPMENT 3:GSM163022 

Assignment of Enzyme Commission numbers 

EC accessions were assigned by a TIGR pipeline that is based on concepts elaborated 

in metaSHARK (34). Protein sequences were PSI-BLAST searched against PRIAM profile 

HMMs (35) using default parameters. The pipeline looks for the best profile match, ensuring 

high quality matching. EC numbers were assigned to pathways using Pathway Tools (36) and 

the KEGG database (37). 
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A total of 629 and 638 distinct EC numbers were assigned to 2,187 An. gambiae and 

2,699 Ae. aegypti genes, respectively; 601 EC numbers were common to both organisms 

predicting an almost identical metabolic potential between them (Table S14). Species specific 

EC assignment did not indicate the presence of novel pathways in one or the other species. The 

genes are potentially involved in 152 metabolic pathways as indicated by Pathway Tools. 21 EC 

accessions were also assigned to 146 genes in the Ae. aegypti supplement gene set. The 146 

genes assigned 87 EC numbers in the supplemental gene set included 16 genes assigned 12 

distinct EC numbers that were not present in EC numbers assigned to genes within release 

AaegL1.1. The 16 genes were manually analyzed and 8 models were found to represent good 

gene models (Table S15) while the remainder will require some level of manual curation due to 

missing 5’ or 3’ sequences or the presence of small internal introns.  

Membrane transporters 

Based on genome analysis over 750 genes have been annotated as putative 

transporters through an automated analysis pipeline (38). The predicted transport capabilities of 

Ae. aegypti resemble those of multi-cellular insects like An. gambiae, its closest counterpart, 

and Drosophila (Table S16). The full list may be viewed at http://www.membranetransport.org. 

Aedes aegypti exhibits a large array of amino acid transporters, including 19 AAAP 

family amino acid transporters; 16 APC family amino acid/polyamine/organocation transporters; 

23 NSS family neurotransmitter:sodium symporters; and 4 dicarboxylater/amino acid:cation 

symporters. A. aegypti has more members in each of these families than An. gambiae and 

Drosophila. A member of NSS family transporter has been characterized in Ae. aegypti to 

supply phenylalanine for the synthesis of cateocholamines (39). It mediates the primary apical 

uptake of amino acids as well as the redistribution of amino acids though the basal and plasma 

membrane. The uptake of amino acids into cells can also regulate extracellular neurotransmitter 

levels as well as terminate neural signals in the central nervous system. A DAACS family 

Na+/K+-dependent high-affinity L-glutamate/L-aspartate transporter was characterized in Ae. 
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aegypti (AeaEAAT), which is highly expressed in the thoracic ganglia in the adult thorax and 

could function in the termination of the glutamatergic signals (40).  

A collection of 64 putative ATP-binding cassette transporters was identified. All the 

human and Drosophila ATP-binding protein subgroups are present in Ae. aegypti. The 

distribution of ABC family subgroups in Ae. aegypti are similar to An. gambiae and Drosophila, 

with ABCC and ABCG are the two largest subgroups, which encodes MRP-type and PDR-type 

multidrug efflux proteins. A. aegypti has more members in each of these two subgroups. 

Visual and Non-sensory G Protein-Coupled Receptors 

 GPCR identification and annotation.  Opsin and non-sensory G protein-coupled receptor 

(GPCR) sequences from Anopheles gambiae (41), Drosophila melanogaster (42, 43) and 

Bombyx mori (44) were used to query the Aedes aegypti whole genome assembly at the Broad 

Institute (www.broad.mit.edu/annotation/disease_vector/aedes_aegypti/) by tBLASTn. Putative 

GPCRs identified in this manner were manually annotated using Artemis Release 7 (The 

Sanger Institute, UK) and used in successive tBLASTn searches to identify additional candidate 

sequences. Forty-two whole or partial GPCR gene predictions were confirmed using tentative 

consensus sequences identified by tBLASTn searches of the TIGR Ae. aegypti Gene Index 

(AeGI Release 5.0, 29 June 2005). Annotations were compared to the AaegL1.1 Genebuild at 

Vectorbase (http://www.vectorbase.org) and the ClustalW algorithm (45) was used to align 

protein sequences to further support annotations. As previously described (41), we employed a 

Quasi Periodic Feature Classifier (QFC) algorithm to confirm homology based predictions and to 

identify, on the basis of amino acid physico-chemical properties, other proteins containing 

multiple TM domains that might be additional GPCRs. The QFC confirmed all opsin and non-

sensory GPCRs in the AaegL1.1 Genebuild and identified an additional four proteins with 

features consistent with 7TM-spanning proteins that may be novel GPCRs (Table S12, S13). 

Whole and partial gene builds for eighty six opsin and non-sensory GPCRs identified in this 

manner were confirmed in the AaegL1.1 Genebuild. We were unable to identify an equivalent 
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gene build for 39 non-sensory GPCRs in this database. All opsin and non-sensory GPCRs will 

be made available as third party annotations through VectorBase.  

 Phylogenetic analysis. Deduced amino acid sequences of Ae. aegypti opsins (AaOps) 

were aligned with An. gambiae opsins (AgOps) using ClustalW (45), and phylogenetic analysis 

was performed using distance methods in PAUP* v4.0b10 (46) (Figure S6). Distances were 

corrected in TreePuzzle v5 using a maximum likelihood model and the BLOSUM62 amino acid 

matrix.  Bootstrap analysis was used to assess statistical support for relationships via 

uncorrected neighbor-joining analysis of 1000 pseudoreplicated data sets.  

Orthology 

Orthologous relationships between genes of Ae. aegypti, An. gambiae, D. melanogaster, 

and Apis mellifera were inferred through all-against-all protein sequence similarity searches 

using the Smith–Waterman algorithm, using only the longest predicted transcript per locus. The 

orthologous groups were then formed by: grouping recently duplicated sequences with over 

97% identity within genomes to be treated subsequently as single sequences, forming triangles 

and tuples of the mutually reciprocal best hits between genomes, and expanding the seed 

orthologous groups by inclusion of co-orthologous sequences that are more similar to the 

orthologous gene than to any other gene in any other genome, requiring also that all members 

of the group have matches overlapping by at least 20 residues. All orthologous classifications 

and the corresponding species copy-number distribution are available from 

http://www.vectorbase.org/Other/ComparativeAnalyses/.  

 Following a similar approach but using the PAML package implemented in the Ensembl 

Compara pipeline (19, 47) a second set of orthologs was built for Ae. aegypti, An. gambiae and 

D. melanogaster. Additionally, a DNA/DNA comparison between the three genomes was 

performed using tBLAT (48). Because this pipeline has been developed in parallel of Ensembl, 

the results can be integrated in an Ensembl genome browser. Thus, the resulting homologies 

are displayed along the Ae.aegypti genome and are viewable on the VectorBase genome 



 22

browser for this organism (http://aaegypti.vectorbase.org/index.php). Data are stored in a mysql 

database and are available on request. A synteny map was built for each scaffold allowing a 

better visualization of clusters of Ae. aegypti genes with the same syntenic chromosome in An. 

gambiae and D. melanogaster (http://www.vectorbase.org/Other/ComparativeAnalyses/). 

Gene-based synteny maps 

We quantified the conservation of local gene arrangements, requiring a) at least 2 

neighboring single-copy orthologs in each of the genomes, using an adapted strategy employed 

earlier (49) by enumerating all pair-wise single-copy orthologs and allowing for not more than 

two intervening genes (Table S5), and, more stringently, requiring b) at least 3 consecutive 

orthologs and allowing genes with no identified orthologs.  

Comparison of mosquito lineage-specific rates of genome rearrangements. 

We compared synteny maps (requiring at least 2 neighboring single-copy orthologs) of 

Ae. aegypti - D. melanogaster and An. gambiae - D. melanogaster, using the fruit fly genome as 

an out-group. We counted number of synteny breaks specific to Ae. aegypti lineage if two 

orthologs that are still in synteny between An. gambiae and D. melanogaster but not in synteny 

between the mosquitoes (121 breaks), and vice-versa, breaks in An. gambiae lineage that are 

still in synteny between Ae. aegypti and D. melanogaster (48 breaks). This may indicate on 

~2.5-fold higher rate of genome shuffling in Ae. aegypti lineage than in the An. gambiae lineage, 

yet it may be an artifact of fragmented nature of the current Ae. aegypti genome assembly 

(having half of single-copy orthologs in supercontigs with less than 5 such orthologs). 

Considering the more stringently defined blocks (3 or more neighboring Ae. aegypti 

genes with orthologs, allowing genes with no identified ortholog), 622 synteny blocks could be 

identified between Ae. aegypti and An. gambiae. The mean number of gene per block was 8.1 

and the block size varied from 325 Kb to 5.7 Mb. Breaks in synteny could be identified if two 

consecutive genes fell into different synteny blocks. (Table S21). A total of 133 synteny breaks 

were found among 253 synteny blocks, although this is likely to be an underestimate because of 
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the heavily fragmented nature of the current Ae. aegypti genome assembly. The number of 

synteny breaks was found to be 3.3 times higher between Ae. aegypti and D. melanogaster. 

Chromosomal synteny 

 Using the chromosomal assignment of about ~250 scaffolds and the synteny information 

available for their genes, the chromosomal synteny between Ae. aegypti and An. gambiae and 

Dr.melanogaster was determined (Table S3, S21). The first approach was chromosome-based: 

each Ae.aegypti chromosome was associated to the An. gambiae chromosome ortholog to the 

highest number of genes on this chromosome; two An. gambiae chromosomes were associated 

to a single Ae. aegypti chromosome in few cases. The second approach was scaffold-based: 

each scaffold was associated to an An. gambiae chromosome based on the highest number of 

genes on the scaffold, with the possibility to associate it to more than one chromosome. The 

scaffolds being relatively ordered along the chromosomes allows identification of syntenic 

regions on the Ae. aegypti chromosomes. Both analyses were also performed between Ae. 

aegypti and D. melanogaster (http://www.vectorbase.org/Other/ComparativeAnalyses/) 
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Figure S1. Coverage Density by Consensus Uniqueness 
 
The consensus bases are allocated by sequencing coverage depth at uniqueness iso-curves.  

Some unique portions of the genome may have ended up in distinct contigs in the assembly.  

This would appear as a shifting of consensus from high coverage multiplicity 1 to lower 

coverage multiplicity 2 (arrows). The net effect of this “under-collapsing” bias appears to be less 

than 5% of total genome size. 
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Figure S2. Intron size distribution before and after masking sequence repeats 
 
The x-axis represents intron size in a log-scale, and the y-axis intron frequency. 
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Figure S3. TEs infiltrate protein coding genes in Aedes aegypti. 

A locus in Ae. aegypti encoding 7 nested genes and TEs within a 109 kbp gene is shown. The 

distribution of SINE, Non-LTR retrotransposons, Ty1_Copia, MITES, Ty3_gypsy and Pao_Bel, 

DNA transposons and Penelope TEs are depicted by blue, cyan, green, red, magenta, gray and 

black boxes. The “white space” between blocks represent non-TE sequences. The two vertical 

gray bars mark the location of sequence gaps. Protein coding exons are colored green, 

translation start and stop sites are marked in yellow and red, respectively, and UTRs are 

marked in black. AAEL006341 and AAEL006340 encode conserved hypothetical proteins and 

genes labeled 1 - 6 encode sulphotransferases (AAEL006353, AAEL006344, AAEL006359, 

AAEL006338, AAEL006334 and AAEL006327). AAEL006341 contains a 42 kbp intron in the 5’ 

UTR. 
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Figure S4. Expansion of Ae. aegypti local synteny regions. 
 
Comparison of genomic span of Ae. aegypti - An. gambiae synteny blocks: A) distribution of the 

absolute size difference in kb, and B) the relative expansion factor of each of the synteny 

regions. 

A) 
 

 
 
B) 
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Figure S5. Transcriptome analyses of Aedes aegypti. 

Venn diagram of the number of predicted genes identified via three different transcription 

profiling platforms. Array = microarray data, MPSS = massively parallel signature sequencing 

and PASA = program to assemble spliced alignment tool mapping of EST and cDNA 

sequences. Data from Table S5. 
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Figure S6. Phylogenetic relationships of the Ae. aegypti, An. gambiae, and D. melanogaster 

opsin (Op) families.  

Lineages of particular interest are highlighted on the right in blue showing clades of putative 

long wavelength (>500 nm), short wavelength (400-500 nm) and UV (<400 nm) sensitive 

receptors, and pteropsin receptors. Included in the phylogenetic analysis are the Danio rerio 

rhodopsin (DrGPRrh, NP 571159), the Platynereis dumerilii ciliary opsin (PdCiliaryOpsin, 

AAV63834), as well as the Homo sapiens opsin 5 (HsPON5, NP 859528), and pteropsin 

(HsRrh, NP006574). 
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Figure S7. Protein sequence identity (%) between 5359 orthologous proteins 

 

 



Table S1. Assembly statistics of the draft genome sequence of Aedes aegypti. 
 
 

Feature Statistic 
Total number of good sequence reads 14,866,574 
Sequence reads in assembly 12,316,982 
Total number of scaffolds 4,758 
Span of scaffolds 1,383,971,533 bp 
Total number of contigsa 36,206 
Combined length of contigs 1,310,090,344 bp 
Length of sequence gaps in scaffolds 73,881,189 bp 

Sequencing coverageb 7.63-fold 
N50 scaffold lengthc 1.5 Mbp 
N50 contig lengthc 82.6 kbp 
Longest scaffold (number of contigs) 5,856,339 bp (98) 
Shortest scaffold (number of contigs) 2,537 bp (1) 
Number of bacterial scaffoldsd 235 

Total span of bacterial scaffolds 7,542,830 bp 
Total span of mosquito scaffolds 1,376,428,713 bp 
Length of known mosquito sequencee 1,304,188,364 bp 
 
a contig - contiguous DNA sequence 

b 6.71-fold coverage in Q20 bases 

c N50 is a metric that an average base lies in a scaffold or contig of length greater or equal to 

that shown. 

d bacterial scaffolds have been submitted to GenBankTM but remain to be annotated  

e the span of mosquito scaffolds less the span of sequence gaps 

 



Table S2. Genome size of Aedes aegypti laboratory strains as determined by 
flow cytometry. 

       

Strain Sex n 2C DNA amount 1C Mbp amount* 

       

   pg   Mb   

       

      Mean SD Mean   

       

Bronze M 2 2.76 0.10 1349.64  

       

 F 2 2.80 0.05 1369.20  

       

Form M 2 2.70 0.15 1320.30  

       

Hamburg M 3 2.69 0.11 1315.41  

       

 F 3 2.77 0.07 1354.53  

       

Liverpool (LVP
sbm

) M 5 2.69 0.08 1315.41  

       

 F 2 2.48 0.15 1212.72  

       

RED M 3 2.71 0.06 1325.19  

       

Silver M 3 2.63 0.06 1286.07  

       

 F 1 2.47 -   

       

Mean     2.67   1316.50  

       

*1 pg = 978 Mbp      

 



Table S3. Mapping of Ae. aegypti scaffolds, genetic markers and synteny withAn. gambiae and D. melanogaster 

scaffold Genetic Location Physical Location Main syntenic chromosomes

marker (cM) marker (%)
a An.gambiae D. melanogaster

chr 1 1.1051 nAcBP 1-44.5 2R 3R

1.11 K6.4D4.T3 1-85.5 2L;3R;2R 2L;2R

1.117 Peroxnc 1-51.5 2R 3R

1.12 AEGI30 1-19.6 3R;X;3R 2L

1.1217 K6.50A7.T7 1-10.7 3R 2R

1.1226 K6.3E12.T3 1-11.1 2R;X;3R none

1.123 LF314 1-34.5 K6.6C2.T3 1-41.5 2R 3R;X

1.123 LF179 1-57.7 LF179 1-27.6 - -

1.133 K6.3A10 1-91.4 2R 3R;X

1.147 K6.2E11 1-62.2 2R 3R

1.153 D6L500 1-39.2 2R none

1.156 K20.4A8 1-19.9 X 3R

1.1664 Ppallost 1-52.5 n/a n/a

1.1716 K6.53C11.53 1-18.3 n/a n/a

1.176 Tsf 1-10.2 K20.3A10.T7 1-24.3 X X

1.192 LAP 1-36.6 X;2R X

1.222 K6.2E8 1-22.8 X 3R;X

1.234 K6.2G12.T7 1-73.3 2R 3R;X

1.252 FerH 1-44.6 Arz p2p5 1-88.3 2R 3R

1.265 Cathbp 1-05.0 2R 3R

1.278 K6.4D5.T7 1-18.2 X 3R;X

1.281 K6.3F2 1-90.2 2R 2R

1.296 K6.2F2 1-14.5 X X

1.312 LF230 1-12.2 X X;4

1.318 K6.172C2 1-23.3 X X

1.326 AmyII 1-45.1 2R 3R

1.327 K6.2H9 1-13.8 X X

1.335 ARC3 1-38.2 2R 3R

1.35 K20.4F2.SP6 1-87.2 3L;3R;2L 2R

1.388 LF159 1-34.3 2R;2L 3R

1.390 LF101 1-38.0 2R 3L;2R

1.399 K20.3G6 1-28.3 X X

1.4 SialI 1-06.4 3R;X;2L 2R

1.425 K20.3B8.SP6 1-95.6 2R 2R

1.425 LSBC112.3E12 1-40.9 - -

1.427 K6.168D9.T7 1-17.8 X X

1.427 K6.4D1.T7 1-12.7 - -

1.435 B8L260 1-30.0 K6.2A5 1-22.2 X X
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1.438 AEGI22 1-59.0 2R 2L;3R

1.446 RpL1 1-30.0 2R 3R

1.446 LF284 1-38.0 - -

1.491 ARC2 1-48.3 2R 3R

1.50 LF217 1-11.5 3L;2L 2R;3L

1.563 A6M580 1-0.0 X 3R

1.563 LF188a 1-6.4 - -

1.571 Erudi 1-1.0 X 2L;X

1.59 LF178 1-32.8 LSBC20.1 1-25.6 X X;3R

1.60 CG18355 1-51.5 K20.4B3.T7 1-81.4 2L;3R 3L;2L;3R

1.619 K6.168B1 1-53.9 2R;X;3R X

1.650 NaK 1-49.1 2L;2R 3L;3R

1.659 Ace2 1-38.0 X none

1.66 K16.1E11 1-40.0 X;2R;2L X

1.67 K20.3C11 1-78.4 2R 3R

1.673 CHT2 1-49.9 3R 2R

1.68 AEGBS11 1-56.4 2R 3R;X

1.710 LF198 1-20.0 LF198 1-13.8 X;3L X;3R

1.71 AeW 1-29.7 K20.4G9 1-29.4 - -

1.73 K20.4D10 1-89.8 3L;2R X;3R

1.739 APN 1-53.6 2L;2R 3R;X

1.74 K5.88 1-76.2 2R 3R;X

1.75 K6.50A11 1-35.5 X 3R;X

1.761 K20.4E12.T7 1-89.4 n/a n/a

1.787 Immuno 1-01.0 2R;X;3R 3L;3R

1.82 K6.3A10 1-91.4 3R;2L 2R;3R

1.88 TY7 1-44.9 2L;2R 3L;3R;2R

1.890 B8L720 1-19.4 3L;X;3R 2R;2L

1.931 CaMKII 1-11.9 X 4

1.96 slo 1-48.3 2R 3R

chr2 2p 1.109 LF272 2-36.7 2L;X 3L

2p 1.109 LF189a 2-35.9 K6.168E10 2-76.5 - -

2p 1.1168 LF158 2-36.7 3R X

2p 1.1292 Hsp83 2-32.1 K6.223C9.T3 2-24.2 2L none

2p 1.132 LF233 2-29.4 2L 3L

2p 1.134 K20.4G8 2-14.8 2L 3L

2p 1.1370 PGK 2-37.7 n/a n/a

2p 1.145 AEGI8 2-0.0 K6.2H2 2-3.0 2L 2R;3L

2p 1.151 AEGI27 2-25.2 3R;2L 2L;3L
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2p 1.151 LF181 2-25.2 LF181 2-13.1 - -

2p 1.157 LF203 2-31.9 3R 2L

2p 1.172 K6.3H2 2-39.4 3R 2L

2p 1.178 K6.3E6 2-11.8 2L;3L none

2p 1.184 K6.50A4.T7 2-26.5 2R;2L 2R;3R

2p 1.195 K6.3D2.T3 2-8.5 2L 3L

2p 1.210 VCP 2-23.7 2L 3L

2p 1.211 K20.3C1.T7 2-26.2 2L;2R 3L;2R

2p 1.219 LF407 2-31.4 2L 3L

2p 1.219 AmyI 2-31.5 AmyI 2-15.3 2L -

2p 1.277 LF282 2-31.6 K6.3D9 2-18.7 2L 3L

2p 1.284 TrypEarl 2-23.0 2R;3R 2L

2p 1.284 ARC4 2-38.8 - -

2p 1.311 a6.2A4D5 2-26.5 K2.313 2-13.6 2L none

2p 1.319 Rdl 2-17.8 Rdl 2-5.6 2L 3L;2R

2p 1.328 LF115 2-07.3 LSBC107.10G7 2-7.0 2L 3L

2p 1.33 K6.2A4.T3 2-13.2 X;2L X;2R

2p 1.338 K6.2G8 2-43.4 2L 2R

2p 1.338 K20.4C9 2-41.9 - -

2p 1.338 K6.3B3.T7 2-56.7 - -

2p 1.377 AEG!23 2-30.4 2L 3L

2p 1.381 K20.3F9.SP6 2-23.6 2L 3L;2R

2p 1.39 LF342 2-30.1 K6.2D6.T3 2-17.5 2L 3L;2R

2p 1.398 K20.4F4.T7 2-21.5 X none

2p 1.42 K6.2H3.T3 2-32.4 2L 2R

2p 1.44 LF180 2-35.6 LF180 2-34.3 2L;3R 2L

2p 1.44 K6.2E6 2-60.8 - -

2p 1.44 K2.304.T7 2-32.0 - -

2p 1.4472 K2.33.T3 2-12.3 n/a n/a

2p 1.456 SDR 2-38.0 3R 2L

2p 1.495 LF124 2-39.5 2L none

2p 1.5 A13L975 2-30.1 K20.4E4.SP6 2-13.2 3L;2L 2R;3L

2p 1.53 InsRecp 2-23.0 3L X

2p 1.543 K2.76 2-16.6 2L X

2p 1.559 K20.4F8 2-36.22 2L 3L

2p 1.58 MUCI 2-28.1 2L 2R

2p 1.581 LF250 2-16.5 2L 3L

2p 1.662 MtATPsyn 2-23.0 2L 2R

2p 1.701 LF169 2-38.4 2L;3R X

2p 1.704 LF409 2-28.9 2L 2R;3L

2p 1.72 K20.4G11.SP6 2-19.9 X X
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2p 1.76 Chym 2-43.3 K20.4D6.T7 2-18.7 2L 2R;3L

2p 1.816 LF129 2-35.1 3R 2L

2p 1.817 TrypB 2-31.8 2L 2R;3L

2p 1.861 LF338 2-18.6 2L 3L

2p 1.90 K6.200B1 2-39.5 2L 3L

2p 1.95 K6.200B8 2-37.1 2L 2R;3L

2q 1.1039 NicPhRT 2-38.9 3R 2L

2q 1.1047 DDC 2-51.6 DDC 2-93.4 2L;3R 2R

2q 1.113 K6.50A5 2-64.3 3R 2L;2R

2q 1.114 LF248 2-49.4 K20.1A4.T7 2-81.4 3R;2R 2L;2R

2q 1.121 Ef2 2-59.8 3R 2L;3R

2q 1.1220 Sec61 2-37.8 X none

2q 1.128 K6.2C8 2-82.5 3R 2L

2q 1.137 K20.4C3 2-58.7 3R 2L

2q 1.14 K6.3H4 2-94.7 3R 2L

2q 1.14 K6.168E11 2-95.1 - -

2q 1.14 D6L600 2-61.8 K6.3G3 2-91.8 - -

2q 1.185 K6.3B7.T7 2-96.3 3R 2L;2R

2q 1.185 K20.4F5 2-93.5 - -

2q 1.185 K6.3A7.T7 2-92.1 - -

2q 1.204 D7 2-54.1 D7 2-96.6 3R 2L;3R

2q 1.207 K20.1B7 2-53.5 3R 2L

2q 1.213 F17M590 2-63.6 K6.168B11.T7 2-95.7 3R 2L

2q 1.230 K20.4D8 2-85.8 3R 2L

2q 1.244 LF335 2-49.1 3R 2L

2q 1.25 LF138 2-47.9 K6.3H10.T7 2-86.2 3R 2L

2q 1.25 F15L410 2-48.6 - -

2q 1.269 K20.4B4 2-81.3 2R 3R

2q 1.27 K20.4H1 2-80.5 3R;2L 2L

2q 1.27 K6.3F11 2-77.2 - -

2q 1.273 K20.4A1.SP6 2-81.5 3L none

2q 1.273 K6.200B11.T3 2-81.5 - -

2q 1.275 LF223 2-68.8 LF223 2-89.5 3R 2L

2q 1.286 RanGAP 2-68.8 K6.44E1 2-92.4 3R 2L

2q 1.29 CRALBP 2-54.4 3R none

2q 1.307 K20.3C4.T7 2-86.9 2R none

2q 1.316 B8M980 2-49.7 3R 2L

2q 1.43 K20.3C12 2-82.2 3R 2L

2q 1.434 K20.1B8 2-87.3 n/a n/a

2q 1.45 GS1 2-52.6 3R 2L

2q 1.457 K20.3C6 2-78.4 3R 2L;2R
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2q 1.48 LF357 2-48.3 3R;X;2L 2L

2q 1.496 K6.3F9 2-86.1 3R none

2q 1.504 wg 2-45.3 3R 2L

2q 1.507 CarboxA 2-24.0 3R 2L

2q 1.507 LF275 2-44.0 - -

2q 1.626 K6.2C2 2-84.6 3R 2L

2q 1.677 K6.122G5.T7 2-96.8 2L 3L

2q 1.768 K6.2E9 2-68.0 X X

2q 1.786 LF291 2-41.1 3R 2L

2q 1.80 K6.6A9 2-61.8 2R;3R 2L;3R

2q 1.811 K20.3A12 2-74.0 n/a n/a

2q 1.981 K6.2D3 2-73.1 n/a n/a

chr3 3p 1.107 K20.3B4.T7 3-22.0 3L 3L;3R

3p 1.110 K6.91B7.T7 3-25.3 2R none

3p 1.110 K6.168B9.T3 3-22.7 - -

3p 1.116 LF99a 3-20.6 LF99a 3-20.7 2R 3R

3p 1.116 Hsp70 3-46.0 - -

3p 1.131 K6.2D4 3-34.6 X;3L 2L

3p 1.141 LF111 3-19.0 K20.4A10.SP6 3-88.0 2R none

3p 1.146 LF253 3-16.7 2R none

3p 1.150 LF417 3-30.1 3L;2L none

3p 1.159 LF396 3-21.3 K6.2C7 3-14.1 2R X

3p 1.17 LF232 3-22.4 2R;3L 3R;2R

3p 1.174 K6.4B12 3-25.0 2R ; X 3R

3p 1.193 K20.4G2.SP6 3-29.1 2R 3R

3p 1.197 LF96 3-20.1 2R 3R

3p 1.21 K20.3C2.SP6 3-12.7 2R 3R;X;3L

3p 1.215 K6.6C9.T7 3-36.0 3R;2R 3R;2L

3p 1.288 AEGI28 3-14.6 3R 2L

3p 1.30 B19 3-13.6 2R;2L 3R;X

3p 1.301 LF347 3-0.0 LF347 3-04.2 2R none

3p 1.304 LF128 3-1.0 2R 3R;X

3p 1.305 LF227 3-17.4 LF227 3-13.0 2R 3R

3p 1.322 K6.3C4 3-21.3 X 3R;X

3p 1.339 K6.3C12.SP6 3-35.5 2R 3R

3p 1.344 K6.2F6.T3 3-40.7 2R;3L none

3p 1.358 K6.172G5.T3 3-09.8 X;2R 3R;X

3p 1.358 K6.3B2.T7 3-11.7 - -

3p 1.36 K6.3C12.T3 3-35.5 2L 2R

3p 1.365 K20.1B5.T7 3-12.1 n/a n/a
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3p 1.385 K6.3A3.T7 3-23.7 3R 2L

3p 1.403 MalI 3-21.2 2L 2R

3p 1.407 K20.4B2 3-25.7 2R 3R

3p 1.441 apoLP-II 3-25.0 2R 3R

3p 1.488 LF106 3-26.1 2R;2L 3R

3p 1.526 K6.3B9 3-08.6 n/a n/a

3p 1.57 K6.3A8.T7 3-11.3 X;2R 3R

3p 1.57 K16.1C12.SP6 3-27.7 - -

3p 1.590 K20.3A6 3-22.5 2R 3L

3p 1.6 K6.2D1 3-23.6 2L;3R 3L;2L;3R

3p 1.733 K20.4D7.SP6 3-12.3 3R

3p 1.754 K20.1A8.SP6 3-41.3 2R X

3p 1.766 LF103 3-23.5 3L 2R

3p 1.77 K6.172C6.T7 3-10.4 2L 3R

3p 1.8 K20.1A8.T7 3-41.3 2R;2L 3R;X

3p 1.8 K20.1B6.SP6 3-96.5 - -

3p 1.85 Rp49 3-24.8 K6.3G12 3-87.6 2R 3R;X

3p 1.87 K6.50A1.T7 3-08.7 3L;2L 2R

3p 1.94 VC 3-25.7 K6.3C5 3-14.4 2R;3R 3R;2L

3p 1.961 K20.1B4.SP6 3-09.1 2R none

3q 1.10 K6.3E7 3-92.3 3L 3R

3q 1.10 K6.168A7.T3 3-93.7 - -

3q 1.104 K20.4E1 3-65.0 3L 2R

3q 1.1067 K20.1B1.SP6 3-75.3 3L;2L 3L

3q 1.1067 K6.168E2 3-74.2 - -

3q 1.119 RNAhelic 3-44.0 K20.4A9.SP6 3-72.2 3L 2R;X

3q 1.1288 LF386 3-31.6 3L 3R

3q 1.13 LF377 3-54.5 K6.3F11 3-95.2 3L 3L;2R

3q 1.143 K6.6B7.T3 3-91.7 2L 3L

3q 1.1513 K6.2A7 3-75.5 n/a n/a

3q 1.179 LF296 3-31.4 2R none

3q 1.19 K6.3E8.T3 3-92.5 3L 3R

3q 1.201 Apy2 3-57.1 3L 3L;2R

3q 1.201 Apy1 3-57.1 Apy 3-80.6 - -

3q 1.203 K6.4C9.T7 3-53.9 3L 3L

3q 1.203 K6.3B6.T7 3-53.4 - -

3q 1.217 RpL31 3-50.0 K6.3G5 3-89.8 3L 2R

3q 1.221 CYP9J2 3-50.0 3L;2R 2R;3R

3q 1.233 K6.2B11 3-75.7 3L 2R;3R

3q 1.238 Dynein 3-48.0 3R;2R 2L;3R;3L
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3q 1.262 AspSyn 3-52.0 3R 3L;2L

3q 1.282 K6.4C9.T3 3-53.9 3L 3R

3q 1.282 K6.3B6.T3 3-53.4 - -

3q 1.290 AEGI10 3-37.1 3L;2R X;3R

3q 1.3 K20.3A7 3-80.2 2R;2L;3L X

3q 1.3 K6.4D3 3-11.3 - -

3q 1.3 K20.4A7 3-53.2 - -

3q 1.31 K6.53C9 3-57.3 2L 3L

3q 1.310 K14.3 3-64.5 2L;3L;3R 2R;3R

3q 1.3452 K20.4C2.SP6 3-77.0 n/a n/a

3q 1.353 K20.4C2.T7 3-77.0 3L 2R;3R

3q 1.359 K20.4A5.SP6 3-85.8 3L X

3q 1.386 LF316 3-28.8 3L;2L 2R;X

3q 1.394 LF352 3-48.6 3L 2R;X

3q 1.401 LF218 3-46.4 3L none

3q 1.430 K6.3G11.T7 3-49.4 3R 2R;3R

3q 1.451 K6.122G7 3-53.9 3L X

3q 1.465 nAcBP 1-44.5 K6.2A11.T3 3-71.3 3L 2R;3R

3q 1.470 PABP 3-64.2 3L 2R;3L

3q 1.486 K20.4B1.T7 3-53.9 3R 2R;3R

3q 1.506 LF108 3-38.1 K6.2B3 3-73.7 UNKN;3L;2L;2R none

3q 1.612 K6.5A3 3-94.2 2R 3L

3q 1.69 LF168 3-32.1 3L 2R

3q 1.772 K20.4F5.SP6 3-74.5 3L 2R;3L

3q 1.79 K6.3A6.T7 3-65.7 3L none

3q 1.83 K6.4B8 3-78.7 3L none

3q 1.86 LF323 3-43.7 LF323 3-83.1 3L 2R;3L;X

3q 1.876 K20.4D3 3-93.8 n/a n/a

3q 1.9 Ace1 3-30.4 K20.1A9 3-35.2 2R 2L;3R

3q 1.901 LF261 3-40.1 3L 2L

3q 1.901 TrypLate 3-25.0 - -

3q 1.98 M313 3-45.0 K20.4B5.SP6 3-78.8 3L 2L;2R

3q 1.98 def 3-47.2 K2.6.T7 2-44.0 - -

3q 1.99 Gpd-1 3-43.0 2R -

- Scaffold previously analyzed

n/a Non applicable – none or not enough genes to determine a main syntenic chromosom

none No obvious main chromosome
a

Physical locations indicate % distance from the end of the shorter chromosome arm (p-arm) to the end of the longer chromosome arm (q-arm).

Arm assignments were not established for chromosome 1.
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Table S4. Diversity and abundance of annotated transposable elements (TEs) in Aedes aegypti.  

TE family a No. of Elements  Copy  % of Genome b 
 Per Family a Number a,b  
Class I    
  LTR retrotransposons  26905 10.51 
        Ty1_copia 233 15826 4.31 
        Ty3_gypsy 179 4698 2.48 
        Pao_Bel 230 6381 3.72 
    
  Non-LTR retrotransposns  61936 14.37 
        CR1 42 4327 1.05 
        I 43 1892 0.67 
        Jockey 10 14175 3.75 
        L1 29 996 0.38 
        L2 7 868 0.19 
        LOA 7 5414 1.29 
        Loner 4 2638 0.94 
        Outcast 15 115 0.08 
        R1 9 6931 1.97 
        R4 1 301 0.05 
        RTE 6 24279 4.00 
    
  SINEs  101836 1.86 
        tRNA-related SINE 3 101836 1.86 
    
Class II    
  DNA transposon  12930 3.04 
       DD41D 2 11 0.00 
       hAT 13 110 0.32 
       ITmD37D 8 536 0.06 
       ITmD37E 17 5043 0.34 
       mariner 1 2 0.00 
       P 6 86 0.15 
       PIF 7 373 1.19 
       piggyBac 4 31 0.02 
       pogo 22 3471 0.72 
       Tc1 19 3267 0.24 
    
   MITEsc  419955 15.80 
       m3bp 8 33594 0.70 
       m4bp 18 85059 3.19 
       m8bp 21 53465 1.69 
       m9bp 2 9308 0.15 
       mTA 54 178870 6.94 
       otherMITEs 32 59659 3.12 
    
   Helitron 2 244 1.04 
    
Penelope d  1424 0.44 
  Penelope-like 8 1424 0.44 
    
Total Annotated TEs  1062 625230 47.07 
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a The following nomenclature was used: within a genome a TE consists of multiple copies 

generated by transposition events, a collection of these copies is an element and a family refers 

to a group of related TEs in the same or diverse organisms that usually share similar structure 

or conserved amino acid sequences in their transposases or reverse transcriptases. TEs have 

been deposited in TEfam, a relational database for submission, retrieval, and analysis of TEs 

(http://tefam.biochem.vt.edu). 

b Estimation of TE occupancy (% in the genome) and TE copy number was obtained as 

described (16) using RepeatMasker (Version 3.1.5) with WUblast as search engine under 

default setting and a genome size of 1.304 Gbp (Table S1), the size of mosquito specific 

scaffolds less the length of sequence gaps). To filter out short sequences that inflate the copy 

number, we used the following criteria. If the TE query was 500 bp or less, the total length of the 

copy assigned by RepeatMasker had to be greater than 100 bp to be counted. If the size of the 

TE query was greater than 500 bp, the length of the copy had to be greater than 20% of the 

length of the TE query to be counted. This filter was not implemented when estimating TE 

occupancy. The presence of “composite” TEs, which contain smaller “simple” TEs, could 

complicate the effort to assign genomic sequences to a certain TE. To address this problem, 

known “composite” TEs were masked after the genome was masked with the smaller “simple” 

TEs. 

c MITEs in this table include both the typical MITEs and non-coding DNA TEs that are larger 

than the typical MITEs. 

d Penelope is neither a Class I retrotransposon nor a Class II DNA element. 



Table S5. Gene-based microsynteny block statistics. 
 

 Aedes -Anopheles Aedes - Drosophila 

Number of microsynteny blocks 1345 799 

Total number of single copy orthologs in 
microsynteny blocks 

5265 1930 

Average number of single copy orthologs 
/ block 

3.9 2.4 

Maximum number of orthologs/block 24 17 

Median length of blocks (kbp) 156 / 32 81 / 10 

Total length of microsynteny blocks 
(Mbp) 

423 / 92 180 / 25 

Proportion of genome (%) 32% / 34% 14% / 19% 

Expansion factor 4.6 7.2 

 
 

The table shows comparison of pair-wise microsynteny between the two mosquitoes Ae. aegypti 

and An. gambiae, and Ae. aegypti and D. melanogaster, in terms of number of single-copy 

ortholog and genomic sequence span. 

 

 



Table S6. Integration of transcriptional evidence from 3 different platforms

Locus MPSS PASA Array

AAEL000001 1 1 1

AAEL000002 0 0 1

AAEL000003 1 1 1

AAEL000004 0 1 0

AAEL000005 1 1 1

AAEL000006 1 1 1

AAEL000007 0 0 0

AAEL000008 0 0 0

AAEL000009 0 0 0

AAEL000010 0 1 0

AAEL000011 0 0 1

AAEL000012 0 0 0

AAEL000013 0 1 0

AAEL000014 0 0 1

AAEL000015 1 1 0

AAEL000016 0 1 0

AAEL000017 0 1 0

AAEL000018 0 0 0

AAEL000019 0 1 1

AAEL000020 0 1 1

AAEL000021 0 1 1

AAEL000022 0 1 0

AAEL000023 0 1 0

AAEL000024 1 1 1

AAEL000025 1 1 1

AAEL000026 1 1 1

AAEL000027 0 0 0

AAEL000028 1 1 1

AAEL000029 1 1 1

AAEL000030 0 1 1

AAEL000031 0 0 0

AAEL000032 1 1 1

AAEL000033 0 1 1

AAEL000034 0 1 0

AAEL000035 0 0 1

AAEL000036 0 0 1

AAEL000037 0 1 1

AAEL000038 1 0 1

AAEL000039 0 0 0

AAEL000040 0 1 0

AAEL000041 0 0 1

AAEL000042 0 1 1

AAEL000043 0 0 0

AAEL000044 1 1 1

AAEL000045 0 0 1

AAEL000046 1 1 1

AAEL000047 0 0 1

AAEL000048 0 0 1

AAEL000049 0 1 1
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AAEL000050 1 1 0

AAEL000051 0 0 1

AAEL000052 0 0 0

AAEL000053 1 1 0

AAEL000054 0 1 1

AAEL000055 1 1 1

AAEL000056 0 0 0

AAEL000057 0 0 1

AAEL000058 0 1 0

AAEL000059 0 1 1

AAEL000060 0 0 0

AAEL000061 0 1 0

AAEL000062 0 1 0

AAEL000063 0 0 0

AAEL000064 1 1 1

AAEL000065 1 1 0

AAEL000066 0 0 1

AAEL000067 0 0 0

AAEL000068 0 1 0

AAEL000069 0 0 0

AAEL000070 0 1 0

AAEL000071 0 0 1

AAEL000072 0 0 0

AAEL000073 0 1 0

AAEL000074 1 1 1

AAEL000075 0 0 0

AAEL000076 0 1 1

AAEL000077 0 1 1

AAEL000078 0 0 0

AAEL000079 0 1 0

AAEL000080 1 1 1

AAEL000081 1 1 1

AAEL000082 0 0 1

AAEL000083 0 0 1

AAEL000084 1 1 0

AAEL000085 0 0 1

AAEL000086 0 0 0

AAEL000087 1 1 1

AAEL000088 0 1 1

AAEL000089 0 0 1

AAEL000090 1 1 1

AAEL000091 1 1 1

AAEL000092 1 1 1

AAEL000093 1 1 1

AAEL000094 0 1 1

AAEL000095 0 0 0

AAEL000096 0 0 0

AAEL000097 0 0 0

AAEL000098 0 1 1

AAEL000099 1 1 0

AAEL000100 1 0 1
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AAEL000101 0 1 1

AAEL000102 0 1 1

AAEL000103 0 0 1

AAEL000104 0 0 0

AAEL000105 1 1 1

AAEL000106 0 1 0

AAEL000107 0 1 1

AAEL000108 0 1 0

AAEL000109 1 1 1

AAEL000110 0 0 1

AAEL000111 0 1 1

AAEL000112 0 0 0

AAEL000113 0 0 0

AAEL000114 0 0 0

AAEL000115 0 1 1

AAEL000116 0 1 0

AAEL000117 0 0 1

AAEL000118 0 1 1

AAEL000119 0 1 1

AAEL000120 0 0 0

AAEL000121 0 0 1

AAEL000122 0 1 0

AAEL000123 0 1 0

AAEL000124 0 1 1

AAEL000125 0 1 1

AAEL000126 0 1 0

AAEL000127 1 0 1

AAEL000128 0 1 1

AAEL000129 0 0 1

AAEL000130 0 0 1

AAEL000131 0 1 1

AAEL000132 0 0 1

AAEL000133 0 0 0

AAEL000134 0 0 0

AAEL000135 0 1 1

AAEL000136 0 1 1

AAEL000137 1 1 1

AAEL000138 0 1 1

AAEL000139 0 0 1

AAEL000140 0 1 0

AAEL000141 0 0 0

AAEL000142 1 0 1

AAEL000143 1 1 1

AAEL000144 0 0 1

AAEL000145 0 0 0

AAEL000146 0 1 0

AAEL000147 1 1 1

AAEL000148 0 1 0

AAEL000149 1 1 1

AAEL000150 0 0 0

AAEL000151 0 0 1
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AAEL000152 0 0 0

AAEL000153 0 0 1

AAEL000154 1 1 0

AAEL000155 0 0 0

AAEL000156 0 0 0

AAEL000157 0 1 1

AAEL000158 0 0 1

AAEL000159 0 1 1

AAEL000160 0 0 0

AAEL000161 0 0 0

AAEL000162 0 0 1

AAEL000163 1 1 1

AAEL000164 0 1 0

AAEL000165 0 0 1

AAEL000166 0 0 0

AAEL000167 0 0 0

AAEL000168 0 0 0

AAEL000169 0 0 1

AAEL000170 1 1 0

AAEL000171 1 0 0

AAEL000172 1 0 1

AAEL000173 0 1 1

AAEL000174 0 1 0

AAEL000175 0 1 1

AAEL000176 0 0 0

AAEL000177 1 1 1

AAEL000178 1 1 1

AAEL000179 1 1 1

AAEL000180 0 1 1

AAEL000181 0 1 0

AAEL000182 1 1 1

AAEL000183 0 1 0

AAEL000184 1 1 1

AAEL000185 1 0 1

AAEL000186 1 1 1

AAEL000187 1 0 0

AAEL000188 0 0 0

AAEL000189 0 0 0

AAEL000190 0 0 0

AAEL000191 0 1 1

AAEL000192 0 0 0

AAEL000193 1 1 1

AAEL000194 0 1 1

AAEL000195 0 0 0

AAEL000196 0 1 1

AAEL000197 0 0 1

AAEL000198 0 0 0

AAEL000199 1 1 1

AAEL000200 1 1 1

AAEL000201 0 0 1

AAEL000202 0 0 0
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AAEL000203 0 0 0

AAEL000204 1 1 1

AAEL000205 0 0 0

AAEL000206 0 1 1

AAEL000207 0 0 0

AAEL000208 1 1 1

AAEL000209 0 1 0

AAEL000210 0 1 1

AAEL000211 0 1 1

AAEL000212 1 1 1

AAEL000213 0 1 1

AAEL000214 0 1 0

AAEL000215 1 1 1

AAEL000216 0 0 1

AAEL000217 0 1 0

AAEL000218 0 0 0

AAEL000219 0 1 1

AAEL000220 0 0 0

AAEL000221 1 1 1

AAEL000222 0 1 1

AAEL000223 0 1 1

AAEL000224 0 0 0

AAEL000225 0 0 0

AAEL000226 0 1 1

AAEL000227 0 1 1

AAEL000228 0 1 1

AAEL000229 1 1 1

AAEL000230 1 1 1

AAEL000231 1 1 1

AAEL000232 0 0 0

AAEL000233 0 1 1

AAEL000234 0 1 1

AAEL000235 0 1 1

AAEL000236 0 0 1

AAEL000237 0 1 1

AAEL000238 0 1 0

AAEL000239 0 0 0

AAEL000240 0 1 1

AAEL000241 1 1 1

AAEL000242 0 0 1

AAEL000243 0 0 1

AAEL000244 1 1 0

AAEL000245 1 1 1

AAEL000246 0 1 0

AAEL000247 1 0 0

AAEL000248 1 1 1

AAEL000249 0 0 1

AAEL000250 0 0 0

AAEL000251 0 0 0

AAEL000252 0 1 1

AAEL000253 0 0 1
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AAEL000254 0 0 0

AAEL000255 0 1 1

AAEL000256 0 1 1

AAEL000257 0 1 1

AAEL000258 0 1 1

AAEL000259 0 0 1

AAEL000260 0 1 1

AAEL000261 1 1 0

AAEL000262 1 1 1

AAEL000263 0 1 0

AAEL000264 1 1 1

AAEL000265 0 1 1

AAEL000266 0 0 1

AAEL000267 0 1 1

AAEL000268 0 1 0

AAEL000269 1 1 0

AAEL000270 1 1 1

AAEL000271 1 1 1

AAEL000272 0 1 1

AAEL000273 0 0 0

AAEL000274 0 0 1

AAEL000275 0 0 0

AAEL000276 0 1 0

AAEL000277 1 0 1

AAEL000278 1 1 1

AAEL000279 0 1 1

AAEL000280 0 0 0

AAEL000281 0 1 1

AAEL000282 0 1 1

AAEL000283 1 0 1

AAEL000284 0 1 1

AAEL000285 0 1 1

AAEL000286 0 0 0

AAEL000287 0 1 1

AAEL000288 0 1 1

AAEL000289 1 1 1

AAEL000290 0 1 1

AAEL000291 0 0 1

AAEL000292 1 1 1

AAEL000293 1 1 1

AAEL000294 1 1 1

AAEL000295 1 1 1

AAEL000296 0 0 0

AAEL000297 1 1 1

AAEL000298 0 0 1

AAEL000299 1 1 1

AAEL000300 0 1 1

AAEL000301 1 1 1

AAEL000302 0 0 0

AAEL000303 0 0 1

AAEL000304 0 1 1
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AAEL000305 0 0 0

AAEL000306 0 0 0

AAEL000307 0 0 1

AAEL000308 0 0 1

AAEL000309 0 1 1

AAEL000310 0 1 1

AAEL000311 1 1 1

AAEL000312 0 1 0

AAEL000313 0 1 1

AAEL000314 0 1 0

AAEL000315 1 1 1

AAEL000316 0 1 1

AAEL000317 0 1 0

AAEL000318 0 0 0

AAEL000319 0 0 0

AAEL000320 0 0 1

AAEL000321 0 1 0

AAEL000322 1 1 1

AAEL000323 0 0 1

AAEL000324 0 1 0

AAEL000325 1 0 0

AAEL000326 0 0 0

AAEL000327 0 1 0

AAEL000328 0 1 1

AAEL000329 0 0 0

AAEL000330 1 0 1

AAEL000331 0 0 1

AAEL000332 0 1 1

AAEL000333 0 1 1

AAEL000334 0 1 1

AAEL000335 1 1 1

AAEL000336 0 1 0

AAEL000337 0 1 1

AAEL000338 0 1 0

AAEL000339 0 0 1

AAEL000340 0 0 0

AAEL000341 0 0 0

AAEL000342 0 0 1

AAEL000343 1 1 0

AAEL000344 0 1 0

AAEL000345 0 1 0

AAEL000346 0 0 1

AAEL000347 0 0 0

AAEL000348 0 1 1

AAEL000349 0 0 1

AAEL000350 0 0 1

AAEL000351 0 0 0

AAEL000352 0 1 1

AAEL000353 0 0 0

AAEL000354 0 1 1

AAEL000355 0 0 0
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AAEL000356 0 0 0

AAEL000357 0 1 0

AAEL000358 0 0 0

AAEL000359 0 0 0

AAEL000360 0 1 0

AAEL000361 0 1 1

AAEL000362 0 1 0

AAEL000363 0 1 0

AAEL000364 0 1 1

AAEL000365 0 0 0

AAEL000366 0 1 0

AAEL000367 0 0 0

AAEL000368 0 1 1

AAEL000369 0 1 1

AAEL000370 0 1 1

AAEL000371 0 0 0

AAEL000372 1 1 1

AAEL000373 0 0 1

AAEL000374 0 1 1

AAEL000375 0 0 1

AAEL000376 0 1 1

AAEL000377 1 1 0

AAEL000378 0 1 1

AAEL000379 0 0 0

AAEL000380 0 0 0

AAEL000381 0 0 0

AAEL000382 0 0 0

AAEL000383 0 0 1

AAEL000384 0 0 1

AAEL000385 1 1 0

AAEL000386 1 1 1

AAEL000387 0 1 1

AAEL000388 0 1 1

AAEL000389 0 0 0

AAEL000390 0 0 0

AAEL000391 0 0 1

AAEL000392 1 1 1

AAEL000393 0 0 1

AAEL000394 1 1 0

AAEL000395 1 1 1

AAEL000396 0 1 1

AAEL000397 0 1 1

AAEL000398 0 0 0

AAEL000399 1 1 1

AAEL000400 0 0 1

AAEL000401 1 1 0

AAEL000402 0 0 1

AAEL000403 0 0 0

AAEL000404 1 1 1

AAEL000405 0 0 1

AAEL000406 0 1 1
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AAEL000407 1 1 1

AAEL000408 0 1 1

AAEL000409 0 0 0

AAEL000410 0 1 1

AAEL000411 0 1 1

AAEL000412 1 1 1

AAEL000413 0 0 0

AAEL000414 0 0 0

AAEL000415 1 1 1

AAEL000416 1 1 1

AAEL000417 0 0 1

AAEL000418 0 1 1

AAEL000419 0 0 1

AAEL000420 1 1 1

AAEL000421 1 1 1

AAEL000422 1 1 1

AAEL000423 0 0 1

AAEL000424 1 1 1

AAEL000425 0 1 1

AAEL000426 0 0 0

AAEL000427 1 1 0

AAEL000428 1 1 1

AAEL000429 1 1 1

AAEL000430 1 0 1

AAEL000431 1 1 1

AAEL000432 0 0 0

AAEL000433 0 1 1

AAEL000434 1 1 1

AAEL000435 1 1 1

AAEL000436 1 1 1

AAEL000437 0 0 1

AAEL000438 0 1 0

AAEL000439 0 1 1

AAEL000440 1 1 1

AAEL000441 0 0 0

AAEL000442 1 0 1

AAEL000443 0 1 1

AAEL000444 0 1 1

AAEL000445 1 1 1

AAEL000446 1 0 1

AAEL000447 0 1 0

AAEL000448 1 1 0

AAEL000449 0 0 1

AAEL000450 1 1 0

AAEL000451 0 1 1

AAEL000452 1 1 0

AAEL000453 0 0 1

AAEL000454 1 1 1

AAEL000455 0 1 0

AAEL000456 0 1 0

AAEL000457 0 1 1
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AAEL000458 0 1 1

AAEL000459 1 1 1

AAEL000460 0 1 1

AAEL000461 1 1 0

AAEL000462 0 0 0

AAEL000463 0 1 0

AAEL000464 0 1 1

AAEL000465 1 1 1

AAEL000466 0 0 1

AAEL000467 1 1 1

AAEL000468 0 0 0

AAEL000469 1 1 0

AAEL000470 0 1 0

AAEL000471 0 1 0

AAEL000472 1 1 1

AAEL000473 0 0 1

AAEL000474 0 0 0

AAEL000475 0 1 1

AAEL000476 0 1 1

AAEL000477 1 1 1

AAEL000478 1 1 1

AAEL000479 0 1 0

AAEL000480 0 0 0

AAEL000481 1 0 0

AAEL000482 0 0 1

AAEL000483 0 1 1

AAEL000484 0 1 0

AAEL000485 0 1 1

AAEL000486 1 1 1

AAEL000487 0 1 1

AAEL000488 0 1 0

AAEL000489 0 1 0

AAEL000490 0 0 1

AAEL000491 0 0 0

AAEL000492 0 0 1

AAEL000493 0 0 0

AAEL000494 0 0 1

AAEL000495 0 0 1

AAEL000496 0 1 0

AAEL000497 0 0 1

AAEL000498 0 0 1

AAEL000499 1 1 1

AAEL000500 1 1 1

AAEL000501 0 0 1

AAEL000502 0 1 1

AAEL000503 1 0 1

AAEL000504 0 0 1

AAEL000505 1 1 0

AAEL000506 0 0 1

AAEL000507 1 1 0

AAEL000508 1 1 1
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AAEL000509 0 1 1

AAEL000510 0 1 1

AAEL000511 1 1 0

AAEL000512 0 0 0

AAEL000513 0 0 1

AAEL000514 0 1 0

AAEL000515 0 1 1

AAEL000516 1 1 1

AAEL000517 0 0 1

AAEL000518 0 0 1

AAEL000519 0 0 0

AAEL000520 0 0 1

AAEL000521 0 1 1

AAEL000522 0 0 0

AAEL000523 0 0 0

AAEL000524 0 0 0

AAEL000525 0 0 1

AAEL000526 0 0 0

AAEL000527 1 1 1

AAEL000528 0 0 0

AAEL000529 0 0 0

AAEL000530 0 1 0

AAEL000531 1 1 1

AAEL000532 0 0 0

AAEL000533 1 1 1

AAEL000534 0 0 0

AAEL000535 0 0 1

AAEL000536 0 1 0

AAEL000537 0 0 0

AAEL000538 0 0 0

AAEL000539 0 0 1

AAEL000540 1 1 1

AAEL000541 0 1 1

AAEL000542 0 0 0

AAEL000543 0 1 0

AAEL000544 0 1 1

AAEL000545 0 0 1

AAEL000546 0 1 0

AAEL000547 0 0 0

AAEL000548 0 1 1

AAEL000549 1 1 1

AAEL000550 0 0 1

AAEL000551 1 1 1

AAEL000552 0 0 1

AAEL000553 0 1 0

AAEL000554 0 1 1

AAEL000555 0 0 1

AAEL000556 0 1 1

AAEL000557 1 1 1

AAEL000558 0 1 0

AAEL000559 1 1 0
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AAEL000560 0 1 0

AAEL000561 0 1 1

AAEL000562 1 1 1

AAEL000563 1 0 0

AAEL000564 1 1 1

AAEL000565 0 1 0

AAEL000566 0 1 0

AAEL000567 1 1 1

AAEL000568 0 1 1

AAEL000569 0 1 0

AAEL000570 0 0 1

AAEL000571 0 1 0

AAEL000572 1 1 1

AAEL000573 0 0 0

AAEL000574 1 1 1

AAEL000575 1 1 1

AAEL000576 0 0 1

AAEL000577 0 1 0

AAEL000578 1 1 0

AAEL000579 0 1 1

AAEL000580 0 0 0

AAEL000581 0 1 0

AAEL000582 0 0 0

AAEL000583 0 1 1

AAEL000584 0 1 0

AAEL000585 0 0 1

AAEL000586 0 0 1

AAEL000587 0 0 1

AAEL000588 0 0 1

AAEL000589 1 1 0

AAEL000590 1 1 1

AAEL000591 1 1 0

AAEL000592 0 0 0

AAEL000593 0 1 1

AAEL000594 0 1 1

AAEL000595 0 1 0

AAEL000596 1 1 1

AAEL000597 0 0 1

AAEL000598 0 1 1

AAEL000599 0 0 1

AAEL000600 0 0 0

AAEL000601 0 1 1

AAEL000602 1 1 1

AAEL000603 0 0 1

AAEL000604 1 1 1

AAEL000605 0 1 1

AAEL000606 0 0 0

AAEL000607 0 0 0

AAEL000608 1 0 1

AAEL000609 0 1 0

AAEL000610 0 0 0
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AAEL000611 0 1 1

AAEL000612 0 0 1

AAEL000613 0 0 0

AAEL000614 0 0 0

AAEL000615 0 0 0

AAEL000616 0 0 1

AAEL000617 0 0 0

AAEL000618 0 0 0

AAEL000619 0 0 0

AAEL000620 0 0 1

AAEL000621 0 1 1

AAEL000622 1 0 0

AAEL000623 0 1 0

AAEL000624 0 0 0

AAEL000625 0 1 1

AAEL000626 0 1 1

AAEL000627 0 0 1

AAEL000628 0 0 1

AAEL000629 0 1 1

AAEL000630 0 1 0

AAEL000631 0 0 1

AAEL000632 0 1 1

AAEL000633 0 0 1

AAEL000634 0 0 1

AAEL000635 0 1 1

AAEL000636 1 1 1

AAEL000637 0 0 0

AAEL000638 0 0 1

AAEL000639 0 1 1

AAEL000640 0 1 1

AAEL000641 1 1 1

AAEL000642 1 1 0

AAEL000643 1 1 1

AAEL000644 0 0 1

AAEL000645 0 1 1

AAEL000646 1 0 0

AAEL000647 1 0 1

AAEL000648 0 0 1

AAEL000649 0 1 1

AAEL000650 0 1 1

AAEL000651 1 1 1

AAEL000652 0 0 0

AAEL000653 0 1 0

AAEL000654 0 0 0

AAEL000655 1 1 1

AAEL000656 0 0 0

AAEL000657 1 1 1

AAEL000658 0 0 1

AAEL000659 0 1 1

AAEL000660 0 1 0

AAEL000661 1 1 0
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AAEL000662 0 1 1

AAEL000663 0 0 0

AAEL000664 0 1 0

AAEL000665 0 1 1

AAEL000666 0 1 1

AAEL000667 1 1 1

AAEL000668 0 1 1

AAEL000669 1 1 1

AAEL000670 0 1 1

AAEL000671 0 0 1

AAEL000672 1 1 0

AAEL000673 1 1 1

AAEL000674 1 1 1

AAEL000675 0 0 1

AAEL000676 0 0 0

AAEL000677 1 1 1

AAEL000678 0 1 0

AAEL000679 1 1 1

AAEL000680 0 1 0

AAEL000681 0 0 1

AAEL000682 1 1 0

AAEL000683 0 0 0

AAEL000684 0 0 0

AAEL000685 1 1 1

AAEL000686 0 0 0

AAEL000687 0 1 1

AAEL000688 0 0 0

AAEL000689 0 1 1

AAEL000690 0 0 0

AAEL000691 0 0 0

AAEL000692 0 1 1

AAEL000693 0 1 0

AAEL000694 0 0 0

AAEL000695 1 0 0

AAEL000696 0 1 0

AAEL000697 0 1 1

AAEL000698 0 1 1

AAEL000699 0 0 1

AAEL000700 0 0 0

AAEL000701 0 0 1

AAEL000702 0 1 1

AAEL000703 1 1 1

AAEL000704 0 1 1

AAEL000705 0 1 1

AAEL000706 1 1 1

AAEL000707 1 1 0

AAEL000708 0 1 1

AAEL000709 1 1 1

AAEL000710 0 0 0

AAEL000711 0 1 1

AAEL000712 0 0 0
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AAEL000713 1 0 1

AAEL000714 0 0 0

AAEL000715 1 1 0

AAEL000716 1 1 0

AAEL000717 0 0 1

AAEL000718 0 0 1

AAEL000719 0 1 0

AAEL000720 1 1 0

AAEL000721 0 0 0

AAEL000722 1 1 0

AAEL000723 0 0 1

AAEL000724 1 1 0

AAEL000725 1 0 1

AAEL000726 0 1 1

AAEL000727 0 1 1

AAEL000728 0 1 0

AAEL000729 0 0 1

AAEL000730 1 1 1

AAEL000731 0 0 1

AAEL000732 0 1 1

AAEL000733 0 1 1

AAEL000734 0 0 0

AAEL000735 1 1 1

AAEL000736 0 0 0

AAEL000737 0 1 1

AAEL000738 0 0 0

AAEL000739 1 1 1

AAEL000740 0 0 1

AAEL000741 0 0 0

AAEL000742 0 0 0

AAEL000743 1 1 0

AAEL000744 1 1 1

AAEL000745 0 0 1

AAEL000746 1 1 1

AAEL000747 0 1 0

AAEL000748 0 1 1

AAEL000749 1 1 1

AAEL000750 1 1 1

AAEL000751 0 0 0

AAEL000752 1 1 1

AAEL000753 1 1 0

AAEL000754 0 0 0

AAEL000755 0 1 1

AAEL000756 0 1 0

AAEL000757 0 1 1

AAEL000758 1 1 1

AAEL000759 0 1 1

AAEL000760 0 1 1

AAEL000761 1 1 0

AAEL000762 1 1 1

AAEL000763 1 1 1
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AAEL000764 0 0 0

AAEL000765 0 0 1

AAEL000766 1 0 1

AAEL000767 1 1 1

AAEL000768 0 1 0

AAEL000769 1 0 1

AAEL000770 0 1 1

AAEL000771 0 0 0

AAEL000772 0 1 1

AAEL000773 0 1 0

AAEL000774 0 0 0

AAEL000775 0 0 1

AAEL000776 1 1 1

AAEL000777 0 0 1

AAEL000778 0 0 1

AAEL000779 0 1 0

AAEL000780 0 0 1

AAEL000781 0 1 0

AAEL000782 1 1 1

AAEL000783 0 1 1

AAEL000784 0 0 1

AAEL000785 0 1 1

AAEL000786 0 1 1

AAEL000787 0 1 1

AAEL000788 1 0 0

AAEL000789 0 0 0

AAEL000790 0 0 1

AAEL000791 1 1 1

AAEL000792 0 1 1

AAEL000793 1 1 1

AAEL000794 1 1 1

AAEL000795 0 0 0

AAEL000796 0 1 1

AAEL000797 0 1 1

AAEL000798 1 0 1

AAEL000799 0 0 1

AAEL000800 0 1 1

AAEL000801 0 0 0

AAEL000802 0 1 1

AAEL000803 0 0 0

AAEL000804 1 1 0

AAEL000805 0 0 1

AAEL000806 0 0 0

AAEL000807 1 1 0

AAEL000808 0 0 0

AAEL000809 0 0 0

AAEL000810 0 0 0

AAEL000811 0 1 1

AAEL000812 1 1 0

AAEL000813 0 1 1

AAEL000814 0 0 0
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AAEL000815 1 1 1

AAEL000816 1 1 1

AAEL000817 0 0 1

AAEL000818 0 0 0

AAEL000819 1 0 0

AAEL000820 0 1 1

AAEL000821 1 1 1

AAEL000822 0 0 1

AAEL000823 1 1 0

AAEL000824 0 1 0

AAEL000825 0 1 1

AAEL000826 0 0 1

AAEL000827 0 1 0

AAEL000828 0 1 0

AAEL000829 0 0 1

AAEL000830 0 0 1

AAEL000831 0 0 0

AAEL000832 0 1 0

AAEL000833 1 1 0

AAEL000834 0 1 1

AAEL000835 0 1 0

AAEL000836 0 1 1

AAEL000837 0 1 0

AAEL000838 0 1 0

AAEL000839 1 1 0

AAEL000840 0 1 0

AAEL000841 0 1 0

AAEL000842 0 1 1

AAEL000843 0 0 1

AAEL000844 0 0 1

AAEL000845 0 1 0

AAEL000846 0 1 0

AAEL000847 1 1 1

AAEL000848 0 1 1

AAEL000849 0 0 0

AAEL000850 0 0 0

AAEL000851 0 1 0

AAEL000852 1 0 1

AAEL000853 1 0 1

AAEL000854 0 1 1

AAEL000855 0 1 1

AAEL000856 0 1 1

AAEL000857 1 1 0

AAEL000858 0 1 1

AAEL000859 1 1 1

AAEL000860 0 1 0

AAEL000861 0 1 1

AAEL000862 0 1 0

AAEL000863 0 0 1

AAEL000864 0 0 1

AAEL000865 0 1 1
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AAEL000866 0 0 1

AAEL000867 1 0 0

AAEL000868 0 0 0

AAEL000869 0 1 0

AAEL000870 0 1 1

AAEL000871 0 1 0

AAEL000872 0 0 0

AAEL000873 0 0 0

AAEL000874 1 1 0

AAEL000875 1 1 0

AAEL000876 0 0 0

AAEL000877 0 0 0

AAEL000878 0 1 1

AAEL000879 0 1 1

AAEL000880 1 1 0

AAEL000881 0 0 1

AAEL000882 0 0 1

AAEL000883 1 1 0

AAEL000884 0 1 0

AAEL000885 0 0 0

AAEL000886 1 1 1

AAEL000887 0 1 0

AAEL000888 1 1 1

AAEL000889 0 1 0

AAEL000890 0 1 1

AAEL000891 0 0 1

AAEL000892 0 0 1

AAEL000893 0 1 1

AAEL000894 0 0 0

AAEL000895 0 1 1

AAEL000896 1 1 0

AAEL000897 1 1 0

AAEL000898 1 1 1

AAEL000899 0 0 1

AAEL000900 0 1 1

AAEL000901 0 0 1

AAEL000902 0 0 1

AAEL000903 1 1 1

AAEL000904 0 1 1

AAEL000905 1 0 0

AAEL000906 0 1 0

AAEL000907 0 0 0

AAEL000908 0 0 1

AAEL000909 0 1 1

AAEL000910 1 1 1

AAEL000911 0 0 0

AAEL000912 0 0 0

AAEL000913 0 0 1

AAEL000914 0 1 1

AAEL000915 1 1 1

AAEL000916 0 0 1
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AAEL000917 0 0 0

AAEL000918 0 1 1

AAEL000919 0 0 0

AAEL000920 0 0 1

AAEL000921 0 0 1

AAEL000922 0 1 1

AAEL000923 1 1 1

AAEL000924 0 1 1

AAEL000925 0 0 1

AAEL000926 0 0 0

AAEL000927 0 0 1

AAEL000928 0 0 0

AAEL000929 0 0 0

AAEL000930 1 1 1

AAEL000931 0 1 1

AAEL000932 0 1 0

AAEL000933 0 0 1

AAEL000934 1 1 1

AAEL000935 0 1 0

AAEL000936 0 1 1

AAEL000937 0 1 1

AAEL000938 0 1 1

AAEL000939 0 1 1

AAEL000940 1 1 1

AAEL000941 1 1 1

AAEL000942 0 1 1

AAEL000943 0 1 0

AAEL000944 0 1 0

AAEL000945 0 0 1

AAEL000946 0 0 1

AAEL000947 1 1 1

AAEL000948 1 0 1

AAEL000949 0 1 0

AAEL000950 1 1 1

AAEL000951 1 1 1

AAEL000952 1 1 0

AAEL000953 0 1 1

AAEL000954 0 1 0

AAEL000955 0 1 1

AAEL000956 1 1 1

AAEL000957 0 1 1

AAEL000958 1 1 1

AAEL000959 0 0 1

AAEL000960 0 1 0

AAEL000961 1 1 1

AAEL000962 0 1 0

AAEL000963 1 1 1

AAEL000964 1 1 1

AAEL000965 1 1 1

AAEL000966 0 0 1

AAEL000967 0 0 0
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AAEL000968 0 0 1

AAEL000969 0 0 1

AAEL000970 0 0 0

AAEL000971 0 1 0

AAEL000972 0 0 1

AAEL000973 1 0 0

AAEL000974 0 0 0

AAEL000975 0 1 0

AAEL000976 0 0 1

AAEL000977 0 0 1

AAEL000978 1 0 1

AAEL000979 0 1 0

AAEL000980 0 1 1

AAEL000981 0 1 1

AAEL000982 1 1 1

AAEL000983 1 1 1

AAEL000984 1 1 1

AAEL000985 0 1 0

AAEL000986 1 1 1

AAEL000987 1 1 1

AAEL000988 0 1 0

AAEL000989 0 0 0

AAEL000990 0 0 0

AAEL000991 0 0 0

AAEL000992 0 1 0

AAEL000993 0 0 0

AAEL000994 0 1 1

AAEL000995 0 1 0

AAEL000996 1 1 1

AAEL000997 0 0 1

AAEL000998 0 1 0

AAEL000999 1 1 1

AAEL001000 0 0 0

AAEL001001 0 1 1

AAEL001002 0 0 0

AAEL001003 0 0 1

AAEL001004 1 1 0

AAEL001005 0 1 1

AAEL001006 1 0 0

AAEL001007 1 1 0

AAEL001008 0 1 0

AAEL001009 0 0 0

AAEL001010 0 0 0

AAEL001011 0 1 1

AAEL001012 0 1 0

AAEL001013 0 1 1

AAEL001014 1 1 0

AAEL001015 0 0 0

AAEL001016 1 1 1

AAEL001017 1 1 0

AAEL001018 0 0 0
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AAEL001019 0 1 1

AAEL001020 1 1 1

AAEL001021 0 0 0

AAEL001022 0 1 1

AAEL001023 0 0 1

AAEL001024 1 1 1

AAEL001025 0 0 0

AAEL001026 0 0 1

AAEL001027 0 1 0

AAEL001028 0 0 1

AAEL001029 1 1 1

AAEL001030 0 1 1

AAEL001031 0 1 1

AAEL001032 1 1 1

AAEL001033 1 1 1

AAEL001034 0 0 0

AAEL001035 0 0 0

AAEL001036 0 1 1

AAEL001037 1 1 1

AAEL001038 1 1 1

AAEL001039 0 1 0

AAEL001040 0 0 0

AAEL001041 0 1 0

AAEL001042 0 0 1

AAEL001043 0 0 0

AAEL001044 1 1 1

AAEL001045 0 0 0

AAEL001046 0 1 0

AAEL001047 1 1 1

AAEL001048 0 1 1

AAEL001049 0 0 0

AAEL001050 0 1 0

AAEL001051 0 0 0

AAEL001052 1 1 0

AAEL001053 0 1 0

AAEL001054 1 1 1

AAEL001055 0 0 0

AAEL001056 1 1 1

AAEL001057 1 0 1

AAEL001058 0 1 1

AAEL001059 0 0 0

AAEL001060 0 1 0

AAEL001061 1 0 1

AAEL001062 0 1 1

AAEL001063 0 1 1

AAEL001064 0 0 0

AAEL001065 0 1 1

AAEL001066 0 1 1

AAEL001067 0 1 0

AAEL001068 0 1 0

AAEL001069 1 1 0
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AAEL001070 0 0 0

AAEL001071 0 0 1

AAEL001072 0 0 1

AAEL001073 0 0 1

AAEL001074 0 0 0

AAEL001075 0 0 0

AAEL001076 0 0 0

AAEL001077 1 1 1

AAEL001078 1 1 1

AAEL001079 0 0 0

AAEL001080 1 1 1

AAEL001081 0 0 0

AAEL001082 1 1 1

AAEL001083 0 0 1

AAEL001084 1 1 1

AAEL001085 1 0 1

AAEL001086 0 0 1

AAEL001087 1 1 1

AAEL001088 0 1 1

AAEL001089 0 0 1

AAEL001090 1 1 0

AAEL001091 1 1 0

AAEL001092 1 1 1

AAEL001093 0 1 1

AAEL001094 0 1 1

AAEL001095 0 1 0

AAEL001096 0 1 1

AAEL001097 0 1 0

AAEL001098 1 1 1

AAEL001099 1 1 0

AAEL001100 0 1 0

AAEL001101 1 1 1

AAEL001102 1 1 1

AAEL001103 0 1 1

AAEL001104 0 1 0

AAEL001105 0 1 1

AAEL001106 0 0 0

AAEL001107 0 0 1

AAEL001108 0 1 1

AAEL001109 0 1 1

AAEL001110 0 0 0

AAEL001111 1 1 1

AAEL001112 1 1 0

AAEL001113 1 1 1

AAEL001114 1 1 1

AAEL001115 0 0 1

AAEL001116 0 1 1

AAEL001117 0 0 1

AAEL001118 0 0 1

AAEL001119 1 0 0

AAEL001120 0 1 1
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AAEL001121 0 0 1

AAEL001122 0 1 1

AAEL001123 0 0 0

AAEL001124 0 1 1

AAEL001125 0 0 1

AAEL001126 1 1 1

AAEL001127 1 0 1

AAEL001128 1 1 0

AAEL001129 1 1 1

AAEL001130 0 0 0

AAEL001131 0 0 1

AAEL001132 1 1 1

AAEL001133 1 1 1

AAEL001134 1 1 1

AAEL001135 0 1 0

AAEL001136 0 0 0

AAEL001137 0 0 0

AAEL001138 1 0 1

AAEL001139 0 0 0

AAEL001140 0 0 0

AAEL001141 1 1 1

AAEL001142 1 1 1

AAEL001143 1 1 1

AAEL001144 0 1 0

AAEL001145 1 1 0

AAEL001146 1 0 0

AAEL001147 0 1 1

AAEL001148 0 1 0

AAEL001149 0 0 1

AAEL001150 0 1 0

AAEL001151 0 1 1

AAEL001152 0 1 1

AAEL001153 0 0 0

AAEL001154 1 1 1

AAEL001155 1 1 0

AAEL001156 0 1 1

AAEL001157 0 1 1

AAEL001158 1 1 1

AAEL001159 0 1 0

AAEL001160 0 1 1

AAEL001161 0 0 1

AAEL001162 0 1 1

AAEL001163 0 1 1

AAEL001164 1 1 1

AAEL001165 1 1 1

AAEL001166 1 1 1

AAEL001167 0 0 0

AAEL001168 0 0 1

AAEL001169 1 1 1

AAEL001170 0 1 0

AAEL001171 0 1 1
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AAEL001172 0 0 1

AAEL001173 1 1 1

AAEL001174 1 0 0

AAEL001175 0 1 1

AAEL001176 1 1 0

AAEL001177 0 1 1

AAEL001178 0 0 1

AAEL001179 1 0 0

AAEL001180 0 1 0

AAEL001181 0 1 0

AAEL001182 1 1 1

AAEL001183 0 1 1

AAEL001184 0 1 0

AAEL001185 1 1 0

AAEL001186 0 1 1

AAEL001187 1 1 1

AAEL001188 1 1 1

AAEL001189 1 1 0

AAEL001190 1 1 1

AAEL001191 0 1 1

AAEL001192 0 1 0

AAEL001193 0 0 0

AAEL001194 1 1 1

AAEL001195 0 0 1

AAEL001196 0 0 0

AAEL001197 0 1 0

AAEL001198 0 1 0

AAEL001199 1 1 1

AAEL001200 0 1 0

AAEL001201 0 1 0

AAEL001202 0 1 1

AAEL001203 0 0 0

AAEL001204 1 1 1

AAEL001205 0 1 0

AAEL001206 1 1 1

AAEL001207 0 0 0

AAEL001208 0 0 0

AAEL001209 0 1 1

AAEL001210 1 1 1

AAEL001211 1 1 1

AAEL001212 1 1 0

AAEL001213 0 0 0

AAEL001214 1 0 0

AAEL001215 1 1 0

AAEL001216 1 1 1

AAEL001217 0 0 0

AAEL001218 1 1 1

AAEL001219 0 0 0

AAEL001220 0 0 0

AAEL001221 0 0 1

AAEL001222 0 1 1
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AAEL001223 1 1 0

AAEL001224 0 0 1

AAEL001225 0 0 0

AAEL001226 0 0 0

AAEL001227 0 0 0

AAEL001228 0 0 0

AAEL001229 0 1 0

AAEL001230 0 0 1

AAEL001231 0 0 0

AAEL001232 0 1 1

AAEL001233 0 1 1

AAEL001234 0 0 0

AAEL001235 1 1 1

AAEL001236 0 0 0

AAEL001237 0 1 0

AAEL001238 0 1 1

AAEL001239 1 1 0

AAEL001240 0 0 0

AAEL001241 1 1 0

AAEL001242 1 0 0

AAEL001243 0 0 0

AAEL001244 0 0 0

AAEL001245 0 0 0

AAEL001246 1 1 1

AAEL001247 1 1 1

AAEL001248 0 1 1

AAEL001249 0 1 1

AAEL001250 0 1 1

AAEL001251 0 1 1

AAEL001252 0 1 1

AAEL001253 0 1 0

AAEL001254 0 1 0

AAEL001255 0 1 0

AAEL001256 0 1 0

AAEL001257 0 1 1

AAEL001258 0 1 1

AAEL001259 1 0 0

AAEL001260 1 1 1

AAEL001261 1 1 1

AAEL001262 0 0 0

AAEL001263 0 0 1

AAEL001264 1 1 1

AAEL001265 0 1 1

AAEL001266 0 1 1

AAEL001267 0 0 0

AAEL001268 0 0 1

AAEL001269 0 1 0

AAEL001270 0 0 1

AAEL001271 1 0 1

AAEL001272 0 0 1

AAEL001273 1 1 1
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AAEL001274 0 0 0

AAEL001275 0 1 1

AAEL001276 0 0 0

AAEL001277 0 1 0

AAEL001278 0 1 1

AAEL001279 0 1 1

AAEL001280 0 0 1

AAEL001281 0 1 1

AAEL001282 0 1 1

AAEL001283 0 0 1

AAEL001284 0 0 0

AAEL001285 0 0 1

AAEL001286 0 0 1

AAEL001287 1 1 1

AAEL001288 0 0 0

AAEL001289 0 1 1

AAEL001290 0 1 1

AAEL001291 0 0 1

AAEL001292 0 0 0

AAEL001293 1 1 1

AAEL001294 1 1 1

AAEL001295 1 1 0

AAEL001296 0 1 1

AAEL001297 0 1 1

AAEL001298 0 1 0

AAEL001299 0 0 0

AAEL001300 1 1 1

AAEL001301 1 1 1

AAEL001302 0 0 0

AAEL001303 0 0 0

AAEL001304 0 1 0

AAEL001305 0 1 1

AAEL001306 1 1 1

AAEL001307 1 1 1

AAEL001308 1 1 1

AAEL001309 0 0 0

AAEL001310 0 0 1

AAEL001311 0 0 0

AAEL001312 1 1 1

AAEL001313 0 0 1

AAEL001314 0 1 1

AAEL001315 0 1 1

AAEL001316 0 1 1

AAEL001317 0 1 1

AAEL001318 0 1 0

AAEL001319 0 0 1

AAEL001320 0 0 0

AAEL001321 1 0 0

AAEL001322 1 1 1

AAEL001323 1 1 1

AAEL001324 0 1 0
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AAEL001325 0 1 0

AAEL001326 0 1 0

AAEL001327 0 1 1

AAEL001328 1 1 1

AAEL001329 1 1 1

AAEL001330 0 0 0

AAEL001331 0 1 1

AAEL001332 0 0 1

AAEL001333 0 0 0

AAEL001334 0 1 1

AAEL001335 0 1 0

AAEL001336 0 1 1

AAEL001337 0 0 0

AAEL001338 0 1 0

AAEL001339 1 1 0

AAEL001340 0 0 0

AAEL001341 0 1 1

AAEL001342 0 0 1

AAEL001343 1 1 1

AAEL001344 0 0 0

AAEL001345 0 0 1

AAEL001346 0 1 1

AAEL001347 0 0 0

AAEL001348 0 1 1

AAEL001349 0 0 1

AAEL001350 0 1 1

AAEL001351 0 1 1

AAEL001352 1 1 1

AAEL001353 0 1 1

AAEL001354 0 1 0

AAEL001355 0 1 1

AAEL001356 1 1 1

AAEL001357 0 1 0

AAEL001358 0 1 0

AAEL001359 0 1 1

AAEL001360 1 1 1

AAEL001361 1 1 1

AAEL001362 0 0 1

AAEL001363 1 1 1

AAEL001364 0 0 1

AAEL001365 0 0 0

AAEL001366 0 1 1

AAEL001367 0 0 0

AAEL001368 0 0 1

AAEL001369 0 1 1

AAEL001370 0 0 0

AAEL001371 0 1 0

AAEL001372 1 1 1

AAEL001373 0 0 0

AAEL001374 0 1 0

AAEL001375 0 0 1
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AAEL001376 0 0 1

AAEL001377 0 0 0

AAEL001378 0 1 0

AAEL001379 1 1 1

AAEL001380 0 0 0

AAEL001381 0 1 0

AAEL001382 0 1 1

AAEL001383 0 0 1

AAEL001384 0 1 0

AAEL001385 1 1 1

AAEL001386 0 1 1

AAEL001387 0 1 0

AAEL001388 1 1 1

AAEL001389 0 1 0

AAEL001390 1 1 1

AAEL001391 0 1 1

AAEL001392 0 0 1

AAEL001393 1 1 1

AAEL001394 0 1 0

AAEL001395 1 1 1

AAEL001396 0 1 1

AAEL001397 0 1 1

AAEL001398 0 0 1

AAEL001399 1 1 1

AAEL001400 0 0 0

AAEL001401 1 1 1

AAEL001402 0 1 1

AAEL001403 0 1 1

AAEL001404 0 0 0

AAEL001405 0 1 1

AAEL001406 0 1 1

AAEL001407 1 1 1

AAEL001408 0 0 1

AAEL001409 0 1 0

AAEL001410 0 0 1

AAEL001411 1 1 1

AAEL001412 1 0 1

AAEL001413 1 1 1

AAEL001414 1 1 1

AAEL001415 0 0 1

AAEL001416 1 0 1

AAEL001417 0 0 0

AAEL001418 0 0 1

AAEL001419 0 1 1

AAEL001420 0 1 1

AAEL001421 1 1 0

AAEL001422 0 1 1

AAEL001423 1 1 1

AAEL001424 1 1 1

AAEL001425 0 1 1

AAEL001426 0 1 0
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AAEL001427 1 1 1

AAEL001428 0 0 1

AAEL001429 0 1 1

AAEL001430 0 0 0

AAEL001431 0 1 1

AAEL001432 1 1 1

AAEL001433 0 1 0

AAEL001434 0 1 0

AAEL001435 0 0 0

AAEL001436 0 1 0

AAEL001437 0 0 0

AAEL001438 0 1 0

AAEL001439 0 1 1

AAEL001440 0 1 1

AAEL001441 0 1 0

AAEL001442 0 1 0

AAEL001443 0 1 0

AAEL001444 0 0 0

AAEL001445 0 0 0

AAEL001446 0 0 0

AAEL001447 1 1 1

AAEL001448 0 1 1

AAEL001449 0 1 1

AAEL001450 0 0 0

AAEL001451 1 1 1

AAEL001452 0 0 1

AAEL001453 0 0 0

AAEL001454 1 0 0

AAEL001455 1 1 1

AAEL001456 0 0 0

AAEL001457 0 1 1

AAEL001458 0 0 0

AAEL001459 0 1 1

AAEL001460 0 0 1

AAEL001461 0 0 0

AAEL001462 1 1 1

AAEL001463 0 1 0

AAEL001464 0 0 1

AAEL001465 0 1 1

AAEL001466 0 1 1

AAEL001467 1 0 0

AAEL001468 0 0 0

AAEL001469 0 0 0

AAEL001470 0 1 1

AAEL001471 1 1 1

AAEL001472 1 1 1

AAEL001473 1 1 0

AAEL001474 0 0 0

AAEL001475 0 0 0

AAEL001476 1 1 1

AAEL001477 0 0 0
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AAEL001478 0 1 1

AAEL001479 0 1 1

AAEL001480 0 1 1

AAEL001481 0 0 1

AAEL001482 0 1 0

AAEL001483 0 1 0

AAEL001484 0 1 1

AAEL001485 0 1 1

AAEL001486 0 0 1

AAEL001487 0 0 0

AAEL001488 1 0 1

AAEL001489 0 1 0

AAEL001490 1 1 1

AAEL001491 0 0 0

AAEL001492 1 1 1

AAEL001493 0 0 1

AAEL001494 0 1 0

AAEL001495 1 1 1

AAEL001496 1 1 1

AAEL001497 1 1 0

AAEL001498 0 0 0

AAEL001499 1 1 1

AAEL001500 0 1 1

AAEL001501 1 1 1

AAEL001502 0 0 0

AAEL001503 0 1 0

AAEL001504 0 0 0

AAEL001505 0 1 0

AAEL001506 0 0 1

AAEL001507 1 1 1

AAEL001508 0 1 1

AAEL001509 0 1 0

AAEL001510 0 0 0

AAEL001511 1 0 1

AAEL001512 0 0 0

AAEL001513 0 1 0

AAEL001514 0 0 1

AAEL001515 0 0 1

AAEL001516 1 1 1

AAEL001517 0 1 1

AAEL001518 0 0 0

AAEL001519 0 1 1

AAEL001520 1 1 1

AAEL001521 0 0 1

AAEL001522 0 0 1

AAEL001523 0 0 0

AAEL001524 0 0 0

AAEL001525 0 1 0

AAEL001526 1 0 0

AAEL001527 0 0 0

AAEL001528 0 0 1
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AAEL001529 0 0 0

AAEL001530 0 0 1

AAEL001531 0 0 0

AAEL001532 0 1 0

AAEL001533 0 0 1

AAEL001534 0 0 0

AAEL001535 0 0 1

AAEL001536 0 0 0

AAEL001537 0 0 0

AAEL001538 0 0 1

AAEL001539 1 1 1

AAEL001540 1 1 1

AAEL001541 0 1 1

AAEL001542 0 0 0

AAEL001543 0 1 0

AAEL001544 0 1 0

AAEL001545 0 1 1

AAEL001546 1 0 0

AAEL001547 0 0 0

AAEL001548 0 1 1

AAEL001549 1 1 0

AAEL001550 1 1 0

AAEL001551 0 1 1

AAEL001552 0 1 0

AAEL001553 0 1 0

AAEL001554 1 1 1

AAEL001555 0 0 1

AAEL001556 1 0 1

AAEL001557 1 1 1

AAEL001558 0 0 0

AAEL001559 1 1 0

AAEL001560 0 0 0

AAEL001561 1 1 1

AAEL001562 0 1 1

AAEL001563 0 0 1

AAEL001564 1 1 1

AAEL001565 0 1 0

AAEL001566 0 0 0

AAEL001567 0 1 1

AAEL001568 0 0 1

AAEL001569 0 0 1

AAEL001570 0 1 0

AAEL001571 0 0 0

AAEL001572 0 0 1

AAEL001573 1 1 0

AAEL001574 0 0 1

AAEL001575 0 0 1

AAEL001576 1 0 1

AAEL001577 1 1 0

AAEL001578 0 1 0

AAEL001579 0 0 1
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AAEL001580 0 1 1

AAEL001581 1 1 0

AAEL001582 0 1 0

AAEL001583 0 1 0

AAEL001584 0 0 1

AAEL001585 0 0 0

AAEL001586 1 1 1

AAEL001587 0 0 1

AAEL001588 1 1 1

AAEL001589 0 1 1

AAEL001590 0 0 0

AAEL001591 0 0 1

AAEL001592 0 1 1

AAEL001593 1 1 1

AAEL001594 0 1 1

AAEL001595 0 1 0

AAEL001596 0 1 1

AAEL001597 0 1 0

AAEL001598 0 1 1

AAEL001599 0 1 1

AAEL001600 1 1 0

AAEL001601 1 0 1

AAEL001602 0 0 1

AAEL001603 0 0 0

AAEL001604 0 1 0

AAEL001605 1 0 0

AAEL001606 0 1 1

AAEL001607 0 1 1

AAEL001608 0 0 1

AAEL001609 0 1 1

AAEL001610 0 1 1

AAEL001611 0 1 1

AAEL001612 0 1 1

AAEL001613 0 1 1

AAEL001614 0 1 1

AAEL001615 1 1 1

AAEL001616 0 1 1

AAEL001617 0 0 0

AAEL001618 0 1 0

AAEL001619 0 1 1

AAEL001620 0 0 1

AAEL001621 0 1 1

AAEL001622 0 1 1

AAEL001623 1 1 1

AAEL001624 0 1 1

AAEL001625 0 0 1

AAEL001626 1 1 1

AAEL001627 0 0 1

AAEL001628 0 1 0

AAEL001629 0 0 0

AAEL001630 0 0 1
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AAEL001631 0 0 0

AAEL001632 0 0 0

AAEL001633 0 0 0

AAEL001634 0 0 0

AAEL001635 0 1 1

AAEL001636 1 1 1

AAEL001637 0 0 1

AAEL001638 0 1 0

AAEL001639 0 1 1

AAEL001640 0 0 1

AAEL001641 1 1 1

AAEL001642 0 1 1

AAEL001643 0 0 0

AAEL001644 0 1 0

AAEL001645 0 1 1

AAEL001646 0 1 1

AAEL001647 0 1 1

AAEL001648 0 0 0

AAEL001649 0 1 1

AAEL001650 0 1 1

AAEL001651 0 1 0

AAEL001652 0 0 1

AAEL001653 1 1 1

AAEL001654 0 0 1

AAEL001655 1 1 1

AAEL001656 1 1 1

AAEL001657 0 1 1

AAEL001658 0 0 0

AAEL001659 0 1 0

AAEL001660 0 0 1

AAEL001661 0 0 0

AAEL001662 0 0 0

AAEL001663 0 0 0

AAEL001664 1 1 0

AAEL001665 0 0 0

AAEL001666 0 1 1

AAEL001667 0 1 1

AAEL001668 1 1 1

AAEL001669 0 0 1

AAEL001670 0 1 1

AAEL001671 0 1 0

AAEL001672 0 0 1

AAEL001673 0 1 1

AAEL001674 0 1 0

AAEL001675 0 1 1

AAEL001676 0 0 0

AAEL001677 0 0 1

AAEL001678 0 0 1

AAEL001679 0 0 0

AAEL001680 0 0 1

AAEL001681 0 1 0
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AAEL001682 1 1 0

AAEL001683 1 1 1

AAEL001684 1 0 1

AAEL001685 0 0 1

AAEL001686 0 0 1

AAEL001687 0 1 0

AAEL001688 1 1 1

AAEL001689 0 0 0

AAEL001690 0 1 1

AAEL001691 1 1 1

AAEL001692 0 0 1

AAEL001693 0 1 1

AAEL001694 0 0 0

AAEL001695 0 1 0

AAEL001696 0 0 1

AAEL001697 0 0 1

AAEL001698 1 1 1

AAEL001699 1 1 1

AAEL001700 0 0 1

AAEL001701 0 0 1

AAEL001702 0 0 0

AAEL001703 1 1 0

AAEL001704 0 0 1

AAEL001705 0 1 1

AAEL001706 1 1 1

AAEL001707 0 1 0

AAEL001708 0 1 1

AAEL001709 0 0 0

AAEL001710 0 0 0

AAEL001711 0 0 0

AAEL001712 0 0 1

AAEL001713 0 0 0

AAEL001714 0 0 1

AAEL001715 1 1 1

AAEL001716 1 1 0

AAEL001717 1 1 1

AAEL001718 0 0 1

AAEL001719 1 1 1

AAEL001720 0 0 1

AAEL001721 1 0 0

AAEL001722 0 0 1

AAEL001723 0 0 0

AAEL001724 0 0 0

AAEL001725 0 0 0

AAEL001726 0 1 1

AAEL001727 1 0 1

AAEL001728 0 0 1

AAEL001729 1 1 1

AAEL001730 0 0 0

AAEL001731 0 0 1

AAEL001732 0 0 0
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AAEL001733 0 1 1

AAEL001734 0 0 1

AAEL001735 0 0 1

AAEL001736 0 0 0

AAEL001737 0 1 1

AAEL001738 0 1 0

AAEL001739 0 0 1

AAEL001740 0 1 1

AAEL001741 0 1 0

AAEL001742 1 0 0

AAEL001743 0 1 0

AAEL001744 0 0 1

AAEL001745 0 1 1

AAEL001746 1 1 0

AAEL001747 0 0 0

AAEL001748 0 1 0

AAEL001749 1 0 1

AAEL001750 0 0 0

AAEL001751 1 1 0

AAEL001752 0 1 1

AAEL001753 0 0 1

AAEL001754 0 0 1

AAEL001755 0 0 0

AAEL001756 0 1 1

AAEL001757 0 0 0

AAEL001758 0 1 0

AAEL001759 1 0 1

AAEL001760 0 0 0

AAEL001761 0 1 1

AAEL001762 0 0 0

AAEL001763 0 0 1

AAEL001764 1 1 1

AAEL001765 0 1 0

AAEL001766 0 0 0

AAEL001767 1 1 1

AAEL001768 0 1 0

AAEL001769 1 1 1

AAEL001770 0 0 0

AAEL001771 0 0 0

AAEL001772 0 0 0

AAEL001773 0 1 1

AAEL001774 0 0 1

AAEL001775 0 1 1

AAEL001776 0 1 1

AAEL001777 0 0 0

AAEL001778 0 1 1

AAEL001779 1 1 1

AAEL001780 0 1 0

AAEL001781 0 1 1

AAEL001782 0 1 1

AAEL001783 0 0 0
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AAEL001784 0 1 1

AAEL001785 0 1 1

AAEL001786 0 0 1

AAEL001787 0 1 0

AAEL001788 0 0 0

AAEL001789 0 1 0

AAEL001790 0 0 0

AAEL001791 1 1 0

AAEL001792 1 0 1

AAEL001793 0 1 0

AAEL001794 1 1 1

AAEL001795 1 1 1

AAEL001796 0 1 0

AAEL001797 0 1 1

AAEL001798 1 1 1

AAEL001799 0 1 0

AAEL001800 0 1 1

AAEL001801 0 1 0

AAEL001802 0 0 1

AAEL001803 1 0 0

AAEL001804 0 1 1

AAEL001805 0 0 1

AAEL001806 0 1 1

AAEL001807 0 0 1

AAEL001808 1 1 0

AAEL001809 1 0 0

AAEL001810 1 1 1

AAEL001811 0 1 1

AAEL001812 0 1 1

AAEL001813 0 1 1

AAEL001814 0 0 1

AAEL001815 0 1 0

AAEL001816 1 1 1

AAEL001817 0 1 0

AAEL001818 0 1 0

AAEL001819 1 1 0

AAEL001820 0 1 0

AAEL001821 0 0 0

AAEL001822 0 0 1

AAEL001823 0 0 0

AAEL001824 1 1 0

AAEL001825 0 1 0

AAEL001826 1 1 1

AAEL001827 1 1 0

AAEL001828 0 0 0

AAEL001829 0 0 0

AAEL001830 0 1 1

AAEL001831 0 1 0

AAEL001832 0 1 0

AAEL001833 1 1 1

AAEL001834 0 1 1
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AAEL001835 0 0 1

AAEL001836 0 1 0

AAEL001837 1 1 1

AAEL001838 0 1 0

AAEL001839 1 1 1

AAEL001840 0 1 1

AAEL001841 0 0 0

AAEL001842 0 0 0

AAEL001843 0 0 1

AAEL001844 0 1 1

AAEL001845 1 0 1

AAEL001846 0 0 1

AAEL001847 0 1 1

AAEL001848 0 0 0

AAEL001849 0 0 0

AAEL001850 0 1 0

AAEL001851 0 1 1

AAEL001852 0 1 1

AAEL001853 1 1 0

AAEL001854 1 0 1

AAEL001855 0 1 0

AAEL001856 0 1 1

AAEL001857 0 1 0

AAEL001858 0 0 1

AAEL001859 1 1 1

AAEL001860 0 0 0

AAEL001861 1 1 0

AAEL001862 0 0 0

AAEL001863 1 1 0

AAEL001864 1 1 1

AAEL001865 1 1 1

AAEL001866 0 0 1

AAEL001867 0 0 1

AAEL001868 0 0 0

AAEL001869 0 0 0

AAEL001870 1 1 1

AAEL001871 0 1 1

AAEL001872 1 1 1

AAEL001873 1 0 0

AAEL001874 1 1 1

AAEL001875 1 0 0

AAEL001876 0 0 0

AAEL001877 0 0 1

AAEL001878 0 0 0

AAEL001879 1 1 1

AAEL001880 0 0 1

AAEL001881 0 1 0

AAEL001882 0 1 1

AAEL001883 0 1 0

AAEL001884 0 0 0

AAEL001885 0 0 1
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AAEL001886 1 1 1

AAEL001887 1 1 1

AAEL001888 1 1 1

AAEL001889 0 0 0

AAEL001890 0 0 1

AAEL001891 1 1 0

AAEL001892 0 1 1

AAEL001893 0 1 0

AAEL001894 0 0 0

AAEL001895 0 0 1

AAEL001896 1 1 1

AAEL001897 0 1 1

AAEL001898 1 1 1

AAEL001899 0 0 1

AAEL001900 0 1 1

AAEL001901 0 0 0

AAEL001902 0 1 1

AAEL001903 0 0 0

AAEL001904 1 1 1

AAEL001905 0 1 1

AAEL001906 1 1 1

AAEL001907 0 0 0

AAEL001908 0 1 1

AAEL001909 0 1 1

AAEL001910 1 1 0

AAEL001911 0 0 0

AAEL001912 0 0 1

AAEL001913 1 1 0

AAEL001914 0 0 1

AAEL001915 0 0 0

AAEL001916 1 1 1

AAEL001917 0 1 1

AAEL001918 0 1 0

AAEL001919 1 1 0

AAEL001920 0 1 1

AAEL001921 0 1 1

AAEL001922 1 1 1

AAEL001923 0 0 0

AAEL001924 0 1 1

AAEL001925 0 0 0

AAEL001926 0 1 1

AAEL001927 0 0 1

AAEL001928 1 1 1

AAEL001929 0 0 1

AAEL001930 1 1 1

AAEL001931 0 1 0

AAEL001932 0 1 1

AAEL001933 0 0 0

AAEL001934 0 1 1

AAEL001935 1 1 0

AAEL001936 0 1 1
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AAEL001937 1 1 1

AAEL001938 1 1 0

AAEL001939 1 1 1

AAEL001940 0 1 1

AAEL001941 0 1 1

AAEL001942 0 1 1

AAEL001943 0 1 1

AAEL001944 0 1 1

AAEL001945 1 1 1

AAEL001946 1 1 1

AAEL001947 0 1 1

AAEL001948 0 1 0

AAEL001949 0 1 0

AAEL001950 0 1 1

AAEL001951 1 1 1

AAEL001952 1 1 1

AAEL001953 0 1 1

AAEL001954 1 1 1

AAEL001955 0 1 1

AAEL001956 0 0 0

AAEL001957 0 0 0

AAEL001958 0 1 1

AAEL001959 1 1 1

AAEL001960 1 1 0

AAEL001961 0 0 0

AAEL001962 0 0 0

AAEL001963 1 0 1

AAEL001964 1 1 1

AAEL001965 1 1 1

AAEL001966 0 0 1

AAEL001967 0 0 0

AAEL001968 1 1 1

AAEL001969 0 1 1

AAEL001970 0 0 0

AAEL001971 1 0 0

AAEL001972 0 1 1

AAEL001973 0 0 1

AAEL001974 1 1 1

AAEL001975 0 0 1

AAEL001976 0 1 1

AAEL001977 0 1 1

AAEL001978 0 0 1

AAEL001979 1 1 1

AAEL001980 0 0 0

AAEL001981 0 0 1

AAEL001982 0 1 1

AAEL001983 0 0 0

AAEL001984 0 1 1

AAEL001985 1 0 0

AAEL001986 1 0 0

AAEL001987 0 0 0
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AAEL001988 0 0 0

AAEL001989 0 0 1

AAEL001990 0 0 1

AAEL001991 0 0 0

AAEL001992 0 0 1

AAEL001993 1 0 0

AAEL001994 0 0 1

AAEL001995 0 0 0

AAEL001996 0 0 1

AAEL001997 0 1 0

AAEL001998 0 1 1

AAEL001999 0 0 0

AAEL002000 1 0 0

AAEL002001 0 0 0

AAEL002002 0 1 1

AAEL002003 0 1 1

AAEL002004 0 0 1

AAEL002005 0 0 1

AAEL002006 0 1 1

AAEL002007 0 1 0

AAEL002008 0 0 0

AAEL002009 1 1 1

AAEL002010 1 1 1

AAEL002011 0 0 1

AAEL002012 1 1 1

AAEL002013 1 1 0

AAEL002014 1 1 1

AAEL002015 1 0 0

AAEL002016 0 1 1

AAEL002017 0 0 0

AAEL002018 1 1 0

AAEL002019 0 1 1

AAEL002020 1 1 1

AAEL002021 0 0 0

AAEL002022 0 1 1

AAEL002023 1 1 1

AAEL002024 0 0 1

AAEL002025 0 1 1

AAEL002026 0 0 1

AAEL002027 0 0 1

AAEL002028 0 0 1

AAEL002029 0 1 1

AAEL002030 0 0 0

AAEL002031 1 1 1

AAEL002032 0 0 0

AAEL002033 0 1 0

AAEL002034 0 0 1

AAEL002035 0 0 1

AAEL002036 1 1 1

AAEL002037 0 1 0

AAEL002038 0 0 0
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AAEL002039 0 1 1

AAEL002040 0 0 1

AAEL002041 0 0 0

AAEL002042 0 1 1

AAEL002043 0 0 1

AAEL002044 0 1 1

AAEL002045 0 1 1

AAEL002046 0 1 1

AAEL002047 1 1 1

AAEL002048 1 1 1

AAEL002049 1 1 1

AAEL002050 0 1 1

AAEL002051 0 1 1

AAEL002052 1 0 0

AAEL002053 0 1 0

AAEL002054 0 0 0

AAEL002055 0 1 0

AAEL002056 0 1 0

AAEL002057 0 1 1

AAEL002058 0 1 0

AAEL002059 0 0 1

AAEL002060 0 1 0

AAEL002061 1 1 0

AAEL002062 0 0 1

AAEL002063 0 1 1

AAEL002064 0 1 1

AAEL002065 0 1 1

AAEL002066 0 1 0

AAEL002067 0 0 1

AAEL002068 0 1 1

AAEL002069 0 1 1

AAEL002070 0 1 1

AAEL002071 0 0 0

AAEL002072 0 1 0

AAEL002073 0 0 0

AAEL002074 1 1 1

AAEL002075 0 1 0

AAEL002076 0 1 1

AAEL002077 1 1 0

AAEL002078 1 1 1

AAEL002079 0 0 1

AAEL002080 1 0 1

AAEL002081 1 1 1

AAEL002082 1 1 1

AAEL002083 1 1 1

AAEL002084 0 0 0

AAEL002085 0 0 0

AAEL002086 0 0 1

AAEL002087 0 1 0

AAEL002088 0 0 1

AAEL002089 1 1 1
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AAEL002090 0 0 1

AAEL002091 1 1 1

AAEL002092 0 1 1

AAEL002093 0 0 0

AAEL002094 0 0 1

AAEL002095 0 0 0

AAEL002096 0 0 0

AAEL002097 1 1 0

AAEL002098 0 1 1

AAEL002099 1 0 1

AAEL002100 0 1 1

AAEL002101 0 1 1

AAEL002102 0 1 0

AAEL002103 1 1 1

AAEL002104 1 1 1

AAEL002105 0 1 1

AAEL002106 0 1 0

AAEL002107 1 1 1

AAEL002108 1 1 1

AAEL002109 0 1 0

AAEL002110 1 0 0

AAEL002111 0 0 1

AAEL002112 0 1 0

AAEL002113 1 1 1

AAEL002114 1 1 1

AAEL002115 0 1 1

AAEL002116 0 1 1

AAEL002117 0 0 1

AAEL002118 1 1 1

AAEL002119 1 1 1

AAEL002120 1 0 1

AAEL002121 0 1 1

AAEL002122 0 0 1

AAEL002123 0 1 0

AAEL002124 1 1 1

AAEL002125 0 0 0

AAEL002126 0 1 1

AAEL002127 0 0 1

AAEL002128 0 0 0

AAEL002129 0 1 1

AAEL002130 0 1 0

AAEL002131 0 0 1

AAEL002132 0 0 0

AAEL002133 0 0 1

AAEL002134 0 1 1

AAEL002135 0 1 1

AAEL002136 0 1 1

AAEL002137 0 1 1

AAEL002138 0 0 0

AAEL002139 1 1 1

AAEL002140 1 1 1
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AAEL002141 0 1 0

AAEL002142 1 0 0

AAEL002143 0 0 0

AAEL002144 1 0 0

AAEL002145 1 1 1

AAEL002146 0 0 1

AAEL002147 0 0 0

AAEL002148 0 1 1

AAEL002149 0 0 0

AAEL002150 0 0 1

AAEL002151 0 1 1

AAEL002152 1 1 0

AAEL002153 0 0 0

AAEL002154 0 1 1

AAEL002155 1 1 0

AAEL002156 0 0 0

AAEL002157 1 1 1

AAEL002158 1 1 1

AAEL002159 0 1 1

AAEL002160 1 1 1

AAEL002161 1 1 1

AAEL002162 0 1 0

AAEL002163 1 1 0

AAEL002164 0 0 0

AAEL002165 1 1 1

AAEL002166 1 1 0

AAEL002167 0 0 0

AAEL002168 1 0 1

AAEL002169 0 0 0

AAEL002170 0 0 0

AAEL002171 0 0 1

AAEL002172 0 0 1

AAEL002173 0 1 0

AAEL002174 0 1 1

AAEL002175 1 1 0

AAEL002176 0 0 1

AAEL002177 0 0 1

AAEL002178 0 0 0

AAEL002179 1 1 0

AAEL002180 0 1 1

AAEL002181 1 1 1

AAEL002182 1 1 1

AAEL002183 1 1 1

AAEL002184 0 1 0

AAEL002185 1 1 1

AAEL002186 0 1 1

AAEL002187 0 0 1

AAEL002188 0 0 0

AAEL002189 0 0 1

AAEL002190 0 1 1

AAEL002191 0 0 1
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AAEL002192 0 0 0

AAEL002193 1 0 1

AAEL002194 1 1 1

AAEL002195 0 1 1

AAEL002196 0 0 0

AAEL002197 0 0 1

AAEL002198 1 1 1

AAEL002199 0 0 1

AAEL002200 0 1 1

AAEL002201 0 1 1

AAEL002202 0 0 1

AAEL002203 0 1 0

AAEL002204 0 0 1

AAEL002205 1 0 1

AAEL002206 1 0 1

AAEL002207 1 1 1

AAEL002208 0 0 1

AAEL002209 0 0 1

AAEL002210 0 0 0

AAEL002211 0 1 1

AAEL002212 0 0 1

AAEL002213 0 0 0

AAEL002214 1 1 1

AAEL002215 1 1 1

AAEL002216 1 1 1

AAEL002217 0 1 1

AAEL002218 1 0 1

AAEL002219 0 0 0

AAEL002220 0 0 0

AAEL002221 1 1 1

AAEL002222 0 1 1

AAEL002223 0 0 1

AAEL002224 0 1 0

AAEL002225 0 1 1

AAEL002226 0 1 1

AAEL002227 0 0 0

AAEL002228 0 0 1

AAEL002229 0 0 1

AAEL002230 0 1 1

AAEL002231 1 0 1

AAEL002232 1 1 1

AAEL002233 0 1 1

AAEL002234 0 0 0

AAEL002235 0 1 1

AAEL002236 0 0 1

AAEL002237 0 0 1

AAEL002238 0 1 1

AAEL002239 0 0 1

AAEL002240 0 0 1

AAEL002241 0 0 1

AAEL002242 0 1 0
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AAEL002243 0 1 1

AAEL002244 0 1 0

AAEL002245 0 0 1

AAEL002246 1 1 1

AAEL002247 0 0 0

AAEL002248 1 1 1

AAEL002249 1 1 0

AAEL002250 0 1 1

AAEL002251 0 1 0

AAEL002252 0 0 0

AAEL002253 1 1 1

AAEL002254 0 1 0

AAEL002255 0 0 0

AAEL002256 0 0 1

AAEL002257 0 0 0

AAEL002258 0 1 1

AAEL002259 1 0 1

AAEL002260 0 1 0

AAEL002261 1 1 1

AAEL002262 0 0 1

AAEL002263 0 1 1

AAEL002264 0 0 1

AAEL002265 0 0 1

AAEL002266 0 0 1

AAEL002267 0 1 1

AAEL002268 0 0 1

AAEL002269 1 1 1

AAEL002270 0 0 0

AAEL002271 1 1 0

AAEL002272 0 1 1

AAEL002273 0 0 0

AAEL002274 0 0 0

AAEL002275 0 0 1

AAEL002276 0 1 1

AAEL002277 1 1 0

AAEL002278 0 0 0

AAEL002279 1 1 0

AAEL002280 1 1 1

AAEL002281 0 1 1

AAEL002282 0 1 0

AAEL002283 0 1 1

AAEL002284 1 1 1

AAEL002285 0 0 1

AAEL002286 1 1 0

AAEL002287 1 1 1

AAEL002288 0 1 1

AAEL002289 0 0 0

AAEL002290 1 0 1

AAEL002291 0 1 0

AAEL002292 1 1 1

AAEL002293 0 1 1
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AAEL002294 0 1 1

AAEL002295 1 1 1

AAEL002296 1 1 1

AAEL002297 0 0 1

AAEL002298 0 1 1

AAEL002299 1 1 0

AAEL002300 0 0 0

AAEL002301 1 1 1

AAEL002302 0 1 0

AAEL002303 0 0 1

AAEL002304 1 1 0

AAEL002305 0 0 0

AAEL002306 0 0 1

AAEL002307 1 1 1

AAEL002308 0 0 1

AAEL002309 1 1 1

AAEL002310 1 1 1

AAEL002311 0 1 0

AAEL002312 0 0 0

AAEL002313 0 0 0

AAEL002314 0 1 0

AAEL002315 0 1 1

AAEL002316 0 0 1

AAEL002317 0 0 0

AAEL002318 1 1 1

AAEL002319 0 1 0

AAEL002320 1 1 0

AAEL002321 0 0 0

AAEL002322 1 1 1

AAEL002323 0 0 0

AAEL002324 0 1 1

AAEL002325 0 1 1

AAEL002326 0 0 1

AAEL002327 0 0 1

AAEL002328 0 1 1

AAEL002329 1 1 1

AAEL002330 0 1 1

AAEL002331 0 1 1

AAEL002332 0 0 0

AAEL002333 0 1 0

AAEL002334 1 1 1

AAEL002335 0 0 0

AAEL002336 0 0 0

AAEL002337 0 1 1

AAEL002338 0 0 0

AAEL002339 0 1 1

AAEL002340 0 1 0

AAEL002341 1 1 1

AAEL002342 0 1 0

AAEL002343 0 0 1

AAEL002344 0 0 1
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AAEL002345 0 1 0

AAEL002346 1 1 0

AAEL002347 0 1 1

AAEL002348 0 1 1

AAEL002349 1 1 1

AAEL002350 0 1 1

AAEL002351 0 0 1

AAEL002352 0 1 1

AAEL002353 0 0 0

AAEL002354 0 1 1

AAEL002355 0 0 1

AAEL002356 0 0 0

AAEL002357 0 0 0

AAEL002358 0 1 1

AAEL002359 1 1 1

AAEL002360 0 1 0

AAEL002361 0 0 0

AAEL002362 1 1 1

AAEL002363 1 1 0

AAEL002364 0 0 0

AAEL002365 0 1 1

AAEL002366 1 1 1

AAEL002367 0 0 1

AAEL002368 0 0 0

AAEL002369 0 1 0

AAEL002370 1 1 0

AAEL002371 0 1 1

AAEL002372 1 1 0

AAEL002373 0 1 0

AAEL002374 0 1 0

AAEL002375 1 1 1

AAEL002376 0 0 0

AAEL002377 1 1 0

AAEL002378 0 1 0

AAEL002379 0 1 0

AAEL002380 0 0 0

AAEL002381 0 1 1

AAEL002382 1 1 1

AAEL002383 0 0 1

AAEL002384 1 1 1

AAEL002385 1 1 1

AAEL002386 0 1 1

AAEL002387 1 1 1

AAEL002388 0 1 1

AAEL002389 1 1 1

AAEL002390 0 1 1

AAEL002391 0 1 0

AAEL002392 1 1 1

AAEL002393 0 0 0

AAEL002394 0 0 0

AAEL002395 0 1 0
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AAEL002396 0 1 0

AAEL002397 0 1 1

AAEL002398 0 0 0

AAEL002399 1 1 0

AAEL002400 0 1 1

AAEL002401 1 1 1

AAEL002402 0 1 0

AAEL002403 0 1 0

AAEL002404 0 1 1

AAEL002405 0 0 1

AAEL002406 1 1 1

AAEL002407 0 1 1

AAEL002408 0 0 0

AAEL002409 0 0 0

AAEL002410 0 0 0

AAEL002411 1 1 1

AAEL002412 0 1 0

AAEL002413 0 1 1

AAEL002414 0 0 0

AAEL002415 0 1 1

AAEL002416 0 1 1

AAEL002417 1 1 1

AAEL002418 1 1 1

AAEL002419 1 1 0

AAEL002420 1 1 0

AAEL002421 0 0 1

AAEL002422 1 1 1

AAEL002423 0 1 0

AAEL002424 0 1 1

AAEL002425 0 0 0

AAEL002426 1 1 1

AAEL002427 0 1 1

AAEL002428 0 0 1

AAEL002429 0 1 1

AAEL002430 1 1 1

AAEL002431 0 0 1

AAEL002432 0 1 1

AAEL002433 0 1 1

AAEL002434 0 1 0

AAEL002435 1 1 1

AAEL002436 1 1 1

AAEL002437 1 1 1

AAEL002438 0 0 1

AAEL002439 0 0 0

AAEL002440 0 0 0

AAEL002441 0 0 1

AAEL002442 0 1 1

AAEL002443 0 0 1

AAEL002444 0 0 1

AAEL002445 0 0 0

AAEL002446 0 1 0
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AAEL002447 0 1 1

AAEL002448 1 0 0

AAEL002449 0 0 1

AAEL002450 1 1 0

AAEL002451 0 0 1

AAEL002452 0 0 1

AAEL002453 0 1 1

AAEL002454 1 1 1

AAEL002455 0 1 0

AAEL002456 0 0 1

AAEL002457 1 1 1

AAEL002458 0 0 0

AAEL002459 0 0 0

AAEL002460 0 0 1

AAEL002461 0 1 1

AAEL002462 0 1 1

AAEL002463 0 1 0

AAEL002464 0 1 1

AAEL002465 1 1 1

AAEL002466 0 1 1

AAEL002467 0 0 0

AAEL002468 0 0 1

AAEL002469 1 1 0

AAEL002470 0 0 1

AAEL002471 0 0 0

AAEL002472 0 1 0

AAEL002473 1 1 1

AAEL002474 0 1 0

AAEL002475 1 1 0

AAEL002476 0 0 0

AAEL002477 0 0 1

AAEL002478 0 1 0

AAEL002479 0 0 0

AAEL002480 0 1 1

AAEL002481 0 1 1

AAEL002482 0 1 0

AAEL002483 0 1 1

AAEL002484 1 0 0

AAEL002485 0 0 0

AAEL002486 1 0 1

AAEL002487 0 1 1

AAEL002488 0 1 0

AAEL002489 0 0 1

AAEL002490 0 0 0

AAEL002491 0 0 0

AAEL002492 0 1 0

AAEL002493 0 1 1

AAEL002494 0 0 1

AAEL002495 0 1 0

AAEL002496 1 0 1

AAEL002497 0 0 0
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AAEL002498 0 0 1

AAEL002499 0 1 0

AAEL002500 0 0 0

AAEL002501 1 1 1

AAEL002502 0 0 1

AAEL002503 1 1 1

AAEL002504 1 1 1

AAEL002505 0 0 1

AAEL002506 0 1 1

AAEL002507 0 0 1

AAEL002508 1 1 1

AAEL002509 0 0 0

AAEL002510 1 1 1

AAEL002511 1 1 1

AAEL002512 0 1 1

AAEL002513 0 1 0

AAEL002514 0 1 1

AAEL002515 0 1 0

AAEL002516 0 1 1

AAEL002517 0 1 1

AAEL002518 0 1 1

AAEL002519 1 1 0

AAEL002520 1 0 1

AAEL002521 0 1 1

AAEL002522 1 1 0

AAEL002523 1 1 1

AAEL002524 0 1 1

AAEL002525 1 1 1

AAEL002526 1 1 1

AAEL002527 1 1 1

AAEL002528 0 0 0

AAEL002529 1 1 0

AAEL002530 0 1 1

AAEL002531 1 1 0

AAEL002532 1 1 0

AAEL002533 0 1 0

AAEL002534 1 1 1

AAEL002535 0 1 1

AAEL002536 0 1 0

AAEL002537 0 1 1

AAEL002538 0 0 0

AAEL002539 0 0 0

AAEL002540 0 0 1

AAEL002541 1 0 1

AAEL002542 1 1 1

AAEL002543 0 0 1

AAEL002544 0 1 1

AAEL002545 0 0 1

AAEL002546 0 0 0

AAEL002547 0 0 1

AAEL002548 0 1 0
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AAEL002549 0 0 1

AAEL002550 1 1 0

AAEL002551 1 1 1

AAEL002552 0 0 1

AAEL002553 0 1 0

AAEL002554 0 1 1

AAEL002555 0 0 1

AAEL002556 0 1 0

AAEL002557 1 1 1

AAEL002558 0 0 1

AAEL002559 1 1 1

AAEL002560 0 1 1

AAEL002561 0 0 0

AAEL002562 0 0 0

AAEL002563 1 1 0

AAEL002564 0 0 0

AAEL002565 1 1 1

AAEL002566 0 1 1

AAEL002567 0 0 1

AAEL002568 0 1 1

AAEL002569 0 1 1

AAEL002570 0 0 1

AAEL002571 0 0 0

AAEL002572 1 1 1

AAEL002573 0 1 0

AAEL002574 0 0 0

AAEL002575 0 1 1

AAEL002576 1 0 1

AAEL002577 0 0 0

AAEL002578 1 1 1

AAEL002579 0 0 1

AAEL002580 1 0 0

AAEL002581 0 1 0

AAEL002582 0 1 0

AAEL002583 0 0 1

AAEL002584 0 1 1

AAEL002585 0 1 1

AAEL002586 1 1 1

AAEL002587 1 1 1

AAEL002588 1 1 1

AAEL002589 0 0 1

AAEL002590 0 1 1

AAEL002591 0 1 1

AAEL002592 0 1 1

AAEL002593 1 1 1

AAEL002594 1 1 0

AAEL002595 1 1 1

AAEL002596 0 1 1

AAEL002597 1 1 1

AAEL002598 0 1 0

AAEL002599 0 1 1
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AAEL002600 1 0 1

AAEL002601 0 1 1

AAEL002602 0 0 1

AAEL002603 0 0 0

AAEL002604 0 0 1

AAEL002605 0 0 1

AAEL002606 0 1 1

AAEL002607 1 1 1

AAEL002608 0 1 1

AAEL002609 0 1 0

AAEL002610 0 1 1

AAEL002611 0 0 1

AAEL002612 1 1 1

AAEL002613 0 1 1

AAEL002614 0 1 1

AAEL002615 0 1 1

AAEL002616 0 1 1

AAEL002617 1 0 1

AAEL002618 0 0 1

AAEL002619 0 1 1

AAEL002620 0 0 1

AAEL002621 0 0 0

AAEL002622 0 0 0

AAEL002623 1 1 1

AAEL002624 0 1 1

AAEL002625 0 1 0

AAEL002626 1 1 1

AAEL002627 1 0 0

AAEL002628 0 1 1

AAEL002629 1 1 1

AAEL002630 0 0 0

AAEL002631 1 1 0

AAEL002632 0 1 0

AAEL002633 0 0 0

AAEL002634 0 0 1

AAEL002635 0 0 0

AAEL002636 1 1 0

AAEL002637 0 0 0

AAEL002638 0 1 1

AAEL002639 0 1 0

AAEL002640 0 0 0

AAEL002641 0 0 0

AAEL002642 0 0 0

AAEL002643 0 0 1

AAEL002644 1 1 1

AAEL002645 1 1 0

AAEL002646 0 0 1

AAEL002647 1 1 1

AAEL002648 0 0 0

AAEL002649 0 0 1

AAEL002650 0 0 0
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AAEL002651 0 1 1

AAEL002652 1 1 1

AAEL002653 0 0 1

AAEL002654 1 1 1

AAEL002655 1 1 0

AAEL002656 1 1 1

AAEL002657 0 0 0

AAEL002658 0 1 1

AAEL002659 0 0 0

AAEL002660 0 1 0

AAEL002661 0 1 0

AAEL002662 0 1 0

AAEL002663 0 1 0

AAEL002664 0 1 1

AAEL002665 0 1 0

AAEL002666 0 0 0

AAEL002667 0 0 1

AAEL002668 1 1 1

AAEL002669 0 1 0

AAEL002670 0 1 0

AAEL002671 0 1 0

AAEL002672 0 0 0

AAEL002673 0 1 1

AAEL002674 0 0 0

AAEL002675 0 1 1

AAEL002676 0 0 0

AAEL002677 0 1 0

AAEL002678 0 1 1

AAEL002679 0 0 0

AAEL002680 0 1 1

AAEL002681 0 1 1

AAEL002682 0 0 0

AAEL002683 1 1 1

AAEL002684 0 0 1

AAEL002685 0 0 0

AAEL002686 0 1 1

AAEL002687 0 1 1

AAEL002688 1 1 0

AAEL002689 0 0 0

AAEL002690 0 0 0

AAEL002691 1 1 1

AAEL002692 0 0 0

AAEL002693 1 1 1

AAEL002694 0 1 0

AAEL002695 0 0 0

AAEL002696 0 1 0

AAEL002697 0 0 0

AAEL002698 1 1 0

AAEL002699 0 1 1

AAEL002700 1 1 1

AAEL002701 0 1 0
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AAEL002702 0 1 0

AAEL002703 1 1 1

AAEL002704 1 1 1

AAEL002705 1 0 1

AAEL002706 0 0 0

AAEL002707 0 0 1

AAEL002708 0 1 0

AAEL002709 0 1 0

AAEL002710 0 0 1

AAEL002711 0 1 0

AAEL002712 1 1 0

AAEL002713 0 1 0

AAEL002714 0 1 0

AAEL002715 0 0 1

AAEL002716 0 1 0

AAEL002717 0 1 0

AAEL002718 0 1 0

AAEL002719 0 0 1

AAEL002720 1 1 1

AAEL002721 0 1 0

AAEL002722 0 0 1

AAEL002723 0 1 1

AAEL002724 0 0 0

AAEL002725 0 0 0

AAEL002726 0 0 0

AAEL002727 0 1 0

AAEL002728 1 1 1

AAEL002729 0 0 1

AAEL002730 0 1 1

AAEL002731 0 1 1

AAEL002732 0 0 0

AAEL002733 0 0 1

AAEL002734 0 0 1

AAEL002735 0 0 1

AAEL002736 0 0 1

AAEL002737 0 1 1

AAEL002738 0 0 1

AAEL002739 1 1 1

AAEL002740 1 1 1

AAEL002741 0 0 1

AAEL002742 0 0 0

AAEL002743 0 1 1

AAEL002744 1 1 1

AAEL002745 0 0 1

AAEL002746 0 0 0

AAEL002747 0 1 1

AAEL002748 0 1 1

AAEL002749 0 0 1

AAEL002750 0 0 1

AAEL002751 0 0 1

AAEL002752 1 1 1
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AAEL002753 0 1 1

AAEL002754 0 0 1

AAEL002755 0 0 1

AAEL002756 0 1 1

AAEL002757 0 1 0

AAEL002758 1 1 1

AAEL002759 1 1 1

AAEL002760 1 1 1

AAEL002761 1 1 1

AAEL002762 0 0 0

AAEL002763 0 0 1

AAEL002764 1 1 1

AAEL002765 0 0 1

AAEL002766 1 1 1

AAEL002767 1 1 1

AAEL002768 0 0 0

AAEL002769 1 1 1

AAEL002770 0 0 0

AAEL002771 1 1 1

AAEL002772 0 1 1

AAEL002773 0 0 1

AAEL002774 0 1 1

AAEL002775 0 0 0

AAEL002776 0 0 1

AAEL002777 0 1 1

AAEL002778 0 0 1

AAEL002779 0 1 1

AAEL002780 0 0 0

AAEL002781 0 1 1

AAEL002782 0 1 1

AAEL002783 1 1 1

AAEL002784 1 1 1

AAEL002785 0 0 1

AAEL002786 0 0 0

AAEL002787 0 0 0

AAEL002788 1 1 1

AAEL002789 1 1 1

AAEL002790 0 1 1

AAEL002791 1 1 1

AAEL002792 0 0 1

AAEL002793 0 1 1

AAEL002794 0 1 1

AAEL002795 1 0 0

AAEL002796 1 1 1

AAEL002797 1 1 1

AAEL002798 0 1 1

AAEL002799 0 0 0

AAEL002800 1 1 0

AAEL002801 0 1 1

AAEL002802 1 1 1

AAEL002803 0 0 1
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AAEL002804 0 1 0

AAEL002805 0 1 1

AAEL002806 0 0 1

AAEL002807 1 0 1

AAEL002808 1 1 1

AAEL002809 1 1 1

AAEL002810 1 0 1

AAEL002811 1 1 1

AAEL002812 0 1 1

AAEL002813 1 1 1

AAEL002814 0 1 0

AAEL002815 0 0 0

AAEL002816 0 0 1

AAEL002817 0 0 0

AAEL002818 0 1 1

AAEL002819 0 1 0

AAEL002820 0 1 0

AAEL002821 0 0 0

AAEL002822 0 1 1

AAEL002823 0 0 1

AAEL002824 0 0 0

AAEL002825 0 1 1

AAEL002826 0 0 0

AAEL002827 1 1 1

AAEL002828 0 1 1

AAEL002829 0 0 0

AAEL002830 0 1 0

AAEL002831 1 1 1

AAEL002832 1 1 0

AAEL002833 1 1 1

AAEL002834 1 1 1

AAEL002835 0 0 0

AAEL002836 1 1 1

AAEL002837 1 0 1

AAEL002838 0 1 0

AAEL002839 0 0 0

AAEL002840 0 1 0

AAEL002841 0 0 1

AAEL002842 0 0 1

AAEL002843 1 1 1

AAEL002844 1 1 1

AAEL002845 0 0 1

AAEL002846 0 0 0

AAEL002847 0 0 0

AAEL002848 0 1 0

AAEL002849 0 1 0

AAEL002850 0 0 1

AAEL002851 1 1 1

AAEL002852 1 1 0

AAEL002853 0 0 1

AAEL002854 0 1 1
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AAEL002855 0 1 0

AAEL002856 1 1 1

AAEL002857 0 1 1

AAEL002858 0 0 0

AAEL002859 0 0 0

AAEL002860 1 1 1

AAEL002861 1 1 1

AAEL002862 0 1 0

AAEL002863 0 1 1

AAEL002864 0 1 1

AAEL002865 0 0 0

AAEL002866 0 1 1

AAEL002867 1 1 1

AAEL002868 0 0 0

AAEL002869 1 1 0

AAEL002870 1 1 1

AAEL002871 0 0 0

AAEL002872 0 1 0

AAEL002873 0 0 1

AAEL002874 1 1 1

AAEL002875 0 0 1

AAEL002876 0 0 1

AAEL002877 0 0 0

AAEL002878 0 0 0

AAEL002879 0 1 1

AAEL002880 0 1 1

AAEL002881 1 1 0

AAEL002882 0 0 0

AAEL002883 0 0 0

AAEL002884 0 0 1

AAEL002885 1 1 1

AAEL002886 1 1 1

AAEL002887 0 1 0

AAEL002888 1 1 1

AAEL002889 1 1 1

AAEL002890 1 1 0

AAEL002891 1 1 0

AAEL002892 0 1 0

AAEL002893 0 0 0

AAEL002894 0 0 1

AAEL002895 0 1 1

AAEL002896 0 0 1

AAEL002897 0 0 1

AAEL002898 1 1 1

AAEL002899 0 0 1

AAEL002900 0 1 1

AAEL002901 0 1 1

AAEL002902 0 0 0

AAEL002903 1 1 0

AAEL002904 0 0 0

AAEL002905 1 1 1
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AAEL002906 1 1 1

AAEL002907 0 1 1

AAEL002908 0 1 0

AAEL002909 0 0 0

AAEL002910 0 1 0

AAEL002911 0 1 0

AAEL002912 0 1 1

AAEL002913 0 1 1

AAEL002914 0 0 0

AAEL002915 0 0 1

AAEL002916 0 0 0

AAEL002917 0 1 1

AAEL002918 0 1 1

AAEL002919 0 0 0

AAEL002920 0 1 1

AAEL002921 1 1 1

AAEL002922 0 0 0

AAEL002923 0 0 1

AAEL002924 1 1 1

AAEL002925 0 1 1

AAEL002926 0 0 1

AAEL002927 0 0 1

AAEL002928 0 0 0

AAEL002929 0 1 1

AAEL002930 1 0 0

AAEL002931 0 0 1

AAEL002932 0 0 0

AAEL002933 0 1 1

AAEL002934 1 1 1

AAEL002935 1 1 1

AAEL002936 0 0 1

AAEL002937 0 0 1

AAEL002938 1 1 0

AAEL002939 0 1 1

AAEL002940 0 0 0

AAEL002941 0 0 0

AAEL002942 0 0 0

AAEL002943 0 1 0

AAEL002944 1 1 1

AAEL002945 1 0 1

AAEL002946 0 0 1

AAEL002947 0 0 0

AAEL002948 1 1 1

AAEL002949 0 1 1

AAEL002950 1 1 1

AAEL002951 0 0 1

AAEL002952 0 1 0

AAEL002953 1 1 0

AAEL002954 0 0 0

AAEL002955 0 1 1

AAEL002956 0 1 1
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AAEL002957 0 0 1

AAEL002958 1 1 1

AAEL002959 0 1 1

AAEL002960 1 1 1

AAEL002961 0 1 1

AAEL002962 0 1 1

AAEL002963 1 1 1

AAEL002964 0 1 0

AAEL002965 1 1 1

AAEL002966 0 0 1

AAEL002967 0 0 1

AAEL002968 0 1 1

AAEL002969 0 1 1

AAEL002970 0 1 1

AAEL002971 0 1 1

AAEL002972 0 1 0

AAEL002973 1 0 1

AAEL002974 0 0 0

AAEL002975 0 0 0

AAEL002976 0 1 1

AAEL002977 0 0 0

AAEL002978 1 1 1

AAEL002979 1 1 1

AAEL002980 0 1 1

AAEL002981 0 1 1

AAEL002982 0 1 0

AAEL002983 1 1 0

AAEL002984 1 0 0

AAEL002985 0 1 1

AAEL002986 1 1 0

AAEL002987 1 1 1

AAEL002988 1 1 0

AAEL002989 0 1 1

AAEL002990 0 1 1

AAEL002991 0 0 0

AAEL002992 1 1 1

AAEL002993 1 1 1

AAEL002994 0 0 0

AAEL002995 1 1 0

AAEL002996 0 1 0

AAEL002997 0 1 1

AAEL002998 0 1 0

AAEL002999 0 1 1

AAEL003000 0 0 0

AAEL003001 0 1 1

AAEL003002 0 0 0

AAEL003003 0 0 1

AAEL003004 0 1 1

AAEL003005 0 0 0

AAEL003006 1 1 1

AAEL003007 0 1 1
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AAEL003008 0 0 1

AAEL003009 1 0 1

AAEL003010 0 1 1

AAEL003011 0 1 1

AAEL003012 0 0 0

AAEL003013 0 1 0

AAEL003014 1 0 1

AAEL003015 0 1 0

AAEL003016 1 1 0

AAEL003017 0 1 1

AAEL003018 0 1 1

AAEL003019 1 1 1

AAEL003020 0 0 0

AAEL003021 0 0 0

AAEL003022 0 1 0

AAEL003023 0 0 0

AAEL003024 0 1 1

AAEL003025 0 1 0

AAEL003026 0 0 0

AAEL003027 0 1 1

AAEL003028 0 0 1

AAEL003029 0 1 0

AAEL003030 0 0 1

AAEL003031 0 0 1

AAEL003032 1 1 1

AAEL003033 0 0 0

AAEL003034 0 0 1

AAEL003035 1 1 1

AAEL003036 1 1 0

AAEL003037 0 0 1

AAEL003038 0 0 0

AAEL003039 1 1 1

AAEL003040 0 1 1

AAEL003041 0 1 1

AAEL003042 0 0 0

AAEL003043 0 1 1

AAEL003044 0 0 0

AAEL003045 0 0 0

AAEL003046 1 1 1

AAEL003047 0 0 0

AAEL003048 0 0 1

AAEL003049 0 1 1

AAEL003050 0 1 0

AAEL003051 0 0 0

AAEL003052 0 1 0

AAEL003053 0 1 1

AAEL003054 0 1 1

AAEL003055 0 1 1

AAEL003056 1 1 1

AAEL003057 0 1 1

AAEL003058 1 1 1
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AAEL003059 0 1 1

AAEL003060 1 1 0

AAEL003061 0 1 1

AAEL003062 0 0 1

AAEL003063 0 1 0

AAEL003064 1 1 0

AAEL003065 1 1 1

AAEL003066 0 1 1

AAEL003067 1 1 1

AAEL003068 0 0 0

AAEL003069 0 0 0

AAEL003070 1 1 1

AAEL003071 1 1 1

AAEL003072 0 1 0

AAEL003073 0 0 1

AAEL003074 0 0 0

AAEL003075 0 1 0

AAEL003076 1 1 1

AAEL003077 0 1 1

AAEL003078 1 1 1

AAEL003079 0 0 1

AAEL003080 0 0 1

AAEL003081 0 0 1

AAEL003082 0 1 0

AAEL003083 1 1 0

AAEL003084 0 1 1

AAEL003085 0 1 0

AAEL003086 1 1 0

AAEL003087 0 1 1

AAEL003088 0 1 1

AAEL003089 1 1 1

AAEL003090 0 1 1

AAEL003091 0 1 1

AAEL003092 0 1 0

AAEL003093 0 1 0

AAEL003094 0 0 1

AAEL003095 0 1 1

AAEL003096 0 0 0

AAEL003097 0 0 0

AAEL003098 0 1 0

AAEL003099 0 1 1

AAEL003100 0 1 1

AAEL003101 0 0 0

AAEL003102 0 0 1

AAEL003103 0 0 1

AAEL003104 0 1 1

AAEL003105 1 1 0

AAEL003106 1 1 1

AAEL003107 0 1 0

AAEL003108 1 1 1

AAEL003109 0 1 0
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AAEL003110 1 1 0

AAEL003111 0 0 1

AAEL003112 0 1 1

AAEL003113 0 1 1

AAEL003114 1 1 1

AAEL003115 0 0 1

AAEL003116 1 1 1

AAEL003117 0 1 1

AAEL003118 0 1 1

AAEL003119 0 1 1

AAEL003120 0 0 1

AAEL003121 0 0 0

AAEL003122 0 1 0

AAEL003123 0 1 1

AAEL003124 0 0 0

AAEL003125 1 1 1

AAEL003126 0 1 1

AAEL003127 0 1 0

AAEL003128 0 1 1

AAEL003129 0 1 0

AAEL003130 1 1 0

AAEL003131 0 0 1

AAEL003132 0 0 0

AAEL003133 0 0 0

AAEL003134 0 0 0

AAEL003135 0 1 1

AAEL003136 0 1 1

AAEL003137 0 0 1

AAEL003138 0 0 0

AAEL003139 0 1 1

AAEL003140 1 1 1

AAEL003141 0 1 1

AAEL003142 0 1 1

AAEL003143 1 1 1

AAEL003144 1 1 0

AAEL003145 0 1 1

AAEL003146 1 1 1

AAEL003147 0 1 0

AAEL003148 0 1 0

AAEL003149 1 1 1

AAEL003150 0 1 0

AAEL003151 1 1 1

AAEL003152 0 1 1

AAEL003153 1 1 1

AAEL003154 1 1 1

AAEL003155 0 1 0

AAEL003156 0 0 1

AAEL003157 0 1 1

AAEL003158 0 0 0

AAEL003159 0 1 0

AAEL003160 1 1 1
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AAEL003161 1 1 1

AAEL003162 1 1 1

AAEL003163 0 0 1

AAEL003164 1 0 0

AAEL003165 1 1 1

AAEL003166 0 0 1

AAEL003167 0 0 0

AAEL003168 0 0 0

AAEL003169 0 0 1

AAEL003170 0 0 1

AAEL003171 0 1 0

AAEL003172 0 1 0

AAEL003173 0 0 0

AAEL003174 1 1 0

AAEL003175 0 0 1

AAEL003176 0 1 1

AAEL003177 0 0 0

AAEL003178 0 1 1

AAEL003179 1 1 1

AAEL003180 1 1 1

AAEL003181 0 0 1

AAEL003182 0 1 1

AAEL003183 0 1 1

AAEL003184 1 1 1

AAEL003185 0 1 1

AAEL003186 0 0 1

AAEL003187 0 1 1

AAEL003188 1 1 1

AAEL003189 0 0 0

AAEL003190 0 1 1

AAEL003191 0 0 0

AAEL003192 0 1 1

AAEL003193 1 1 1

AAEL003194 0 1 1

AAEL003195 0 1 0

AAEL003196 1 1 1

AAEL003197 0 0 1

AAEL003198 0 0 0

AAEL003199 0 0 1

AAEL003200 0 1 1

AAEL003201 1 1 1

AAEL003202 1 1 1

AAEL003203 1 1 1

AAEL003204 0 1 1

AAEL003205 0 1 1

AAEL003206 0 1 1

AAEL003207 0 0 0

AAEL003208 0 0 1

AAEL003209 0 1 0

AAEL003210 1 1 1

AAEL003211 0 1 0
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AAEL003212 0 1 1

AAEL003213 0 1 0

AAEL003214 0 0 0

AAEL003215 0 1 1

AAEL003216 0 1 0

AAEL003217 0 0 0

AAEL003218 1 1 1

AAEL003219 0 0 0

AAEL003220 1 1 1

AAEL003221 0 0 0

AAEL003222 0 1 1

AAEL003223 0 0 1

AAEL003224 0 0 0

AAEL003225 1 1 1

AAEL003226 0 0 1

AAEL003227 0 1 1

AAEL003228 0 1 0

AAEL003229 0 1 1

AAEL003230 1 1 1

AAEL003231 1 0 0

AAEL003232 1 1 1

AAEL003233 0 0 0

AAEL003234 0 1 1

AAEL003235 1 1 1

AAEL003236 0 0 1

AAEL003237 0 1 1

AAEL003238 0 1 0

AAEL003239 1 0 1

AAEL003240 0 0 1

AAEL003241 0 1 1

AAEL003242 0 0 1

AAEL003243 1 1 1

AAEL003244 0 0 0

AAEL003245 0 1 1

AAEL003246 0 1 1

AAEL003247 1 0 1

AAEL003248 1 1 0

AAEL003249 0 1 1

AAEL003250 1 0 1

AAEL003251 0 0 1

AAEL003252 0 0 1

AAEL003253 0 1 0

AAEL003254 1 1 1

AAEL003255 0 1 1

AAEL003256 0 1 0

AAEL003257 0 0 0

AAEL003258 1 0 0

AAEL003259 1 1 1

AAEL003260 0 0 0

AAEL003261 0 1 1

AAEL003262 0 1 1
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AAEL003263 0 0 0

AAEL003264 0 1 1

AAEL003265 0 0 0

AAEL003266 1 0 0

AAEL003267 0 1 1

AAEL003268 0 0 1

AAEL003269 0 1 1

AAEL003270 1 1 1

AAEL003271 0 1 1

AAEL003272 0 0 0

AAEL003273 0 1 0

AAEL003274 0 0 1

AAEL003275 1 1 0

AAEL003276 0 1 0

AAEL003277 0 1 1

AAEL003278 0 0 0

AAEL003279 0 1 1

AAEL003280 0 1 1

AAEL003281 1 1 1

AAEL003282 0 1 1

AAEL003283 0 0 1

AAEL003284 1 1 1

AAEL003285 1 1 1

AAEL003286 0 1 1

AAEL003287 1 1 1

AAEL003288 1 0 0

AAEL003289 0 1 0

AAEL003290 0 1 1

AAEL003291 0 1 1

AAEL003292 0 1 0

AAEL003293 1 1 1

AAEL003294 0 1 1

AAEL003295 0 0 0

AAEL003296 0 0 0

AAEL003297 0 1 0

AAEL003298 1 1 1

AAEL003299 0 1 1

AAEL003300 0 0 1

AAEL003301 0 0 0

AAEL003302 0 0 0

AAEL003303 0 0 1

AAEL003304 0 0 0

AAEL003305 0 0 0

AAEL003306 1 1 1

AAEL003307 0 0 0

AAEL003308 0 0 0

AAEL003309 1 1 1

AAEL003310 0 0 1

AAEL003311 1 0 1

AAEL003312 0 0 1

AAEL003313 0 1 1
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AAEL003314 0 0 0

AAEL003315 1 1 0

AAEL003316 0 1 0

AAEL003317 0 1 1

AAEL003318 0 1 1

AAEL003319 1 1 1

AAEL003320 0 1 0

AAEL003321 0 1 0

AAEL003322 0 0 0

AAEL003323 0 0 0

AAEL003324 0 0 0

AAEL003325 0 1 1

AAEL003326 1 0 0

AAEL003327 0 1 1

AAEL003328 0 0 0

AAEL003329 0 0 0

AAEL003330 0 1 0

AAEL003331 0 0 0

AAEL003332 0 1 0

AAEL003333 1 1 0

AAEL003334 0 0 0

AAEL003335 0 0 1

AAEL003336 1 1 1

AAEL003337 0 1 0

AAEL003338 0 1 1

AAEL003339 0 0 0

AAEL003340 0 0 0

AAEL003341 0 0 1

AAEL003342 0 1 0

AAEL003343 0 0 1

AAEL003344 1 1 1

AAEL003345 1 1 1

AAEL003346 1 1 0

AAEL003347 1 1 0

AAEL003348 0 0 0

AAEL003349 1 1 1

AAEL003350 0 0 0

AAEL003351 0 1 0

AAEL003352 1 1 1

AAEL003353 0 0 1

AAEL003354 0 0 0

AAEL003355 1 1 0

AAEL003356 0 1 0

AAEL003357 1 0 1

AAEL003358 0 0 1

AAEL003359 0 0 1

AAEL003360 0 0 0

AAEL003361 1 1 1

AAEL003362 0 1 1

AAEL003363 0 1 1

AAEL003364 1 1 1
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AAEL003365 1 1 1

AAEL003366 1 1 1

AAEL003367 0 1 0

AAEL003368 0 1 0

AAEL003369 0 0 0

AAEL003370 0 0 1

AAEL003371 1 1 1

AAEL003372 0 1 0

AAEL003373 0 1 0

AAEL003374 0 0 0

AAEL003375 0 0 1

AAEL003376 0 0 0

AAEL003377 0 1 1

AAEL003378 0 1 0

AAEL003379 0 0 1

AAEL003380 0 1 1

AAEL003381 0 1 0

AAEL003382 1 1 1

AAEL003383 0 1 0

AAEL003384 1 1 0

AAEL003385 1 1 1

AAEL003386 0 1 1

AAEL003387 1 1 1

AAEL003388 1 1 0

AAEL003389 0 1 1

AAEL003390 1 1 0

AAEL003391 0 1 0

AAEL003392 0 0 0

AAEL003393 1 1 1

AAEL003394 1 1 1

AAEL003395 0 0 0

AAEL003396 1 1 1

AAEL003397 0 1 1

AAEL003398 0 0 1

AAEL003399 0 1 0

AAEL003400 1 0 0

AAEL003401 0 1 0

AAEL003402 0 1 0

AAEL003403 0 0 0

AAEL003404 1 1 1

AAEL003405 1 1 1

AAEL003406 1 1 1

AAEL003407 0 0 0

AAEL003408 0 0 0

AAEL003409 1 1 1

AAEL003410 0 0 0

AAEL003411 0 0 1

AAEL003412 1 1 1

AAEL003413 0 1 1

AAEL003414 0 0 0

AAEL003415 0 1 0
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AAEL003416 1 1 1

AAEL003417 0 1 1

AAEL003418 1 1 1

AAEL003419 0 1 0

AAEL003420 0 0 0

AAEL003421 0 1 0

AAEL003422 0 0 0

AAEL003423 1 1 1

AAEL003424 0 1 1

AAEL003425 0 0 1

AAEL003426 0 1 1

AAEL003427 1 1 0

AAEL003428 0 1 1

AAEL003429 0 0 0

AAEL003430 1 1 1

AAEL003431 1 1 1

AAEL003432 0 0 1

AAEL003433 1 1 1

AAEL003434 1 1 1

AAEL003435 1 1 1

AAEL003436 0 0 0

AAEL003437 1 1 0

AAEL003438 0 1 0

AAEL003439 0 0 0

AAEL003440 0 0 0

AAEL003441 0 0 0

AAEL003442 0 1 1

AAEL003443 1 1 1

AAEL003444 0 1 1

AAEL003445 1 0 1

AAEL003446 0 0 0

AAEL003447 0 1 0

AAEL003448 1 0 0

AAEL003449 1 1 1

AAEL003450 0 0 1

AAEL003451 0 1 1

AAEL003452 1 1 1

AAEL003453 1 1 0

AAEL003454 1 1 1

AAEL003455 0 1 0

AAEL003456 0 0 1

AAEL003457 0 1 1

AAEL003458 0 0 0

AAEL003459 0 0 1

AAEL003460 0 0 0

AAEL003461 1 1 1

AAEL003462 0 0 1

AAEL003463 0 1 1

AAEL003464 0 1 1

AAEL003465 0 0 0

AAEL003466 0 1 1
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AAEL003467 0 1 1

AAEL003468 0 0 1

AAEL003469 1 1 1

AAEL003470 0 1 1

AAEL003471 1 1 1

AAEL003472 0 1 0

AAEL003473 0 0 0

AAEL003474 0 1 1

AAEL003475 0 1 1

AAEL003476 0 1 0

AAEL003477 0 1 1

AAEL003478 0 1 1

AAEL003479 0 0 1

AAEL003480 0 1 1

AAEL003481 0 1 1

AAEL003482 0 0 0

AAEL003483 1 1 1

AAEL003484 0 1 1

AAEL003485 0 1 1

AAEL003486 0 0 0

AAEL003487 0 1 0

AAEL003488 0 0 1

AAEL003489 0 1 1

AAEL003490 1 0 0

AAEL003491 1 1 0

AAEL003492 0 1 1

AAEL003493 1 0 0

AAEL003494 0 1 1

AAEL003495 0 1 1

AAEL003496 0 1 0

AAEL003497 0 1 1

AAEL003498 0 1 0

AAEL003499 0 1 0

AAEL003500 0 0 1

AAEL003501 0 0 0

AAEL003502 0 0 0

AAEL003503 1 1 1

AAEL003504 0 0 1

AAEL003505 0 1 0

AAEL003506 0 0 0

AAEL003507 0 1 0

AAEL003508 0 1 1

AAEL003509 0 1 1

AAEL003510 1 1 1

AAEL003511 1 1 0

AAEL003512 0 1 1

AAEL003513 0 0 0

AAEL003514 1 1 1

AAEL003515 0 1 1

AAEL003516 0 1 1

AAEL003517 1 1 0
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AAEL003518 0 0 0

AAEL003519 0 1 1

AAEL003520 0 0 1

AAEL003521 0 0 1

AAEL003522 0 1 1

AAEL003523 0 1 0

AAEL003524 1 1 0

AAEL003525 0 1 1

AAEL003526 0 0 1

AAEL003527 0 1 1

AAEL003528 1 1 1

AAEL003529 0 1 0

AAEL003530 0 1 0

AAEL003531 0 0 0

AAEL003532 0 0 0

AAEL003533 0 0 0

AAEL003534 0 0 1

AAEL003535 0 0 0

AAEL003536 0 1 1

AAEL003537 1 1 1

AAEL003538 1 1 1

AAEL003539 1 1 0

AAEL003540 1 0 1

AAEL003541 1 0 1

AAEL003542 1 1 1

AAEL003543 0 1 1

AAEL003544 0 1 0

AAEL003545 0 1 0

AAEL003546 0 1 1

AAEL003547 0 0 0

AAEL003548 1 1 0

AAEL003549 1 1 1

AAEL003550 1 0 1

AAEL003551 1 0 1

AAEL003552 0 1 1

AAEL003553 0 0 1

AAEL003554 1 1 1

AAEL003555 0 1 0

AAEL003556 0 0 0

AAEL003557 0 0 0

AAEL003558 0 0 0

AAEL003559 1 1 1

AAEL003560 0 0 1

AAEL003561 0 0 0

AAEL003562 0 1 1

AAEL003563 0 1 1

AAEL003564 0 0 1

AAEL003565 0 0 0

AAEL003566 0 1 0

AAEL003567 0 0 0

AAEL003568 0 0 1
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AAEL003569 0 1 1

AAEL003570 0 1 1

AAEL003571 0 0 1

AAEL003572 0 1 1

AAEL003573 0 1 1

AAEL003574 0 1 1

AAEL003575 0 0 0

AAEL003576 1 0 0

AAEL003577 0 0 1

AAEL003578 0 1 0

AAEL003579 0 1 1

AAEL003580 0 0 0

AAEL003581 0 1 0

AAEL003582 1 1 0

AAEL003583 0 0 0

AAEL003584 0 1 1

AAEL003585 0 1 1

AAEL003586 0 1 1

AAEL003587 0 1 0

AAEL003588 1 1 0

AAEL003589 0 1 1

AAEL003590 1 1 1

AAEL003591 0 1 0

AAEL003592 0 0 0

AAEL003593 0 1 1

AAEL003594 0 1 1

AAEL003595 0 1 1

AAEL003596 0 1 1

AAEL003597 0 1 1

AAEL003598 0 1 0

AAEL003599 0 1 0

AAEL003600 1 1 1

AAEL003601 0 1 1

AAEL003602 0 0 1

AAEL003603 0 1 1

AAEL003604 0 1 1

AAEL003605 0 1 1

AAEL003606 1 1 1

AAEL003607 0 0 1

AAEL003608 0 1 1

AAEL003609 0 0 1

AAEL003610 0 0 1

AAEL003611 1 1 1

AAEL003612 0 0 1

AAEL003613 0 1 1

AAEL003614 0 1 1

AAEL003615 0 0 0

AAEL003616 0 1 0

AAEL003617 0 0 0

AAEL003618 0 1 0

AAEL003619 1 1 1
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AAEL003620 0 0 0

AAEL003621 0 0 1

AAEL003622 0 1 1

AAEL003623 0 1 1

AAEL003624 1 1 1

AAEL003625 0 1 1

AAEL003626 1 1 0

AAEL003627 0 1 0

AAEL003628 1 1 1

AAEL003629 0 0 0

AAEL003630 0 0 1

AAEL003631 0 1 1

AAEL003632 0 1 0

AAEL003633 0 0 0

AAEL003634 1 1 1

AAEL003635 0 1 1

AAEL003636 0 1 1

AAEL003637 0 0 1

AAEL003638 0 0 1

AAEL003639 0 0 0

AAEL003640 0 0 1

AAEL003641 0 1 0

AAEL003642 1 0 0

AAEL003643 0 1 1

AAEL003644 0 0 0

AAEL003645 1 1 1

AAEL003646 0 1 1

AAEL003647 0 1 1

AAEL003648 1 1 0

AAEL003649 0 1 1

AAEL003650 1 1 1

AAEL003651 0 1 1

AAEL003652 0 1 0

AAEL003653 1 1 0

AAEL003654 0 1 1

AAEL003655 0 1 0

AAEL003656 1 0 1

AAEL003657 1 1 0

AAEL003658 0 1 1

AAEL003659 1 0 1

AAEL003660 0 1 1

AAEL003661 1 1 1

AAEL003662 1 0 1

AAEL003663 0 1 1

AAEL003664 1 1 1

AAEL003665 0 1 1

AAEL003666 0 1 1

AAEL003667 1 1 1

AAEL003668 1 1 1

AAEL003669 1 0 0

AAEL003670 0 1 1
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AAEL003671 1 1 0

AAEL003672 0 1 1

AAEL003673 0 0 1

AAEL003674 0 1 1

AAEL003675 1 1 1

AAEL003676 1 1 1

AAEL003677 0 0 1

AAEL003678 0 1 1

AAEL003679 0 1 0

AAEL003680 0 1 0

AAEL003681 0 0 1

AAEL003682 0 0 1

AAEL003683 0 0 1

AAEL003684 0 1 1

AAEL003685 0 0 1

AAEL003686 1 1 1

AAEL003687 0 0 1

AAEL003688 0 1 0

AAEL003689 0 0 1

AAEL003690 0 1 1

AAEL003691 0 1 0

AAEL003692 0 1 1

AAEL003693 0 0 0

AAEL003694 0 0 0

AAEL003695 1 1 1

AAEL003696 0 1 1

AAEL003697 0 1 1

AAEL003698 0 1 0

AAEL003699 0 0 0

AAEL003700 1 1 0

AAEL003701 0 1 0

AAEL003702 0 0 0

AAEL003703 0 0 1

AAEL003704 1 1 1

AAEL003705 1 1 1

AAEL003706 0 0 1

AAEL003707 0 0 0

AAEL003708 0 1 1

AAEL003709 0 1 1

AAEL003710 0 0 0

AAEL003711 0 0 0

AAEL003712 0 1 1

AAEL003713 0 0 1

AAEL003714 0 1 0

AAEL003715 0 0 1

AAEL003716 0 1 1

AAEL003717 0 0 1

AAEL003718 1 1 1

AAEL003719 0 1 0

AAEL003720 0 1 1

AAEL003721 0 0 1
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AAEL003722 0 1 1

AAEL003723 1 1 1

AAEL003724 0 0 0

AAEL003725 0 0 0

AAEL003726 0 1 0

AAEL003727 1 1 0

AAEL003728 0 0 0

AAEL003729 0 1 1

AAEL003730 1 1 1

AAEL003731 0 0 1

AAEL003732 0 1 0

AAEL003733 0 1 1

AAEL003734 0 1 1

AAEL003735 1 1 1

AAEL003736 1 1 0

AAEL003737 0 1 1

AAEL003738 0 0 1

AAEL003739 1 1 0

AAEL003740 0 0 1

AAEL003741 0 0 1

AAEL003742 0 1 1

AAEL003743 1 1 1

AAEL003744 0 1 0

AAEL003745 0 0 0

AAEL003746 0 1 1

AAEL003747 0 0 0

AAEL003748 0 0 1

AAEL003749 1 1 1

AAEL003750 1 1 1

AAEL003751 0 1 0

AAEL003752 0 0 1

AAEL003753 0 0 1

AAEL003754 1 1 1

AAEL003755 1 1 1

AAEL003756 1 1 1

AAEL003757 0 0 0

AAEL003758 0 1 0

AAEL003759 0 1 0

AAEL003760 0 0 1

AAEL003761 0 0 1

AAEL003762 0 1 1

AAEL003763 1 1 0

AAEL003764 0 1 1

AAEL003765 0 0 0

AAEL003766 0 0 1

AAEL003767 0 0 0

AAEL003768 0 1 0

AAEL003769 1 1 1

AAEL003770 1 1 1

AAEL003771 0 1 1

AAEL003772 0 1 0
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AAEL003773 0 0 0

AAEL003774 0 1 1

AAEL003775 0 0 0

AAEL003776 1 1 1

AAEL003777 0 1 0

AAEL003778 0 0 1

AAEL003779 1 0 1

AAEL003780 0 1 0

AAEL003781 0 1 0

AAEL003782 0 0 0

AAEL003783 0 1 0

AAEL003784 0 1 1

AAEL003785 1 1 1

AAEL003786 0 0 0

AAEL003787 0 1 1

AAEL003788 0 0 1

AAEL003789 1 1 1

AAEL003790 0 0 1

AAEL003791 1 1 1

AAEL003792 0 1 0

AAEL003793 0 0 0

AAEL003794 0 0 0

AAEL003795 0 0 0

AAEL003796 0 0 0

AAEL003797 0 1 1

AAEL003798 1 1 1

AAEL003799 1 1 0

AAEL003800 0 1 1

AAEL003801 1 1 1

AAEL003802 0 0 0

AAEL003803 0 1 0

AAEL003804 0 1 0

AAEL003805 0 1 1

AAEL003806 0 1 0

AAEL003807 0 1 0

AAEL003808 0 1 1

AAEL003809 0 0 1

AAEL003810 0 0 0

AAEL003811 1 1 1

AAEL003812 1 1 0

AAEL003813 1 1 0

AAEL003814 0 0 1

AAEL003815 1 1 1

AAEL003816 1 1 1

AAEL003817 1 1 1

AAEL003818 0 0 1

AAEL003819 1 0 0

AAEL003820 0 0 1

AAEL003821 0 1 1

AAEL003822 1 1 1

AAEL003823 0 0 1
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AAEL003824 1 1 1

AAEL003825 1 1 0

AAEL003826 0 0 1

AAEL003827 0 0 0

AAEL003828 0 0 0

AAEL003829 1 1 1

AAEL003830 0 1 0

AAEL003831 0 0 1

AAEL003832 1 0 1

AAEL003833 0 0 1

AAEL003834 0 1 0

AAEL003835 1 1 1

AAEL003836 0 0 0

AAEL003837 0 1 1

AAEL003838 0 0 1

AAEL003839 1 1 1

AAEL003840 0 1 1

AAEL003841 0 1 1

AAEL003842 0 1 0

AAEL003843 1 1 1

AAEL003844 1 1 1

AAEL003845 0 0 1

AAEL003846 0 0 1

AAEL003847 0 0 0

AAEL003848 0 1 1

AAEL003849 1 1 1

AAEL003850 0 0 0

AAEL003851 0 0 1

AAEL003852 0 0 0

AAEL003853 0 0 1

AAEL003854 0 1 0

AAEL003855 0 1 0

AAEL003856 0 0 0

AAEL003857 0 1 1

AAEL003858 0 0 0

AAEL003859 0 1 0

AAEL003860 0 0 0

AAEL003861 0 1 1

AAEL003862 0 0 1

AAEL003863 0 0 1

AAEL003864 1 1 1

AAEL003865 1 1 0

AAEL003866 0 0 1

AAEL003867 0 0 1

AAEL003868 0 1 1

AAEL003869 0 1 0

AAEL003870 0 1 1

AAEL003871 1 1 1

AAEL003872 1 1 0

AAEL003873 1 1 1

AAEL003874 1 1 0

Page 76



AAEL003875 1 1 0

AAEL003876 0 1 1

AAEL003877 0 1 1

AAEL003878 1 1 1

AAEL003879 1 0 1

AAEL003880 0 0 1

AAEL003881 1 1 1

AAEL003882 1 1 1

AAEL003883 1 1 1

AAEL003884 0 0 0

AAEL003885 0 0 1

AAEL003886 0 1 0

AAEL003887 0 1 1

AAEL003888 0 1 1

AAEL003889 0 1 1

AAEL003890 1 1 1

AAEL003891 0 1 0

AAEL003892 0 0 0

AAEL003893 1 0 0

AAEL003894 0 0 1

AAEL003895 0 1 0

AAEL003896 1 0 0

AAEL003897 0 0 1

AAEL003898 0 1 1

AAEL003899 1 1 1

AAEL003900 0 1 1

AAEL003901 1 1 1

AAEL003902 0 0 1

AAEL003903 0 1 1

AAEL003904 0 0 0

AAEL003905 0 1 0

AAEL003906 0 1 0

AAEL003907 0 1 0

AAEL003908 1 1 1

AAEL003909 0 1 0

AAEL003910 1 0 1

AAEL003911 1 1 1

AAEL003912 0 1 1

AAEL003913 1 1 0

AAEL003914 1 1 0

AAEL003915 0 0 0

AAEL003916 1 1 1

AAEL003917 1 1 0

AAEL003918 1 0 0

AAEL003919 0 1 0

AAEL003920 0 0 0

AAEL003921 1 1 1

AAEL003922 0 1 1

AAEL003923 0 0 0

AAEL003924 1 1 1

AAEL003925 0 1 1
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AAEL003926 1 1 1

AAEL003927 1 0 0

AAEL003928 0 1 1

AAEL003929 1 0 1

AAEL003930 0 0 0

AAEL003931 1 0 0

AAEL003932 0 0 1

AAEL003933 0 1 1

AAEL003934 1 1 1

AAEL003935 0 1 0

AAEL003936 1 1 0

AAEL003937 0 0 0

AAEL003938 0 1 1

AAEL003939 0 1 1

AAEL003940 0 1 0

AAEL003941 0 1 0

AAEL003942 1 1 0

AAEL003943 0 0 1

AAEL003944 0 1 1

AAEL003945 1 1 1

AAEL003946 0 0 1

AAEL003947 0 1 1

AAEL003948 0 0 0

AAEL003949 0 1 1

AAEL003950 1 1 1

AAEL003951 1 0 0

AAEL003952 0 1 0

AAEL003953 1 1 0

AAEL003954 1 1 1

AAEL003955 1 1 1

AAEL003956 0 0 0

AAEL003957 1 1 1

AAEL003958 1 0 1

AAEL003959 1 1 1

AAEL003960 0 0 1

AAEL003961 1 1 1

AAEL003962 0 1 1

AAEL003963 1 1 1

AAEL003964 0 1 0

AAEL003965 0 1 0

AAEL003966 1 0 1

AAEL003967 0 0 0

AAEL003968 1 1 0

AAEL003969 0 0 0

AAEL003970 1 0 1

AAEL003971 0 1 1

AAEL003972 1 0 1

AAEL003973 1 1 1

AAEL003974 0 0 1

AAEL003975 0 1 0

AAEL003976 1 1 0
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AAEL003977 0 1 0

AAEL003978 0 1 1

AAEL003979 0 1 1

AAEL003980 0 1 1

AAEL003981 1 1 0

AAEL003982 0 0 0

AAEL003983 0 0 0

AAEL003984 0 1 1

AAEL003985 0 0 1

AAEL003986 1 1 1

AAEL003987 0 1 1

AAEL003988 1 1 0

AAEL003989 0 1 1

AAEL003990 1 1 1

AAEL003991 1 1 0

AAEL003992 1 1 1

AAEL003993 1 1 1

AAEL003994 0 1 1

AAEL003995 0 1 1

AAEL003996 0 0 1

AAEL003997 0 0 0

AAEL003998 1 1 1

AAEL003999 0 0 0

AAEL004000 0 0 1

AAEL004001 0 0 1

AAEL004002 0 1 0

AAEL004003 0 0 0

AAEL004004 0 1 0

AAEL004005 0 0 0

AAEL004006 0 0 1

AAEL004007 0 1 1

AAEL004008 0 0 0

AAEL004009 0 1 0

AAEL004010 1 1 1

AAEL004011 0 0 0

AAEL004012 0 0 0

AAEL004013 0 0 1

AAEL004014 0 1 1

AAEL004015 0 0 0

AAEL004016 0 0 0

AAEL004017 1 0 1

AAEL004018 0 1 0

AAEL004019 0 1 1

AAEL004020 0 0 0

AAEL004021 0 0 0

AAEL004022 0 1 1

AAEL004023 0 1 1

AAEL004024 0 0 0

AAEL004025 0 0 1

AAEL004026 1 0 1

AAEL004027 1 0 1
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AAEL004028 0 0 0

AAEL004029 0 0 1

AAEL004030 0 0 0

AAEL004031 0 1 0

AAEL004032 0 0 0

AAEL004033 0 0 0

AAEL004034 0 1 1

AAEL004035 0 1 1

AAEL004036 0 1 0

AAEL004037 0 0 1

AAEL004038 0 1 1

AAEL004039 1 1 1

AAEL004040 0 1 0

AAEL004041 0 1 0

AAEL004042 1 1 1

AAEL004043 0 1 0

AAEL004044 0 0 0

AAEL004045 0 1 1

AAEL004046 0 0 1

AAEL004047 0 1 1

AAEL004048 0 1 1

AAEL004049 0 1 0

AAEL004050 0 1 1

AAEL004051 0 0 0

AAEL004052 1 1 0

AAEL004053 1 1 1

AAEL004054 1 1 1

AAEL004055 1 1 1

AAEL004056 0 0 1

AAEL004057 0 1 1

AAEL004058 0 1 1

AAEL004059 1 1 1

AAEL004060 1 1 0

AAEL004061 0 0 0

AAEL004062 0 1 1

AAEL004063 1 1 1

AAEL004064 0 1 1

AAEL004065 0 1 1

AAEL004066 0 0 1

AAEL004067 1 1 1

AAEL004068 1 1 1

AAEL004069 1 1 1

AAEL004070 0 0 1

AAEL004071 1 1 1

AAEL004072 0 0 1

AAEL004073 0 1 0

AAEL004074 1 1 1

AAEL004075 0 1 1

AAEL004076 1 1 1

AAEL004077 0 0 0

AAEL004078 0 0 0

Page 80



AAEL004079 0 0 0

AAEL004080 0 1 0

AAEL004081 1 1 1

AAEL004082 0 0 0

AAEL004083 1 1 0

AAEL004084 0 1 0

AAEL004085 0 0 1

AAEL004086 1 1 1

AAEL004087 0 0 1

AAEL004088 1 1 1

AAEL004089 0 1 0

AAEL004090 0 1 1

AAEL004091 0 1 1

AAEL004092 1 1 1

AAEL004093 0 0 0

AAEL004094 1 1 1

AAEL004095 0 1 1

AAEL004096 1 1 1

AAEL004097 0 1 1

AAEL004098 0 1 0

AAEL004099 0 0 0

AAEL004100 1 1 1

AAEL004101 0 1 1

AAEL004102 1 1 1

AAEL004103 0 0 0

AAEL004104 1 1 1

AAEL004105 0 0 0

AAEL004106 0 1 0

AAEL004107 0 1 1

AAEL004108 0 0 1

AAEL004109 0 0 1

AAEL004110 1 1 0

AAEL004111 0 0 1

AAEL004112 1 0 1

AAEL004113 1 1 1

AAEL004114 0 1 1

AAEL004115 0 0 0

AAEL004116 0 0 1

AAEL004117 1 1 1

AAEL004118 1 1 1

AAEL004119 0 1 1

AAEL004120 1 1 1

AAEL004121 1 1 1

AAEL004122 0 0 0

AAEL004123 0 0 1

AAEL004124 0 1 1

AAEL004125 0 1 1

AAEL004126 0 1 1

AAEL004127 1 1 0

AAEL004128 1 1 0

AAEL004129 1 1 1
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AAEL004130 1 1 0

AAEL004131 0 1 1

AAEL004132 1 1 1

AAEL004133 0 0 0

AAEL004134 0 0 1

AAEL004135 0 0 0

AAEL004136 1 1 0

AAEL004137 1 1 1

AAEL004138 0 0 1

AAEL004139 0 1 1

AAEL004140 0 0 1

AAEL004141 1 0 1

AAEL004142 1 0 1

AAEL004143 0 1 0

AAEL004144 0 0 1

AAEL004145 0 0 1

AAEL004146 0 1 1

AAEL004147 1 1 1

AAEL004148 1 1 1

AAEL004149 1 0 1

AAEL004150 0 0 1

AAEL004151 1 1 1

AAEL004152 1 1 1

AAEL004153 0 0 1

AAEL004154 0 1 0

AAEL004155 0 0 1

AAEL004156 0 1 1

AAEL004157 0 0 1

AAEL004158 0 0 0

AAEL004159 0 0 1

AAEL004160 0 0 1

AAEL004161 0 1 1

AAEL004162 0 0 0

AAEL004163 0 1 0

AAEL004164 0 0 0

AAEL004165 0 1 1

AAEL004166 0 1 0

AAEL004167 0 1 1

AAEL004168 0 1 1

AAEL004169 0 1 0

AAEL004170 1 1 1

AAEL004171 0 0 0

AAEL004172 1 1 1

AAEL004173 0 1 1

AAEL004174 0 1 1

AAEL004175 1 1 1

AAEL004176 1 1 0

AAEL004177 0 0 0

AAEL004178 1 1 1

AAEL004179 0 0 1

AAEL004180 0 1 0
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AAEL004181 0 0 1

AAEL004182 0 0 1

AAEL004183 1 1 1

AAEL004184 0 1 1

AAEL004185 0 0 0

AAEL004186 0 1 1

AAEL004187 0 1 0

AAEL004188 0 1 0

AAEL004189 0 0 0

AAEL004190 0 1 0

AAEL004191 0 1 1

AAEL004192 0 0 1

AAEL004193 0 0 0

AAEL004194 0 0 0

AAEL004195 1 1 1

AAEL004196 0 1 1

AAEL004197 0 0 1

AAEL004198 0 1 1

AAEL004199 0 0 0

AAEL004200 1 1 1

AAEL004201 0 0 1

AAEL004202 0 1 0

AAEL004203 0 0 0

AAEL004204 0 0 1

AAEL004205 0 1 1

AAEL004206 0 1 1

AAEL004207 0 0 0

AAEL004208 0 1 1

AAEL004209 0 0 1

AAEL004210 0 1 1

AAEL004211 0 1 1

AAEL004212 0 1 0

AAEL004213 1 0 1

AAEL004214 0 1 0

AAEL004215 0 1 0

AAEL004216 0 1 1

AAEL004217 0 0 0

AAEL004218 0 0 1

AAEL004219 0 0 0

AAEL004220 0 0 0

AAEL004221 0 1 1

AAEL004222 0 0 1

AAEL004223 1 1 1

AAEL004224 0 1 1

AAEL004225 0 1 0

AAEL004226 0 0 0

AAEL004227 0 1 1

AAEL004228 1 1 1

AAEL004229 1 1 0

AAEL004230 0 1 1

AAEL004231 0 1 0
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AAEL004232 0 1 1

AAEL004233 0 0 0

AAEL004234 1 1 1

AAEL004235 1 1 0

AAEL004236 0 0 1

AAEL004237 0 1 1

AAEL004238 0 0 1

AAEL004239 1 1 0

AAEL004240 0 0 0

AAEL004241 0 0 0

AAEL004242 0 1 1

AAEL004243 0 1 1

AAEL004244 1 1 0

AAEL004245 0 0 0

AAEL004246 0 1 1

AAEL004247 1 1 1

AAEL004248 0 1 1

AAEL004249 1 1 1

AAEL004250 0 1 1

AAEL004251 0 0 1

AAEL004252 0 0 1

AAEL004253 0 1 1

AAEL004254 0 0 0

AAEL004255 0 0 1

AAEL004256 0 1 1

AAEL004257 0 0 1

AAEL004258 0 0 0

AAEL004259 0 0 0

AAEL004260 0 1 0

AAEL004261 0 0 0

AAEL004262 0 1 0

AAEL004263 0 1 1

AAEL004264 1 0 1

AAEL004265 0 0 0

AAEL004266 0 1 0

AAEL004267 0 1 1

AAEL004268 0 0 0

AAEL004269 1 1 1

AAEL004270 0 0 0

AAEL004271 1 1 0

AAEL004272 0 1 1

AAEL004273 0 1 1

AAEL004274 1 1 1

AAEL004275 0 0 1

AAEL004276 0 1 1

AAEL004277 0 1 0

AAEL004278 0 1 1

AAEL004279 0 1 0

AAEL004280 0 1 1

AAEL004281 0 1 0

AAEL004282 0 1 1
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AAEL004283 0 0 0

AAEL004284 0 1 1

AAEL004285 0 1 1

AAEL004286 1 1 1

AAEL004287 0 1 1

AAEL004288 0 1 1

AAEL004289 1 1 1

AAEL004290 0 1 1

AAEL004291 0 1 1

AAEL004292 0 1 0

AAEL004293 0 0 0

AAEL004294 1 1 1

AAEL004295 0 0 1

AAEL004296 0 0 0

AAEL004297 1 1 1

AAEL004298 0 0 0

AAEL004299 0 1 1

AAEL004300 1 1 0

AAEL004301 0 1 1

AAEL004302 0 1 1

AAEL004303 0 0 0

AAEL004304 0 0 1

AAEL004305 0 1 0

AAEL004306 1 1 0

AAEL004307 0 1 1

AAEL004308 0 1 1

AAEL004309 1 1 1

AAEL004310 0 0 1

AAEL004311 1 1 0

AAEL004312 0 1 0

AAEL004313 0 0 1

AAEL004314 0 0 0

AAEL004315 1 1 1

AAEL004316 1 1 1

AAEL004317 0 1 1

AAEL004318 1 1 0

AAEL004319 0 1 0

AAEL004320 0 1 1

AAEL004321 0 0 1

AAEL004322 0 0 0

AAEL004323 0 1 1

AAEL004324 0 0 0

AAEL004325 1 1 1

AAEL004326 0 1 0

AAEL004327 0 1 1

AAEL004328 1 1 1

AAEL004329 0 1 0

AAEL004330 0 1 1

AAEL004331 0 0 0

AAEL004332 0 1 1

AAEL004333 0 1 0
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AAEL004334 1 1 1

AAEL004335 0 1 1

AAEL004336 0 0 1

AAEL004337 0 0 0

AAEL004338 1 1 1

AAEL004339 0 1 0

AAEL004340 0 1 1

AAEL004341 0 1 1

AAEL004342 0 0 1

AAEL004343 0 1 1

AAEL004344 0 0 0

AAEL004345 0 1 1

AAEL004346 0 0 1

AAEL004347 1 1 1

AAEL004348 0 0 1

AAEL004349 0 1 0

AAEL004350 1 1 1

AAEL004351 1 1 1

AAEL004352 0 0 0

AAEL004353 0 1 1

AAEL004354 0 0 1

AAEL004355 0 1 0

AAEL004356 1 1 1

AAEL004357 0 0 1

AAEL004358 1 1 1

AAEL004359 0 1 1

AAEL004360 0 0 0

AAEL004361 0 1 0

AAEL004362 0 0 0

AAEL004363 0 0 0

AAEL004364 1 1 0

AAEL004365 0 1 1

AAEL004366 0 0 0

AAEL004367 1 0 0

AAEL004368 1 1 1

AAEL004369 1 1 1

AAEL004370 1 1 0

AAEL004371 1 1 1

AAEL004372 0 0 1

AAEL004373 0 0 0

AAEL004374 0 1 0

AAEL004375 1 1 1

AAEL004376 1 1 0

AAEL004377 0 0 0

AAEL004378 1 1 1

AAEL004379 0 1 1

AAEL004380 0 0 1

AAEL004381 1 0 0

AAEL004382 1 1 0

AAEL004383 0 0 0

AAEL004384 0 1 0

Page 86



AAEL004385 1 1 1

AAEL004386 1 1 1

AAEL004387 0 1 1

AAEL004388 0 1 1

AAEL004389 0 1 1

AAEL004390 1 1 1

AAEL004391 0 0 0

AAEL004392 1 1 1

AAEL004393 0 0 1

AAEL004394 0 0 0

AAEL004395 0 1 0

AAEL004396 1 0 1

AAEL004397 0 1 0

AAEL004398 0 0 0

AAEL004399 0 0 0

AAEL004400 0 1 0

AAEL004401 1 1 1

AAEL004402 0 1 0

AAEL004403 0 0 1

AAEL004404 1 0 1

AAEL004405 1 0 0

AAEL004406 1 1 1

AAEL004407 0 1 1

AAEL004408 0 0 0

AAEL004409 1 0 1

AAEL004410 0 0 0

AAEL004411 0 0 1

AAEL004412 1 0 1

AAEL004413 0 0 1

AAEL004414 1 0 0

AAEL004415 0 1 1

AAEL004416 0 1 1

AAEL004417 1 1 0

AAEL004418 0 0 0

AAEL004419 1 1 1

AAEL004420 0 1 1

AAEL004421 0 0 1

AAEL004422 0 1 1

AAEL004423 0 1 1

AAEL004424 0 0 0

AAEL004425 0 1 1

AAEL004426 1 1 1

AAEL004427 1 1 1

AAEL004428 0 0 0

AAEL004429 0 0 1

AAEL004430 0 1 1

AAEL004431 1 1 1

AAEL004432 0 0 0

AAEL004433 1 1 1

AAEL004434 1 1 1

AAEL004435 1 1 1
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AAEL004436 0 1 1

AAEL004437 0 1 1

AAEL004438 0 1 1

AAEL004439 1 1 1

AAEL004440 0 1 1

AAEL004441 1 1 1

AAEL004442 0 0 0

AAEL004443 0 0 1

AAEL004444 0 0 1

AAEL004445 0 1 1

AAEL004446 0 0 0

AAEL004447 0 0 1

AAEL004448 1 1 1

AAEL004449 0 1 1

AAEL004450 1 1 1

AAEL004451 0 1 1

AAEL004452 1 1 0

AAEL004453 0 1 1

AAEL004454 0 0 1

AAEL004455 1 1 1

AAEL004456 1 1 1

AAEL004457 1 1 1

AAEL004458 1 1 1

AAEL004459 0 0 1

AAEL004460 0 0 1

AAEL004461 1 1 0

AAEL004462 0 1 0

AAEL004463 0 0 0

AAEL004464 0 1 1

AAEL004465 1 1 1

AAEL004466 0 1 0

AAEL004467 0 0 1

AAEL004468 1 1 1

AAEL004469 1 1 1

AAEL004470 0 0 1

AAEL004471 1 1 0

AAEL004472 0 0 1

AAEL004473 0 1 0

AAEL004474 0 1 1

AAEL004475 1 1 1

AAEL004476 0 0 0

AAEL004477 1 1 0

AAEL004478 0 0 0

AAEL004479 0 0 0

AAEL004480 0 1 1

AAEL004481 0 1 0

AAEL004482 0 1 1

AAEL004483 0 0 0

AAEL004484 1 0 1

AAEL004485 1 1 0

AAEL004486 1 1 1
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AAEL004487 0 0 0

AAEL004488 0 0 0

AAEL004489 0 1 1

AAEL004490 0 0 0

AAEL004491 0 0 0

AAEL004492 1 1 1

AAEL004493 0 1 1

AAEL004494 0 1 1

AAEL004495 0 0 0

AAEL004496 1 1 0

AAEL004497 1 1 1

AAEL004498 0 0 0

AAEL004499 0 0 1

AAEL004500 1 1 0

AAEL004501 1 0 1

AAEL004502 0 1 1

AAEL004503 0 1 0

AAEL004504 1 1 1

AAEL004505 0 1 1

AAEL004506 0 1 0

AAEL004507 0 1 1

AAEL004508 0 0 1

AAEL004509 0 1 0

AAEL004510 0 0 0

AAEL004511 0 1 0

AAEL004512 0 0 0

AAEL004513 0 1 1

AAEL004514 0 1 0

AAEL004515 0 0 0

AAEL004516 0 0 1

AAEL004517 1 0 1

AAEL004518 1 1 1

AAEL004519 0 1 0

AAEL004520 1 1 0

AAEL004521 0 1 1

AAEL004522 1 1 1

AAEL004523 1 1 1

AAEL004524 0 1 1

AAEL004525 0 0 0

AAEL004526 1 1 1

AAEL004527 1 1 1

AAEL004528 0 1 0

AAEL004529 1 1 1

AAEL004530 0 1 1

AAEL004531 0 1 0

AAEL004532 1 1 1

AAEL004533 0 0 0

AAEL004534 1 0 0

AAEL004535 0 0 1

AAEL004536 0 0 1

AAEL004537 0 0 1
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AAEL004538 0 1 0

AAEL004539 0 0 1

AAEL004540 0 1 1

AAEL004541 0 1 1

AAEL004542 0 1 0

AAEL004543 0 0 0

AAEL004544 0 1 0

AAEL004545 0 1 1

AAEL004546 1 1 1

AAEL004547 0 1 1

AAEL004548 1 1 1

AAEL004549 0 0 1

AAEL004550 0 0 0

AAEL004551 1 1 1

AAEL004552 0 1 1

AAEL004553 1 1 1

AAEL004554 1 1 1

AAEL004555 0 1 1

AAEL004556 0 1 0

AAEL004557 0 0 1

AAEL004558 0 1 1

AAEL004559 1 1 1

AAEL004560 0 0 0

AAEL004561 0 1 0

AAEL004562 1 1 1

AAEL004563 1 1 1

AAEL004564 0 0 0

AAEL004565 1 0 1

AAEL004566 0 1 0

AAEL004567 1 0 0

AAEL004568 0 1 1

AAEL004569 1 1 1

AAEL004570 0 1 1

AAEL004571 0 1 1

AAEL004572 0 0 0

AAEL004573 0 1 1

AAEL004574 0 1 1

AAEL004575 0 1 1

AAEL004576 0 1 0

AAEL004577 0 1 1

AAEL004578 0 0 0

AAEL004579 0 1 1

AAEL004580 1 1 1

AAEL004581 0 1 1

AAEL004582 0 1 1

AAEL004583 1 1 1

AAEL004584 1 1 0

AAEL004585 1 1 1

AAEL004586 1 1 1

AAEL004587 0 0 1

AAEL004588 1 1 1

Page 90



AAEL004589 1 1 0

AAEL004590 1 1 1

AAEL004591 1 1 1

AAEL004592 1 1 0

AAEL004593 0 1 1

AAEL004594 0 1 1

AAEL004595 0 1 1

AAEL004596 0 1 1

AAEL004597 1 1 1

AAEL004598 0 0 0

AAEL004599 0 1 0

AAEL004600 0 0 0

AAEL004601 0 0 0

AAEL004602 0 0 0

AAEL004603 1 1 1

AAEL004604 0 0 1

AAEL004605 0 0 0

AAEL004606 1 1 1

AAEL004607 0 1 1

AAEL004608 0 0 1

AAEL004609 0 1 0

AAEL004610 0 1 0

AAEL004611 0 1 1

AAEL004612 0 0 0

AAEL004613 0 1 1

AAEL004614 1 0 0

AAEL004615 0 0 1

AAEL004616 0 1 1

AAEL004617 0 1 0

AAEL004618 1 1 0

AAEL004619 0 0 1

AAEL004620 1 0 0

AAEL004621 0 1 0

AAEL004622 0 0 1

AAEL004623 0 1 0

AAEL004624 0 1 0

AAEL004625 0 1 1

AAEL004626 0 0 0

AAEL004627 1 1 0

AAEL004628 0 0 1

AAEL004629 1 1 0

AAEL004630 0 0 0

AAEL004631 0 1 1

AAEL004632 0 0 0

AAEL004633 1 1 1

AAEL004634 1 1 0

AAEL004635 1 1 1

AAEL004636 0 0 0

AAEL004637 0 1 0

AAEL004638 0 1 0

AAEL004639 0 0 0
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AAEL004640 1 0 1

AAEL004641 0 0 1

AAEL004642 0 1 0

AAEL004643 1 1 0

AAEL004644 0 0 1

AAEL004645 0 0 0

AAEL004646 1 1 0

AAEL004647 1 0 0

AAEL004648 0 0 1

AAEL004649 0 0 0

AAEL004650 1 1 0

AAEL004651 0 0 1

AAEL004652 0 1 0

AAEL004653 1 1 1

AAEL004654 1 1 1

AAEL004655 0 0 0

AAEL004656 0 0 1

AAEL004657 0 1 1

AAEL004658 0 1 0

AAEL004659 0 0 1

AAEL004660 0 1 0

AAEL004661 1 0 1

AAEL004662 1 1 0

AAEL004663 0 1 1

AAEL004664 0 0 1

AAEL004665 0 1 1

AAEL004666 0 1 0

AAEL004667 1 1 0

AAEL004668 1 1 1

AAEL004669 0 0 1

AAEL004670 0 0 1

AAEL004671 0 0 0

AAEL004672 0 1 0

AAEL004673 0 1 1

AAEL004674 0 0 0

AAEL004675 0 1 1

AAEL004676 1 1 1

AAEL004677 0 0 0

AAEL004678 0 0 0

AAEL004679 0 0 1

AAEL004680 0 1 1

AAEL004681 0 0 1

AAEL004682 1 1 1

AAEL004683 0 0 0

AAEL004684 1 1 0

AAEL004685 0 1 1

AAEL004686 0 1 1

AAEL004687 0 0 1

AAEL004688 0 1 0

AAEL004689 0 1 0

AAEL004690 0 1 1
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AAEL004691 1 1 0

AAEL004692 0 0 0

AAEL004693 0 0 1

AAEL004694 0 1 1

AAEL004695 0 1 1

AAEL004696 0 0 0

AAEL004697 1 1 0

AAEL004698 1 1 0

AAEL004699 1 1 1

AAEL004700 1 0 1

AAEL004701 0 1 1

AAEL004702 1 1 0

AAEL004703 0 0 1

AAEL004704 0 0 0

AAEL004705 0 0 1

AAEL004706 0 0 1

AAEL004707 0 0 1

AAEL004708 0 1 0

AAEL004709 1 1 1

AAEL004710 0 1 0

AAEL004711 0 0 1

AAEL004712 0 0 1

AAEL004713 1 1 1

AAEL004714 0 0 0

AAEL004715 0 0 1

AAEL004716 1 1 1

AAEL004717 0 1 1

AAEL004718 0 1 1

AAEL004719 0 0 1

AAEL004720 0 0 0

AAEL004721 0 1 0

AAEL004722 1 0 1

AAEL004723 0 0 0

AAEL004724 0 0 1

AAEL004725 0 0 0

AAEL004726 0 0 1

AAEL004727 1 1 0

AAEL004728 1 1 1

AAEL004729 0 1 0

AAEL004730 0 0 0

AAEL004731 0 0 0

AAEL004732 0 0 1

AAEL004733 0 1 1

AAEL004734 0 0 1

AAEL004735 0 0 0

AAEL004736 0 1 0

AAEL004737 0 0 0

AAEL004738 1 1 1

AAEL004739 1 1 1

AAEL004740 0 1 1

AAEL004741 0 1 1
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AAEL004742 0 1 0

AAEL004743 0 1 0

AAEL004744 1 1 0

AAEL004745 0 0 1

AAEL004746 0 1 0

AAEL004747 0 0 1

AAEL004748 1 0 1

AAEL004749 0 0 1

AAEL004750 0 1 0

AAEL004751 0 1 1

AAEL004752 0 0 1

AAEL004753 0 0 1

AAEL004754 0 0 1

AAEL004755 0 1 1

AAEL004756 0 1 0

AAEL004757 1 1 1

AAEL004758 0 1 1

AAEL004759 0 0 1

AAEL004760 0 1 1

AAEL004761 0 1 0

AAEL004762 0 0 1

AAEL004763 0 1 1

AAEL004764 0 0 0

AAEL004765 0 0 1

AAEL004766 0 0 0

AAEL004767 0 1 1

AAEL004768 0 0 0

AAEL004769 1 0 1

AAEL004770 0 0 0

AAEL004771 0 0 1

AAEL004772 0 1 1

AAEL004773 1 1 1

AAEL004774 0 0 0

AAEL004775 0 1 1

AAEL004776 0 0 1

AAEL004777 0 0 0

AAEL004778 0 1 1

AAEL004779 0 1 1

AAEL004780 0 1 1

AAEL004781 0 0 1

AAEL004782 0 0 1

AAEL004783 1 0 1

AAEL004784 1 1 1

AAEL004785 0 0 0

AAEL004786 0 1 0

AAEL004787 0 0 0

AAEL004788 0 1 0

AAEL004789 0 1 1

AAEL004790 0 1 1

AAEL004791 0 1 0

AAEL004792 0 0 1
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AAEL004793 0 1 0

AAEL004794 0 0 1

AAEL004795 0 0 0

AAEL004796 0 1 0

AAEL004797 0 0 0

AAEL004798 0 1 1

AAEL004799 0 0 0

AAEL004800 0 0 0

AAEL004801 0 0 1

AAEL004802 1 1 1

AAEL004803 0 0 0

AAEL004804 0 1 1

AAEL004805 1 1 1

AAEL004806 0 0 1

AAEL004807 0 0 0

AAEL004808 0 1 1

AAEL004809 1 1 1

AAEL004810 0 1 0

AAEL004811 0 0 0

AAEL004812 0 0 0

AAEL004813 1 1 1

AAEL004814 0 1 1

AAEL004815 1 0 1

AAEL004816 0 0 0

AAEL004817 0 0 1

AAEL004818 1 1 1

AAEL004819 0 0 0

AAEL004820 0 1 1

AAEL004821 1 0 1

AAEL004822 0 0 1

AAEL004823 1 1 1

AAEL004824 0 0 0

AAEL004825 1 1 1

AAEL004826 0 1 1

AAEL004827 0 1 1

AAEL004828 0 1 1

AAEL004829 0 1 1

AAEL004830 0 0 0

AAEL004831 0 1 1

AAEL004832 1 1 1

AAEL004833 0 1 0

AAEL004834 0 0 0

AAEL004835 0 1 0

AAEL004836 0 0 0

AAEL004837 1 1 1

AAEL004838 1 1 1

AAEL004839 1 0 1

AAEL004840 0 0 0

AAEL004841 0 1 1

AAEL004842 0 1 1

AAEL004843 0 1 1
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AAEL004844 0 0 0

AAEL004845 0 1 1

AAEL004846 1 1 0

AAEL004847 0 0 0

AAEL004848 0 0 1

AAEL004849 0 1 1

AAEL004850 1 1 0

AAEL004851 0 0 0

AAEL004852 0 1 1

AAEL004853 1 1 1

AAEL004854 1 1 0

AAEL004855 1 1 1

AAEL004856 0 1 1

AAEL004857 0 0 1

AAEL004858 0 1 1

AAEL004859 1 1 1

AAEL004860 1 1 0

AAEL004861 1 0 1

AAEL004862 0 1 0

AAEL004863 0 1 1

AAEL004864 0 1 1

AAEL004865 1 0 0

AAEL004866 0 1 0

AAEL004867 1 0 1

AAEL004868 0 1 1

AAEL004869 1 1 0

AAEL004870 0 1 1

AAEL004871 1 1 1

AAEL004872 0 0 0

AAEL004873 0 1 1

AAEL004874 0 0 0

AAEL004875 1 1 1

AAEL004876 0 0 0

AAEL004877 1 1 0

AAEL004878 0 0 1

AAEL004879 0 1 1

AAEL004880 0 0 0

AAEL004881 1 0 1

AAEL004882 0 1 0

AAEL004883 0 0 1

AAEL004884 1 1 1

AAEL004885 0 0 1

AAEL004886 1 1 1

AAEL004887 0 0 1

AAEL004888 0 1 0

AAEL004889 0 1 0

AAEL004890 0 0 1

AAEL004891 1 1 1

AAEL004892 1 1 1

AAEL004893 0 0 1

AAEL004894 0 1 0
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AAEL004895 0 1 1

AAEL004896 0 1 1

AAEL004897 0 0 0

AAEL004898 0 1 0

AAEL004899 1 1 1

AAEL004900 0 1 1

AAEL004901 0 1 1

AAEL004902 1 1 1

AAEL004903 0 0 0

AAEL004904 0 0 0

AAEL004905 0 0 1

AAEL004906 0 0 0

AAEL004907 0 0 0

AAEL004908 1 1 0

AAEL004909 0 1 0

AAEL004910 1 1 1

AAEL004911 1 1 1

AAEL004912 0 1 0

AAEL004913 0 0 1

AAEL004914 0 1 1

AAEL004915 0 0 1

AAEL004916 1 1 0

AAEL004917 0 0 1

AAEL004918 0 1 0

AAEL004919 0 1 0

AAEL004920 0 1 1

AAEL004921 0 0 1

AAEL004922 0 1 0

AAEL004923 0 1 1

AAEL004924 0 1 1

AAEL004925 0 0 0

AAEL004926 0 1 1

AAEL004927 0 0 1

AAEL004928 0 0 0

AAEL004929 0 0 0

AAEL004930 1 1 1

AAEL004931 1 1 1

AAEL004932 0 0 0

AAEL004933 0 1 1

AAEL004934 0 1 1

AAEL004935 0 1 1

AAEL004936 0 1 1

AAEL004937 0 0 0

AAEL004938 0 1 0

AAEL004939 0 0 0

AAEL004940 1 0 0

AAEL004941 0 1 0

AAEL004942 0 1 0

AAEL004943 1 1 0

AAEL004944 0 0 0

AAEL004945 0 1 1
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AAEL004946 0 0 0

AAEL004947 0 1 1

AAEL004948 0 1 1

AAEL004949 0 0 1

AAEL004950 0 1 0

AAEL004951 0 1 0

AAEL004952 1 1 1

AAEL004953 0 1 1

AAEL004954 0 0 0

AAEL004955 1 1 1

AAEL004956 0 0 0

AAEL004957 0 1 1

AAEL004958 0 0 1

AAEL004959 0 0 0

AAEL004960 1 1 1

AAEL004961 0 0 0

AAEL004962 0 0 0

AAEL004963 0 0 1

AAEL004964 0 1 0

AAEL004965 0 1 0

AAEL004966 0 0 0

AAEL004967 1 1 1

AAEL004968 0 1 0

AAEL004969 1 1 1

AAEL004970 1 0 1

AAEL004971 0 1 1

AAEL004972 0 1 1

AAEL004973 0 0 0

AAEL004974 0 1 1

AAEL004975 0 0 0

AAEL004976 1 1 1

AAEL004977 1 0 0

AAEL004978 1 1 1

AAEL004979 0 1 1

AAEL004980 1 1 1

AAEL004981 1 1 1

AAEL004982 0 0 0

AAEL004983 1 1 1

AAEL004984 1 1 1

AAEL004985 1 1 1

AAEL004986 0 1 0

AAEL004987 0 1 1

AAEL004988 1 1 1

AAEL004989 1 1 1

AAEL004990 0 1 1

AAEL004991 0 0 0

AAEL004992 0 0 0

AAEL004993 0 0 1

AAEL004994 0 1 0

AAEL004995 1 1 1

AAEL004996 0 0 0
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AAEL004997 0 1 1

AAEL004998 0 0 1

AAEL004999 1 1 0

AAEL005000 1 1 1

AAEL005001 0 1 1

AAEL005002 0 1 0

AAEL005003 0 1 1

AAEL005004 0 0 0

AAEL005005 0 1 0

AAEL005006 0 1 1

AAEL005007 0 0 1

AAEL005008 1 1 1

AAEL005009 1 1 1

AAEL005010 0 0 0

AAEL005011 0 0 0

AAEL005012 0 0 1

AAEL005013 1 1 1

AAEL005014 0 0 0

AAEL005015 0 1 1

AAEL005016 1 1 0

AAEL005017 0 1 1

AAEL005018 0 1 0

AAEL005019 0 1 1

AAEL005020 0 1 0

AAEL005021 0 1 0

AAEL005022 1 1 0

AAEL005023 0 1 0

AAEL005024 0 1 0

AAEL005025 1 1 1

AAEL005026 0 0 0

AAEL005027 0 1 0

AAEL005028 1 1 1

AAEL005029 0 0 1

AAEL005030 0 0 0

AAEL005031 0 0 0

AAEL005032 1 1 0

AAEL005033 0 1 1

AAEL005034 0 0 1

AAEL005035 0 1 0

AAEL005036 0 1 1

AAEL005037 1 1 1

AAEL005038 1 0 1

AAEL005039 0 0 1

AAEL005040 1 1 1

AAEL005041 1 1 1

AAEL005042 0 1 1

AAEL005043 1 1 1

AAEL005044 0 0 1

AAEL005045 0 0 0

AAEL005046 1 1 1

AAEL005047 0 0 0
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AAEL005048 1 1 1

AAEL005049 1 1 1

AAEL005050 0 1 1

AAEL005051 0 0 0

AAEL005052 0 1 1

AAEL005053 0 1 0

AAEL005054 0 1 1

AAEL005055 0 1 0

AAEL005056 0 0 1

AAEL005057 1 0 1

AAEL005058 1 1 0

AAEL005059 0 0 1

AAEL005060 0 0 1

AAEL005061 0 1 1

AAEL005062 1 1 1

AAEL005063 0 0 0

AAEL005064 1 1 1

AAEL005065 0 1 0

AAEL005066 0 1 1

AAEL005067 0 1 1

AAEL005068 1 1 1

AAEL005069 1 0 1

AAEL005070 0 1 1

AAEL005071 1 1 1

AAEL005072 0 1 1

AAEL005073 0 0 0

AAEL005074 0 1 1

AAEL005075 0 1 0

AAEL005076 0 0 0

AAEL005077 0 0 1

AAEL005078 1 0 1

AAEL005079 0 0 1

AAEL005080 0 1 0

AAEL005081 0 1 1

AAEL005082 0 0 0

AAEL005083 0 1 1

AAEL005084 1 1 1

AAEL005085 0 1 0

AAEL005086 1 1 0

AAEL005087 0 0 0

AAEL005088 0 0 1

AAEL005089 1 0 0

AAEL005090 0 1 0

AAEL005091 0 0 0

AAEL005092 1 1 0

AAEL005093 0 1 1

AAEL005094 1 0 0

AAEL005095 0 1 1

AAEL005096 0 0 0

AAEL005097 0 0 1

AAEL005098 0 0 0
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AAEL005099 0 0 0

AAEL005100 0 1 1

AAEL005101 0 0 1

AAEL005102 0 0 1

AAEL005103 0 1 1

AAEL005104 0 0 1

AAEL005105 0 1 0

AAEL005106 1 0 1

AAEL005107 0 0 1

AAEL005108 0 0 1

AAEL005109 0 0 0

AAEL005110 1 1 0

AAEL005111 0 0 1

AAEL005112 0 1 0

AAEL005113 0 1 1

AAEL005114 0 1 0

AAEL005115 0 1 0

AAEL005116 0 0 0

AAEL005117 0 0 0

AAEL005118 0 1 1

AAEL005119 0 0 1

AAEL005120 0 1 0

AAEL005121 0 0 0

AAEL005122 1 1 1

AAEL005123 0 1 0

AAEL005124 0 1 1

AAEL005125 0 0 1

AAEL005126 0 1 0

AAEL005127 0 1 1

AAEL005128 0 0 0

AAEL005129 0 1 0

AAEL005130 0 0 0

AAEL005131 0 0 0

AAEL005132 1 1 1

AAEL005133 0 0 1

AAEL005134 0 1 0

AAEL005135 0 0 0

AAEL005136 0 0 0

AAEL005137 1 1 1

AAEL005138 0 0 0

AAEL005139 1 1 0

AAEL005140 1 1 1

AAEL005141 1 1 1

AAEL005142 0 0 1

AAEL005143 1 1 1

AAEL005144 0 0 1

AAEL005145 0 1 1

AAEL005146 0 1 1

AAEL005147 0 1 1

AAEL005148 0 0 0

AAEL005149 0 1 0
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AAEL005150 0 1 1

AAEL005151 0 0 1

AAEL005152 0 1 1

AAEL005153 0 1 1

AAEL005154 0 1 0

AAEL005155 0 0 1

AAEL005156 0 1 1

AAEL005157 0 0 0

AAEL005158 0 1 1

AAEL005159 0 0 1

AAEL005160 0 1 0

AAEL005161 0 0 0

AAEL005162 0 1 1

AAEL005163 0 1 1

AAEL005164 0 0 0

AAEL005165 0 1 1

AAEL005166 0 1 0

AAEL005167 0 0 0

AAEL005168 0 0 0

AAEL005169 0 1 1

AAEL005170 0 1 0

AAEL005171 0 1 1

AAEL005172 0 0 0

AAEL005173 0 0 1

AAEL005174 1 1 0

AAEL005175 1 1 0

AAEL005176 0 1 1

AAEL005177 0 0 0

AAEL005178 0 1 0

AAEL005179 0 1 1

AAEL005180 0 1 1

AAEL005181 0 0 1

AAEL005182 1 1 1

AAEL005183 0 0 1

AAEL005184 0 1 0

AAEL005185 0 0 1

AAEL005186 0 0 0

AAEL005187 0 1 1

AAEL005188 0 1 1

AAEL005189 0 1 0

AAEL005190 0 0 1

AAEL005191 0 1 0

AAEL005192 1 1 0

AAEL005193 0 1 0

AAEL005194 0 1 1

AAEL005195 0 1 0

AAEL005196 0 0 0

AAEL005197 1 1 1

AAEL005198 0 1 0

AAEL005199 1 0 1

AAEL005200 0 1 0
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AAEL005201 0 1 1

AAEL005202 0 1 0

AAEL005203 1 1 1

AAEL005204 0 1 0

AAEL005205 0 1 1

AAEL005206 1 1 1

AAEL005207 0 1 0

AAEL005208 1 1 1

AAEL005209 0 1 1

AAEL005210 0 0 1

AAEL005211 0 1 1

AAEL005212 1 1 0

AAEL005213 1 1 1

AAEL005214 0 1 1

AAEL005215 1 1 1

AAEL005216 1 1 1

AAEL005217 0 1 1

AAEL005218 0 1 1

AAEL005219 0 0 1

AAEL005220 0 1 0

AAEL005221 1 1 1

AAEL005222 0 0 0

AAEL005223 0 1 1

AAEL005224 1 1 1

AAEL005225 0 1 1

AAEL005226 0 0 0

AAEL005227 0 0 0

AAEL005228 0 0 1

AAEL005229 0 1 1

AAEL005230 0 0 1

AAEL005231 0 0 0

AAEL005232 1 0 1

AAEL005233 0 0 0

AAEL005234 1 1 0

AAEL005235 0 1 1

AAEL005236 1 0 0

AAEL005237 0 1 1

AAEL005238 1 1 1

AAEL005239 1 0 0

AAEL005240 0 0 0

AAEL005241 0 1 1

AAEL005242 0 1 0

AAEL005243 0 0 1

AAEL005244 0 1 0

AAEL005245 0 1 1

AAEL005246 0 0 0

AAEL005247 0 0 0

AAEL005248 0 1 0

AAEL005249 0 0 0

AAEL005250 0 1 1

AAEL005251 0 0 0
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AAEL005252 0 1 1

AAEL005253 0 1 0

AAEL005254 1 1 1

AAEL005255 0 1 1

AAEL005256 0 1 0

AAEL005257 0 0 0

AAEL005258 0 1 1

AAEL005259 1 1 0

AAEL005260 0 0 1

AAEL005261 0 0 1

AAEL005262 1 1 1

AAEL005263 1 1 1

AAEL005264 1 0 0

AAEL005265 0 0 1

AAEL005266 1 1 1

AAEL005267 0 1 0

AAEL005268 0 1 0

AAEL005269 1 1 1

AAEL005270 0 1 1

AAEL005271 0 1 0

AAEL005272 1 1 0

AAEL005273 0 1 0

AAEL005274 0 0 1

AAEL005275 0 1 1

AAEL005276 0 0 0

AAEL005277 1 0 1

AAEL005278 0 0 0

AAEL005279 1 1 0

AAEL005280 0 0 0

AAEL005281 0 0 1

AAEL005282 0 0 0

AAEL005283 0 0 0

AAEL005284 0 0 1

AAEL005285 0 0 1

AAEL005286 1 1 1

AAEL005287 0 0 0

AAEL005288 1 1 1

AAEL005289 1 1 1

AAEL005290 0 1 1

AAEL005291 1 0 1

AAEL005292 0 1 1

AAEL005293 0 1 1

AAEL005294 0 0 1

AAEL005295 0 1 1

AAEL005296 0 1 1

AAEL005297 0 1 1

AAEL005298 0 0 0

AAEL005299 0 1 0

AAEL005300 0 0 0

AAEL005301 0 0 1

AAEL005302 0 0 0
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AAEL005303 1 1 1

AAEL005304 0 1 1

AAEL005305 1 1 1

AAEL005306 0 1 1

AAEL005307 0 1 1

AAEL005308 0 1 1

AAEL005309 0 1 1

AAEL005310 0 0 0

AAEL005311 1 1 1

AAEL005312 0 1 1

AAEL005313 1 1 1

AAEL005314 0 0 0

AAEL005315 0 0 0

AAEL005316 0 1 1

AAEL005317 0 1 1

AAEL005318 0 0 0

AAEL005319 1 0 1

AAEL005320 0 0 0

AAEL005321 0 1 1

AAEL005322 0 0 0

AAEL005323 0 0 1

AAEL005324 0 1 0

AAEL005325 0 1 1

AAEL005326 1 1 1

AAEL005327 1 0 1

AAEL005328 0 0 1

AAEL005329 0 0 0

AAEL005330 0 0 0

AAEL005331 1 1 0

AAEL005332 1 1 1

AAEL005333 0 1 1

AAEL005334 0 1 0

AAEL005335 0 0 0

AAEL005336 1 1 1

AAEL005337 0 1 0

AAEL005338 0 1 1

AAEL005339 0 1 1

AAEL005340 0 1 1

AAEL005341 0 1 0

AAEL005342 1 0 1

AAEL005343 0 1 1

AAEL005344 0 1 1

AAEL005345 0 0 0

AAEL005346 0 0 0

AAEL005347 0 1 0

AAEL005348 1 0 1

AAEL005349 0 0 1

AAEL005350 0 0 1

AAEL005351 0 0 0

AAEL005352 0 0 1

AAEL005353 1 1 1
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AAEL005354 0 1 1

AAEL005355 0 1 0

AAEL005356 0 0 1

AAEL005357 0 0 1

AAEL005358 1 1 1

AAEL005359 0 0 0

AAEL005360 0 0 1

AAEL005361 0 0 0

AAEL005362 0 0 0

AAEL005363 0 0 1

AAEL005364 0 1 0

AAEL005365 0 1 1

AAEL005366 0 0 0

AAEL005367 0 1 1

AAEL005368 1 1 1

AAEL005369 0 1 1

AAEL005370 0 0 1

AAEL005371 0 0 0

AAEL005372 0 1 0

AAEL005373 0 0 0

AAEL005374 0 0 1

AAEL005375 0 0 0

AAEL005376 0 0 1

AAEL005377 0 1 0

AAEL005378 0 1 0

AAEL005379 0 0 0

AAEL005380 0 1 1

AAEL005381 0 1 1

AAEL005382 0 0 0

AAEL005383 1 1 0

AAEL005384 1 1 1

AAEL005385 0 0 1

AAEL005386 0 0 1

AAEL005387 0 0 1

AAEL005388 0 0 0

AAEL005389 0 0 1

AAEL005390 1 0 1

AAEL005391 1 1 1

AAEL005392 0 0 0

AAEL005393 0 0 1

AAEL005394 0 0 1

AAEL005395 0 1 0

AAEL005396 0 1 1

AAEL005397 0 1 1

AAEL005398 0 0 1

AAEL005399 0 0 0

AAEL005400 1 1 1

AAEL005401 1 1 1

AAEL005402 1 1 0

AAEL005403 0 1 0

AAEL005404 1 0 0
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AAEL005405 1 1 1

AAEL005406 1 1 1

AAEL005407 0 1 1

AAEL005408 1 1 0

AAEL005409 0 0 0

AAEL005410 0 1 0

AAEL005411 0 1 1

AAEL005412 0 1 1

AAEL005413 1 1 1

AAEL005414 1 1 1

AAEL005415 1 1 1

AAEL005416 0 1 1

AAEL005417 0 1 0

AAEL005418 0 0 1

AAEL005419 0 1 0

AAEL005420 0 0 1

AAEL005421 0 1 0

AAEL005422 0 0 0

AAEL005423 0 1 1

AAEL005424 1 0 0

AAEL005425 0 1 0

AAEL005426 1 1 1

AAEL005427 0 1 1

AAEL005428 1 1 1

AAEL005429 1 1 1

AAEL005430 0 1 0

AAEL005431 0 1 1

AAEL005432 1 1 1

AAEL005433 0 1 1

AAEL005434 0 1 0

AAEL005435 1 1 1

AAEL005436 1 1 1

AAEL005437 0 1 0

AAEL005438 0 0 0

AAEL005439 0 1 1

AAEL005440 0 1 1

AAEL005441 0 0 0

AAEL005442 0 0 0

AAEL005443 0 0 1

AAEL005444 0 0 0

AAEL005445 1 1 1

AAEL005446 0 1 1

AAEL005447 0 0 0

AAEL005448 0 0 0

AAEL005449 0 1 1

AAEL005450 1 1 0

AAEL005451 1 1 0

AAEL005452 1 1 1

AAEL005453 1 0 1

AAEL005454 1 1 1

AAEL005455 1 1 1
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AAEL005456 0 0 1

AAEL005457 1 1 1

AAEL005458 0 1 1

AAEL005459 0 1 0

AAEL005460 0 1 1

AAEL005461 1 1 0

AAEL005462 0 1 1

AAEL005463 0 0 0

AAEL005464 0 1 0

AAEL005465 0 0 0

AAEL005466 0 1 1

AAEL005467 0 0 0

AAEL005468 1 0 0

AAEL005469 0 1 0

AAEL005470 0 1 0

AAEL005471 1 1 1

AAEL005472 0 1 1

AAEL005473 1 1 0

AAEL005474 1 1 1

AAEL005475 1 1 1

AAEL005476 1 1 0

AAEL005477 1 1 1

AAEL005478 0 0 0

AAEL005479 0 1 1

AAEL005480 0 0 1

AAEL005481 1 1 1

AAEL005482 0 1 1

AAEL005483 0 1 0

AAEL005484 0 1 1

AAEL005485 1 1 1

AAEL005486 0 0 0

AAEL005487 0 1 0

AAEL005488 0 1 0

AAEL005489 0 0 0

AAEL005490 0 0 1

AAEL005491 0 0 0

AAEL005492 1 1 1

AAEL005493 1 1 1

AAEL005494 0 0 1

AAEL005495 0 0 0

AAEL005496 1 1 1

AAEL005497 0 0 0

AAEL005498 0 1 0

AAEL005499 0 1 1

AAEL005500 1 1 1

AAEL005501 0 1 0

AAEL005502 0 0 0

AAEL005503 0 1 1

AAEL005504 0 1 1

AAEL005505 0 0 0

AAEL005506 0 1 1
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AAEL005507 0 0 1

AAEL005508 1 1 1

AAEL005509 0 0 1

AAEL005510 0 1 1

AAEL005511 0 1 0

AAEL005512 0 0 1

AAEL005513 1 1 0

AAEL005514 0 0 0

AAEL005515 1 1 1

AAEL005516 0 1 0

AAEL005517 0 0 1

AAEL005518 0 1 1

AAEL005519 1 0 0

AAEL005520 1 1 0

AAEL005521 0 0 1

AAEL005522 1 1 0

AAEL005523 0 1 1

AAEL005524 0 0 1

AAEL005525 0 0 1

AAEL005526 0 0 0

AAEL005527 1 1 0

AAEL005528 1 1 1

AAEL005529 0 1 1

AAEL005530 0 1 1

AAEL005531 0 1 1

AAEL005532 0 1 0

AAEL005533 0 1 0

AAEL005534 1 1 0

AAEL005535 0 1 1

AAEL005536 0 1 1

AAEL005537 0 0 1

AAEL005538 0 1 1

AAEL005539 0 1 0

AAEL005540 0 0 1

AAEL005541 0 0 1

AAEL005542 0 0 1

AAEL005543 1 0 1

AAEL005544 1 1 0

AAEL005545 0 1 1

AAEL005546 0 0 1

AAEL005547 0 0 0

AAEL005548 0 1 1

AAEL005549 0 0 0

AAEL005550 0 1 1

AAEL005551 0 0 1

AAEL005552 1 1 0

AAEL005553 0 0 0

AAEL005554 1 1 1

AAEL005555 0 0 0

AAEL005556 1 1 1

AAEL005557 0 1 1
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AAEL005558 1 1 0

AAEL005559 0 0 1

AAEL005560 0 0 0

AAEL005561 0 1 1

AAEL005562 0 0 1

AAEL005563 0 1 0

AAEL005564 0 1 1

AAEL005565 1 1 1

AAEL005566 0 1 0

AAEL005567 1 1 1

AAEL005568 0 1 1

AAEL005569 0 1 0

AAEL005570 0 0 1

AAEL005571 0 1 0

AAEL005572 0 1 0

AAEL005573 0 1 1

AAEL005574 0 1 0

AAEL005575 1 1 1

AAEL005576 0 0 1

AAEL005577 0 1 1

AAEL005578 0 0 1

AAEL005579 1 1 1

AAEL005580 1 0 1

AAEL005581 0 0 0

AAEL005582 0 0 1

AAEL005583 0 1 1

AAEL005584 0 0 1

AAEL005585 1 1 1

AAEL005586 0 0 0

AAEL005587 0 0 0

AAEL005588 0 0 1

AAEL005589 0 0 0

AAEL005590 0 0 1

AAEL005591 1 1 1

AAEL005592 1 1 0

AAEL005593 0 1 1

AAEL005594 1 0 1

AAEL005595 0 0 0

AAEL005596 0 1 1

AAEL005597 0 0 0

AAEL005598 0 1 0

AAEL005599 0 0 0

AAEL005600 0 0 0

AAEL005601 0 1 1

AAEL005602 0 0 1

AAEL005603 0 1 1

AAEL005604 0 1 1

AAEL005605 1 1 1

AAEL005606 0 1 1

AAEL005607 0 1 0

AAEL005608 0 1 1
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AAEL005609 1 1 0

AAEL005610 1 1 1

AAEL005611 1 1 1

AAEL005612 0 0 1

AAEL005613 1 1 1

AAEL005614 0 1 0

AAEL005615 0 1 1

AAEL005616 0 1 1

AAEL005617 1 1 1

AAEL005618 0 1 1

AAEL005619 0 1 1

AAEL005620 0 0 1

AAEL005621 1 1 1

AAEL005622 1 1 1

AAEL005623 0 0 1

AAEL005624 0 0 0

AAEL005625 1 1 1

AAEL005626 0 1 1

AAEL005627 0 0 0

AAEL005628 0 1 1

AAEL005629 1 1 1

AAEL005630 0 0 0

AAEL005631 0 1 0

AAEL005632 1 1 1

AAEL005633 0 0 1

AAEL005634 1 1 0

AAEL005635 1 1 1

AAEL005636 0 1 1

AAEL005637 0 1 1

AAEL005638 1 1 1

AAEL005639 1 1 1

AAEL005640 1 1 0

AAEL005641 0 1 1

AAEL005642 0 0 0

AAEL005643 0 1 1

AAEL005644 1 0 1

AAEL005645 0 0 1

AAEL005646 0 0 1

AAEL005647 1 1 0

AAEL005648 0 0 0

AAEL005649 0 0 0

AAEL005650 1 0 0

AAEL005651 1 1 1

AAEL005652 0 0 1

AAEL005653 1 1 1

AAEL005654 0 0 0

AAEL005655 1 1 0

AAEL005656 0 1 1

AAEL005657 0 1 0

AAEL005658 0 1 0

AAEL005659 1 1 1
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AAEL005660 0 0 0

AAEL005661 0 0 0

AAEL005662 0 1 1

AAEL005663 0 1 1

AAEL005664 0 0 0

AAEL005665 1 1 1

AAEL005666 1 1 0

AAEL005667 0 1 0

AAEL005668 0 0 1

AAEL005669 0 1 1

AAEL005670 0 1 1

AAEL005671 0 0 0

AAEL005672 0 1 1

AAEL005673 0 1 1

AAEL005674 0 1 0

AAEL005675 0 0 1

AAEL005676 0 1 1

AAEL005677 0 1 1

AAEL005678 0 1 1

AAEL005679 0 0 1

AAEL005680 0 0 1

AAEL005681 0 0 0

AAEL005682 0 0 0

AAEL005683 0 0 1

AAEL005684 0 1 0

AAEL005685 0 0 0

AAEL005686 0 0 0

AAEL005687 0 1 1

AAEL005688 1 1 0

AAEL005689 0 0 1

AAEL005690 0 1 1

AAEL005691 1 1 0

AAEL005692 0 0 1

AAEL005693 0 1 1

AAEL005694 0 1 0

AAEL005695 0 0 0

AAEL005696 0 0 1

AAEL005697 0 0 1

AAEL005698 0 0 0

AAEL005699 0 1 1

AAEL005700 0 0 0

AAEL005701 0 0 0

AAEL005702 1 1 0

AAEL005703 0 1 0

AAEL005704 1 0 0

AAEL005705 0 1 1

AAEL005706 1 1 0

AAEL005707 0 1 0

AAEL005708 0 1 1

AAEL005709 1 1 1

AAEL005710 0 0 1
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AAEL005711 0 0 1

AAEL005712 0 1 1

AAEL005713 0 1 1

AAEL005714 0 0 0

AAEL005715 0 1 1

AAEL005716 0 1 1

AAEL005717 1 1 1

AAEL005718 0 0 1

AAEL005719 0 0 1

AAEL005720 0 1 1

AAEL005721 1 1 1

AAEL005722 1 1 1

AAEL005723 0 0 1

AAEL005724 0 1 1

AAEL005725 0 1 1

AAEL005726 0 1 0

AAEL005727 0 1 1

AAEL005728 0 1 1

AAEL005729 0 0 1

AAEL005730 1 1 0

AAEL005731 0 0 0

AAEL005732 1 1 0

AAEL005733 1 1 1

AAEL005734 0 1 0

AAEL005735 1 1 0

AAEL005736 1 1 1

AAEL005737 1 1 0

AAEL005738 0 0 1

AAEL005739 0 1 1

AAEL005740 0 1 0

AAEL005741 0 1 1

AAEL005742 1 1 1

AAEL005743 0 1 0

AAEL005744 0 1 1

AAEL005745 0 0 1

AAEL005746 0 0 1

AAEL005747 0 0 1

AAEL005748 1 1 1

AAEL005749 0 1 1

AAEL005750 0 0 0

AAEL005751 0 0 0

AAEL005752 1 1 0

AAEL005753 1 1 0

AAEL005754 0 1 0

AAEL005755 0 0 1

AAEL005756 1 1 1

AAEL005757 1 0 0

AAEL005758 0 0 0

AAEL005759 1 1 0

AAEL005760 1 0 1

AAEL005761 0 0 0
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AAEL005762 0 1 1

AAEL005763 0 1 0

AAEL005764 0 1 0

AAEL005765 0 0 1

AAEL005766 1 1 1

AAEL005767 0 0 0

AAEL005768 0 1 1

AAEL005769 0 1 0

AAEL005770 1 1 0

AAEL005771 0 0 0

AAEL005772 1 1 1

AAEL005773 0 0 0

AAEL005774 1 1 0

AAEL005775 0 0 1

AAEL005776 0 1 1

AAEL005777 0 0 1

AAEL005778 0 0 1

AAEL005779 1 1 1

AAEL005780 0 0 0

AAEL005781 0 1 1

AAEL005782 1 1 1

AAEL005783 0 1 1

AAEL005784 0 0 0

AAEL005785 0 1 0

AAEL005786 0 1 0

AAEL005787 1 0 0

AAEL005788 0 1 0

AAEL005789 0 1 1

AAEL005790 1 1 1

AAEL005791 0 0 0

AAEL005792 0 1 1

AAEL005793 1 1 1

AAEL005794 0 1 0

AAEL005795 0 1 1

AAEL005796 1 1 1

AAEL005797 0 1 1

AAEL005798 1 0 1

AAEL005799 1 1 1

AAEL005800 0 1 1

AAEL005801 0 1 1

AAEL005802 0 1 1

AAEL005803 0 0 0

AAEL005804 0 0 0

AAEL005805 0 0 1

AAEL005806 0 0 0

AAEL005807 0 0 0

AAEL005808 1 1 1

AAEL005809 0 0 0

AAEL005810 0 0 1

AAEL005811 1 0 0

AAEL005812 0 0 0
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AAEL005813 0 1 1

AAEL005814 0 0 0

AAEL005815 1 0 1

AAEL005816 0 1 1

AAEL005817 1 1 1

AAEL005818 0 0 1

AAEL005819 0 1 1

AAEL005820 0 1 0

AAEL005821 0 1 1

AAEL005822 0 1 0

AAEL005823 0 0 1

AAEL005824 0 1 1

AAEL005825 1 1 1

AAEL005826 0 1 1

AAEL005827 1 1 1

AAEL005828 0 1 0

AAEL005829 1 1 0

AAEL005830 0 1 1

AAEL005831 0 1 0

AAEL005832 0 1 1

AAEL005833 0 1 0

AAEL005834 0 0 0

AAEL005835 0 0 1

AAEL005836 0 1 0

AAEL005837 1 1 1

AAEL005838 0 1 1

AAEL005839 0 0 0

AAEL005840 0 0 1

AAEL005841 0 0 1

AAEL005842 0 0 0

AAEL005843 0 1 1

AAEL005844 0 1 1

AAEL005845 0 1 1

AAEL005846 1 1 0

AAEL005847 1 1 1

AAEL005848 1 1 1

AAEL005849 0 1 1

AAEL005850 0 1 1

AAEL005851 0 1 1

AAEL005852 1 1 1

AAEL005853 0 0 0

AAEL005854 0 1 1

AAEL005855 0 0 0

AAEL005856 1 1 1

AAEL005857 1 1 1

AAEL005858 1 1 0

AAEL005859 0 0 0

AAEL005860 0 0 1

AAEL005861 1 1 1

AAEL005862 0 1 0

AAEL005863 0 1 1
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AAEL005864 0 0 0

AAEL005865 0 0 0

AAEL005866 1 1 1

AAEL005867 0 1 1

AAEL005868 0 1 0

AAEL005869 0 0 0

AAEL005870 0 1 1

AAEL005871 0 1 0

AAEL005872 0 1 1

AAEL005873 0 0 1

AAEL005874 0 0 1

AAEL005875 0 0 0

AAEL005876 0 0 1

AAEL005877 0 1 1

AAEL005878 1 1 1

AAEL005879 1 0 0

AAEL005880 1 1 1

AAEL005881 0 1 1

AAEL005882 0 0 1

AAEL005883 0 0 0

AAEL005884 0 0 1

AAEL005885 0 1 1

AAEL005886 1 1 0

AAEL005887 0 0 0

AAEL005888 1 0 1

AAEL005889 0 0 0

AAEL005890 1 0 1

AAEL005891 0 0 0

AAEL005892 1 1 1

AAEL005893 1 1 1

AAEL005894 0 1 1

AAEL005895 0 0 1

AAEL005896 0 1 1

AAEL005897 1 1 1

AAEL005898 0 1 1

AAEL005899 0 0 0

AAEL005900 0 1 1

AAEL005901 1 1 0

AAEL005902 0 1 1

AAEL005903 0 1 1

AAEL005904 1 1 1

AAEL005905 0 1 1

AAEL005906 0 1 1

AAEL005907 0 0 0

AAEL005908 0 1 1

AAEL005909 0 1 1

AAEL005910 1 1 1

AAEL005911 1 1 1

AAEL005912 0 0 0

AAEL005913 0 0 1

AAEL005914 1 1 1
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AAEL005915 0 1 0

AAEL005916 1 0 1

AAEL005917 0 0 1

AAEL005918 0 1 1

AAEL005919 0 0 1

AAEL005920 1 0 1

AAEL005921 0 1 0

AAEL005922 0 1 1

AAEL005923 0 1 1

AAEL005924 0 1 1

AAEL005925 0 0 0

AAEL005926 1 1 1

AAEL005927 0 0 0

AAEL005928 0 1 1

AAEL005929 0 1 0

AAEL005930 0 1 1

AAEL005931 1 1 1

AAEL005932 0 1 1

AAEL005933 0 1 1

AAEL005934 1 0 1

AAEL005935 0 0 1

AAEL005936 0 0 0

AAEL005937 1 1 1

AAEL005938 1 1 1

AAEL005939 1 1 1

AAEL005940 0 1 0

AAEL005941 0 1 1

AAEL005942 0 0 0

AAEL005943 0 0 0

AAEL005944 0 1 1

AAEL005945 0 0 1

AAEL005946 0 1 1

AAEL005947 1 1 0

AAEL005948 0 0 0

AAEL005949 0 0 0

AAEL005950 0 1 1

AAEL005951 1 1 1

AAEL005952 0 0 0

AAEL005953 0 0 0

AAEL005954 0 0 0

AAEL005955 0 1 0

AAEL005956 0 1 1

AAEL005957 0 0 0

AAEL005958 0 1 0

AAEL005959 0 1 0

AAEL005960 1 1 1

AAEL005961 1 1 1

AAEL005962 0 1 0

AAEL005963 0 1 1

AAEL005964 0 1 1

AAEL005965 1 1 1
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AAEL005966 0 1 1

AAEL005967 0 0 0

AAEL005968 0 1 1

AAEL005969 0 0 0

AAEL005970 1 1 1

AAEL005971 0 0 1

AAEL005972 0 1 0

AAEL005973 0 0 0

AAEL005974 0 0 0

AAEL005975 0 1 1

AAEL005976 1 1 1

AAEL005977 0 1 0

AAEL005978 0 0 0

AAEL005979 0 1 1

AAEL005980 0 1 1

AAEL005981 0 0 0

AAEL005982 0 1 1

AAEL005983 0 0 0

AAEL005984 0 0 0

AAEL005985 1 1 1

AAEL005986 0 1 1

AAEL005987 0 0 0

AAEL005988 0 1 1

AAEL005989 0 0 1

AAEL005990 0 1 0

AAEL005991 1 1 1

AAEL005992 0 0 1

AAEL005993 0 0 0

AAEL005994 0 0 1

AAEL005995 0 0 0

AAEL005996 0 0 0

AAEL005997 1 1 1

AAEL005998 0 1 0

AAEL005999 0 0 0

AAEL006000 0 1 1

AAEL006001 0 1 1

AAEL006002 1 1 0

AAEL006003 0 0 1

AAEL006004 0 0 0

AAEL006005 0 0 1

AAEL006006 0 1 1

AAEL006007 0 0 0

AAEL006008 0 0 0

AAEL006009 0 1 1

AAEL006010 1 1 1

AAEL006011 0 0 1

AAEL006012 0 1 1

AAEL006013 1 1 1

AAEL006014 0 1 1

AAEL006015 0 0 0

AAEL006016 1 1 1
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AAEL006017 0 0 0

AAEL006018 0 1 0

AAEL006019 0 1 1

AAEL006020 0 1 1

AAEL006021 1 1 1

AAEL006022 0 0 0

AAEL006023 0 1 1

AAEL006024 0 1 1

AAEL006025 1 1 0

AAEL006026 0 1 0

AAEL006027 0 0 0

AAEL006028 0 1 0

AAEL006029 0 1 0

AAEL006030 0 1 0

AAEL006031 1 1 1

AAEL006032 0 0 1

AAEL006033 1 1 1

AAEL006034 0 0 1

AAEL006035 0 0 1

AAEL006036 0 1 1

AAEL006037 1 1 0

AAEL006038 1 1 0

AAEL006039 1 1 1

AAEL006040 1 1 1

AAEL006041 0 1 0

AAEL006042 0 0 1

AAEL006043 0 0 0

AAEL006044 0 1 0

AAEL006045 0 0 0

AAEL006046 0 0 0

AAEL006047 0 1 0

AAEL006048 1 1 1

AAEL006049 1 1 1

AAEL006050 1 1 1

AAEL006051 0 1 0

AAEL006052 0 1 0

AAEL006053 1 1 1

AAEL006054 0 0 0

AAEL006055 0 0 0

AAEL006056 1 1 1

AAEL006057 1 1 0

AAEL006058 0 0 0

AAEL006059 0 1 1

AAEL006060 0 1 0

AAEL006061 1 1 1

AAEL006062 0 0 1

AAEL006063 1 1 1

AAEL006064 0 1 0

AAEL006065 0 0 1

AAEL006066 1 1 1

AAEL006067 1 1 1
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AAEL006068 0 1 0

AAEL006069 0 1 1

AAEL006070 1 1 1

AAEL006071 0 1 1

AAEL006072 0 0 1

AAEL006073 1 1 1

AAEL006074 1 1 0

AAEL006075 0 1 1

AAEL006076 0 0 1

AAEL006077 0 0 0

AAEL006078 0 0 0

AAEL006079 0 0 0

AAEL006080 1 1 1

AAEL006081 0 1 1

AAEL006082 1 1 1

AAEL006083 0 1 0

AAEL006084 0 0 0

AAEL006085 0 1 1

AAEL006086 0 0 1

AAEL006087 0 1 1

AAEL006088 0 0 1

AAEL006089 0 0 1

AAEL006090 0 1 1

AAEL006091 1 1 0

AAEL006092 0 0 0

AAEL006093 0 0 1

AAEL006094 0 0 1

AAEL006095 0 1 1

AAEL006096 0 0 0

AAEL006097 0 1 1

AAEL006098 1 1 0

AAEL006099 0 0 0

AAEL006100 0 0 0

AAEL006101 0 0 1

AAEL006102 1 1 1

AAEL006103 0 1 1

AAEL006104 0 1 0

AAEL006105 0 0 1

AAEL006106 0 1 0

AAEL006107 0 1 0

AAEL006108 1 1 1

AAEL006109 0 1 0

AAEL006110 0 0 0

AAEL006111 0 1 1

AAEL006112 0 1 0

AAEL006113 1 1 1

AAEL006114 0 0 0

AAEL006115 1 1 1

AAEL006116 1 1 0

AAEL006117 1 1 1

AAEL006118 1 1 1
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AAEL006119 0 0 0

AAEL006120 0 0 0

AAEL006121 1 1 1

AAEL006122 0 0 0

AAEL006123 1 1 1

AAEL006124 1 1 1

AAEL006125 0 1 1

AAEL006126 1 1 1

AAEL006127 0 0 0

AAEL006128 0 0 0

AAEL006129 1 1 1

AAEL006130 0 1 0

AAEL006131 0 1 1

AAEL006132 0 1 0

AAEL006133 0 0 1

AAEL006134 0 1 0

AAEL006135 1 1 0

AAEL006136 0 1 0

AAEL006137 0 0 1

AAEL006138 0 1 0

AAEL006139 0 1 0

AAEL006140 0 1 0

AAEL006141 0 0 0

AAEL006142 0 0 0

AAEL006143 1 1 1

AAEL006144 1 1 1

AAEL006145 0 1 0

AAEL006146 1 1 1

AAEL006147 0 0 1

AAEL006148 0 0 0

AAEL006149 1 1 0

AAEL006150 1 1 1

AAEL006151 0 0 0

AAEL006152 0 1 0

AAEL006153 0 1 1

AAEL006154 0 1 1

AAEL006155 0 1 1

AAEL006156 0 0 0

AAEL006157 0 0 1

AAEL006158 0 0 1

AAEL006159 0 0 1

AAEL006160 0 0 1

AAEL006161 0 1 1

AAEL006162 0 0 0

AAEL006163 0 0 1

AAEL006164 0 0 0

AAEL006165 0 0 0

AAEL006166 0 1 1

AAEL006167 0 0 1

AAEL006168 0 1 1

AAEL006169 1 1 1

Page 121



AAEL006170 0 0 0

AAEL006171 0 1 0

AAEL006172 0 0 0

AAEL006173 0 0 0

AAEL006174 0 1 1

AAEL006175 1 1 1

AAEL006176 0 1 1

AAEL006177 0 1 1

AAEL006178 0 0 0

AAEL006179 0 0 1

AAEL006180 0 1 0

AAEL006181 0 1 0

AAEL006182 1 0 0

AAEL006183 0 0 0

AAEL006184 1 1 1

AAEL006185 0 1 1

AAEL006186 1 1 1

AAEL006187 0 1 0

AAEL006188 1 1 1

AAEL006189 1 1 0

AAEL006190 1 0 1

AAEL006191 0 0 0

AAEL006192 0 0 0

AAEL006193 1 1 1

AAEL006194 0 1 0

AAEL006195 0 0 1

AAEL006196 1 1 1

AAEL006197 0 1 1

AAEL006198 0 1 1

AAEL006199 1 0 0

AAEL006200 0 0 0

AAEL006201 0 1 0

AAEL006202 0 0 0

AAEL006203 0 1 0

AAEL006204 0 1 0

AAEL006205 1 1 1

AAEL006206 0 0 1

AAEL006207 0 1 1

AAEL006208 1 1 0

AAEL006209 1 1 0

AAEL006210 0 1 0

AAEL006211 0 0 1

AAEL006212 0 0 0

AAEL006213 0 0 0

AAEL006214 0 0 0

AAEL006215 0 0 0

AAEL006216 0 1 1

AAEL006217 0 0 1

AAEL006218 0 0 1

AAEL006219 0 0 1

AAEL006220 0 0 0
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AAEL006221 1 0 1

AAEL006222 0 1 0

AAEL006223 0 1 1

AAEL006224 1 1 1

AAEL006225 0 0 0

AAEL006226 1 1 1

AAEL006227 0 1 1

AAEL006228 0 1 0

AAEL006229 0 0 0

AAEL006230 1 1 0

AAEL006231 0 1 0

AAEL006232 0 1 0

AAEL006233 0 1 1

AAEL006234 1 1 0

AAEL006235 1 1 0

AAEL006236 0 1 1

AAEL006237 0 1 0

AAEL006238 0 1 1

AAEL006239 1 1 0

AAEL006240 1 1 0

AAEL006241 1 0 1

AAEL006242 0 1 0

AAEL006243 1 0 1

AAEL006244 0 1 1

AAEL006245 0 0 0

AAEL006246 0 0 0

AAEL006247 1 1 1

AAEL006248 0 1 1

AAEL006249 1 1 0

AAEL006250 0 0 0

AAEL006251 1 1 1

AAEL006252 0 1 0

AAEL006253 0 1 1

AAEL006254 0 1 0

AAEL006255 0 1 1

AAEL006256 1 1 0

AAEL006257 0 0 0

AAEL006258 0 0 0

AAEL006259 1 1 1

AAEL006260 0 1 1

AAEL006261 0 0 0

AAEL006262 0 1 1

AAEL006263 0 1 1

AAEL006264 1 1 1

AAEL006265 0 0 0

AAEL006266 0 0 0

AAEL006267 1 1 0

AAEL006268 0 0 0

AAEL006269 0 1 0

AAEL006270 0 1 1

AAEL006271 1 1 1
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AAEL006272 0 0 1

AAEL006273 0 0 0

AAEL006274 1 1 0

AAEL006275 1 1 1

AAEL006276 0 1 0

AAEL006277 0 0 0

AAEL006278 0 0 0

AAEL006279 1 1 1

AAEL006280 0 1 0

AAEL006281 0 0 1

AAEL006282 0 0 0

AAEL006283 0 0 1

AAEL006284 0 0 1

AAEL006285 1 1 1

AAEL006286 0 1 1

AAEL006287 0 1 0

AAEL006288 0 0 1

AAEL006289 0 1 1

AAEL006290 0 1 0

AAEL006291 0 1 0

AAEL006292 0 0 0

AAEL006293 0 0 0

AAEL006294 0 1 1

AAEL006295 0 1 1

AAEL006296 0 0 1

AAEL006297 1 1 1

AAEL006298 1 1 1

AAEL006299 0 1 1

AAEL006300 0 1 1

AAEL006301 0 1 1

AAEL006302 0 0 1

AAEL006303 1 0 1

AAEL006304 0 0 1

AAEL006305 0 0 1

AAEL006306 1 1 1

AAEL006307 0 0 0

AAEL006308 0 1 0

AAEL006309 0 1 0

AAEL006310 0 0 0

AAEL006311 0 1 1

AAEL006312 0 0 0

AAEL006313 0 0 1

AAEL006314 1 1 0

AAEL006315 1 1 1

AAEL006316 0 1 1

AAEL006317 1 1 1

AAEL006318 0 1 1

AAEL006319 0 1 0

AAEL006320 0 1 0

AAEL006321 1 1 1

AAEL006322 1 1 1
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AAEL006323 0 1 1

AAEL006324 0 0 1

AAEL006325 0 1 0

AAEL006326 0 0 1

AAEL006327 0 1 1

AAEL006328 1 1 1

AAEL006329 0 0 1

AAEL006330 0 1 1

AAEL006331 1 1 0

AAEL006332 0 0 1

AAEL006333 1 1 1

AAEL006334 0 1 0

AAEL006335 1 0 1

AAEL006336 1 0 0

AAEL006337 0 1 1

AAEL006338 0 1 1

AAEL006339 0 0 0

AAEL006340 0 1 1

AAEL006341 0 1 0

AAEL006342 1 1 1

AAEL006343 0 1 1

AAEL006344 0 1 0

AAEL006345 0 0 1

AAEL006346 0 1 0

AAEL006347 1 1 1

AAEL006348 0 1 0

AAEL006349 0 1 0

AAEL006350 0 1 1

AAEL006351 1 1 1

AAEL006352 0 0 0

AAEL006353 1 1 1

AAEL006354 0 1 1

AAEL006355 1 1 1

AAEL006356 1 1 0

AAEL006357 0 1 0

AAEL006358 0 0 0

AAEL006359 1 1 1

AAEL006360 0 1 0

AAEL006361 0 1 0

AAEL006362 1 1 1

AAEL006363 1 1 1

AAEL006364 0 1 1

AAEL006365 0 0 1

AAEL006366 0 0 0

AAEL006367 1 1 1

AAEL006368 0 1 1

AAEL006369 0 0 0

AAEL006370 0 1 0

AAEL006371 0 1 1

AAEL006372 0 1 1

AAEL006373 0 1 0
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AAEL006374 1 1 0

AAEL006375 0 1 1

AAEL006376 0 1 1

AAEL006377 0 1 1

AAEL006378 1 1 1

AAEL006379 0 0 0

AAEL006380 0 1 0

AAEL006381 0 1 1

AAEL006382 0 0 0

AAEL006383 0 1 1

AAEL006384 0 1 1

AAEL006385 0 0 0

AAEL006386 0 1 1

AAEL006387 1 0 1

AAEL006388 0 0 0

AAEL006389 0 1 1

AAEL006390 0 1 1

AAEL006391 0 0 0

AAEL006392 0 1 1

AAEL006393 0 0 0

AAEL006394 0 1 1

AAEL006395 0 1 1

AAEL006396 1 0 0

AAEL006397 0 1 1

AAEL006398 1 0 0

AAEL006399 0 0 0

AAEL006400 0 1 1

AAEL006401 0 1 1

AAEL006402 0 0 0

AAEL006403 0 0 1

AAEL006404 0 0 0

AAEL006405 0 0 0

AAEL006406 0 1 1

AAEL006407 0 1 1

AAEL006408 1 1 1

AAEL006409 1 1 1

AAEL006410 0 1 1

AAEL006411 1 1 1

AAEL006412 1 1 0

AAEL006413 0 1 0

AAEL006414 0 0 0

AAEL006415 0 1 1

AAEL006416 0 1 1

AAEL006417 1 1 1

AAEL006418 0 0 1

AAEL006419 0 1 0

AAEL006420 1 1 1

AAEL006421 0 0 1

AAEL006422 1 1 1

AAEL006423 1 1 1

AAEL006424 0 1 1
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AAEL006425 1 1 1

AAEL006426 0 0 1

AAEL006427 0 0 0

AAEL006428 0 0 1

AAEL006429 0 0 1

AAEL006430 0 0 0

AAEL006431 0 0 0

AAEL006432 0 0 1

AAEL006433 0 0 1

AAEL006434 1 1 0

AAEL006435 0 1 1

AAEL006436 0 1 1

AAEL006437 0 1 1

AAEL006438 0 1 0

AAEL006439 0 0 0

AAEL006440 0 1 0

AAEL006441 1 1 1

AAEL006442 0 0 0

AAEL006443 0 1 0

AAEL006444 0 0 0

AAEL006445 0 0 1

AAEL006446 1 1 1

AAEL006447 0 1 0

AAEL006448 0 1 0

AAEL006449 1 1 1

AAEL006450 1 1 1

AAEL006451 0 0 0

AAEL006452 0 1 0

AAEL006453 0 1 1

AAEL006454 1 1 1

AAEL006455 0 1 0

AAEL006456 0 0 0

AAEL006457 0 1 1

AAEL006458 1 1 1

AAEL006459 1 1 1

AAEL006460 0 1 0

AAEL006461 0 0 0

AAEL006462 1 0 1

AAEL006463 0 1 1

AAEL006464 0 0 1

AAEL006465 0 0 0

AAEL006466 0 1 0

AAEL006467 0 0 1

AAEL006468 0 1 0

AAEL006469 0 1 1

AAEL006470 0 1 0

AAEL006471 0 0 0

AAEL006472 0 0 0

AAEL006473 1 1 0

AAEL006474 0 1 1

AAEL006475 0 0 0
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AAEL006476 0 1 1

AAEL006477 0 1 0

AAEL006478 0 1 1

AAEL006479 0 1 0

AAEL006480 0 1 0

AAEL006481 0 1 1

AAEL006482 0 0 1

AAEL006483 1 1 1

AAEL006484 1 1 1

AAEL006485 1 1 1

AAEL006486 1 1 1

AAEL006487 0 1 0

AAEL006488 0 1 1

AAEL006489 1 1 1

AAEL006490 0 0 1

AAEL006491 0 1 1

AAEL006492 0 1 1

AAEL006493 0 1 1

AAEL006494 0 0 1

AAEL006495 0 0 0

AAEL006496 0 0 1

AAEL006497 0 0 0

AAEL006498 1 1 1

AAEL006499 1 0 1

AAEL006500 0 0 1

AAEL006501 0 1 1

AAEL006502 1 1 0

AAEL006503 0 0 0

AAEL006504 0 0 0

AAEL006505 0 0 0

AAEL006506 0 0 0

AAEL006507 1 1 1

AAEL006508 0 1 0

AAEL006509 1 1 1

AAEL006510 0 0 1

AAEL006511 1 1 0

AAEL006512 1 1 0

AAEL006513 0 0 0

AAEL006514 1 1 1

AAEL006515 0 1 1

AAEL006516 0 1 1

AAEL006517 0 0 0

AAEL006518 0 1 0

AAEL006519 1 1 0

AAEL006520 0 0 0

AAEL006521 0 1 1

AAEL006522 0 0 0

AAEL006523 0 1 1

AAEL006524 0 0 1

AAEL006525 1 1 1

AAEL006526 1 1 1
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AAEL006527 0 0 0

AAEL006528 0 0 1

AAEL006529 0 1 1

AAEL006530 1 0 1

AAEL006531 1 1 1

AAEL006532 0 1 0

AAEL006533 0 0 0

AAEL006534 0 0 0

AAEL006535 0 1 0

AAEL006536 0 1 1

AAEL006537 0 0 1

AAEL006538 1 1 1

AAEL006539 1 1 0

AAEL006540 0 0 0

AAEL006541 0 0 0

AAEL006542 0 1 1

AAEL006543 0 1 0

AAEL006544 0 1 1

AAEL006545 0 0 1

AAEL006546 0 0 1

AAEL006547 0 1 1

AAEL006548 0 0 0

AAEL006549 0 1 1

AAEL006550 1 0 1

AAEL006551 1 1 1

AAEL006552 0 1 0

AAEL006553 1 1 0

AAEL006554 1 1 1

AAEL006555 1 1 1

AAEL006556 1 0 0

AAEL006557 1 1 1

AAEL006558 0 0 0

AAEL006559 1 1 1

AAEL006560 0 1 1

AAEL006561 0 1 0

AAEL006562 0 0 0

AAEL006563 1 1 0

AAEL006564 1 0 0

AAEL006565 0 1 0

AAEL006566 0 1 1

AAEL006567 0 0 1

AAEL006568 1 1 0

AAEL006569 0 1 1

AAEL006570 1 1 1

AAEL006571 0 0 1

AAEL006572 1 1 1

AAEL006573 0 1 0

AAEL006574 0 1 0

AAEL006575 0 1 1

AAEL006576 0 1 1

AAEL006577 0 1 1
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AAEL006578 0 1 1

AAEL006579 0 0 0

AAEL006580 0 0 1

AAEL006581 0 1 0

AAEL006582 1 1 0

AAEL006583 0 1 0

AAEL006584 0 0 1

AAEL006585 0 0 0

AAEL006586 0 1 0

AAEL006587 0 1 1

AAEL006588 0 0 1

AAEL006589 1 1 1

AAEL006590 0 0 1

AAEL006591 0 0 1

AAEL006592 0 0 0

AAEL006593 0 0 0

AAEL006594 0 1 1

AAEL006595 0 0 1

AAEL006596 0 0 0

AAEL006597 0 0 1

AAEL006598 0 1 0

AAEL006599 0 1 1

AAEL006600 1 1 1

AAEL006601 0 0 0

AAEL006602 1 1 0

AAEL006603 1 1 1

AAEL006604 0 0 0

AAEL006605 0 1 0

AAEL006606 0 0 1

AAEL006607 1 1 1

AAEL006608 0 1 0

AAEL006609 0 1 0

AAEL006610 1 1 1

AAEL006611 1 1 0

AAEL006612 0 0 0

AAEL006613 0 0 0

AAEL006614 0 0 0

AAEL006615 0 0 0

AAEL006616 0 0 0

AAEL006617 1 1 1

AAEL006618 0 1 0

AAEL006619 0 1 1

AAEL006620 0 1 1

AAEL006621 1 1 1

AAEL006622 0 0 0

AAEL006623 0 0 0

AAEL006624 0 1 0

AAEL006625 0 1 0

AAEL006626 0 0 0

AAEL006627 1 1 1

AAEL006628 1 1 1
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AAEL006629 1 1 1

AAEL006630 0 1 1

AAEL006631 0 0 1

AAEL006632 0 1 1

AAEL006633 1 1 1

AAEL006634 1 1 1

AAEL006635 0 0 0

AAEL006636 0 0 0

AAEL006637 0 1 1

AAEL006638 0 0 1

AAEL006639 0 1 0

AAEL006640 0 1 1

AAEL006641 0 0 1

AAEL006642 1 1 1

AAEL006643 1 1 0

AAEL006644 0 1 0

AAEL006645 1 0 1

AAEL006646 0 1 0

AAEL006647 1 1 1

AAEL006648 0 1 1

AAEL006649 0 0 1

AAEL006650 0 0 0

AAEL006651 0 0 1

AAEL006652 0 1 1

AAEL006653 0 1 0

AAEL006654 1 1 1

AAEL006655 1 0 1

AAEL006656 1 1 1

AAEL006657 0 0 0

AAEL006658 0 1 1

AAEL006659 1 1 1

AAEL006660 1 1 1

AAEL006661 1 1 1

AAEL006662 0 1 1

AAEL006663 1 1 0

AAEL006664 0 1 0

AAEL006665 0 0 0

AAEL006666 0 1 1

AAEL006667 0 1 1

AAEL006668 1 1 1

AAEL006669 1 0 0

AAEL006670 0 0 1

AAEL006671 0 0 1

AAEL006672 0 0 0

AAEL006673 0 0 0

AAEL006674 1 1 1

AAEL006675 0 1 0

AAEL006676 0 1 1

AAEL006677 0 1 1

AAEL006678 1 1 1

AAEL006679 0 0 0
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AAEL006680 0 1 0

AAEL006681 0 0 0

AAEL006682 1 1 0

AAEL006683 0 1 0

AAEL006684 0 1 0

AAEL006685 0 0 1

AAEL006686 0 0 1

AAEL006687 0 0 1

AAEL006688 1 1 1

AAEL006689 0 1 0

AAEL006690 0 0 0

AAEL006691 0 1 1

AAEL006692 0 1 0

AAEL006693 0 1 1

AAEL006694 1 1 1

AAEL006695 0 0 0

AAEL006696 0 1 1

AAEL006697 0 1 1

AAEL006698 0 1 0

AAEL006699 1 1 1

AAEL006700 1 1 1

AAEL006701 0 1 1

AAEL006702 0 1 1

AAEL006703 0 1 0

AAEL006704 1 1 1

AAEL006705 0 1 0

AAEL006706 0 1 1

AAEL006707 0 1 0

AAEL006708 0 0 0

AAEL006709 0 1 0

AAEL006710 0 1 0

AAEL006711 0 1 1

AAEL006712 0 1 1

AAEL006713 1 1 1

AAEL006714 0 0 1

AAEL006715 1 1 1

AAEL006716 0 0 0

AAEL006717 1 1 1

AAEL006718 0 1 1

AAEL006719 1 1 1

AAEL006720 1 0 0

AAEL006721 1 0 1

AAEL006722 0 0 0

AAEL006723 0 1 0

AAEL006724 0 1 1

AAEL006725 0 0 1

AAEL006726 1 1 1

AAEL006727 1 1 1

AAEL006728 1 1 1

AAEL006729 0 0 0

AAEL006730 0 1 0
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AAEL006731 1 1 1

AAEL006732 0 0 0

AAEL006733 0 1 1

AAEL006734 1 0 1

AAEL006735 0 1 1

AAEL006736 0 1 1

AAEL006737 0 1 0

AAEL006738 0 0 0

AAEL006739 0 0 1

AAEL006740 0 0 0

AAEL006741 1 1 1

AAEL006742 0 0 1

AAEL006743 1 0 1

AAEL006744 1 1 1

AAEL006745 0 0 1

AAEL006746 0 0 1

AAEL006747 0 1 0

AAEL006748 1 1 1

AAEL006749 0 0 1

AAEL006750 0 1 0

AAEL006751 0 0 1

AAEL006752 1 1 1

AAEL006753 0 0 1

AAEL006754 0 0 0

AAEL006755 1 1 1

AAEL006756 0 0 1

AAEL006757 0 0 1

AAEL006758 0 0 1

AAEL006759 0 0 0

AAEL006760 0 0 0

AAEL006761 0 0 0

AAEL006762 0 0 1

AAEL006763 0 0 0

AAEL006764 0 0 0

AAEL006765 0 0 0

AAEL006766 0 0 1

AAEL006767 0 0 1

AAEL006768 0 0 0

AAEL006769 0 1 1

AAEL006770 0 1 0

AAEL006771 1 1 1

AAEL006772 0 1 0

AAEL006773 0 0 1

AAEL006774 0 1 1

AAEL006775 0 0 0

AAEL006776 1 1 0

AAEL006777 0 0 1

AAEL006778 0 0 1

AAEL006779 1 1 1

AAEL006780 0 1 0

AAEL006781 0 1 1

Page 133



AAEL006782 0 0 1

AAEL006783 0 1 1

AAEL006784 0 1 0

AAEL006785 1 1 0

AAEL006786 1 1 1

AAEL006787 1 1 1

AAEL006788 1 1 1

AAEL006789 1 1 1

AAEL006790 1 1 0

AAEL006791 0 1 0

AAEL006792 0 1 1

AAEL006793 0 1 1

AAEL006794 1 1 0

AAEL006795 0 1 1

AAEL006796 1 0 0

AAEL006797 0 0 0

AAEL006798 0 1 1

AAEL006799 1 1 1

AAEL006800 1 0 0

AAEL006801 0 0 0

AAEL006802 0 1 1

AAEL006803 1 1 0

AAEL006804 0 1 0

AAEL006805 1 1 1

AAEL006806 0 1 0

AAEL006807 0 0 0

AAEL006808 0 0 1

AAEL006809 0 1 0

AAEL006810 0 1 1

AAEL006811 0 1 1

AAEL006812 1 1 0

AAEL006813 1 1 1

AAEL006814 0 1 0

AAEL006815 0 1 1

AAEL006816 0 0 0

AAEL006817 0 1 0

AAEL006818 0 0 0

AAEL006819 0 1 1

AAEL006820 1 1 1

AAEL006821 0 0 0

AAEL006822 0 0 1

AAEL006823 1 1 1

AAEL006824 0 1 1

AAEL006825 1 1 0

AAEL006826 0 0 0

AAEL006827 1 1 0

AAEL006828 0 0 0

AAEL006829 1 1 1

AAEL006830 0 1 1

AAEL006831 0 0 1

AAEL006832 0 0 0

Page 134



AAEL006833 0 1 1

AAEL006834 1 1 1

AAEL006835 1 1 1

AAEL006836 1 1 1

AAEL006837 0 0 0

AAEL006838 1 1 1

AAEL006839 1 1 1

AAEL006840 0 1 1

AAEL006841 0 0 0

AAEL006842 0 0 1

AAEL006843 0 1 0

AAEL006844 0 0 0

AAEL006845 0 0 1

AAEL006846 0 0 1

AAEL006847 1 1 1

AAEL006848 1 1 0

AAEL006849 0 0 0

AAEL006850 0 0 0

AAEL006851 0 1 1

AAEL006852 1 1 0

AAEL006853 0 1 1

AAEL006854 1 1 1

AAEL006855 0 1 1

AAEL006856 0 1 1

AAEL006857 0 0 0

AAEL006858 1 1 0

AAEL006859 1 1 1

AAEL006860 1 1 1

AAEL006861 0 1 0

AAEL006862 0 1 1

AAEL006863 0 1 1

AAEL006864 0 1 0

AAEL006865 1 0 0

AAEL006866 0 0 1

AAEL006867 1 1 1

AAEL006868 0 0 0

AAEL006869 1 0 1

AAEL006870 1 1 0

AAEL006871 0 1 0

AAEL006872 0 0 1

AAEL006873 1 0 1

AAEL006874 0 1 1

AAEL006875 0 0 1

AAEL006876 1 1 1

AAEL006877 0 1 1

AAEL006878 0 0 0

AAEL006879 1 1 1

AAEL006880 1 1 1

AAEL006881 0 0 0

AAEL006882 0 0 1

AAEL006883 0 1 1
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AAEL006884 0 1 0

AAEL006885 1 0 1

AAEL006886 0 0 0

AAEL006887 0 1 1

AAEL006888 0 1 1

AAEL006889 0 1 0

AAEL006890 1 1 1

AAEL006891 0 1 0

AAEL006892 0 1 0

AAEL006893 0 0 0

AAEL006894 0 0 0

AAEL006895 0 1 0

AAEL006896 0 1 1

AAEL006897 0 1 1

AAEL006898 0 0 0

AAEL006899 0 0 0

AAEL006900 0 1 1

AAEL006901 0 0 0

AAEL006902 1 1 1

AAEL006903 0 0 1

AAEL006904 0 1 1

AAEL006905 0 0 1

AAEL006906 0 0 0

AAEL006907 0 0 0

AAEL006908 0 1 1

AAEL006909 0 1 1

AAEL006910 1 1 1

AAEL006911 0 0 0

AAEL006912 1 1 0

AAEL006913 0 0 0

AAEL006914 0 0 0

AAEL006915 0 1 1

AAEL006916 0 0 0

AAEL006917 1 1 0

AAEL006918 1 1 1

AAEL006919 0 0 0

AAEL006920 0 1 1

AAEL006921 0 1 0

AAEL006922 0 1 1

AAEL006923 0 1 1

AAEL006924 0 0 0

AAEL006925 0 1 1

AAEL006926 0 0 0

AAEL006927 0 1 0

AAEL006928 1 1 1

AAEL006929 0 1 1

AAEL006930 0 0 1

AAEL006931 1 1 1

AAEL006932 0 1 0

AAEL006933 0 0 0

AAEL006934 1 1 1
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AAEL006935 0 0 1

AAEL006936 0 1 1

AAEL006937 1 1 1

AAEL006938 0 1 1

AAEL006939 1 1 1

AAEL006940 0 0 0

AAEL006941 0 1 1

AAEL006942 0 0 1

AAEL006943 0 0 0

AAEL006944 0 1 1

AAEL006945 0 1 1

AAEL006946 0 1 1

AAEL006947 0 0 0

AAEL006948 1 0 1

AAEL006949 1 0 1

AAEL006950 0 1 1

AAEL006951 1 1 1

AAEL006952 0 0 1

AAEL006953 1 1 1

AAEL006954 0 1 0

AAEL006955 0 0 0

AAEL006956 1 1 1

AAEL006957 0 1 1

AAEL006958 0 1 1

AAEL006959 1 1 1

AAEL006960 0 1 1

AAEL006961 0 1 0

AAEL006962 1 1 1

AAEL006963 0 1 0

AAEL006964 0 1 1

AAEL006965 0 1 1

AAEL006966 1 1 1

AAEL006967 0 0 0

AAEL006968 1 1 1

AAEL006969 0 1 0

AAEL006970 0 0 1

AAEL006971 0 1 1

AAEL006972 0 1 1

AAEL006973 1 1 0

AAEL006974 0 1 0

AAEL006975 0 0 1

AAEL006976 1 0 1

AAEL006977 1 1 1

AAEL006978 1 1 1

AAEL006979 0 1 1

AAEL006980 0 1 1

AAEL006981 0 0 0

AAEL006982 0 1 1

AAEL006983 1 1 1

AAEL006984 1 1 0

AAEL006985 0 0 1
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AAEL006986 1 0 1

AAEL006987 0 0 1

AAEL006988 0 1 0

AAEL006989 0 1 1

AAEL006990 0 0 0

AAEL006991 0 1 0

AAEL006992 0 0 1

AAEL006993 1 1 1

AAEL006994 0 1 0

AAEL006995 0 1 0

AAEL006996 0 1 1

AAEL006997 0 0 1

AAEL006998 1 1 0

AAEL006999 0 0 1

AAEL007000 1 0 0

AAEL007001 1 1 1

AAEL007002 0 0 0

AAEL007003 1 0 0

AAEL007004 0 1 0

AAEL007005 0 0 1

AAEL007006 0 1 1

AAEL007007 1 1 1

AAEL007008 0 0 1

AAEL007009 0 1 1

AAEL007010 0 1 0

AAEL007011 1 1 1

AAEL007012 0 0 1

AAEL007013 1 1 1

AAEL007014 1 1 1

AAEL007015 0 1 1

AAEL007016 0 0 1

AAEL007017 1 0 1

AAEL007018 0 1 1

AAEL007019 1 1 1

AAEL007020 0 0 1

AAEL007021 0 0 0

AAEL007022 1 1 1

AAEL007023 1 1 1

AAEL007024 0 1 1

AAEL007025 0 0 0

AAEL007026 0 0 1

AAEL007027 0 1 1

AAEL007028 1 1 1

AAEL007029 1 1 0

AAEL007030 1 1 0

AAEL007031 1 1 1

AAEL007032 0 0 0

AAEL007033 0 1 1

AAEL007034 1 1 0

AAEL007035 0 1 1

AAEL007036 0 0 0
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AAEL007037 1 1 1

AAEL007038 0 1 0

AAEL007039 0 1 1

AAEL007040 0 0 0

AAEL007041 1 1 1

AAEL007042 1 1 0

AAEL007043 1 1 1

AAEL007044 1 1 0

AAEL007045 1 1 0

AAEL007046 1 1 1

AAEL007047 0 1 1

AAEL007048 1 1 1

AAEL007049 1 1 1

AAEL007050 0 1 0

AAEL007051 1 0 1

AAEL007052 0 1 0

AAEL007053 1 1 1

AAEL007054 1 1 1

AAEL007055 0 1 1

AAEL007056 0 1 1

AAEL007057 0 0 0

AAEL007058 1 1 0

AAEL007059 1 1 1

AAEL007060 0 1 1

AAEL007061 1 1 1

AAEL007062 0 1 1

AAEL007063 0 1 1

AAEL007064 1 1 1

AAEL007065 1 0 1

AAEL007066 0 1 1

AAEL007067 1 1 1

AAEL007068 0 1 1

AAEL007069 0 1 1

AAEL007070 1 1 1

AAEL007071 0 1 0

AAEL007072 0 1 0

AAEL007073 0 0 1

AAEL007074 0 0 1

AAEL007075 0 1 0

AAEL007076 0 0 1

AAEL007077 1 1 1

AAEL007078 1 1 0

AAEL007079 0 0 0

AAEL007080 1 1 1

AAEL007081 0 0 0

AAEL007082 1 1 1

AAEL007083 1 0 1

AAEL007084 1 1 1

AAEL007085 1 0 0

AAEL007086 0 0 0

AAEL007087 0 1 0
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AAEL007088 0 1 1

AAEL007089 0 1 1

AAEL007090 0 0 1

AAEL007091 0 1 1

AAEL007092 1 1 1

AAEL007093 1 0 1

AAEL007094 0 0 0

AAEL007095 0 0 1

AAEL007096 0 1 0

AAEL007097 1 1 1

AAEL007098 0 0 1

AAEL007099 0 0 1

AAEL007100 0 1 0

AAEL007101 0 0 1

AAEL007102 0 0 1

AAEL007103 0 0 1

AAEL007104 0 1 0

AAEL007105 0 1 0

AAEL007106 0 1 0

AAEL007107 0 1 1

AAEL007108 0 0 1

AAEL007109 0 1 0

AAEL007110 0 0 0

AAEL007111 0 0 0

AAEL007112 0 0 0

AAEL007113 1 1 1

AAEL007114 1 1 1

AAEL007115 0 0 0

AAEL007116 0 0 1

AAEL007117 1 1 1

AAEL007118 0 0 0

AAEL007119 0 0 0

AAEL007120 0 0 1

AAEL007121 0 1 1

AAEL007122 0 0 1

AAEL007123 0 0 0

AAEL007124 0 1 1

AAEL007125 0 1 1

AAEL007126 1 1 1

AAEL007127 0 1 1

AAEL007128 0 1 1

AAEL007129 0 0 1

AAEL007130 0 1 1

AAEL007131 0 0 1

AAEL007132 0 1 1

AAEL007133 0 1 1

AAEL007134 0 1 1

AAEL007135 1 1 1

AAEL007136 1 1 1

AAEL007137 0 1 1

AAEL007138 0 1 1
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AAEL007139 0 0 1

AAEL007140 0 0 0

AAEL007141 0 1 0

AAEL007142 0 0 0

AAEL007143 0 0 1

AAEL007144 0 0 0

AAEL007145 0 0 1

AAEL007146 0 0 0

AAEL007147 0 1 1

AAEL007148 0 0 0

AAEL007149 0 1 1

AAEL007150 1 1 1

AAEL007151 1 1 1

AAEL007152 0 0 0

AAEL007153 0 1 1

AAEL007154 0 0 0

AAEL007155 0 1 1

AAEL007156 0 1 0

AAEL007157 0 0 1

AAEL007158 0 1 1

AAEL007159 0 1 1

AAEL007160 1 1 1

AAEL007161 1 1 0

AAEL007162 0 1 1

AAEL007163 0 0 0

AAEL007164 0 0 1

AAEL007165 0 1 1

AAEL007166 0 0 0

AAEL007167 1 1 1

AAEL007168 0 0 1

AAEL007169 0 0 1

AAEL007170 0 1 0

AAEL007171 0 0 1

AAEL007172 0 1 1

AAEL007173 1 1 1

AAEL007174 0 0 1

AAEL007175 0 0 0

AAEL007176 0 1 1

AAEL007177 0 1 0

AAEL007178 0 1 0

AAEL007179 0 0 0

AAEL007180 0 1 0

AAEL007181 0 1 0

AAEL007182 0 1 0

AAEL007183 0 1 0

AAEL007184 1 1 1

AAEL007185 1 1 1

AAEL007186 0 0 0

AAEL007187 0 1 0

AAEL007188 0 0 0

AAEL007189 0 1 0
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AAEL007190 0 0 0

AAEL007191 0 1 0

AAEL007192 0 1 0

AAEL007193 0 1 1

AAEL007194 0 1 0

AAEL007195 0 0 0

AAEL007196 1 1 1

AAEL007197 0 1 0

AAEL007198 1 1 0

AAEL007199 0 1 1

AAEL007200 0 0 0

AAEL007201 1 1 1

AAEL007202 0 0 0

AAEL007203 0 1 1

AAEL007204 0 0 1

AAEL007205 0 0 0

AAEL007206 0 1 0

AAEL007207 0 0 0

AAEL007208 0 0 1

AAEL007209 1 1 0

AAEL007210 0 0 0

AAEL007211 1 1 1

AAEL007212 0 0 1

AAEL007213 0 1 1

AAEL007214 0 1 1

AAEL007215 0 1 0

AAEL007216 0 0 1

AAEL007217 0 1 0

AAEL007218 1 1 1

AAEL007219 1 1 1

AAEL007220 0 1 1

AAEL007221 0 0 0

AAEL007222 0 0 1

AAEL007223 0 0 0

AAEL007224 0 0 0

AAEL007225 0 0 1

AAEL007226 0 1 1

AAEL007227 0 1 0

AAEL007228 1 1 0

AAEL007229 1 1 1

AAEL007230 1 1 1

AAEL007231 0 1 1

AAEL007232 0 0 0

AAEL007233 0 0 1

AAEL007234 0 1 1

AAEL007235 1 0 1

AAEL007236 1 1 1

AAEL007237 0 1 1

AAEL007238 1 1 1

AAEL007239 1 1 1

AAEL007240 0 1 1
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AAEL007241 0 0 0

AAEL007242 1 1 1

AAEL007243 1 1 1

AAEL007244 0 1 0

AAEL007245 0 1 0

AAEL007246 1 1 1

AAEL007247 0 1 1

AAEL007248 1 1 1

AAEL007249 0 0 0

AAEL007250 0 0 0

AAEL007251 1 1 1

AAEL007252 1 1 1

AAEL007253 1 0 0

AAEL007254 0 1 1

AAEL007255 0 1 0

AAEL007256 1 0 1

AAEL007257 0 1 1

AAEL007258 1 1 0

AAEL007259 1 1 1

AAEL007260 0 0 0

AAEL007261 0 1 1

AAEL007262 0 0 1

AAEL007263 0 0 1

AAEL007264 0 0 0

AAEL007265 0 0 1

AAEL007266 0 0 1

AAEL007267 1 1 1

AAEL007268 0 0 0

AAEL007269 0 1 1

AAEL007270 0 1 1

AAEL007271 0 0 1

AAEL007272 0 1 0

AAEL007273 0 1 1

AAEL007274 0 1 1

AAEL007275 0 1 0

AAEL007276 0 0 0

AAEL007277 1 1 1

AAEL007278 0 0 0

AAEL007279 0 1 1

AAEL007280 1 1 1

AAEL007281 0 1 1

AAEL007282 0 1 1

AAEL007283 0 0 1

AAEL007284 1 1 1

AAEL007285 0 0 0

AAEL007286 0 0 1

AAEL007287 0 1 1

AAEL007288 1 1 1

AAEL007289 1 0 1

AAEL007290 1 1 1

AAEL007291 1 1 1
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AAEL007292 0 1 1

AAEL007293 1 1 1

AAEL007294 0 1 0

AAEL007295 0 1 1

AAEL007296 0 1 1

AAEL007297 1 0 1

AAEL007298 1 1 1

AAEL007299 0 1 1

AAEL007300 0 1 1

AAEL007301 0 1 1

AAEL007302 0 0 1

AAEL007303 0 0 0

AAEL007304 1 1 1

AAEL007305 0 1 1

AAEL007306 0 1 1

AAEL007307 0 1 1

AAEL007308 1 1 1

AAEL007309 1 1 1

AAEL007310 1 1 1

AAEL007311 0 1 0

AAEL007312 0 0 1

AAEL007313 0 1 1

AAEL007314 0 0 1

AAEL007315 0 0 0

AAEL007316 0 1 1

AAEL007317 0 0 1

AAEL007318 0 1 1

AAEL007319 0 0 1

AAEL007320 0 0 1

AAEL007321 0 1 0

AAEL007322 0 1 1

AAEL007323 0 0 1

AAEL007324 0 0 0

AAEL007325 1 1 1

AAEL007326 0 1 0

AAEL007327 0 0 0

AAEL007328 0 1 0

AAEL007329 0 0 0

AAEL007330 0 1 1

AAEL007331 0 1 1

AAEL007332 1 1 1

AAEL007333 0 1 1

AAEL007334 0 1 0

AAEL007335 0 0 0

AAEL007336 0 0 1

AAEL007337 0 0 1

AAEL007338 0 0 1

AAEL007339 0 1 0

AAEL007340 0 0 0

AAEL007341 0 0 0

AAEL007342 1 1 1
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AAEL007343 0 0 1

AAEL007344 0 0 1

AAEL007345 0 0 0

AAEL007346 0 1 0

AAEL007347 0 0 1

AAEL007348 0 0 0

AAEL007349 0 1 1

AAEL007350 0 0 0

AAEL007351 0 1 1

AAEL007352 0 0 1

AAEL007353 1 1 0

AAEL007354 0 0 1

AAEL007355 0 1 1

AAEL007356 0 1 0

AAEL007357 0 1 0

AAEL007358 0 0 1

AAEL007359 0 0 0

AAEL007360 0 0 0

AAEL007361 0 0 1

AAEL007362 0 1 0

AAEL007363 0 1 1

AAEL007364 0 1 0

AAEL007365 0 1 0

AAEL007366 1 1 1

AAEL007367 0 1 1

AAEL007368 0 1 1

AAEL007369 0 0 0

AAEL007370 1 1 1

AAEL007371 0 1 1

AAEL007372 0 0 1

AAEL007373 0 1 1

AAEL007374 0 1 1

AAEL007375 1 1 1

AAEL007376 0 1 1

AAEL007377 0 1 1

AAEL007378 0 0 0

AAEL007379 0 0 1

AAEL007380 0 0 0

AAEL007381 1 1 1

AAEL007382 1 1 1

AAEL007383 1 1 1

AAEL007384 0 1 1

AAEL007385 1 1 1

AAEL007386 0 1 0

AAEL007387 1 0 0

AAEL007388 0 0 1

AAEL007389 0 0 1

AAEL007390 1 1 1

AAEL007391 0 1 0

AAEL007392 0 1 1

AAEL007393 0 0 0
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AAEL007394 0 1 1

AAEL007395 0 1 1

AAEL007396 0 0 0

AAEL007397 0 0 1

AAEL007398 0 1 1

AAEL007399 0 1 1

AAEL007400 0 1 0

AAEL007401 0 1 0

AAEL007402 1 1 1

AAEL007403 0 1 1

AAEL007404 0 0 1

AAEL007405 0 0 1

AAEL007406 0 1 0

AAEL007407 0 1 1

AAEL007408 0 0 1

AAEL007409 1 0 0

AAEL007410 0 1 1

AAEL007411 0 0 0

AAEL007412 0 1 0

AAEL007413 0 0 0

AAEL007414 0 1 1

AAEL007415 0 1 1

AAEL007416 0 1 1

AAEL007417 1 1 0

AAEL007418 0 0 0

AAEL007419 0 1 0

AAEL007420 0 1 1

AAEL007421 0 0 0

AAEL007422 0 1 1

AAEL007423 1 1 1

AAEL007424 0 0 1

AAEL007425 0 1 0

AAEL007426 0 1 1

AAEL007427 0 1 1

AAEL007428 0 1 0

AAEL007429 0 0 1

AAEL007430 0 0 1

AAEL007431 0 1 1

AAEL007432 0 1 1

AAEL007433 0 1 1

AAEL007434 0 0 1

AAEL007435 0 1 1

AAEL007436 0 0 0

AAEL007437 0 0 1

AAEL007438 0 0 0

AAEL007439 1 1 1

AAEL007440 0 0 0

AAEL007441 0 1 1

AAEL007442 1 1 1

AAEL007443 1 1 1

AAEL007444 1 1 1
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AAEL007445 0 1 0

AAEL007446 0 1 1

AAEL007447 0 1 1

AAEL007448 0 0 0

AAEL007449 1 1 1

AAEL007450 0 1 1

AAEL007451 0 1 1

AAEL007452 0 1 1

AAEL007453 0 1 0

AAEL007454 0 1 1

AAEL007455 0 1 0

AAEL007456 0 1 1

AAEL007457 1 1 1

AAEL007458 1 0 0

AAEL007459 0 0 1

AAEL007460 0 1 1

AAEL007461 0 1 1

AAEL007462 1 1 0

AAEL007463 0 1 0

AAEL007464 0 1 0

AAEL007465 0 0 0

AAEL007466 0 1 1

AAEL007467 0 1 1

AAEL007468 0 1 0

AAEL007469 1 1 0

AAEL007470 1 1 1

AAEL007471 0 1 0

AAEL007472 0 1 1

AAEL007473 0 1 1

AAEL007474 0 1 1

AAEL007475 1 0 0

AAEL007476 1 1 0

AAEL007477 1 1 1

AAEL007478 1 0 0

AAEL007479 0 0 0

AAEL007480 1 0 0

AAEL007481 0 1 1

AAEL007482 0 1 1

AAEL007483 0 0 1

AAEL007484 0 1 1

AAEL007485 0 0 1

AAEL007486 0 1 0

AAEL007487 1 1 0

AAEL007488 0 1 0

AAEL007489 1 1 0

AAEL007490 1 1 1

AAEL007491 0 0 1

AAEL007492 0 1 0

AAEL007493 1 1 1

AAEL007494 0 1 1

AAEL007495 0 1 1
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AAEL007496 1 1 1

AAEL007497 0 1 0

AAEL007498 0 1 1

AAEL007499 0 1 0

AAEL007500 0 1 1

AAEL007501 1 1 0

AAEL007502 0 0 1

AAEL007503 0 0 1

AAEL007504 0 0 0

AAEL007505 0 0 0

AAEL007506 1 1 0

AAEL007507 0 0 0

AAEL007508 0 1 1

AAEL007509 0 1 0

AAEL007510 0 1 0

AAEL007511 0 1 0

AAEL007512 0 1 0

AAEL007513 0 0 0

AAEL007514 0 0 0

AAEL007515 0 0 0

AAEL007516 0 0 1

AAEL007517 0 1 0

AAEL007518 1 1 1

AAEL007519 0 1 1

AAEL007520 0 0 0

AAEL007521 1 1 1

AAEL007522 0 1 1

AAEL007523 0 1 1

AAEL007524 0 0 0

AAEL007525 0 0 1

AAEL007526 0 0 1

AAEL007527 0 1 1

AAEL007528 0 0 1

AAEL007529 0 0 1

AAEL007530 1 0 1

AAEL007531 0 0 0

AAEL007532 1 1 0

AAEL007533 0 0 0

AAEL007534 0 1 1

AAEL007535 0 1 0

AAEL007536 1 1 1

AAEL007537 0 1 1

AAEL007538 0 0 0

AAEL007539 1 0 1

AAEL007540 0 0 0

AAEL007541 0 1 0

AAEL007542 1 1 1

AAEL007543 0 1 1

AAEL007544 1 0 0

AAEL007545 0 1 0

AAEL007546 1 1 1
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AAEL007547 0 1 0

AAEL007548 0 0 1

AAEL007549 0 1 0

AAEL007550 1 0 1

AAEL007551 1 1 1

AAEL007552 1 0 1

AAEL007553 0 0 0

AAEL007554 1 1 1

AAEL007555 0 1 1

AAEL007556 1 1 1

AAEL007557 0 0 0

AAEL007558 0 1 1

AAEL007559 0 0 1

AAEL007560 0 1 1

AAEL007561 0 0 1

AAEL007562 1 0 1

AAEL007563 1 1 1

AAEL007564 0 1 0

AAEL007565 1 1 1

AAEL007566 0 1 1

AAEL007567 0 0 0

AAEL007568 1 1 1

AAEL007569 0 0 0

AAEL007570 0 1 0

AAEL007571 0 0 1

AAEL007572 0 1 1

AAEL007573 0 0 0

AAEL007574 0 1 0

AAEL007575 0 0 0

AAEL007576 0 1 1

AAEL007577 0 0 0

AAEL007578 0 1 1

AAEL007579 0 1 1

AAEL007580 0 0 1

AAEL007581 1 1 1

AAEL007582 0 1 0

AAEL007583 0 0 0

AAEL007584 0 1 1

AAEL007585 1 1 0

AAEL007586 0 1 1

AAEL007587 0 0 1

AAEL007588 0 1 0

AAEL007589 0 0 1

AAEL007590 1 0 1

AAEL007591 0 1 0

AAEL007592 1 1 0

AAEL007593 1 1 1

AAEL007594 0 1 1

AAEL007595 1 1 0

AAEL007596 0 0 1

AAEL007597 1 1 1
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AAEL007598 0 0 0

AAEL007599 1 1 0

AAEL007600 0 0 0

AAEL007601 0 1 0

AAEL007602 0 0 0

AAEL007603 0 0 1

AAEL007604 0 0 1

AAEL007605 0 0 0

AAEL007606 1 1 0

AAEL007607 0 0 1

AAEL007608 0 1 0

AAEL007609 1 1 1

AAEL007610 0 1 0

AAEL007611 1 0 1

AAEL007612 0 1 1

AAEL007613 0 0 1

AAEL007614 0 0 0

AAEL007615 0 1 1

AAEL007616 0 1 1

AAEL007617 1 1 1

AAEL007618 0 1 1

AAEL007619 0 1 1

AAEL007620 0 0 0

AAEL007621 0 1 1

AAEL007622 0 1 0

AAEL007623 0 0 1

AAEL007624 0 1 1

AAEL007625 0 1 0

AAEL007626 0 0 1

AAEL007627 0 0 1

AAEL007628 0 0 0

AAEL007629 0 1 1

AAEL007630 0 1 0

AAEL007631 1 1 0

AAEL007632 0 1 1

AAEL007633 0 1 0

AAEL007634 0 1 1

AAEL007635 0 1 1

AAEL007636 0 1 1

AAEL007637 1 1 0

AAEL007638 1 1 1

AAEL007639 0 1 1

AAEL007640 0 0 1

AAEL007641 0 0 0

AAEL007642 0 0 1

AAEL007643 0 0 0

AAEL007644 0 0 0

AAEL007645 0 0 1

AAEL007646 0 0 1

AAEL007647 0 1 1

AAEL007648 0 1 0
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AAEL007649 0 1 1

AAEL007650 1 1 1

AAEL007651 1 1 1

AAEL007652 0 1 0

AAEL007653 1 1 1

AAEL007654 1 1 0

AAEL007655 1 1 1

AAEL007656 1 1 1

AAEL007657 0 1 1

AAEL007658 1 0 1

AAEL007659 0 1 0

AAEL007660 1 1 1

AAEL007661 1 1 1

AAEL007662 1 1 1

AAEL007663 0 0 0

AAEL007664 0 0 0

AAEL007665 0 1 1

AAEL007666 1 1 1

AAEL007667 1 1 0

AAEL007668 1 1 1

AAEL007669 1 1 1

AAEL007670 0 0 1

AAEL007671 1 1 1

AAEL007672 0 1 1

AAEL007673 0 0 1

AAEL007674 0 1 1

AAEL007675 0 1 1

AAEL007676 0 1 0

AAEL007677 0 1 0

AAEL007678 0 0 0

AAEL007679 1 1 0

AAEL007680 0 1 1

AAEL007681 1 1 1

AAEL007682 0 0 0

AAEL007683 1 1 0

AAEL007684 0 0 1

AAEL007685 0 0 0

AAEL007686 0 1 1

AAEL007687 1 1 1

AAEL007688 0 1 1

AAEL007689 1 1 1

AAEL007690 0 1 1

AAEL007691 1 1 1

AAEL007692 1 1 1

AAEL007693 0 1 1

AAEL007694 1 1 0

AAEL007695 0 0 0

AAEL007696 0 1 1

AAEL007697 1 1 1

AAEL007698 0 1 1

AAEL007699 1 1 0
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AAEL007700 0 0 0

AAEL007701 1 1 1

AAEL007702 1 1 1

AAEL007703 1 1 1

AAEL007704 1 1 0

AAEL007705 1 1 1

AAEL007706 0 0 0

AAEL007707 1 1 1

AAEL007708 1 1 1

AAEL007709 0 0 0

AAEL007710 0 1 0

AAEL007711 0 0 1

AAEL007712 0 1 1

AAEL007713 0 1 1

AAEL007714 0 0 1

AAEL007715 1 1 1

AAEL007716 1 0 0

AAEL007717 1 1 1

AAEL007718 0 1 1

AAEL007719 0 0 0

AAEL007720 0 0 0

AAEL007721 0 0 0

AAEL007722 1 1 1

AAEL007723 0 0 1

AAEL007724 0 0 0

AAEL007725 1 1 1

AAEL007726 1 1 0

AAEL007727 0 1 1

AAEL007728 0 1 0

AAEL007729 0 0 1

AAEL007730 0 0 0

AAEL007731 0 1 1

AAEL007732 0 0 0

AAEL007733 0 0 0

AAEL007734 0 1 1

AAEL007735 0 0 0

AAEL007736 0 0 1

AAEL007737 0 1 0

AAEL007738 0 1 1

AAEL007739 0 1 0

AAEL007740 0 0 0

AAEL007741 1 0 1

AAEL007742 0 0 1

AAEL007743 0 0 1

AAEL007744 0 1 0

AAEL007745 0 0 0

AAEL007746 0 0 1

AAEL007747 0 0 0

AAEL007748 0 0 1

AAEL007749 0 1 1

AAEL007750 0 1 1
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AAEL007751 0 0 0

AAEL007752 1 1 1

AAEL007753 1 1 0

AAEL007754 0 0 0

AAEL007755 0 1 0

AAEL007756 0 0 1

AAEL007757 0 0 0

AAEL007758 1 1 1

AAEL007759 0 0 0

AAEL007760 0 1 1

AAEL007761 0 1 1

AAEL007762 0 1 1

AAEL007763 1 1 1

AAEL007764 1 0 0

AAEL007765 1 1 1

AAEL007766 0 0 0

AAEL007767 1 1 1

AAEL007768 0 1 1

AAEL007769 0 1 1

AAEL007770 1 0 0

AAEL007771 1 1 0

AAEL007772 1 0 1

AAEL007773 0 1 1

AAEL007774 0 1 0

AAEL007775 0 0 1

AAEL007776 0 1 1

AAEL007777 1 1 1

AAEL007778 1 1 1

AAEL007779 0 0 0

AAEL007780 1 1 1

AAEL007781 0 0 0

AAEL007782 0 0 0

AAEL007783 1 1 1

AAEL007784 0 1 1

AAEL007785 0 0 1

AAEL007786 0 0 0

AAEL007787 1 1 1

AAEL007788 1 0 0

AAEL007789 0 1 1

AAEL007790 0 1 1

AAEL007791 0 0 1

AAEL007792 0 1 1

AAEL007793 0 1 1

AAEL007794 0 0 0

AAEL007795 0 0 1

AAEL007796 0 1 1

AAEL007797 1 1 1

AAEL007798 0 1 0

AAEL007799 1 1 1

AAEL007800 0 1 1

AAEL007801 0 1 1
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AAEL007802 0 1 0

AAEL007803 0 0 0

AAEL007804 0 0 1

AAEL007805 0 0 1

AAEL007806 0 1 1

AAEL007807 1 1 0

AAEL007808 1 1 1

AAEL007809 0 1 1

AAEL007810 1 1 1

AAEL007811 1 1 1

AAEL007812 0 1 0

AAEL007813 1 1 1

AAEL007814 0 1 1

AAEL007815 0 1 1

AAEL007816 1 1 1

AAEL007817 0 1 1

AAEL007818 1 1 0

AAEL007819 0 0 0

AAEL007820 1 1 1

AAEL007821 1 1 1

AAEL007822 1 1 1

AAEL007823 1 1 1

AAEL007824 1 1 0

AAEL007825 1 1 1

AAEL007826 0 1 0

AAEL007827 0 1 0

AAEL007828 0 1 1

AAEL007829 0 1 1

AAEL007830 0 1 1

AAEL007831 0 0 1

AAEL007832 0 0 1

AAEL007833 0 0 1

AAEL007834 1 1 0

AAEL007835 0 1 1

AAEL007836 0 1 1

AAEL007837 0 0 0

AAEL007838 1 0 0

AAEL007839 1 1 0

AAEL007840 0 1 0

AAEL007841 1 1 1

AAEL007842 1 1 1

AAEL007843 1 1 1

AAEL007844 0 0 0

AAEL007845 1 0 1

AAEL007846 0 0 1

AAEL007847 0 1 1

AAEL007848 1 1 0

AAEL007849 1 1 1

AAEL007850 1 1 1

AAEL007851 1 1 0

AAEL007852 0 1 0
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AAEL007853 0 1 0

AAEL007854 1 1 1

AAEL007855 1 1 1

AAEL007856 0 0 0

AAEL007857 0 1 0

AAEL007858 1 1 1

AAEL007859 0 1 0

AAEL007860 0 1 0

AAEL007861 0 0 0

AAEL007862 1 1 0

AAEL007863 0 1 0

AAEL007864 1 1 0

AAEL007865 1 1 1

AAEL007866 0 1 0

AAEL007867 0 0 1

AAEL007868 1 1 1

AAEL007869 1 1 1

AAEL007870 0 1 0

AAEL007871 1 1 1

AAEL007872 0 0 1

AAEL007873 0 1 0

AAEL007874 1 1 0

AAEL007875 1 1 1

AAEL007876 0 0 1

AAEL007877 0 1 1

AAEL007878 0 1 0

AAEL007879 0 1 1

AAEL007880 1 1 1

AAEL007881 1 1 1

AAEL007882 1 1 0

AAEL007883 0 1 1

AAEL007884 1 1 1

AAEL007885 0 0 0

AAEL007886 0 0 1

AAEL007887 0 1 0

AAEL007888 0 1 1

AAEL007889 0 1 0

AAEL007890 0 0 0

AAEL007891 0 1 1

AAEL007892 1 1 1

AAEL007893 0 1 1

AAEL007894 1 0 0

AAEL007895 0 1 1

AAEL007896 0 0 1

AAEL007897 0 0 0

AAEL007898 0 1 1

AAEL007899 0 1 1

AAEL007900 0 1 1

AAEL007901 0 1 0

AAEL007902 0 1 0

AAEL007903 0 1 0
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AAEL007904 0 1 1

AAEL007905 0 0 1

AAEL007906 0 0 0

AAEL007907 0 1 1

AAEL007908 0 0 1

AAEL007909 0 1 0

AAEL007910 0 1 1

AAEL007911 0 0 1

AAEL007912 0 1 1

AAEL007913 0 1 1

AAEL007914 0 1 0

AAEL007915 1 0 0

AAEL007916 0 0 0

AAEL007917 0 1 1

AAEL007918 0 0 1

AAEL007919 0 0 0

AAEL007920 0 1 0

AAEL007921 1 1 0

AAEL007922 0 0 0

AAEL007923 0 1 1

AAEL007924 0 0 1

AAEL007925 0 0 1

AAEL007926 1 1 1

AAEL007927 1 1 1

AAEL007928 0 1 1

AAEL007929 0 0 0

AAEL007930 0 1 1

AAEL007931 1 1 1

AAEL007932 0 1 0

AAEL007933 0 0 0

AAEL007934 0 1 1

AAEL007935 0 1 1

AAEL007936 0 1 1

AAEL007937 0 0 0

AAEL007938 1 1 1

AAEL007939 0 1 0

AAEL007940 0 0 1

AAEL007941 0 1 0

AAEL007942 1 1 1

AAEL007943 0 1 1

AAEL007944 1 1 1

AAEL007945 1 1 1

AAEL007946 0 1 1

AAEL007947 0 1 1

AAEL007948 0 1 1

AAEL007949 0 1 1

AAEL007950 0 0 1

AAEL007951 1 1 1

AAEL007952 0 0 0

AAEL007953 0 0 1

AAEL007954 0 0 0
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AAEL007955 0 1 1

AAEL007956 0 1 0

AAEL007957 0 1 0

AAEL007958 0 0 0

AAEL007959 1 1 0

AAEL007960 0 0 1

AAEL007961 0 0 0

AAEL007962 1 1 1

AAEL007963 0 1 0

AAEL007964 0 1 0

AAEL007965 0 0 0

AAEL007966 0 0 0

AAEL007967 1 1 1

AAEL007968 0 1 1

AAEL007969 0 1 0

AAEL007970 1 1 1

AAEL007971 1 1 1

AAEL007972 0 1 1

AAEL007973 0 1 1

AAEL007974 1 1 0

AAEL007975 0 1 0

AAEL007976 0 0 0

AAEL007977 1 1 1

AAEL007978 1 0 0

AAEL007979 1 1 1

AAEL007980 1 1 1

AAEL007981 0 1 0

AAEL007982 1 1 0

AAEL007983 0 0 0

AAEL007984 0 1 0

AAEL007985 0 0 0

AAEL007986 1 1 1

AAEL007987 1 1 1

AAEL007988 0 1 1

AAEL007989 0 0 0

AAEL007990 1 1 1

AAEL007991 0 0 1

AAEL007992 0 1 0

AAEL007993 0 0 0

AAEL007994 0 0 0

AAEL007995 0 0 0

AAEL007996 1 0 0

AAEL007997 1 1 1

AAEL007998 0 1 0

AAEL007999 0 0 0

AAEL008000 0 1 0

AAEL008001 0 1 0

AAEL008002 0 1 1

AAEL008003 0 1 1

AAEL008004 1 0 1

AAEL008005 0 1 1
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AAEL008006 0 0 1

AAEL008007 1 1 1

AAEL008008 0 1 0

AAEL008009 0 0 0

AAEL008010 0 0 1

AAEL008011 0 0 0

AAEL008012 0 1 0

AAEL008013 0 1 0

AAEL008014 0 0 0

AAEL008015 1 1 1

AAEL008016 1 1 1

AAEL008017 0 1 0

AAEL008018 0 1 0

AAEL008019 0 1 0

AAEL008020 0 1 1

AAEL008021 1 0 1

AAEL008022 0 0 1

AAEL008023 0 0 1

AAEL008024 1 1 1

AAEL008025 1 1 1

AAEL008026 0 1 0

AAEL008027 0 1 1

AAEL008028 0 1 1

AAEL008029 1 1 1

AAEL008030 0 0 1

AAEL008031 0 0 0

AAEL008032 0 0 0

AAEL008033 0 1 0

AAEL008034 0 1 0

AAEL008035 0 1 1

AAEL008036 0 0 1

AAEL008037 0 1 0

AAEL008038 0 1 1

AAEL008039 1 1 1

AAEL008040 0 0 1

AAEL008041 1 1 1

AAEL008042 0 0 1

AAEL008043 0 0 1

AAEL008044 1 1 1

AAEL008045 1 1 0

AAEL008046 0 1 0

AAEL008047 0 0 0

AAEL008048 0 1 0

AAEL008049 0 1 1

AAEL008050 0 1 1

AAEL008051 0 0 0

AAEL008052 0 0 1

AAEL008053 0 0 1

AAEL008054 0 1 1

AAEL008055 0 0 1

AAEL008056 1 1 0
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AAEL008057 0 1 1

AAEL008058 0 1 1

AAEL008059 0 0 1

AAEL008060 0 1 1

AAEL008061 1 1 1

AAEL008062 0 1 1

AAEL008063 0 1 1

AAEL008064 1 1 1

AAEL008065 0 1 0

AAEL008066 1 0 1

AAEL008067 0 1 1

AAEL008068 1 1 1

AAEL008069 0 1 1

AAEL008070 0 0 1

AAEL008071 0 1 0

AAEL008072 1 1 1

AAEL008073 0 1 0

AAEL008074 0 1 0

AAEL008075 0 0 1

AAEL008076 0 1 1

AAEL008077 0 1 1

AAEL008078 0 1 1

AAEL008079 0 1 1

AAEL008080 1 1 1

AAEL008081 0 1 1

AAEL008082 0 0 0

AAEL008083 0 1 1

AAEL008084 1 1 0

AAEL008085 0 1 1

AAEL008086 0 0 0

AAEL008087 0 0 0

AAEL008088 1 0 0

AAEL008089 0 0 1

AAEL008090 0 0 0

AAEL008091 0 0 0

AAEL008092 0 1 1

AAEL008093 0 1 1

AAEL008094 0 0 0

AAEL008095 0 0 1

AAEL008096 0 1 1

AAEL008097 0 1 1

AAEL008098 0 1 0

AAEL008099 1 1 1

AAEL008100 1 1 1

AAEL008101 0 1 1

AAEL008102 0 0 0

AAEL008103 1 1 1

AAEL008104 0 0 1

AAEL008105 0 1 1

AAEL008106 0 1 1

AAEL008107 1 0 0
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AAEL008108 0 1 1

AAEL008109 0 1 0

AAEL008110 1 1 0

AAEL008111 1 1 1

AAEL008112 0 0 0

AAEL008113 0 1 1

AAEL008114 0 0 1

AAEL008115 0 0 1

AAEL008116 1 1 1

AAEL008117 0 1 0

AAEL008118 0 1 0

AAEL008119 0 1 1

AAEL008120 1 1 1

AAEL008121 0 1 0

AAEL008122 0 1 0

AAEL008123 1 1 0

AAEL008124 1 1 0

AAEL008125 0 1 1

AAEL008126 0 1 1

AAEL008127 0 0 1

AAEL008128 1 1 1

AAEL008129 0 1 1

AAEL008130 0 0 1

AAEL008131 1 1 0

AAEL008132 0 1 0

AAEL008133 1 1 1

AAEL008134 1 1 1

AAEL008135 0 1 1

AAEL008136 0 1 1

AAEL008137 0 1 1

AAEL008138 1 0 1

AAEL008139 0 1 0

AAEL008140 0 1 1

AAEL008141 0 1 0

AAEL008142 0 0 1

AAEL008143 0 1 1

AAEL008144 0 1 1

AAEL008145 0 0 1

AAEL008146 0 1 1

AAEL008147 0 1 1

AAEL008148 0 1 1

AAEL008149 0 0 0

AAEL008150 0 1 1

AAEL008151 0 1 0

AAEL008152 1 1 1

AAEL008153 0 1 1

AAEL008154 0 0 1

AAEL008155 1 1 1

AAEL008156 0 0 1

AAEL008157 0 1 0

AAEL008158 1 1 0
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AAEL008159 1 0 0

AAEL008160 1 1 1

AAEL008161 0 0 0

AAEL008162 1 1 1

AAEL008163 1 1 1

AAEL008164 0 1 0

AAEL008165 0 1 0

AAEL008166 1 1 1

AAEL008167 1 1 1

AAEL008168 0 1 0

AAEL008169 1 1 1

AAEL008170 0 1 1

AAEL008171 1 0 1

AAEL008172 0 0 0

AAEL008173 0 0 1

AAEL008174 0 1 1

AAEL008175 1 1 1

AAEL008176 0 1 0

AAEL008177 0 0 0

AAEL008178 0 1 0

AAEL008179 0 0 0

AAEL008180 0 0 0

AAEL008181 1 1 1

AAEL008182 0 1 1

AAEL008183 0 1 0

AAEL008184 0 1 0

AAEL008185 1 1 0

AAEL008186 0 1 1

AAEL008187 0 0 1

AAEL008188 1 1 0

AAEL008189 0 0 0

AAEL008190 0 1 1

AAEL008191 0 0 0

AAEL008192 1 1 0

AAEL008193 0 0 0

AAEL008194 0 1 1

AAEL008195 1 1 1

AAEL008196 0 0 0

AAEL008197 1 1 1

AAEL008198 0 1 1

AAEL008199 1 1 1

AAEL008200 0 0 0

AAEL008201 1 1 1

AAEL008202 0 0 0

AAEL008203 0 0 1

AAEL008204 0 0 0

AAEL008205 0 1 1

AAEL008206 0 1 1

AAEL008207 0 1 0

AAEL008208 0 1 1

AAEL008209 0 0 0
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AAEL008210 1 0 1

AAEL008211 0 0 1

AAEL008212 0 1 1

AAEL008213 0 0 0

AAEL008214 0 0 0

AAEL008215 0 0 1

AAEL008216 0 1 1

AAEL008217 0 0 1

AAEL008218 1 1 1

AAEL008219 0 1 1

AAEL008220 1 1 1

AAEL008221 1 1 1

AAEL008222 0 1 1

AAEL008223 0 0 1

AAEL008224 0 1 1

AAEL008225 0 0 0

AAEL008226 0 1 0

AAEL008227 0 1 1

AAEL008228 0 1 1

AAEL008229 0 0 1

AAEL008230 0 0 0

AAEL008231 0 0 0

AAEL008232 0 1 1

AAEL008233 0 0 1

AAEL008234 1 1 1

AAEL008235 0 0 1

AAEL008236 0 0 0

AAEL008237 0 0 1

AAEL008238 0 0 1

AAEL008239 0 0 0

AAEL008240 0 0 0

AAEL008241 0 1 0

AAEL008242 1 1 0

AAEL008243 1 1 1

AAEL008244 0 0 1

AAEL008245 0 0 0

AAEL008246 0 1 0

AAEL008247 0 1 1

AAEL008248 0 1 1

AAEL008249 1 1 1

AAEL008250 0 1 1

AAEL008251 0 1 0

AAEL008252 0 0 0

AAEL008253 0 1 1

AAEL008254 0 0 0

AAEL008255 0 1 0

AAEL008256 1 1 1

AAEL008257 1 0 1

AAEL008258 1 1 1

AAEL008259 0 1 1

AAEL008260 0 1 1
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AAEL008261 0 1 0

AAEL008262 0 1 0

AAEL008263 1 1 0

AAEL008264 0 0 1

AAEL008265 0 0 0

AAEL008266 1 1 1

AAEL008267 0 0 0

AAEL008268 0 1 0

AAEL008269 0 1 1

AAEL008270 0 0 0

AAEL008271 0 1 1

AAEL008272 0 0 0

AAEL008273 0 0 0

AAEL008274 0 0 1

AAEL008275 0 1 1

AAEL008276 0 0 1

AAEL008277 0 1 0

AAEL008278 0 1 1

AAEL008279 0 1 1

AAEL008280 0 1 0

AAEL008281 0 1 1

AAEL008282 0 0 0

AAEL008283 0 1 0

AAEL008284 0 0 0

AAEL008285 1 1 1

AAEL008286 0 1 0

AAEL008287 0 0 0

AAEL008288 0 0 1

AAEL008289 0 0 1

AAEL008290 0 0 1

AAEL008291 1 1 1

AAEL008292 0 0 0

AAEL008293 0 1 1

AAEL008294 0 0 0

AAEL008295 0 0 1

AAEL008296 0 1 0

AAEL008297 0 0 0

AAEL008298 0 1 0

AAEL008299 0 0 1

AAEL008300 0 1 1

AAEL008301 0 0 0

AAEL008302 1 1 0

AAEL008303 1 0 0

AAEL008304 0 0 1

AAEL008305 0 1 1

AAEL008306 0 1 1

AAEL008307 0 1 1

AAEL008308 0 0 0

AAEL008309 0 0 1

AAEL008310 1 1 1

AAEL008311 0 0 1
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AAEL008312 0 1 1

AAEL008313 0 0 0

AAEL008314 0 0 1

AAEL008315 1 1 1

AAEL008316 0 1 1

AAEL008317 0 0 0

AAEL008318 0 1 0

AAEL008319 0 1 1

AAEL008320 1 1 1

AAEL008321 0 0 0

AAEL008322 0 0 0

AAEL008323 0 0 1

AAEL008324 1 1 1

AAEL008325 0 1 0

AAEL008326 0 0 0

AAEL008327 0 0 0

AAEL008328 1 1 1

AAEL008329 1 1 1

AAEL008330 0 1 1

AAEL008331 0 0 0

AAEL008332 0 0 1

AAEL008333 0 1 0

AAEL008334 0 0 1

AAEL008335 0 0 0

AAEL008336 0 1 0

AAEL008337 0 0 0

AAEL008338 0 0 0

AAEL008339 0 0 0

AAEL008340 0 1 0

AAEL008341 0 1 0

AAEL008342 0 1 0

AAEL008343 0 1 1

AAEL008344 0 0 1

AAEL008345 1 1 1

AAEL008346 0 1 1

AAEL008347 0 1 1

AAEL008348 0 0 1

AAEL008349 0 0 0

AAEL008350 0 0 0

AAEL008351 0 1 1

AAEL008352 0 0 0

AAEL008353 1 1 0

AAEL008354 0 0 1

AAEL008355 0 0 1

AAEL008356 0 1 0

AAEL008357 0 0 0

AAEL008358 0 1 0

AAEL008359 0 1 0

AAEL008360 0 0 1

AAEL008361 0 1 0

AAEL008362 0 0 0
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AAEL008363 1 1 1

AAEL008364 0 0 1

AAEL008365 1 1 1

AAEL008366 0 1 1

AAEL008367 0 1 1

AAEL008368 0 0 0

AAEL008369 0 1 1

AAEL008370 1 1 1

AAEL008371 1 0 0

AAEL008372 0 0 0

AAEL008373 1 0 0

AAEL008374 1 1 1

AAEL008375 1 1 1

AAEL008376 0 1 0

AAEL008377 1 1 1

AAEL008378 0 1 0

AAEL008379 1 1 1

AAEL008380 1 1 1

AAEL008381 1 1 1

AAEL008382 0 1 0

AAEL008383 0 0 0

AAEL008384 0 1 0

AAEL008385 0 1 0

AAEL008386 0 1 1

AAEL008387 0 1 1

AAEL008388 0 1 1

AAEL008389 1 0 1

AAEL008390 0 1 1

AAEL008391 0 1 1

AAEL008392 0 1 1

AAEL008393 1 1 1

AAEL008394 1 1 1

AAEL008395 0 0 1

AAEL008396 0 0 0

AAEL008397 0 1 1

AAEL008398 1 0 1

AAEL008399 0 1 0

AAEL008400 0 1 0

AAEL008401 0 0 0

AAEL008402 0 1 1

AAEL008403 1 1 0

AAEL008404 0 1 0

AAEL008405 0 0 1

AAEL008406 1 1 1

AAEL008407 0 0 0

AAEL008408 0 0 0

AAEL008409 0 0 1

AAEL008410 0 0 1

AAEL008411 0 1 1

AAEL008412 0 1 1

AAEL008413 1 0 1
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AAEL008414 0 0 0

AAEL008415 0 1 1

AAEL008416 1 1 1

AAEL008417 1 1 1

AAEL008418 1 1 1

AAEL008419 1 1 0

AAEL008420 0 1 1

AAEL008421 0 0 0

AAEL008422 1 1 1

AAEL008423 0 0 0

AAEL008424 0 1 1

AAEL008425 1 1 1

AAEL008426 0 1 1

AAEL008427 1 1 1

AAEL008428 0 0 0

AAEL008429 0 0 0

AAEL008430 1 1 1

AAEL008431 0 1 1

AAEL008432 0 0 1

AAEL008433 0 1 0

AAEL008434 0 0 1

AAEL008435 0 1 1

AAEL008436 0 0 1

AAEL008437 0 1 0

AAEL008438 0 1 0

AAEL008439 0 1 1

AAEL008440 0 0 0

AAEL008441 0 0 1

AAEL008442 0 0 1

AAEL008443 0 1 1

AAEL008444 0 0 1

AAEL008445 0 0 1

AAEL008446 0 1 1

AAEL008447 0 0 1

AAEL008448 0 0 0

AAEL008449 0 1 1

AAEL008450 0 0 0

AAEL008451 1 0 0

AAEL008452 1 1 1

AAEL008453 1 1 1

AAEL008454 1 1 1

AAEL008455 0 1 0

AAEL008456 0 0 0

AAEL008457 0 0 1

AAEL008458 0 1 1

AAEL008459 1 1 0

AAEL008460 0 1 1

AAEL008461 1 1 0

AAEL008462 0 1 1

AAEL008463 0 1 0

AAEL008464 0 1 0
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AAEL008465 1 1 0

AAEL008466 0 1 0

AAEL008467 0 1 0

AAEL008468 0 1 1

AAEL008469 1 1 1

AAEL008470 0 0 0

AAEL008471 1 1 1

AAEL008472 0 1 0

AAEL008473 1 1 1

AAEL008474 0 0 1

AAEL008475 1 1 0

AAEL008476 1 1 1

AAEL008477 0 1 0

AAEL008478 0 1 1

AAEL008479 0 0 0

AAEL008480 0 1 0

AAEL008481 1 1 0

AAEL008482 1 1 1

AAEL008483 0 0 1

AAEL008484 1 0 1

AAEL008485 1 1 1

AAEL008486 0 1 0

AAEL008487 0 1 0

AAEL008488 0 0 0

AAEL008489 1 1 1

AAEL008490 1 1 1

AAEL008491 1 1 1

AAEL008492 0 1 1

AAEL008493 0 1 1

AAEL008494 0 1 1

AAEL008495 0 1 1

AAEL008496 0 0 0

AAEL008497 1 1 1

AAEL008498 0 0 0

AAEL008499 0 0 0

AAEL008500 1 0 1

AAEL008501 0 1 1

AAEL008502 0 1 1

AAEL008503 1 0 1

AAEL008504 0 0 0

AAEL008505 0 0 0

AAEL008506 0 0 0

AAEL008507 0 1 1

AAEL008508 0 1 1

AAEL008509 0 1 0

AAEL008510 0 0 1

AAEL008511 0 1 1

AAEL008512 0 1 1

AAEL008513 0 1 0

AAEL008514 0 1 1

AAEL008515 1 1 1
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AAEL008516 0 1 0

AAEL008517 0 1 0

AAEL008518 0 0 0

AAEL008519 0 1 0

AAEL008520 0 0 1

AAEL008521 0 1 1

AAEL008522 0 1 1

AAEL008523 0 0 0

AAEL008524 0 0 1

AAEL008525 0 1 1

AAEL008526 0 0 0

AAEL008527 0 1 1

AAEL008528 1 1 0

AAEL008529 0 1 1

AAEL008530 1 1 0

AAEL008531 0 0 0

AAEL008532 1 0 0

AAEL008533 0 0 0

AAEL008534 0 0 1

AAEL008535 0 1 0

AAEL008536 0 1 1

AAEL008537 0 0 0

AAEL008538 0 0 1

AAEL008539 0 1 1

AAEL008540 0 1 1

AAEL008541 0 1 1

AAEL008542 1 1 1

AAEL008543 1 1 1

AAEL008544 0 0 1

AAEL008545 0 1 0

AAEL008546 0 0 0

AAEL008547 0 1 1

AAEL008548 0 1 1

AAEL008549 0 1 1

AAEL008550 0 1 1

AAEL008551 1 1 0

AAEL008552 0 0 0

AAEL008553 0 1 1

AAEL008554 0 0 0

AAEL008555 1 1 1

AAEL008556 0 1 0

AAEL008557 1 0 1

AAEL008558 0 0 1

AAEL008559 0 1 1

AAEL008560 0 0 1

AAEL008561 1 1 1

AAEL008562 1 1 0

AAEL008563 0 1 1

AAEL008564 0 1 0

AAEL008565 0 1 1

AAEL008566 0 0 1
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AAEL008567 1 0 1

AAEL008568 0 0 1

AAEL008569 0 1 1

AAEL008570 1 1 0

AAEL008571 0 1 0

AAEL008572 0 0 1

AAEL008573 0 0 0

AAEL008574 1 1 1

AAEL008575 1 1 1

AAEL008576 0 1 1

AAEL008577 1 1 0

AAEL008578 1 1 1

AAEL008579 0 0 1

AAEL008580 1 1 1

AAEL008581 0 1 0

AAEL008582 0 1 1

AAEL008583 1 0 1

AAEL008584 0 1 1

AAEL008585 0 1 0

AAEL008586 0 0 1

AAEL008587 0 1 1

AAEL008588 0 1 1

AAEL008589 0 0 0

AAEL008590 0 1 0

AAEL008591 1 1 1

AAEL008592 0 1 1

AAEL008593 0 1 1

AAEL008594 0 1 1

AAEL008595 1 1 1

AAEL008596 0 1 1

AAEL008597 0 0 0

AAEL008598 1 1 0

AAEL008599 1 1 1

AAEL008600 1 1 1

AAEL008601 0 1 1

AAEL008602 0 0 1

AAEL008603 0 0 0

AAEL008604 1 1 1

AAEL008605 1 1 1

AAEL008606 0 1 0

AAEL008607 0 1 1

AAEL008608 0 1 1

AAEL008609 1 1 1

AAEL008610 0 1 1

AAEL008611 1 1 0

AAEL008612 1 0 1

AAEL008613 0 1 1

AAEL008614 0 0 0

AAEL008615 0 1 0

AAEL008616 0 0 0

AAEL008617 0 1 0
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AAEL008618 1 1 0

AAEL008619 0 1 1

AAEL008620 0 1 1

AAEL008621 1 1 1

AAEL008622 0 1 1

AAEL008623 0 1 1

AAEL008624 1 1 1

AAEL008625 0 0 0

AAEL008626 0 0 1

AAEL008627 0 0 1

AAEL008628 1 0 0

AAEL008629 1 1 0

AAEL008630 1 1 0

AAEL008631 1 1 1

AAEL008632 0 0 1

AAEL008633 0 1 0

AAEL008634 0 0 1

AAEL008635 1 1 1

AAEL008636 1 1 1

AAEL008637 0 0 1

AAEL008638 0 1 1

AAEL008639 0 0 0

AAEL008640 0 1 1

AAEL008641 0 0 0

AAEL008642 1 1 1

AAEL008643 0 0 1

AAEL008644 0 0 0

AAEL008645 1 1 1

AAEL008646 0 0 1

AAEL008647 0 0 1

AAEL008648 0 0 1

AAEL008649 0 0 0

AAEL008650 0 1 0

AAEL008651 0 1 1

AAEL008652 0 0 0

AAEL008653 1 1 1

AAEL008654 0 1 1

AAEL008655 0 0 1

AAEL008656 1 1 1

AAEL008657 0 1 1

AAEL008658 0 1 1

AAEL008659 0 0 0

AAEL008660 0 0 0

AAEL008661 1 0 1

AAEL008662 0 0 0

AAEL008663 0 1 1

AAEL008664 1 1 1

AAEL008665 0 0 0

AAEL008666 0 0 0

AAEL008667 0 0 0

AAEL008668 0 1 1
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AAEL008669 0 1 1

AAEL008670 0 1 0

AAEL008671 1 1 1

AAEL008672 0 1 1

AAEL008673 0 1 1

AAEL008674 0 1 1

AAEL008675 0 1 1

AAEL008676 0 1 1

AAEL008677 0 1 0

AAEL008678 0 1 1

AAEL008679 1 1 1

AAEL008680 1 1 1

AAEL008681 0 0 1

AAEL008682 0 1 0

AAEL008683 1 1 1

AAEL008684 0 0 0

AAEL008685 0 0 0

AAEL008686 1 0 1

AAEL008687 1 1 1

AAEL008688 1 1 0

AAEL008689 0 0 1

AAEL008690 0 0 1

AAEL008691 0 1 1

AAEL008692 1 1 1

AAEL008693 0 0 1

AAEL008694 0 0 0

AAEL008695 0 0 1

AAEL008696 1 1 1

AAEL008697 0 1 1

AAEL008698 1 1 0

AAEL008699 1 1 0

AAEL008700 1 1 1

AAEL008701 1 1 1

AAEL008702 1 1 1

AAEL008703 0 1 0

AAEL008704 0 1 0

AAEL008705 0 1 1

AAEL008706 1 1 0

AAEL008707 0 0 0

AAEL008708 1 1 1

AAEL008709 1 1 0

AAEL008710 1 1 1

AAEL008711 0 1 0

AAEL008712 0 0 0

AAEL008713 0 0 0

AAEL008714 0 0 1

AAEL008715 0 0 0

AAEL008716 0 1 1

AAEL008717 0 0 1

AAEL008718 1 1 1

AAEL008719 1 1 1
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AAEL008720 0 0 1

AAEL008721 0 1 1

AAEL008722 0 1 0

AAEL008723 1 1 1

AAEL008724 1 1 1

AAEL008725 0 1 1

AAEL008726 0 1 1

AAEL008727 0 0 0

AAEL008728 0 1 1

AAEL008729 0 1 1

AAEL008730 1 1 1

AAEL008731 0 1 1

AAEL008732 1 1 1

AAEL008733 0 0 1

AAEL008734 0 1 1

AAEL008735 0 0 0

AAEL008736 1 1 1

AAEL008737 0 0 0

AAEL008738 1 1 1

AAEL008739 1 1 1

AAEL008740 0 1 1

AAEL008741 1 1 0

AAEL008742 1 1 1

AAEL008743 1 1 1

AAEL008744 1 1 1

AAEL008745 0 1 0

AAEL008746 0 1 1

AAEL008747 0 0 0

AAEL008748 0 0 0

AAEL008749 0 0 1

AAEL008750 1 1 1

AAEL008751 0 1 1

AAEL008752 0 1 1

AAEL008753 1 1 1

AAEL008754 0 1 1

AAEL008755 1 1 1

AAEL008756 0 0 0

AAEL008757 0 1 1

AAEL008758 0 1 0

AAEL008759 0 1 1

AAEL008760 0 0 0

AAEL008761 1 1 0

AAEL008762 0 0 0

AAEL008763 1 1 0

AAEL008764 0 0 1

AAEL008765 0 1 0

AAEL008766 0 1 1

AAEL008767 0 0 0

AAEL008768 1 1 1

AAEL008769 0 1 1

AAEL008770 1 1 1
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AAEL008771 0 0 1

AAEL008772 0 0 1

AAEL008773 0 1 0

AAEL008774 0 0 0

AAEL008775 0 1 1

AAEL008776 0 1 1

AAEL008777 0 1 1

AAEL008778 0 0 0

AAEL008779 1 0 1

AAEL008780 0 1 1

AAEL008781 0 1 0

AAEL008782 1 1 1

AAEL008783 0 1 1

AAEL008784 1 1 1

AAEL008785 1 1 1

AAEL008786 1 1 1

AAEL008787 0 1 1

AAEL008788 1 1 1

AAEL008789 1 1 1

AAEL008790 0 1 1

AAEL008791 0 1 1

AAEL008792 0 0 1

AAEL008793 1 1 1

AAEL008794 1 1 1

AAEL008795 0 0 1

AAEL008796 1 1 1

AAEL008797 1 1 0

AAEL008798 0 0 0

AAEL008799 1 1 1

AAEL008800 0 1 1

AAEL008801 1 1 1

AAEL008802 1 1 1

AAEL008803 0 1 1

AAEL008804 0 1 0

AAEL008805 0 0 0

AAEL008806 0 1 1

AAEL008807 1 1 1

AAEL008808 1 1 0

AAEL008809 0 0 0

AAEL008810 0 0 0

AAEL008811 1 1 1

AAEL008812 0 0 1

AAEL008813 0 1 1

AAEL008814 1 1 1

AAEL008815 0 0 0

AAEL008816 0 0 1

AAEL008817 1 1 1

AAEL008818 0 0 0

AAEL008819 0 1 0

AAEL008820 0 1 0

AAEL008821 0 1 0
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AAEL008822 0 0 1

AAEL008823 1 1 1

AAEL008824 0 0 0

AAEL008825 0 0 0

AAEL008826 1 1 1

AAEL008827 0 0 0

AAEL008828 1 1 0

AAEL008829 0 1 1

AAEL008830 0 0 0

AAEL008831 0 1 1

AAEL008832 1 1 0

AAEL008833 1 1 0

AAEL008834 1 1 1

AAEL008835 0 0 1

AAEL008836 0 1 1

AAEL008837 1 1 1

AAEL008838 0 1 0

AAEL008839 0 0 0

AAEL008840 0 0 0

AAEL008841 0 1 1

AAEL008842 1 1 0

AAEL008843 1 1 0

AAEL008844 0 0 1

AAEL008845 0 0 1

AAEL008846 0 1 1

AAEL008847 0 1 0

AAEL008848 1 1 1

AAEL008849 1 1 1

AAEL008850 0 1 1

AAEL008851 0 0 1

AAEL008852 1 1 1

AAEL008853 1 1 1

AAEL008854 0 1 1

AAEL008855 0 0 1

AAEL008856 0 0 0

AAEL008857 0 1 0

AAEL008858 1 1 1

AAEL008859 0 1 1

AAEL008860 0 1 1

AAEL008861 0 1 1

AAEL008862 1 1 1

AAEL008863 1 1 0

AAEL008864 1 1 1

AAEL008865 1 1 1

AAEL008866 0 0 1

AAEL008867 1 1 1

AAEL008868 0 0 0

AAEL008869 0 0 1

AAEL008870 0 1 0

AAEL008871 0 1 1

AAEL008872 0 0 1
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AAEL008873 0 0 0

AAEL008874 0 0 1

AAEL008875 1 1 1

AAEL008876 0 1 0

AAEL008877 0 0 1

AAEL008878 0 1 1

AAEL008879 0 1 1

AAEL008880 0 0 1

AAEL008881 0 0 1

AAEL008882 0 1 0

AAEL008883 1 0 0

AAEL008884 0 1 0

AAEL008885 0 0 0

AAEL008886 1 0 1

AAEL008887 0 0 1

AAEL008888 0 0 0

AAEL008889 0 1 0

AAEL008890 0 0 1

AAEL008891 0 1 1

AAEL008892 0 0 1

AAEL008893 0 1 1

AAEL008894 1 0 1

AAEL008895 0 0 1

AAEL008896 0 1 1

AAEL008897 1 1 0

AAEL008898 0 1 1

AAEL008899 0 0 1

AAEL008900 0 0 1

AAEL008901 0 0 1

AAEL008902 0 1 1

AAEL008903 1 0 0

AAEL008904 0 0 0

AAEL008905 1 1 1

AAEL008906 0 0 0

AAEL008907 0 1 1

AAEL008908 0 0 0

AAEL008909 0 1 0

AAEL008910 0 1 1

AAEL008911 1 1 0

AAEL008912 1 0 0

AAEL008913 0 1 1

AAEL008914 0 1 1

AAEL008915 0 0 0

AAEL008916 0 0 1

AAEL008917 0 0 1

AAEL008918 0 0 0

AAEL008920 0 0 1

AAEL008921 1 1 1

AAEL008922 0 1 1

AAEL008923 0 1 0

AAEL008924 1 1 1
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AAEL008925 0 1 1

AAEL008926 0 0 1

AAEL008927 0 0 1

AAEL008928 1 1 1

AAEL008929 0 0 1

AAEL008930 1 0 0

AAEL008931 0 1 1

AAEL008932 0 0 1

AAEL008933 0 0 1

AAEL008934 0 0 0

AAEL008935 0 0 1

AAEL008936 1 1 1

AAEL008937 0 1 1

AAEL008938 1 1 1

AAEL008939 0 1 0

AAEL008940 0 0 0

AAEL008941 1 1 1

AAEL008942 1 1 1

AAEL008943 0 0 0

AAEL008944 0 1 1

AAEL008945 0 1 1

AAEL008946 0 0 0

AAEL008947 0 1 1

AAEL008948 0 0 1

AAEL008949 1 0 0

AAEL008950 0 1 0

AAEL008951 1 1 1

AAEL008952 1 1 1

AAEL008953 1 1 1

AAEL008954 0 1 0

AAEL008955 0 1 1

AAEL008956 1 1 0

AAEL008957 0 0 1

AAEL008958 1 0 1

AAEL008959 1 1 0

AAEL008960 0 1 0

AAEL008961 0 0 1

AAEL008962 0 0 0

AAEL008963 0 1 1

AAEL008964 0 0 1

AAEL008965 0 0 0

AAEL008966 0 0 0

AAEL008967 0 0 1

AAEL008968 0 0 1

AAEL008969 1 0 1

AAEL008970 0 1 1

AAEL008971 0 0 0

AAEL008972 0 0 0

AAEL008973 0 0 0

AAEL008974 0 0 1

AAEL008975 0 0 1
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AAEL008976 0 0 1

AAEL008977 0 0 1

AAEL008978 0 0 0

AAEL008979 0 0 1

AAEL008980 0 0 0

AAEL008981 0 0 0

AAEL008982 0 0 1

AAEL008983 0 0 1

AAEL008984 0 0 0

AAEL008985 0 0 1

AAEL008986 0 0 0

AAEL008987 0 0 0

AAEL008988 0 1 0

AAEL008989 0 0 1

AAEL008990 0 0 1

AAEL008991 0 0 1

AAEL008992 0 0 1

AAEL008993 0 0 1

AAEL008994 0 0 0

AAEL008995 0 0 1

AAEL008996 0 0 0

AAEL008997 0 0 0

AAEL008998 0 0 0

AAEL008999 0 0 1

AAEL009000 0 0 0

AAEL009001 0 0 1

AAEL009002 0 1 0

AAEL009003 0 0 1

AAEL009004 0 0 0

AAEL009005 0 0 1

AAEL009006 0 0 0

AAEL009007 0 0 1

AAEL009008 0 0 1

AAEL009009 0 0 1

AAEL009010 0 0 1

AAEL009011 0 0 1

AAEL009012 0 0 1

AAEL009013 0 0 1

AAEL009014 0 0 0

AAEL009015 0 0 0

AAEL009016 0 1 0

AAEL009017 1 1 0

AAEL009018 0 1 1

AAEL009019 0 0 0

AAEL009020 1 1 0

AAEL009021 0 0 1

AAEL009022 0 0 0

AAEL009023 1 1 1

AAEL009024 0 0 0

AAEL009025 0 0 1

AAEL009026 1 1 0
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AAEL009027 0 1 1

AAEL009029 1 1 1

AAEL009030 0 1 1

AAEL009031 0 0 0

AAEL009032 0 1 1

AAEL009034 0 1 1

AAEL009035 0 0 0

AAEL009036 0 1 0

AAEL009037 0 1 0

AAEL009038 0 1 1

AAEL009039 0 1 1

AAEL009040 0 1 1

AAEL009041 1 1 1

AAEL009042 1 1 1

AAEL009043 1 1 0

AAEL009044 0 1 1

AAEL009045 0 1 0

AAEL009046 0 1 1

AAEL009047 1 0 0

AAEL009048 0 1 1

AAEL009049 0 1 0

AAEL009050 0 0 0

AAEL009051 0 1 1

AAEL009052 0 1 0

AAEL009053 0 0 0

AAEL009054 0 0 0

AAEL009055 0 1 0

AAEL009056 0 1 0

AAEL009057 1 0 0

AAEL009058 0 1 1

AAEL009059 0 1 1

AAEL009060 0 1 1

AAEL009061 1 1 0

AAEL009062 0 0 0

AAEL009063 0 0 1

AAEL009064 0 0 1

AAEL009065 0 1 1

AAEL009066 0 1 1

AAEL009067 1 1 1

AAEL009068 1 1 0

AAEL009069 0 0 0

AAEL009070 0 0 1

AAEL009071 0 0 0

AAEL009072 0 1 0

AAEL009073 1 1 0

AAEL009074 1 1 1

AAEL009075 0 1 1

AAEL009076 0 0 1

AAEL009077 1 1 1

AAEL009078 0 1 1

AAEL009079 1 0 1
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AAEL009080 1 1 1

AAEL009081 1 0 1

AAEL009082 0 1 1

AAEL009083 0 1 1

AAEL009084 0 1 1

AAEL009085 1 1 1

AAEL009086 0 1 0

AAEL009087 0 0 0

AAEL009088 0 1 1

AAEL009089 0 1 1

AAEL009090 1 1 1

AAEL009091 0 1 1

AAEL009092 1 1 1

AAEL009093 0 1 0

AAEL009094 0 0 0

AAEL009095 0 1 0

AAEL009096 0 1 1

AAEL009097 0 0 0

AAEL009098 0 1 1

AAEL009099 0 1 1

AAEL009100 1 1 1

AAEL009101 1 1 1

AAEL009102 0 1 0

AAEL009103 0 1 1

AAEL009104 0 0 0

AAEL009105 1 1 0

AAEL009106 1 1 0

AAEL009107 0 1 1

AAEL009108 0 1 1

AAEL009109 0 1 1

AAEL009110 1 1 1

AAEL009111 0 1 1

AAEL009112 0 1 1

AAEL009113 0 0 0

AAEL009114 0 0 0

AAEL009115 0 0 1

AAEL009116 0 1 1

AAEL009117 0 1 1

AAEL009118 0 0 1

AAEL009119 0 0 0

AAEL009120 0 1 1

AAEL009121 0 1 1

AAEL009122 0 1 0

AAEL009123 0 1 0

AAEL009124 1 1 1

AAEL009125 1 1 1

AAEL009126 1 1 1

AAEL009127 0 1 1

AAEL009128 0 1 0

AAEL009129 0 1 1

AAEL009130 0 0 1
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AAEL009131 0 1 1

AAEL009132 1 1 0

AAEL009133 0 0 1

AAEL009134 0 1 1

AAEL009135 0 0 0

AAEL009136 0 0 1

AAEL009137 0 1 0

AAEL009138 0 0 1

AAEL009139 0 0 1

AAEL009140 0 1 1

AAEL009141 0 0 0

AAEL009142 0 1 1

AAEL009143 0 0 1

AAEL009144 0 0 1

AAEL009145 0 0 0

AAEL009146 0 0 1

AAEL009147 0 1 0

AAEL009148 1 1 1

AAEL009149 0 1 0

AAEL009150 0 0 1

AAEL009151 1 1 0

AAEL009152 0 0 1

AAEL009153 1 1 1

AAEL009154 0 1 1

AAEL009155 0 1 1

AAEL009156 1 1 0

AAEL009157 0 0 0

AAEL009158 0 1 0

AAEL009159 0 0 0

AAEL009160 1 1 1

AAEL009161 0 1 0

AAEL009162 0 0 0

AAEL009163 0 0 0

AAEL009164 0 1 1

AAEL009165 0 1 0

AAEL009166 0 1 1

AAEL009167 1 1 1

AAEL009168 0 1 1

AAEL009169 0 1 1

AAEL009170 0 1 0

AAEL009171 0 0 0

AAEL009172 0 1 1

AAEL009173 0 1 1

AAEL009174 0 0 1

AAEL009175 0 0 0

AAEL009176 0 1 1

AAEL009177 0 1 1

AAEL009178 1 1 1

AAEL009179 1 1 1

AAEL009180 0 0 1

AAEL009181 0 0 1
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AAEL009182 1 1 1

AAEL009183 1 1 1

AAEL009184 0 1 0

AAEL009185 1 0 1

AAEL009186 0 1 0

AAEL009187 0 0 1

AAEL009188 0 1 1

AAEL009189 1 1 1

AAEL009190 0 1 0

AAEL009191 1 1 1

AAEL009192 0 1 1

AAEL009193 0 1 0

AAEL009194 0 1 0

AAEL009195 0 1 1

AAEL009196 0 0 0

AAEL009197 0 1 0

AAEL009198 0 1 0

AAEL009199 0 1 1

AAEL009200 0 1 1

AAEL009201 1 1 0

AAEL009202 1 1 0

AAEL009203 0 0 0

AAEL009204 0 0 0

AAEL009205 0 1 1

AAEL009206 0 0 1

AAEL009207 0 0 0

AAEL009208 1 0 1

AAEL009209 0 0 0

AAEL009210 0 0 0

AAEL009211 0 0 0

AAEL009212 1 1 1

AAEL009213 0 0 0

AAEL009214 1 1 1

AAEL009215 0 0 1

AAEL009216 0 1 1

AAEL009217 1 1 1

AAEL009218 1 1 0

AAEL009219 1 0 1

AAEL009220 0 1 1

AAEL009221 0 0 0

AAEL009222 0 1 0

AAEL009223 0 0 0

AAEL009224 1 1 1

AAEL009225 0 0 1

AAEL009226 0 1 0

AAEL009227 0 1 0

AAEL009228 1 1 1

AAEL009229 0 0 1

AAEL009230 0 0 1

AAEL009231 0 0 1

AAEL009232 0 1 0
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AAEL009233 0 0 0

AAEL009234 0 0 0

AAEL009235 1 1 1

AAEL009236 0 1 1

AAEL009237 0 1 1

AAEL009238 0 1 0

AAEL009239 0 0 0

AAEL009240 0 0 1

AAEL009241 0 1 0

AAEL009242 0 0 1

AAEL009243 0 1 1

AAEL009244 0 1 1

AAEL009245 0 0 1

AAEL009246 1 1 0

AAEL009247 0 0 1

AAEL009248 1 1 0

AAEL009249 0 0 0

AAEL009250 0 0 0

AAEL009251 0 1 1

AAEL009252 0 0 0

AAEL009253 0 1 0

AAEL009254 0 0 1

AAEL009255 0 1 1

AAEL009256 0 0 1

AAEL009257 1 1 1

AAEL009258 0 0 0

AAEL009259 1 1 0

AAEL009260 0 0 0

AAEL009261 0 0 0

AAEL009262 1 1 1

AAEL009263 0 1 1

AAEL009264 0 0 0

AAEL009265 1 1 1

AAEL009266 0 1 0

AAEL009267 0 1 1

AAEL009268 0 1 1

AAEL009269 0 0 0

AAEL009270 1 1 1

AAEL009271 0 1 0

AAEL009272 0 1 1

AAEL009273 0 1 1

AAEL009274 1 1 1

AAEL009275 1 1 1

AAEL009276 0 1 1

AAEL009277 0 1 1

AAEL009278 1 1 1

AAEL009279 0 0 0

AAEL009280 0 1 1

AAEL009281 0 0 0

AAEL009282 1 1 1

AAEL009283 0 1 0
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AAEL009284 0 0 1

AAEL009285 1 1 1

AAEL009286 0 0 0

AAEL009287 1 1 1

AAEL009288 1 1 1

AAEL009289 0 0 0

AAEL009290 0 0 1

AAEL009291 1 1 1

AAEL009292 0 0 0

AAEL009293 0 0 0

AAEL009294 1 1 1

AAEL009295 0 0 1

AAEL009296 0 0 0

AAEL009297 1 1 1

AAEL009298 0 1 0

AAEL009299 0 1 1

AAEL009300 0 0 1

AAEL009301 0 0 0

AAEL009302 0 1 1

AAEL009303 1 0 0

AAEL009304 0 1 0

AAEL009305 0 0 1

AAEL009306 1 1 1

AAEL009307 0 1 1

AAEL009308 1 1 1

AAEL009309 1 1 1

AAEL009310 0 0 0

AAEL009311 1 1 0

AAEL009312 0 0 1

AAEL009313 1 1 1

AAEL009314 1 1 0

AAEL009315 0 0 1

AAEL009316 1 1 1

AAEL009317 1 0 1

AAEL009318 0 0 0

AAEL009319 0 0 0

AAEL009320 1 1 1

AAEL009321 0 0 0

AAEL009322 0 0 1

AAEL009323 0 1 1

AAEL009324 1 1 0

AAEL009325 0 1 0

AAEL009326 1 1 1

AAEL009327 0 0 1

AAEL009328 0 1 1

AAEL009329 0 1 1

AAEL009330 0 1 1

AAEL009331 1 1 0

AAEL009332 0 0 1

AAEL009333 0 1 0

AAEL009334 0 0 0
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AAEL009335 0 1 1

AAEL009336 0 1 1

AAEL009337 1 1 1

AAEL009338 0 0 1

AAEL009339 0 0 0

AAEL009340 0 0 1

AAEL009341 1 1 0

AAEL009342 0 1 0

AAEL009343 0 0 0

AAEL009344 0 0 1

AAEL009345 1 1 1

AAEL009346 0 1 0

AAEL009347 1 1 0

AAEL009348 0 0 1

AAEL009349 0 0 0

AAEL009350 0 1 1

AAEL009351 1 1 1

AAEL009352 1 0 1

AAEL009353 0 1 0

AAEL009354 0 1 0

AAEL009355 0 1 1

AAEL009356 0 1 1

AAEL009357 0 1 0

AAEL009358 0 0 1

AAEL009359 0 1 0

AAEL009360 1 1 0

AAEL009361 0 0 1

AAEL009362 0 1 1

AAEL009363 0 1 0

AAEL009364 1 1 1

AAEL009365 0 0 1

AAEL009366 0 0 1

AAEL009367 0 1 0

AAEL009368 0 1 1

AAEL009369 0 0 1

AAEL009370 0 0 0

AAEL009371 0 1 0

AAEL009372 0 1 1

AAEL009373 0 1 1

AAEL009374 0 0 1

AAEL009375 0 1 0

AAEL009376 0 0 0

AAEL009377 1 0 1

AAEL009378 0 0 0

AAEL009379 0 1 1

AAEL009380 0 1 1

AAEL009381 0 1 0

AAEL009382 1 1 0

AAEL009383 1 1 0

AAEL009384 0 1 0

AAEL009385 0 0 1
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AAEL009386 1 1 0

AAEL009387 0 1 1

AAEL009388 0 1 1

AAEL009389 1 1 1

AAEL009390 0 0 0

AAEL009391 1 1 0

AAEL009392 0 1 0

AAEL009393 1 1 0

AAEL009394 1 1 0

AAEL009395 0 1 1

AAEL009396 1 1 0

AAEL009397 1 0 1

AAEL009398 1 1 1

AAEL009399 1 1 1

AAEL009400 1 1 1

AAEL009401 0 1 1

AAEL009402 0 0 0

AAEL009403 1 1 0

AAEL009404 0 0 0

AAEL009405 1 1 0

AAEL009406 1 1 1

AAEL009407 0 0 1

AAEL009408 0 0 1

AAEL009409 0 1 0

AAEL009410 1 1 1

AAEL009411 0 0 1

AAEL009412 0 1 1

AAEL009413 0 1 0

AAEL009414 1 1 1

AAEL009415 0 0 1

AAEL009416 0 1 0

AAEL009417 0 0 0

AAEL009418 0 0 1

AAEL009419 0 0 0

AAEL009420 0 1 1

AAEL009421 0 0 1

AAEL009422 0 1 1

AAEL009423 1 1 1

AAEL009424 1 1 1

AAEL009425 0 1 0

AAEL009426 0 1 1

AAEL009427 1 1 0

AAEL009428 1 1 0

AAEL009429 1 0 0

AAEL009430 0 0 1

AAEL009431 1 1 1

AAEL009432 0 1 1

AAEL009433 0 1 0

AAEL009434 0 0 0

AAEL009435 0 0 1

AAEL009436 0 1 1
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AAEL009437 0 1 0

AAEL009438 0 0 0

AAEL009439 0 1 1

AAEL009440 0 0 1

AAEL009441 0 0 0

AAEL009442 0 1 1

AAEL009443 0 1 1

AAEL009444 0 0 1

AAEL009445 0 0 0

AAEL009446 0 0 0

AAEL009447 0 0 0

AAEL009448 0 0 1

AAEL009449 0 1 1

AAEL009450 0 0 0

AAEL009451 0 1 1

AAEL009452 0 0 1

AAEL009453 0 0 1

AAEL009454 1 0 1

AAEL009455 0 0 0

AAEL009456 0 0 0

AAEL009457 0 1 1

AAEL009458 0 1 1

AAEL009459 1 1 0

AAEL009460 0 0 0

AAEL009461 0 0 0

AAEL009462 0 1 1

AAEL009463 1 0 1

AAEL009464 0 1 0

AAEL009465 1 1 1

AAEL009466 0 1 0

AAEL009467 0 0 0

AAEL009468 0 0 0

AAEL009469 0 0 1

AAEL009470 1 1 0

AAEL009471 0 1 1

AAEL009472 0 0 1

AAEL009473 0 1 1

AAEL009474 1 1 0

AAEL009475 0 1 1

AAEL009476 1 1 1

AAEL009477 0 1 0

AAEL009478 0 0 0

AAEL009479 0 1 0

AAEL009480 0 1 1

AAEL009481 0 1 1

AAEL009482 0 1 1

AAEL009483 1 1 1

AAEL009484 0 1 0

AAEL009485 0 0 0

AAEL009486 1 1 1

AAEL009487 0 1 1
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AAEL009488 0 0 0

AAEL009489 0 0 0

AAEL009490 0 0 0

AAEL009491 0 1 1

AAEL009492 0 1 1

AAEL009493 0 1 0

AAEL009494 0 0 1

AAEL009495 1 1 1

AAEL009496 1 1 0

AAEL009497 0 0 1

AAEL009498 0 1 0

AAEL009499 1 1 1

AAEL009500 0 1 0

AAEL009501 1 1 0

AAEL009502 0 1 0

AAEL009503 0 1 1

AAEL009504 0 1 1

AAEL009505 0 0 1

AAEL009506 1 1 0

AAEL009507 1 1 0

AAEL009508 1 1 1

AAEL009509 0 1 1

AAEL009510 0 1 0

AAEL009511 1 1 1

AAEL009512 0 1 1

AAEL009513 0 1 1

AAEL009514 0 0 0

AAEL009515 0 0 1

AAEL009516 0 0 0

AAEL009517 0 0 0

AAEL009518 0 0 0

AAEL009519 1 1 1

AAEL009520 0 1 1

AAEL009521 0 0 0

AAEL009522 0 0 1

AAEL009523 0 1 0

AAEL009524 1 1 1

AAEL009525 0 0 1

AAEL009526 0 0 0

AAEL009527 0 0 1

AAEL009528 0 1 1

AAEL009529 0 0 1

AAEL009530 0 1 1

AAEL009531 0 0 1

AAEL009532 0 1 0

AAEL009533 1 1 1

AAEL009534 1 0 1

AAEL009535 0 1 1

AAEL009536 0 0 0

AAEL009537 0 1 1

AAEL009538 0 1 0

Page 187



AAEL009539 0 1 1

AAEL009540 0 0 1

AAEL009541 0 0 0

AAEL009542 0 0 1

AAEL009543 1 0 1

AAEL009544 0 0 1

AAEL009545 0 1 0

AAEL009546 0 1 0

AAEL009547 0 1 1

AAEL009548 0 0 0

AAEL009549 0 0 1

AAEL009550 0 0 0

AAEL009551 0 0 1

AAEL009552 0 1 0

AAEL009553 0 0 1

AAEL009554 0 0 0

AAEL009555 1 1 1

AAEL009556 0 0 1

AAEL009557 1 1 1

AAEL009558 0 1 1

AAEL009559 0 1 1

AAEL009560 0 0 0

AAEL009561 0 1 1

AAEL009562 0 1 1

AAEL009563 0 0 1

AAEL009564 0 0 0

AAEL009565 0 0 0

AAEL009566 1 0 1

AAEL009567 0 1 1

AAEL009568 0 0 0

AAEL009569 0 1 1

AAEL009570 0 0 0

AAEL009571 1 0 0

AAEL009572 0 1 1

AAEL009573 0 1 1

AAEL009574 0 1 0

AAEL009575 0 0 1

AAEL009576 0 1 1

AAEL009577 1 1 1

AAEL009578 0 0 1

AAEL009579 1 1 1

AAEL009580 0 0 0

AAEL009581 0 0 0

AAEL009582 1 1 1

AAEL009583 0 1 0

AAEL009584 0 1 1

AAEL009585 1 1 1

AAEL009586 0 0 0

AAEL009587 0 0 1

AAEL009588 0 1 0

AAEL009589 0 0 1
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AAEL009590 0 1 1

AAEL009591 0 0 1

AAEL009592 0 0 0

AAEL009593 0 1 0

AAEL009594 0 1 0

AAEL009595 0 0 1

AAEL009596 1 1 1

AAEL009597 0 1 0

AAEL009598 1 0 0

AAEL009599 1 1 1

AAEL009600 0 1 0

AAEL009601 1 1 1

AAEL009602 0 1 1

AAEL009603 1 1 1

AAEL009604 1 1 1

AAEL009605 0 0 0

AAEL009606 0 0 0

AAEL009607 0 1 1

AAEL009608 0 1 1

AAEL009609 0 0 0

AAEL009610 0 1 1

AAEL009611 0 1 1

AAEL009612 1 0 0

AAEL009613 1 1 1

AAEL009614 1 1 1

AAEL009615 1 1 1

AAEL009616 0 1 0

AAEL009617 0 1 1

AAEL009618 0 0 1

AAEL009619 0 0 1

AAEL009620 0 0 0

AAEL009621 1 0 1

AAEL009622 0 0 1

AAEL009623 0 1 1

AAEL009624 0 0 0

AAEL009625 0 1 1

AAEL009626 0 0 1

AAEL009627 1 1 0

AAEL009628 0 0 0

AAEL009629 1 1 1

AAEL009630 0 0 1

AAEL009631 0 0 1

AAEL009632 0 0 0

AAEL009633 1 1 1

AAEL009634 1 1 1

AAEL009635 0 1 0

AAEL009636 1 1 1

AAEL009637 1 1 1

AAEL009638 0 1 1

AAEL009639 0 0 1

AAEL009640 0 1 1
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AAEL009641 0 0 1

AAEL009642 0 0 0

AAEL009643 0 0 0

AAEL009644 0 0 1

AAEL009645 1 1 1

AAEL009646 1 1 1

AAEL009647 0 1 1

AAEL009648 0 0 1

AAEL009649 1 1 0

AAEL009650 0 0 1

AAEL009651 0 1 1

AAEL009652 1 1 1

AAEL009653 1 1 0

AAEL009654 0 1 1

AAEL009655 0 0 1

AAEL009656 0 0 1

AAEL009657 1 1 1

AAEL009658 1 1 1

AAEL009659 0 0 0

AAEL009660 0 0 0

AAEL009661 0 1 1

AAEL009662 0 1 1

AAEL009663 0 0 1

AAEL009664 0 1 1

AAEL009665 0 0 1

AAEL009666 0 1 0

AAEL009667 1 1 1

AAEL009668 0 1 1

AAEL009669 0 1 0

AAEL009670 1 1 1

AAEL009671 0 1 1

AAEL009672 0 1 0

AAEL009673 0 0 1

AAEL009674 1 1 0

AAEL009675 0 0 0

AAEL009676 0 1 1

AAEL009677 0 0 1

AAEL009678 0 1 1

AAEL009679 1 1 0

AAEL009680 0 1 1

AAEL009681 0 1 1

AAEL009682 1 1 1

AAEL009683 0 1 1

AAEL009684 0 0 1

AAEL009685 0 1 1

AAEL009686 1 1 1

AAEL009687 0 1 1

AAEL009688 0 0 1

AAEL009689 1 1 1

AAEL009690 0 0 0

AAEL009691 0 1 1
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AAEL009692 0 1 0

AAEL009693 0 0 1

AAEL009694 0 0 0

AAEL009695 0 0 0

AAEL009696 0 0 0

AAEL009697 0 1 0

AAEL009698 0 1 1

AAEL009699 0 0 0

AAEL009700 1 1 1

AAEL009701 0 1 1

AAEL009702 1 0 0

AAEL009703 0 1 1

AAEL009704 0 0 1

AAEL009705 0 1 0

AAEL009706 0 1 0

AAEL009707 1 1 1

AAEL009708 0 1 0

AAEL009709 0 1 1

AAEL009710 0 1 1

AAEL009711 0 1 0

AAEL009712 0 1 1

AAEL009713 0 1 1

AAEL009714 0 0 0

AAEL009715 1 1 0

AAEL009716 0 0 0

AAEL009717 0 0 0

AAEL009718 0 0 0

AAEL009719 1 1 0

AAEL009720 1 0 0

AAEL009721 0 0 1

AAEL009722 0 1 1

AAEL009723 0 0 0

AAEL009724 1 1 1

AAEL009725 0 0 0

AAEL009726 0 1 1

AAEL009727 0 1 1

AAEL009728 0 0 1

AAEL009729 0 0 0

AAEL009730 0 1 0

AAEL009731 0 1 0

AAEL009732 1 0 0

AAEL009733 0 0 1

AAEL009734 1 1 1

AAEL009735 0 1 0

AAEL009736 0 0 0

AAEL009737 0 0 0

AAEL009738 0 1 1

AAEL009739 0 1 1

AAEL009740 0 0 0

AAEL009741 0 0 1

AAEL009742 0 1 0
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AAEL009743 0 0 0

AAEL009744 1 1 1

AAEL009745 0 0 0

AAEL009746 0 1 0

AAEL009747 1 1 0

AAEL009748 0 1 1

AAEL009749 0 0 1

AAEL009750 0 1 1

AAEL009751 0 1 1

AAEL009752 0 0 1

AAEL009753 0 1 1

AAEL009754 1 0 0

AAEL009755 0 1 1

AAEL009756 0 0 1

AAEL009757 0 1 1

AAEL009758 0 0 1

AAEL009759 1 1 0

AAEL009760 1 1 1

AAEL009761 0 0 0

AAEL009762 0 0 1

AAEL009763 0 0 0

AAEL009764 0 1 0

AAEL009765 1 1 0

AAEL009766 0 1 1

AAEL009767 1 0 1

AAEL009768 0 0 1

AAEL009769 0 0 1

AAEL009770 1 1 0

AAEL009771 0 1 1

AAEL009772 1 1 0

AAEL009773 0 1 1

AAEL009774 1 1 0

AAEL009775 0 0 1

AAEL009776 1 1 1

AAEL009777 0 0 0

AAEL009778 0 0 0

AAEL009779 1 1 1

AAEL009780 0 0 1

AAEL009781 0 0 1

AAEL009782 1 1 0

AAEL009783 0 0 0

AAEL009784 0 1 1

AAEL009785 0 0 0

AAEL009786 0 1 1

AAEL009787 0 1 1

AAEL009788 0 0 1

AAEL009789 0 1 0

AAEL009790 1 0 1

AAEL009791 0 0 1

AAEL009792 0 0 1

AAEL009793 1 1 1
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AAEL009794 0 0 1

AAEL009795 0 0 1

AAEL009796 0 1 1

AAEL009797 0 0 0

AAEL009798 0 1 1

AAEL009799 1 0 1

AAEL009800 0 0 1

AAEL009801 0 1 0

AAEL009802 0 0 0

AAEL009803 1 1 1

AAEL009804 0 1 0

AAEL009805 0 0 0

AAEL009806 1 0 1

AAEL009807 0 1 1

AAEL009808 1 1 1

AAEL009809 1 1 1

AAEL009810 1 1 1

AAEL009811 0 0 1

AAEL009812 0 0 0

AAEL009813 0 1 1

AAEL009814 0 1 1

AAEL009815 1 1 1

AAEL009816 0 1 0

AAEL009817 0 1 1

AAEL009818 0 1 1

AAEL009819 0 1 0

AAEL009820 0 0 0

AAEL009821 0 1 0

AAEL009822 0 1 1

AAEL009823 0 1 0

AAEL009824 0 0 1

AAEL009825 1 1 0

AAEL009826 0 1 1

AAEL009827 0 0 0

AAEL009828 0 1 1

AAEL009829 1 1 1

AAEL009830 0 0 0

AAEL009831 0 1 1

AAEL009832 1 1 1

AAEL009833 1 1 1

AAEL009834 0 1 0

AAEL009835 0 0 0

AAEL009836 0 1 0

AAEL009837 0 1 1

AAEL009838 1 1 1

AAEL009839 1 1 1

AAEL009840 0 1 1

AAEL009841 0 0 1

AAEL009842 0 1 1

AAEL009843 1 1 1

AAEL009844 1 1 1
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AAEL009845 0 1 1

AAEL009846 0 1 1

AAEL009847 0 0 0

AAEL009848 0 0 0

AAEL009849 0 0 0

AAEL009850 0 1 1

AAEL009851 0 0 1

AAEL009852 1 1 1

AAEL009853 0 0 0

AAEL009854 0 0 1

AAEL009855 0 0 0

AAEL009856 1 1 0

AAEL009857 1 1 1

AAEL009858 1 1 1

AAEL009859 1 1 1

AAEL009860 0 0 0

AAEL009861 1 1 1

AAEL009862 0 0 1

AAEL009863 1 1 1

AAEL009864 0 1 0

AAEL009865 0 0 0

AAEL009866 0 0 0

AAEL009867 0 0 0

AAEL009868 1 1 0

AAEL009869 0 0 1

AAEL009870 0 0 0

AAEL009871 1 1 1

AAEL009872 0 1 0

AAEL009873 0 0 0

AAEL009874 1 0 0

AAEL009875 0 1 1

AAEL009876 0 1 0

AAEL009877 1 1 0

AAEL009878 1 1 0

AAEL009879 1 1 1

AAEL009880 0 1 1

AAEL009881 0 1 0

AAEL009882 1 1 1

AAEL009883 1 1 0

AAEL009884 0 1 1

AAEL009885 0 1 1

AAEL009886 0 0 0

AAEL009887 1 1 0

AAEL009888 0 1 1

AAEL009889 0 1 0

AAEL009890 1 1 1

AAEL009891 1 1 1

AAEL009892 0 0 1

AAEL009893 0 1 1

AAEL009894 1 0 1

AAEL009895 1 1 1
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AAEL009896 0 0 1

AAEL009897 0 0 0

AAEL009898 0 1 1

AAEL009899 1 1 1

AAEL009900 0 0 1

AAEL009901 0 1 1

AAEL009902 1 1 1

AAEL009903 1 1 0

AAEL009904 0 1 0

AAEL009905 1 1 1

AAEL009906 1 1 1

AAEL009907 0 0 0

AAEL009908 1 1 1

AAEL009909 1 1 1

AAEL009910 0 0 1

AAEL009911 1 1 1

AAEL009912 0 1 1

AAEL009913 1 1 1

AAEL009914 0 1 1

AAEL009915 0 0 1

AAEL009916 1 1 0

AAEL009917 0 1 1

AAEL009918 0 1 1

AAEL009919 0 1 1

AAEL009920 0 0 1

AAEL009921 0 0 1

AAEL009922 1 1 1

AAEL009923 0 0 1

AAEL009924 1 1 0

AAEL009925 0 1 1

AAEL009926 0 0 1

AAEL009927 0 1 0

AAEL009928 0 0 1

AAEL009929 0 1 1

AAEL009930 0 1 1

AAEL009931 0 1 0

AAEL009932 1 1 1

AAEL009933 0 0 1

AAEL009934 1 1 1

AAEL009935 0 1 1

AAEL009936 0 1 0

AAEL009937 0 1 1

AAEL009938 0 1 0

AAEL009939 0 0 0

AAEL009940 0 0 0

AAEL009941 0 0 1

AAEL009942 0 0 1

AAEL009943 0 1 1

AAEL009944 0 1 1

AAEL009945 0 0 1

AAEL009946 0 1 1
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AAEL009947 0 1 1

AAEL009948 1 1 1

AAEL009949 0 1 0

AAEL009950 0 0 0

AAEL009951 1 1 1

AAEL009952 0 1 0

AAEL009953 1 0 1

AAEL009954 0 0 1

AAEL009955 1 1 1

AAEL009956 1 0 1

AAEL009957 1 1 0

AAEL009958 0 0 1

AAEL009959 1 1 0

AAEL009960 0 0 0

AAEL009961 0 0 1

AAEL009962 1 1 1

AAEL009963 0 0 1

AAEL009964 1 1 1

AAEL009965 0 0 1

AAEL009966 0 0 0

AAEL009967 0 1 1

AAEL009968 0 1 1

AAEL009969 0 0 0

AAEL009970 0 0 0

AAEL009971 0 0 1

AAEL009972 0 0 1

AAEL009973 0 0 1

AAEL009974 0 0 1

AAEL009975 0 1 0

AAEL009976 0 0 0

AAEL009977 0 1 0

AAEL009978 0 1 1

AAEL009979 0 0 1

AAEL009980 0 0 0

AAEL009981 1 1 1

AAEL009982 0 0 1

AAEL009983 1 1 1

AAEL009984 0 0 1

AAEL009985 1 1 0

AAEL009986 0 0 1

AAEL009987 1 1 1

AAEL009988 0 1 0

AAEL009989 0 0 0

AAEL009990 0 1 1

AAEL009991 0 1 1

AAEL009992 1 1 1

AAEL009993 0 0 1

AAEL009994 1 1 1

AAEL009995 1 1 1

AAEL009996 1 0 1

AAEL009997 0 0 1
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AAEL009998 0 0 1

AAEL009999 0 0 1

AAEL010000 1 1 1

AAEL010001 1 0 0

AAEL010002 0 1 1

AAEL010003 1 1 1

AAEL010004 0 1 0

AAEL010005 0 1 1

AAEL010006 1 1 0

AAEL010007 0 1 1

AAEL010008 1 1 1

AAEL010009 0 1 1

AAEL010010 1 1 1

AAEL010011 0 1 0

AAEL010012 1 1 1

AAEL010013 1 1 1

AAEL010014 0 1 1

AAEL010015 1 1 1

AAEL010016 0 1 0

AAEL010017 1 1 1

AAEL010018 1 1 1

AAEL010019 1 1 0

AAEL010020 1 1 1

AAEL010021 0 1 0

AAEL010022 0 0 0

AAEL010023 1 1 1

AAEL010024 1 1 1

AAEL010025 0 1 0

AAEL010026 0 0 0

AAEL010027 0 1 1

AAEL010028 0 1 1

AAEL010029 0 0 0

AAEL010030 0 1 1

AAEL010031 0 0 0

AAEL010032 1 1 1

AAEL010033 0 0 1

AAEL010034 0 0 1

AAEL010035 0 1 1

AAEL010036 0 0 1

AAEL010037 1 1 1

AAEL010038 0 1 1

AAEL010039 0 1 0

AAEL010040 0 1 0

AAEL010041 0 0 0

AAEL010042 0 0 1

AAEL010043 0 1 1

AAEL010044 0 0 0

AAEL010045 1 1 1

AAEL010046 0 1 1

AAEL010047 1 1 1

AAEL010048 1 1 1
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AAEL010049 0 1 1

AAEL010050 0 1 0

AAEL010051 0 1 1

AAEL010052 0 1 1

AAEL010053 0 1 1

AAEL010054 0 1 1

AAEL010055 0 0 0

AAEL010056 0 0 1

AAEL010057 1 1 1

AAEL010058 0 0 0

AAEL010059 1 1 1

AAEL010060 1 1 1

AAEL010061 0 0 0

AAEL010062 0 1 0

AAEL010063 1 1 1

AAEL010064 0 0 1

AAEL010065 0 1 1

AAEL010066 1 1 1

AAEL010067 0 0 0

AAEL010068 0 0 1

AAEL010069 0 1 1

AAEL010070 1 1 1

AAEL010071 1 1 1

AAEL010072 0 1 1

AAEL010073 0 1 1

AAEL010074 0 1 1

AAEL010075 0 1 1

AAEL010076 0 1 0

AAEL010077 1 1 1

AAEL010078 0 1 0

AAEL010079 0 0 0

AAEL010080 0 1 1

AAEL010081 1 1 1

AAEL010082 0 0 0

AAEL010083 1 1 1

AAEL010084 0 0 0

AAEL010085 0 1 1

AAEL010086 0 1 1

AAEL010087 1 1 1

AAEL010088 0 1 1

AAEL010089 0 1 1

AAEL010090 0 1 0

AAEL010091 0 1 1

AAEL010092 0 0 1

AAEL010093 0 0 1

AAEL010094 1 1 1

AAEL010095 1 1 1

AAEL010096 0 0 0

AAEL010097 1 1 1

AAEL010098 0 1 0

AAEL010099 1 1 1
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AAEL010100 0 1 1

AAEL010101 0 1 0

AAEL010102 0 1 1

AAEL010103 0 1 1

AAEL010104 0 0 1

AAEL010105 0 0 1

AAEL010106 0 0 1

AAEL010107 1 1 1

AAEL010108 1 1 1

AAEL010109 0 1 1

AAEL010110 0 0 0

AAEL010111 0 1 1

AAEL010112 0 1 1

AAEL010113 0 1 1

AAEL010114 0 1 0

AAEL010115 0 0 0

AAEL010116 1 1 1

AAEL010117 0 0 1

AAEL010118 1 1 1

AAEL010119 0 1 1

AAEL010120 0 0 1

AAEL010121 0 1 0

AAEL010122 0 1 0

AAEL010123 1 1 1

AAEL010124 0 1 0

AAEL010125 0 1 1

AAEL010126 0 0 0

AAEL010127 0 0 0

AAEL010128 0 1 1

AAEL010129 0 0 0

AAEL010130 0 0 1

AAEL010131 0 0 0

AAEL010132 0 1 1

AAEL010133 0 1 1

AAEL010134 0 0 1

AAEL010135 0 1 1

AAEL010136 0 1 1

AAEL010137 0 0 0

AAEL010138 0 1 1

AAEL010139 1 1 1

AAEL010140 0 0 0

AAEL010141 1 1 1

AAEL010142 0 1 0

AAEL010143 1 1 1

AAEL010144 0 0 0

AAEL010145 1 0 0

AAEL010146 0 1 1

AAEL010147 0 0 1

AAEL010148 0 1 1

AAEL010149 0 1 0

AAEL010150 0 0 1
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AAEL010151 0 1 1

AAEL010152 1 0 0

AAEL010153 1 1 0

AAEL010154 0 1 0

AAEL010155 1 0 1

AAEL010156 0 0 0

AAEL010157 1 1 1

AAEL010158 0 0 0

AAEL010159 1 1 1

AAEL010160 0 1 1

AAEL010161 0 1 1

AAEL010162 0 0 0

AAEL010163 0 0 1

AAEL010164 0 1 1

AAEL010165 0 1 0

AAEL010166 0 0 0

AAEL010167 0 1 0

AAEL010168 1 1 1

AAEL010169 0 0 1

AAEL010170 1 1 1

AAEL010171 0 1 1

AAEL010172 0 1 0

AAEL010173 1 0 1

AAEL010174 0 1 1

AAEL010175 0 1 1

AAEL010176 0 0 0

AAEL010177 1 1 1

AAEL010178 0 1 0

AAEL010179 0 1 1

AAEL010180 0 1 1

AAEL010181 1 1 1

AAEL010182 0 1 0

AAEL010183 0 1 1

AAEL010184 1 1 0

AAEL010185 0 1 0

AAEL010186 0 1 1

AAEL010187 0 0 0

AAEL010188 0 0 0

AAEL010189 0 0 0

AAEL010190 0 0 1

AAEL010191 0 1 1

AAEL010192 0 1 0

AAEL010193 0 0 0

AAEL010194 0 0 0

AAEL010195 0 0 0

AAEL010196 0 1 1

AAEL010197 0 0 0

AAEL010198 0 1 0

AAEL010199 0 1 1

AAEL010200 1 0 0

AAEL010201 1 0 0
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AAEL010202 0 1 0

AAEL010203 0 0 1

AAEL010204 0 1 1

AAEL010205 1 1 1

AAEL010206 0 1 1

AAEL010207 0 0 1

AAEL010208 0 0 0

AAEL010209 0 1 1

AAEL010210 0 0 0

AAEL010211 0 0 0

AAEL010212 0 1 0

AAEL010213 0 0 0

AAEL010214 0 0 0

AAEL010215 0 1 0

AAEL010216 0 0 0

AAEL010217 1 1 1

AAEL010218 0 0 1

AAEL010219 0 1 1

AAEL010220 0 1 0

AAEL010221 0 1 0

AAEL010222 0 1 1

AAEL010223 0 1 0

AAEL010224 0 1 1

AAEL010225 0 0 1

AAEL010226 0 1 1

AAEL010227 0 1 1

AAEL010228 1 1 1

AAEL010229 1 1 1

AAEL010230 1 1 1

AAEL010231 0 0 0

AAEL010232 0 0 0

AAEL010233 0 0 0

AAEL010234 1 1 1

AAEL010235 1 1 1

AAEL010236 0 1 0

AAEL010237 0 0 0

AAEL010238 0 0 0

AAEL010239 0 1 0

AAEL010240 0 1 1

AAEL010241 1 1 0

AAEL010242 1 1 1

AAEL010243 0 0 1

AAEL010244 0 1 1

AAEL010245 1 1 1

AAEL010246 1 1 1

AAEL010247 0 1 1

AAEL010248 0 1 1

AAEL010249 1 1 1

AAEL010250 0 1 1

AAEL010251 0 1 1

AAEL010252 0 0 0
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AAEL010253 0 1 0

AAEL010254 0 1 0

AAEL010255 0 0 0

AAEL010256 0 0 0

AAEL010257 0 1 1

AAEL010258 1 1 1

AAEL010259 0 0 1

AAEL010260 0 1 0

AAEL010261 0 1 0

AAEL010262 0 0 0

AAEL010263 0 0 0

AAEL010264 1 1 1

AAEL010265 0 0 0

AAEL010266 0 1 1

AAEL010267 0 0 1

AAEL010268 0 1 0

AAEL010269 0 1 0

AAEL010270 0 0 1

AAEL010271 0 0 0

AAEL010272 0 0 1

AAEL010273 0 0 0

AAEL010274 0 0 1

AAEL010275 0 0 1

AAEL010276 0 1 1

AAEL010277 0 0 1

AAEL010278 0 0 0

AAEL010279 0 1 0

AAEL010280 0 1 1

AAEL010281 0 1 1

AAEL010282 0 0 1

AAEL010283 0 0 1

AAEL010284 0 1 1

AAEL010285 0 0 1

AAEL010286 0 0 1

AAEL010287 0 0 1

AAEL010288 0 1 0

AAEL010289 0 0 0

AAEL010290 1 0 0

AAEL010291 0 1 1

AAEL010292 0 1 1

AAEL010293 0 1 1

AAEL010294 0 1 0

AAEL010295 0 1 1

AAEL010296 0 1 0

AAEL010297 0 0 1

AAEL010298 0 0 0

AAEL010299 1 1 0

AAEL010300 1 1 1

AAEL010301 0 0 1

AAEL010302 0 1 1

AAEL010303 0 0 1
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AAEL010304 0 0 0

AAEL010305 0 1 1

AAEL010306 1 1 1

AAEL010307 0 1 1

AAEL010308 0 1 0

AAEL010309 0 0 1

AAEL010310 0 0 0

AAEL010311 1 1 1

AAEL010312 1 1 1

AAEL010313 0 1 1

AAEL010314 0 1 1

AAEL010315 1 0 0

AAEL010316 1 1 1

AAEL010317 0 1 1

AAEL010318 1 1 1

AAEL010319 1 0 1

AAEL010320 0 0 1

AAEL010321 1 1 1

AAEL010322 0 1 0

AAEL010323 0 1 1

AAEL010324 0 1 0

AAEL010325 0 1 1

AAEL010326 0 1 1

AAEL010327 0 1 1

AAEL010328 0 0 0

AAEL010329 0 0 1

AAEL010330 0 1 1

AAEL010331 0 0 1

AAEL010332 1 1 1

AAEL010333 0 1 1

AAEL010334 0 1 0

AAEL010335 0 0 1

AAEL010336 1 1 1

AAEL010337 1 1 1

AAEL010338 0 1 1

AAEL010339 0 1 1

AAEL010340 1 1 0

AAEL010341 1 1 1

AAEL010342 1 1 0

AAEL010343 1 1 0

AAEL010344 0 0 1

AAEL010345 1 1 1

AAEL010346 0 1 0

AAEL010347 0 1 0

AAEL010348 0 1 0

AAEL010349 1 1 1

AAEL010350 0 0 0

AAEL010351 0 0 1

AAEL010352 0 0 0

AAEL010353 0 0 1

AAEL010354 0 0 0
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AAEL010355 1 1 1

AAEL010356 0 0 1

AAEL010357 0 1 0

AAEL010358 0 0 1

AAEL010359 1 1 1

AAEL010360 1 0 0

AAEL010361 0 1 0

AAEL010362 0 1 1

AAEL010363 0 0 0

AAEL010364 0 0 0

AAEL010365 0 0 0

AAEL010366 1 1 1

AAEL010367 0 0 0

AAEL010368 0 1 1

AAEL010369 0 0 1

AAEL010370 0 1 1

AAEL010371 0 1 1

AAEL010372 0 1 1

AAEL010373 0 1 1

AAEL010374 0 0 0

AAEL010375 0 0 0

AAEL010376 0 1 1

AAEL010377 0 1 1

AAEL010378 1 1 1

AAEL010379 0 1 0

AAEL010380 0 1 0

AAEL010381 0 0 0

AAEL010382 0 1 1

AAEL010383 0 1 0

AAEL010384 0 1 0

AAEL010385 0 1 1

AAEL010386 0 1 1

AAEL010387 1 1 1

AAEL010388 0 1 1

AAEL010389 1 1 1

AAEL010390 0 1 0

AAEL010391 0 0 0

AAEL010392 0 1 1

AAEL010393 0 1 1

AAEL010394 0 0 1

AAEL010395 0 0 0

AAEL010396 0 1 0

AAEL010397 0 1 1

AAEL010398 0 1 0

AAEL010399 0 0 0

AAEL010400 0 0 1

AAEL010401 0 0 0

AAEL010402 1 1 0

AAEL010403 1 1 0

AAEL010404 1 0 0

AAEL010405 0 1 1
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AAEL010406 0 1 1

AAEL010407 1 1 0

AAEL010408 0 0 0

AAEL010409 0 0 0

AAEL010410 0 0 0

AAEL010411 0 1 1

AAEL010412 1 1 1

AAEL010413 0 0 0

AAEL010414 1 1 1

AAEL010415 1 0 1

AAEL010416 1 1 1

AAEL010417 0 1 0

AAEL010418 0 0 0

AAEL010419 0 1 1

AAEL010420 0 0 1

AAEL010421 0 1 0

AAEL010422 1 0 1

AAEL010423 1 1 0

AAEL010424 0 0 1

AAEL010425 0 0 1

AAEL010426 0 0 0

AAEL010427 1 1 0

AAEL010428 0 0 1

AAEL010429 0 1 1

AAEL010430 1 1 1

AAEL010431 0 1 1

AAEL010432 0 0 1

AAEL010433 0 0 0

AAEL010434 1 1 1

AAEL010435 0 0 0

AAEL010436 0 1 1

AAEL010437 1 0 1

AAEL010438 0 1 0

AAEL010439 0 0 0

AAEL010440 0 1 1

AAEL010441 1 0 0

AAEL010442 0 0 1

AAEL010443 0 0 0

AAEL010444 1 0 0

AAEL010445 0 1 1

AAEL010446 0 0 0

AAEL010447 0 1 0

AAEL010448 0 1 0

AAEL010449 0 1 0

AAEL010450 1 0 1

AAEL010451 0 0 1

AAEL010452 0 1 1

AAEL010453 0 1 1

AAEL010454 0 1 1

AAEL010455 0 1 0

AAEL010456 0 0 1
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AAEL010457 0 1 0

AAEL010458 0 0 0

AAEL010459 0 1 0

AAEL010460 0 1 1

AAEL010461 1 1 1

AAEL010462 0 0 0

AAEL010463 0 0 0

AAEL010464 1 1 1

AAEL010465 1 1 1

AAEL010466 0 0 0

AAEL010467 0 1 0

AAEL010468 1 1 0

AAEL010469 1 1 1

AAEL010470 1 1 1

AAEL010471 0 0 0

AAEL010472 0 1 0

AAEL010473 0 1 1

AAEL010474 0 1 1

AAEL010475 0 1 1

AAEL010476 0 1 1

AAEL010477 0 0 1

AAEL010478 0 0 1

AAEL010479 1 1 0

AAEL010480 0 1 1

AAEL010481 0 1 1

AAEL010482 0 1 1

AAEL010483 1 1 0

AAEL010484 0 1 1

AAEL010485 1 1 1

AAEL010486 0 1 1

AAEL010487 0 0 1

AAEL010488 1 1 1

AAEL010489 1 1 1

AAEL010490 0 1 0

AAEL010491 1 1 0

AAEL010492 0 0 0

AAEL010493 0 0 1

AAEL010494 0 1 0

AAEL010495 0 0 1

AAEL010496 0 0 1

AAEL010497 0 1 1

AAEL010498 0 0 0

AAEL010499 0 0 0

AAEL010500 1 1 1

AAEL010501 1 1 1

AAEL010502 0 1 0

AAEL010503 0 0 1

AAEL010504 0 1 0

AAEL010505 1 1 1

AAEL010506 1 1 1

AAEL010507 0 0 1
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AAEL010508 1 0 1

AAEL010509 1 1 0

AAEL010510 0 1 1

AAEL010511 0 0 1

AAEL010512 0 0 1

AAEL010513 0 1 0

AAEL010514 0 1 1

AAEL010515 0 0 0

AAEL010516 1 1 0

AAEL010517 0 0 0

AAEL010518 0 1 0

AAEL010519 1 1 1

AAEL010520 0 1 0

AAEL010521 1 1 0

AAEL010522 0 1 1

AAEL010523 0 1 1

AAEL010524 0 1 1

AAEL010525 1 0 1

AAEL010526 0 1 0

AAEL010527 0 1 0

AAEL010528 0 1 0

AAEL010529 0 1 0

AAEL010530 0 1 1

AAEL010531 0 0 1

AAEL010532 0 1 1

AAEL010533 1 1 1

AAEL010534 0 0 0

AAEL010535 1 1 1

AAEL010536 0 0 0

AAEL010537 1 1 1

AAEL010538 0 1 1

AAEL010539 0 1 0

AAEL010540 1 1 0

AAEL010541 0 0 0

AAEL010542 0 0 1

AAEL010543 1 1 0

AAEL010544 0 0 1

AAEL010545 0 0 1

AAEL010546 0 1 1

AAEL010547 0 1 1

AAEL010548 0 0 0

AAEL010549 0 0 1

AAEL010550 0 0 0

AAEL010551 0 1 0

AAEL010552 0 0 1

AAEL010553 1 0 0

AAEL010554 0 0 0

AAEL010555 1 1 0

AAEL010556 0 0 1

AAEL010557 0 0 1

AAEL010558 1 1 1
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AAEL010559 1 1 1

AAEL010560 0 0 1

AAEL010561 0 0 0

AAEL010562 0 0 0

AAEL010563 0 1 1

AAEL010564 0 0 0

AAEL010565 0 0 1

AAEL010566 0 0 1

AAEL010567 0 0 0

AAEL010568 1 1 1

AAEL010569 0 0 1

AAEL010570 0 1 0

AAEL010571 1 1 0

AAEL010572 0 1 1

AAEL010573 0 1 0

AAEL010574 0 1 1

AAEL010575 0 1 1

AAEL010576 1 1 1

AAEL010577 0 1 0

AAEL010578 0 1 0

AAEL010579 0 0 1

AAEL010580 0 0 0

AAEL010581 0 1 1

AAEL010582 0 1 1

AAEL010583 1 1 1

AAEL010584 1 1 0

AAEL010585 1 1 0

AAEL010586 1 1 1

AAEL010587 0 1 1

AAEL010588 0 1 0

AAEL010589 0 1 0

AAEL010590 0 1 1

AAEL010591 1 1 1

AAEL010592 1 1 1

AAEL010593 0 0 0

AAEL010594 1 1 1

AAEL010595 0 1 0

AAEL010596 0 1 1

AAEL010597 0 0 0

AAEL010598 0 1 1

AAEL010599 0 1 1

AAEL010600 0 1 0

AAEL010601 0 1 0

AAEL010602 0 1 1

AAEL010603 0 1 0

AAEL010604 0 0 0

AAEL010605 0 1 0

AAEL010606 0 0 1

AAEL010607 0 1 1

AAEL010608 0 0 1

AAEL010609 0 1 1
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AAEL010610 1 1 0

AAEL010611 0 1 1

AAEL010612 1 1 1

AAEL010613 0 0 0

AAEL010614 0 0 0

AAEL010615 0 0 1

AAEL010616 0 1 0

AAEL010617 1 1 0

AAEL010618 0 0 1

AAEL010619 0 1 0

AAEL010620 0 1 1

AAEL010621 0 0 1

AAEL010622 0 1 1

AAEL010623 0 0 1

AAEL010624 1 0 0

AAEL010625 0 0 0

AAEL010626 0 0 0

AAEL010627 0 0 1

AAEL010628 0 1 1

AAEL010629 0 1 1

AAEL010630 0 1 1

AAEL010631 0 0 0

AAEL010632 0 0 0

AAEL010633 1 1 1

AAEL010634 0 1 1

AAEL010635 0 1 1

AAEL010636 0 1 1

AAEL010637 0 1 1

AAEL010638 0 1 1

AAEL010639 0 0 0

AAEL010640 1 1 0

AAEL010641 1 1 1

AAEL010642 1 1 1

AAEL010643 0 0 1

AAEL010644 1 1 1

AAEL010645 1 0 1

AAEL010646 0 0 0

AAEL010647 0 0 0

AAEL010648 0 1 0

AAEL010649 0 1 0

AAEL010650 0 1 1

AAEL010651 0 0 0

AAEL010652 0 0 1

AAEL010653 0 1 0

AAEL010654 0 0 0

AAEL010655 0 0 0

AAEL010656 0 0 0

AAEL010657 0 0 1

AAEL010658 0 0 0

AAEL010659 0 1 1

AAEL010660 0 1 1
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AAEL010661 1 0 1

AAEL010662 0 0 0

AAEL010663 0 1 0

AAEL010664 0 1 0

AAEL010665 0 1 0

AAEL010666 0 0 1

AAEL010667 0 1 1

AAEL010668 1 0 1

AAEL010669 0 0 0

AAEL010670 0 1 1

AAEL010671 0 1 1

AAEL010672 0 0 1

AAEL010673 1 1 1

AAEL010674 1 1 1

AAEL010675 0 0 1

AAEL010676 0 1 0

AAEL010677 0 1 1

AAEL010678 0 1 0

AAEL010679 0 1 0

AAEL010680 0 1 1

AAEL010681 0 1 1

AAEL010682 0 0 0

AAEL010683 0 1 0

AAEL010684 1 1 1

AAEL010685 0 1 0

AAEL010686 0 0 1

AAEL010687 0 0 0

AAEL010688 0 0 0

AAEL010689 0 1 0

AAEL010690 0 0 1

AAEL010691 1 1 1

AAEL010692 1 1 1

AAEL010693 0 1 1

AAEL010694 0 1 1

AAEL010695 0 1 0

AAEL010696 0 0 1

AAEL010697 1 1 1

AAEL010698 1 1 0

AAEL010699 0 0 1

AAEL010700 0 0 0

AAEL010701 0 0 0

AAEL010702 0 0 1

AAEL010703 0 0 0

AAEL010704 0 1 1

AAEL010705 0 1 1

AAEL010706 1 1 0

AAEL010707 0 1 1

AAEL010708 0 0 0

AAEL010709 0 0 1

AAEL010710 0 0 0

AAEL010711 0 0 0
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AAEL010712 0 0 0

AAEL010713 0 1 0

AAEL010714 0 0 0

AAEL010715 0 0 0

AAEL010716 1 1 1

AAEL010717 0 0 0

AAEL010718 0 1 1

AAEL010719 0 0 0

AAEL010720 0 0 0

AAEL010721 0 0 0

AAEL010722 1 1 1

AAEL010723 0 0 0

AAEL010724 1 1 1

AAEL010725 1 0 0

AAEL010726 0 0 0

AAEL010727 1 1 1

AAEL010728 1 0 1

AAEL010729 0 0 1

AAEL010730 1 1 1

AAEL010731 1 1 1

AAEL010732 0 1 0

AAEL010733 0 1 0

AAEL010734 0 1 1

AAEL010735 0 0 1

AAEL010736 0 0 0

AAEL010737 0 1 1

AAEL010738 0 1 1

AAEL010739 0 0 1

AAEL010740 0 0 1

AAEL010741 0 0 0

AAEL010742 1 1 1

AAEL010743 0 1 1

AAEL010744 0 0 1

AAEL010745 0 0 0

AAEL010746 0 0 1

AAEL010747 0 1 0

AAEL010748 0 1 1

AAEL010749 0 0 0

AAEL010750 0 1 0

AAEL010751 0 0 1

AAEL010752 0 1 1

AAEL010753 0 1 0

AAEL010754 1 1 0

AAEL010755 0 1 1

AAEL010756 1 1 1

AAEL010757 0 1 0

AAEL010758 0 0 0

AAEL010759 0 1 0

AAEL010760 0 1 1

AAEL010761 0 1 1

AAEL010762 0 1 0
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AAEL010763 0 0 0

AAEL010764 0 1 1

AAEL010765 1 1 1

AAEL010766 0 0 1

AAEL010767 0 0 1

AAEL010768 0 1 1

AAEL010769 1 1 1

AAEL010770 1 1 1

AAEL010771 0 0 1

AAEL010772 0 0 0

AAEL010773 0 1 1

AAEL010774 0 0 1

AAEL010775 0 0 0

AAEL010776 1 1 1

AAEL010777 1 0 1

AAEL010778 1 1 1

AAEL010779 0 0 1

AAEL010780 1 1 1

AAEL010781 1 1 0

AAEL010782 0 0 1

AAEL010783 0 0 1

AAEL010784 1 1 1

AAEL010785 0 1 1

AAEL010786 0 0 0

AAEL010787 1 1 1

AAEL010788 0 0 0

AAEL010789 1 1 1

AAEL010790 0 0 0

AAEL010791 1 1 1

AAEL010792 0 0 0

AAEL010793 1 1 1

AAEL010794 1 1 0

AAEL010795 1 0 1

AAEL010796 0 1 0

AAEL010797 1 1 1

AAEL010798 1 1 1

AAEL010799 0 1 1

AAEL010800 0 1 0

AAEL010801 1 1 0

AAEL010802 0 1 1

AAEL010803 1 1 1

AAEL010804 0 1 1

AAEL010805 1 1 1

AAEL010806 1 0 1

AAEL010807 1 0 1

AAEL010808 1 1 1

AAEL010809 1 1 0

AAEL010810 0 0 0

AAEL010811 0 1 1

AAEL010812 1 1 1

AAEL010813 1 1 0
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AAEL010814 1 1 1

AAEL010815 1 1 0

AAEL010816 1 0 1

AAEL010817 1 1 1

AAEL010818 0 0 1

AAEL010819 1 1 1

AAEL010820 0 1 0

AAEL010821 1 1 1

AAEL010822 0 1 0

AAEL010823 1 1 1

AAEL010824 1 0 1

AAEL010825 0 0 1

AAEL010826 1 1 1

AAEL010827 1 1 1

AAEL010828 1 1 0

AAEL010829 1 1 0

AAEL010830 0 0 1

AAEL010831 0 1 1

AAEL010832 0 1 1

AAEL010833 1 0 1

AAEL010834 1 1 1

AAEL010835 0 1 1

AAEL010836 0 1 0

AAEL010837 1 1 1

AAEL010838 0 1 1

AAEL010839 0 1 0

AAEL010840 0 1 1

AAEL010841 1 1 1

AAEL010842 0 1 0

AAEL010843 0 0 1

AAEL010844 1 1 0

AAEL010845 0 1 1

AAEL010846 0 1 1

AAEL010847 1 1 0

AAEL010848 0 1 0

AAEL010849 0 0 1

AAEL010850 1 1 1

AAEL010851 0 0 0

AAEL010852 0 0 0

AAEL010853 0 1 0

AAEL010854 0 1 0

AAEL010855 1 1 0

AAEL010856 0 0 0

AAEL010857 0 0 1

AAEL010858 0 0 0

AAEL010859 0 0 0

AAEL010860 0 0 0

AAEL010861 1 1 0

AAEL010862 1 1 1

AAEL010863 0 1 1

AAEL010864 0 1 0
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AAEL010865 0 0 1

AAEL010866 1 0 1

AAEL010867 1 1 1

AAEL010868 0 1 1

AAEL010869 0 0 1

AAEL010870 0 0 0

AAEL010871 0 1 1

AAEL010872 1 1 0

AAEL010873 0 0 0

AAEL010874 0 1 0

AAEL010875 0 0 0

AAEL010876 0 0 0

AAEL010877 1 1 0

AAEL010878 0 1 1

AAEL010879 0 1 1

AAEL010880 0 0 0

AAEL010881 0 0 0

AAEL010882 1 1 0

AAEL010883 0 1 0

AAEL010884 0 1 1

AAEL010885 0 1 1

AAEL010886 0 0 0

AAEL010887 1 1 1

AAEL010888 0 0 0

AAEL010889 1 1 0

AAEL010890 0 0 0

AAEL010891 1 1 0

AAEL010892 0 1 1

AAEL010893 1 1 1

AAEL010894 0 1 0

AAEL010895 1 1 1

AAEL010896 1 1 0

AAEL010897 0 0 1

AAEL010898 0 1 1

AAEL010899 1 1 1

AAEL010900 1 1 1

AAEL010901 0 1 0

AAEL010902 0 0 1

AAEL010903 1 1 1

AAEL010904 1 1 0

AAEL010905 1 1 0

AAEL010906 0 1 1

AAEL010907 0 0 0

AAEL010908 0 0 0

AAEL010909 0 0 1

AAEL010910 1 1 0

AAEL010911 1 1 0

AAEL010912 1 1 1

AAEL010913 1 1 1

AAEL010914 1 1 0

AAEL010915 1 0 0
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AAEL010916 0 0 1

AAEL010917 0 1 1

AAEL010918 0 0 1

AAEL010919 0 1 1

AAEL010920 0 1 1

AAEL010921 0 1 1

AAEL010922 0 0 0

AAEL010923 0 0 0

AAEL010924 0 1 0

AAEL010925 0 0 1

AAEL010926 0 0 0

AAEL010927 0 0 0

AAEL010928 0 0 0

AAEL010929 0 1 1

AAEL010930 0 1 0

AAEL010931 1 1 1

AAEL010932 0 0 1

AAEL010933 1 0 0

AAEL010934 0 1 1

AAEL010935 1 1 1

AAEL010936 0 1 0

AAEL010937 1 1 0

AAEL010938 0 1 1

AAEL010939 0 1 1

AAEL010940 1 1 0

AAEL010941 0 0 0

AAEL010942 1 1 0

AAEL010943 0 1 1

AAEL010944 0 1 1

AAEL010945 0 1 0

AAEL010946 0 1 0

AAEL010947 0 0 0

AAEL010948 0 1 0

AAEL010949 1 1 1

AAEL010950 0 0 0

AAEL010951 0 1 1

AAEL010952 0 0 0

AAEL010953 1 1 0

AAEL010954 0 0 1

AAEL010955 1 1 1

AAEL010956 1 1 0

AAEL010957 0 0 1

AAEL010958 0 0 1

AAEL010959 0 0 1

AAEL010960 0 1 0

AAEL010961 0 0 0

AAEL010962 0 0 1

AAEL010963 0 1 1

AAEL010964 0 1 1

AAEL010965 0 0 0

AAEL010966 1 1 1
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AAEL010967 0 1 1

AAEL010968 1 1 1

AAEL010969 0 1 1

AAEL010970 1 1 0

AAEL010971 1 1 0

AAEL010972 0 0 1

AAEL010973 0 0 1

AAEL010974 1 1 0

AAEL010975 0 1 1

AAEL010976 0 0 0

AAEL010977 1 1 0

AAEL010978 0 1 1

AAEL010979 0 0 0

AAEL010980 0 1 1

AAEL010981 0 1 1

AAEL010982 0 1 1

AAEL010983 0 1 1

AAEL010984 0 0 0

AAEL010985 0 0 0

AAEL010986 0 1 0

AAEL010987 0 0 1

AAEL010988 0 1 0

AAEL010989 0 0 1

AAEL010990 1 1 0

AAEL010991 0 1 0

AAEL010992 0 0 1

AAEL010993 0 0 1

AAEL010994 0 1 0

AAEL010995 0 0 0

AAEL010996 0 1 1

AAEL010997 0 0 0

AAEL010998 0 0 0

AAEL010999 1 0 0

AAEL011000 0 0 1

AAEL011001 0 0 1

AAEL011002 0 0 1

AAEL011003 0 0 0

AAEL011004 0 1 0

AAEL011005 0 0 1

AAEL011006 1 0 0

AAEL011007 0 1 1

AAEL011008 0 0 1

AAEL011009 0 1 1

AAEL011010 0 0 1

AAEL011011 0 1 0

AAEL011012 0 1 0

AAEL011013 0 0 0

AAEL011014 0 1 0

AAEL011015 1 0 1

AAEL011016 0 0 1

AAEL011017 1 1 0
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AAEL011018 0 1 1

AAEL011019 0 0 0

AAEL011020 0 0 1

AAEL011021 0 1 1

AAEL011022 0 1 1

AAEL011023 0 1 0

AAEL011024 0 0 0

AAEL011025 1 1 1

AAEL011026 0 0 1

AAEL011027 0 0 0

AAEL011028 0 1 0

AAEL011029 0 1 0

AAEL011030 0 1 1

AAEL011031 0 1 0

AAEL011032 0 1 1

AAEL011033 0 0 0

AAEL011034 0 0 1

AAEL011035 0 0 1

AAEL011036 0 0 1

AAEL011037 0 0 1

AAEL011038 0 1 1

AAEL011039 0 0 0

AAEL011040 0 0 0

AAEL011041 0 1 1

AAEL011042 0 1 1

AAEL011043 0 0 1

AAEL011044 0 0 1

AAEL011045 0 0 1

AAEL011046 1 1 1

AAEL011047 0 0 0

AAEL011048 0 1 1

AAEL011049 0 0 1

AAEL011050 0 1 1

AAEL011051 1 0 0

AAEL011052 0 1 0

AAEL011053 0 0 0

AAEL011054 0 1 1

AAEL011055 0 1 0

AAEL011056 0 0 1

AAEL011057 0 1 1

AAEL011058 0 1 0

AAEL011059 0 1 0

AAEL011060 0 1 0

AAEL011061 0 1 0

AAEL011062 0 1 0

AAEL011063 1 1 1

AAEL011064 0 1 1

AAEL011065 0 1 0

AAEL011066 0 1 1

AAEL011067 0 1 0

AAEL011068 1 0 1
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AAEL011069 0 1 1

AAEL011070 0 1 1

AAEL011071 0 1 0

AAEL011072 0 0 0

AAEL011073 0 0 1

AAEL011074 0 1 1

AAEL011075 0 1 0

AAEL011076 0 1 0

AAEL011077 0 0 1

AAEL011078 1 1 1

AAEL011079 0 0 0

AAEL011080 0 0 1

AAEL011081 0 1 1

AAEL011082 0 1 1

AAEL011083 0 1 0

AAEL011084 0 1 0

AAEL011085 1 1 1

AAEL011086 0 1 0

AAEL011087 0 1 1

AAEL011088 1 1 1

AAEL011089 1 1 1

AAEL011090 1 1 1

AAEL011091 0 1 1

AAEL011092 1 1 0

AAEL011093 0 1 0

AAEL011094 0 1 1

AAEL011095 0 1 1

AAEL011096 0 1 1

AAEL011097 0 1 1

AAEL011098 0 1 0

AAEL011099 1 0 1

AAEL011100 0 1 1

AAEL011101 1 1 1

AAEL011102 1 1 1

AAEL011103 1 1 1

AAEL011104 1 0 1

AAEL011105 1 1 1

AAEL011106 1 0 1

AAEL011107 0 0 0

AAEL011108 0 1 0

AAEL011109 1 1 1

AAEL011110 0 0 1

AAEL011111 1 0 0

AAEL011112 1 1 0

AAEL011113 1 1 1

AAEL011114 0 1 1

AAEL011115 0 0 0

AAEL011116 1 1 1

AAEL011117 0 1 0

AAEL011118 1 1 1

AAEL011119 0 0 0
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AAEL011120 0 0 1

AAEL011121 0 1 1

AAEL011122 0 0 0

AAEL011123 1 1 0

AAEL011124 1 1 0

AAEL011125 0 0 0

AAEL011126 1 1 1

AAEL011127 0 0 0

AAEL011128 0 0 1

AAEL011129 1 1 1

AAEL011130 1 1 1

AAEL011131 0 0 0

AAEL011132 0 0 0

AAEL011133 1 0 0

AAEL011134 0 1 0

AAEL011135 0 1 0

AAEL011136 0 1 1

AAEL011137 1 1 1

AAEL011138 0 1 1

AAEL011139 0 0 1

AAEL011140 0 1 0

AAEL011141 0 1 1

AAEL011142 0 0 0

AAEL011143 0 1 1

AAEL011144 0 0 0

AAEL011145 0 1 1

AAEL011146 0 0 1

AAEL011147 1 1 1

AAEL011148 0 0 0

AAEL011149 0 0 1

AAEL011150 0 1 1

AAEL011151 0 0 0

AAEL011152 0 0 1

AAEL011153 0 0 1

AAEL011154 1 0 0

AAEL011155 0 1 1

AAEL011156 1 1 1

AAEL011157 0 1 1

AAEL011158 0 1 1

AAEL011159 0 1 1

AAEL011160 0 0 1

AAEL011161 1 1 1

AAEL011162 0 1 1

AAEL011163 0 1 1

AAEL011164 0 0 0

AAEL011165 0 0 1

AAEL011166 0 0 0

AAEL011167 1 1 1

AAEL011168 0 1 0

AAEL011169 1 1 1

AAEL011170 0 1 1
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AAEL011171 1 1 1

AAEL011172 0 1 1

AAEL011173 0 0 1

AAEL011174 0 0 0

AAEL011175 0 0 1

AAEL011176 0 0 0

AAEL011177 0 1 1

AAEL011178 0 1 1

AAEL011179 0 0 0

AAEL011180 1 1 1

AAEL011181 0 0 0

AAEL011182 1 0 0

AAEL011183 0 1 1

AAEL011184 1 1 1

AAEL011185 0 0 0

AAEL011186 0 0 1

AAEL011187 0 1 0

AAEL011188 0 0 0

AAEL011189 0 1 1

AAEL011190 0 1 1

AAEL011191 1 1 0

AAEL011192 0 1 1

AAEL011193 0 1 1

AAEL011194 0 1 1

AAEL011195 1 1 1

AAEL011196 0 1 0

AAEL011197 1 0 1

AAEL011198 0 1 1

AAEL011199 0 1 1

AAEL011200 1 1 1

AAEL011201 0 1 1

AAEL011202 1 1 1

AAEL011203 0 1 1

AAEL011204 0 0 1

AAEL011205 1 0 1

AAEL011206 0 1 1

AAEL011207 0 0 1

AAEL011208 0 0 0

AAEL011209 1 1 1

AAEL011210 0 1 1

AAEL011211 0 1 0

AAEL011212 0 1 1

AAEL011213 0 1 1

AAEL011214 0 1 0

AAEL011215 0 1 1

AAEL011216 0 1 1

AAEL011217 0 1 1

AAEL011218 0 0 1

AAEL011219 0 0 1

AAEL011220 0 0 0

AAEL011221 0 0 1
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AAEL011222 1 0 1

AAEL011223 0 1 0

AAEL011224 1 0 1

AAEL011225 0 0 1

AAEL011226 0 0 1

AAEL011227 0 0 1

AAEL011228 0 0 0

AAEL011229 0 0 0

AAEL011230 1 1 1

AAEL011231 0 0 0

AAEL011232 0 0 0

AAEL011233 1 0 1

AAEL011234 0 1 1

AAEL011235 0 1 0

AAEL011236 0 1 0

AAEL011237 0 0 1

AAEL011238 0 1 0

AAEL011239 0 0 1

AAEL011240 0 1 1

AAEL011241 0 0 0

AAEL011242 0 1 1

AAEL011243 0 0 0

AAEL011244 0 1 1

AAEL011245 0 1 1

AAEL011246 0 0 0

AAEL011247 0 0 0

AAEL011248 0 1 1

AAEL011249 0 1 1

AAEL011250 0 0 1

AAEL011251 0 1 0

AAEL011252 0 1 1

AAEL011253 0 0 1

AAEL011254 1 1 1

AAEL011255 1 1 1

AAEL011256 0 0 1

AAEL011257 0 0 1

AAEL011258 0 1 1

AAEL011259 0 0 1

AAEL011260 0 1 0

AAEL011261 1 1 1

AAEL011262 0 0 1

AAEL011263 1 1 1

AAEL011264 0 1 1

AAEL011265 0 1 1

AAEL011266 1 0 0

AAEL011267 0 1 0

AAEL011268 0 0 0

AAEL011269 0 0 1

AAEL011270 0 0 0

AAEL011271 1 1 1

AAEL011272 0 0 1
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AAEL011273 1 1 1

AAEL011274 0 1 1

AAEL011275 0 1 0

AAEL011276 0 1 1

AAEL011277 0 1 1

AAEL011278 0 1 1

AAEL011279 0 1 1

AAEL011280 0 0 0

AAEL011281 0 1 1

AAEL011282 1 1 1

AAEL011283 0 1 1

AAEL011284 1 1 1

AAEL011285 0 1 1

AAEL011286 0 0 1

AAEL011287 0 0 0

AAEL011288 1 1 1

AAEL011289 0 1 1

AAEL011290 1 0 0

AAEL011291 1 1 1

AAEL011292 0 0 0

AAEL011293 0 1 1

AAEL011294 0 0 0

AAEL011295 0 1 1

AAEL011296 0 0 1

AAEL011297 1 1 1

AAEL011298 0 0 0

AAEL011299 0 0 0

AAEL011300 0 0 1

AAEL011301 1 1 1

AAEL011302 1 1 1

AAEL011303 0 1 1

AAEL011304 0 0 0

AAEL011305 0 1 0

AAEL011306 1 0 1

AAEL011307 1 1 1

AAEL011308 0 1 0

AAEL011309 1 1 1

AAEL011310 0 0 1

AAEL011311 0 0 0

AAEL011312 0 0 0

AAEL011313 1 1 1

AAEL011314 1 1 1

AAEL011315 0 1 1

AAEL011316 0 0 1

AAEL011317 1 1 1

AAEL011318 0 1 0

AAEL011319 0 0 0

AAEL011320 1 0 0

AAEL011321 0 1 1

AAEL011322 0 0 0

AAEL011323 0 1 1
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AAEL011324 0 1 0

AAEL011325 0 1 1

AAEL011326 0 1 0

AAEL011327 0 0 0

AAEL011328 0 0 0

AAEL011329 1 1 0

AAEL011330 1 1 1

AAEL011331 0 1 1

AAEL011332 0 0 0

AAEL011333 0 1 0

AAEL011334 1 1 1

AAEL011335 0 1 1

AAEL011336 0 0 0

AAEL011337 0 0 1

AAEL011338 0 0 0

AAEL011339 0 1 1

AAEL011340 1 1 0

AAEL011341 0 1 1

AAEL011342 0 1 1

AAEL011343 0 0 0

AAEL011344 0 0 0

AAEL011345 0 1 1

AAEL011346 0 0 0

AAEL011347 0 1 1

AAEL011348 0 0 0

AAEL011349 0 1 1

AAEL011350 0 0 1

AAEL011351 0 0 0

AAEL011352 1 1 1

AAEL011353 0 1 0

AAEL011354 1 1 0

AAEL011355 1 1 1

AAEL011356 1 1 1

AAEL011357 0 1 1

AAEL011358 0 0 1

AAEL011359 0 0 0

AAEL011360 0 1 0

AAEL011361 1 1 0

AAEL011362 0 1 1

AAEL011363 0 0 0

AAEL011364 0 0 1

AAEL011365 0 0 0

AAEL011366 1 1 0

AAEL011367 1 1 1

AAEL011368 0 1 1

AAEL011369 0 0 1

AAEL011370 0 1 1

AAEL011371 0 1 0

AAEL011372 0 0 0

AAEL011373 0 0 0

AAEL011374 0 0 0
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AAEL011375 0 0 0

AAEL011376 1 1 1

AAEL011377 0 1 0

AAEL011378 0 0 1

AAEL011379 0 1 1

AAEL011380 0 0 0

AAEL011381 1 1 1

AAEL011382 1 1 1

AAEL011383 0 1 1

AAEL011384 0 0 1

AAEL011385 1 1 1

AAEL011386 0 1 0

AAEL011387 0 1 1

AAEL011388 1 1 1

AAEL011389 1 0 1

AAEL011390 1 1 1

AAEL011391 1 1 1

AAEL011392 0 0 0

AAEL011393 0 1 0

AAEL011394 1 1 0

AAEL011395 0 1 1

AAEL011396 1 1 0

AAEL011397 0 1 0

AAEL011398 1 1 1

AAEL011399 0 1 1

AAEL011400 0 1 1

AAEL011401 0 0 0

AAEL011402 0 0 1

AAEL011403 0 0 1

AAEL011404 0 0 1

AAEL011405 0 0 0

AAEL011406 0 0 0

AAEL011407 0 1 1

AAEL011408 0 1 1

AAEL011409 0 0 1

AAEL011410 0 0 0

AAEL011411 0 0 0

AAEL011412 0 1 1

AAEL011413 0 1 0

AAEL011414 1 1 0

AAEL011415 1 1 1

AAEL011416 0 0 1

AAEL011417 0 1 1

AAEL011418 0 0 0

AAEL011419 0 0 0

AAEL011420 0 0 1

AAEL011421 0 1 1

AAEL011422 0 0 0

AAEL011423 0 0 0

AAEL011424 0 0 0

AAEL011425 1 1 1
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AAEL011426 0 1 0

AAEL011427 0 1 0

AAEL011428 0 0 0

AAEL011429 0 1 1

AAEL011430 0 0 1

AAEL011431 0 1 0

AAEL011432 1 1 0

AAEL011433 1 1 0

AAEL011434 1 1 1

AAEL011435 0 1 1

AAEL011436 0 1 0

AAEL011437 0 0 1

AAEL011438 0 0 0

AAEL011439 0 0 0

AAEL011440 0 1 1

AAEL011441 0 1 1

AAEL011442 0 1 1

AAEL011443 0 0 1

AAEL011444 1 1 1

AAEL011445 0 0 0

AAEL011446 0 1 1

AAEL011447 1 1 1

AAEL011448 0 1 0

AAEL011449 0 1 0

AAEL011450 0 0 1

AAEL011451 0 0 1

AAEL011452 0 1 0

AAEL011453 0 1 0

AAEL011454 0 0 0

AAEL011455 0 1 1

AAEL011456 0 0 1

AAEL011457 0 1 0

AAEL011458 0 1 1

AAEL011459 0 0 0

AAEL011460 0 1 0

AAEL011461 0 0 0

AAEL011462 1 1 1

AAEL011463 0 1 1

AAEL011464 0 0 1

AAEL011465 0 1 1

AAEL011466 0 1 1

AAEL011467 0 0 0

AAEL011468 0 1 1

AAEL011469 0 0 0

AAEL011470 1 1 1

AAEL011471 1 1 0

AAEL011472 0 1 1

AAEL011473 0 1 0

AAEL011474 0 0 0

AAEL011475 1 1 1

AAEL011476 1 1 1
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AAEL011477 0 1 1

AAEL011478 1 1 1

AAEL011479 0 1 1

AAEL011480 1 1 1

AAEL011481 0 0 0

AAEL011482 0 0 0

AAEL011483 0 1 0

AAEL011484 0 0 0

AAEL011485 1 1 0

AAEL011486 0 0 0

AAEL011487 0 0 0

AAEL011488 0 1 1

AAEL011489 0 0 0

AAEL011490 0 0 0

AAEL011491 0 1 0

AAEL011492 1 1 0

AAEL011493 1 1 1

AAEL011494 0 0 0

AAEL011495 0 0 0

AAEL011496 0 0 0

AAEL011497 0 0 1

AAEL011498 0 1 1

AAEL011499 0 0 0

AAEL011500 0 1 0

AAEL011501 0 1 1

AAEL011502 1 1 1

AAEL011503 0 0 1

AAEL011504 0 0 0

AAEL011505 0 1 1

AAEL011506 0 1 0

AAEL011507 0 1 1

AAEL011508 0 0 1

AAEL011509 0 1 1

AAEL011510 0 1 1

AAEL011511 0 0 0

AAEL011512 0 1 1

AAEL011513 0 0 0

AAEL011514 0 1 1

AAEL011515 0 1 0

AAEL011516 0 1 1

AAEL011517 0 0 0

AAEL011518 0 1 1

AAEL011519 0 1 0

AAEL011520 0 1 1

AAEL011521 0 1 1

AAEL011522 0 1 0

AAEL011523 0 0 1

AAEL011524 0 0 0

AAEL011525 0 0 0

AAEL011526 0 1 1

AAEL011527 1 1 1
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AAEL011528 0 0 0

AAEL011529 0 0 1

AAEL011530 0 0 1

AAEL011531 1 0 1

AAEL011532 0 1 1

AAEL011533 0 0 0

AAEL011534 0 1 1

AAEL011535 0 1 0

AAEL011536 1 1 1

AAEL011537 0 0 0

AAEL011538 0 1 1

AAEL011539 0 0 0

AAEL011540 0 1 0

AAEL011541 0 0 1

AAEL011542 1 1 0

AAEL011543 0 1 1

AAEL011544 0 1 1

AAEL011545 0 1 0

AAEL011546 0 0 1

AAEL011547 0 0 0

AAEL011548 0 0 0

AAEL011549 0 0 0

AAEL011550 0 0 0

AAEL011551 1 1 1

AAEL011552 0 0 1

AAEL011553 1 0 1

AAEL011554 1 1 0

AAEL011555 0 0 0

AAEL011556 0 1 1

AAEL011557 0 0 1

AAEL011558 0 0 1

AAEL011559 0 1 1

AAEL011560 0 1 1

AAEL011561 1 1 1

AAEL011562 1 1 1

AAEL011563 0 0 1

AAEL011564 0 0 0

AAEL011565 0 0 1

AAEL011566 0 0 0

AAEL011567 1 1 0

AAEL011568 1 1 1

AAEL011569 0 1 0

AAEL011570 1 1 1

AAEL011571 0 1 0

AAEL011572 0 0 1

AAEL011573 0 1 1

AAEL011574 0 0 1

AAEL011575 1 1 0

AAEL011576 1 1 1

AAEL011577 0 0 0

AAEL011578 0 1 1
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AAEL011579 0 0 0

AAEL011580 0 1 1

AAEL011581 0 1 0

AAEL011582 1 1 1

AAEL011583 0 0 0

AAEL011584 0 0 1

AAEL011585 0 0 1

AAEL011586 0 1 1

AAEL011587 0 1 1

AAEL011588 0 1 1

AAEL011589 0 1 1

AAEL011590 0 1 0

AAEL011591 0 0 1

AAEL011592 0 0 0

AAEL011593 0 1 1

AAEL011594 0 1 1

AAEL011596 0 1 1

AAEL011597 1 1 1

AAEL011598 0 1 0

AAEL011599 0 1 1

AAEL011600 0 0 0

AAEL011602 1 1 1

AAEL011603 0 1 1

AAEL011604 0 1 1

AAEL011606 1 1 1

AAEL011607 0 1 1

AAEL011608 0 1 1

AAEL011609 0 0 0

AAEL011610 0 1 1

AAEL011611 0 0 0

AAEL011612 0 1 1

AAEL011613 0 1 0

AAEL011614 0 0 1

AAEL011615 0 1 1

AAEL011616 0 0 1

AAEL011617 0 0 1

AAEL011618 1 0 1

AAEL011619 0 1 1

AAEL011620 0 0 0

AAEL011621 0 0 1

AAEL011622 0 1 1

AAEL011623 0 1 1

AAEL011624 1 1 0

AAEL011625 0 0 0

AAEL011626 0 1 1

AAEL011627 1 1 1

AAEL011628 0 0 0

AAEL011629 0 1 1

AAEL011630 1 1 0

AAEL011631 0 1 0

AAEL011632 1 1 0
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AAEL011633 0 0 0

AAEL011634 0 0 0

AAEL011635 0 1 1

AAEL011636 0 0 1

AAEL011637 1 1 1

AAEL011638 0 1 0

AAEL011639 0 1 1

AAEL011640 0 1 1

AAEL011641 0 1 1

AAEL011642 0 0 1

AAEL011643 0 0 0

AAEL011644 0 1 1

AAEL011645 0 0 0

AAEL011646 0 0 0

AAEL011647 0 0 1

AAEL011648 1 1 1

AAEL011649 1 1 0

AAEL011650 0 1 1

AAEL011651 0 0 1

AAEL011652 0 0 1

AAEL011653 1 1 1

AAEL011654 0 0 1

AAEL011655 1 1 1

AAEL011656 1 1 0

AAEL011657 1 0 1

AAEL011658 1 1 1

AAEL011659 1 1 1

AAEL011660 0 0 1

AAEL011661 0 0 0

AAEL011662 0 1 1

AAEL011663 0 1 0

AAEL011664 1 1 1

AAEL011665 1 1 1

AAEL011666 1 1 1

AAEL011667 0 1 1

AAEL011668 0 1 0

AAEL011669 0 1 0

AAEL011671 0 0 1

AAEL011672 0 0 0

AAEL011673 0 1 1

AAEL011675 0 1 0

AAEL011676 0 0 1

AAEL011677 0 1 0

AAEL011678 0 0 0

AAEL011679 0 0 1

AAEL011680 0 0 1

AAEL011681 0 0 1

AAEL011682 1 1 1

AAEL011683 0 1 1

AAEL011684 1 1 0

AAEL011685 0 0 0
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AAEL011686 0 1 1

AAEL011687 0 1 1

AAEL011688 0 1 1

AAEL011689 0 1 1

AAEL011690 0 0 1

AAEL011691 0 0 1

AAEL011692 0 1 0

AAEL011693 0 1 1

AAEL011694 0 1 1

AAEL011695 0 0 1

AAEL011696 0 1 1

AAEL011697 1 1 0

AAEL011698 1 1 0

AAEL011699 0 1 1

AAEL011700 0 1 1

AAEL011701 1 1 1

AAEL011702 0 1 1

AAEL011703 0 1 0

AAEL011704 1 1 1

AAEL011705 1 1 0

AAEL011706 0 0 1

AAEL011707 0 1 0

AAEL011708 0 1 1

AAEL011709 0 0 0

AAEL011710 0 1 1

AAEL011711 1 1 1

AAEL011712 0 0 0

AAEL011713 1 1 1

AAEL011714 0 0 1

AAEL011715 1 1 0

AAEL011716 0 0 1

AAEL011717 0 1 1

AAEL011718 0 1 1

AAEL011719 0 1 1

AAEL011720 0 1 0

AAEL011721 1 1 0

AAEL011722 0 1 0

AAEL011723 0 0 0

AAEL011724 1 1 0

AAEL011725 0 0 0

AAEL011726 0 1 1

AAEL011727 0 1 1

AAEL011728 0 0 0

AAEL011729 0 0 0

AAEL011730 0 0 0

AAEL011731 1 1 1

AAEL011732 1 1 1

AAEL011733 1 1 0

AAEL011734 0 1 1

AAEL011735 0 0 0

AAEL011736 0 1 1
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AAEL011737 1 1 0

AAEL011738 1 1 1

AAEL011739 1 1 1

AAEL011740 0 1 1

AAEL011741 0 1 1

AAEL011742 1 1 1

AAEL011743 0 1 1

AAEL011744 0 1 1

AAEL011745 1 1 0

AAEL011746 1 1 1

AAEL011747 0 0 1

AAEL011748 1 1 1

AAEL011749 1 0 1

AAEL011750 1 1 0

AAEL011751 0 1 1

AAEL011752 1 1 1

AAEL011753 0 1 1

AAEL011754 0 1 1

AAEL011755 0 1 1

AAEL011756 1 1 1

AAEL011757 0 0 1

AAEL011758 1 1 1

AAEL011759 0 1 1

AAEL011760 0 0 0

AAEL011761 0 0 1

AAEL011762 0 1 1

AAEL011763 0 1 1

AAEL011764 0 1 1

AAEL011765 1 1 1

AAEL011766 0 1 1

AAEL011767 0 0 1

AAEL011768 0 1 1

AAEL011769 0 0 1

AAEL011770 0 0 0

AAEL011771 0 0 1

AAEL011772 0 1 0

AAEL011773 0 1 1

AAEL011774 0 0 1

AAEL011775 0 0 1

AAEL011776 1 1 1

AAEL011777 0 1 1

AAEL011778 1 1 1

AAEL011779 0 1 1

AAEL011780 1 1 0

AAEL011781 0 1 1

AAEL011782 1 1 1

AAEL011783 0 0 0

AAEL011784 0 0 0

AAEL011785 0 0 0

AAEL011786 0 0 0

AAEL011787 1 1 1
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AAEL011788 0 0 1

AAEL011789 0 1 1

AAEL011790 0 1 1

AAEL011791 0 1 1

AAEL011792 0 0 0

AAEL011793 0 0 1

AAEL011794 0 0 1

AAEL011795 1 1 1

AAEL011796 0 0 0

AAEL011797 0 1 1

AAEL011798 1 1 1

AAEL011799 0 0 1

AAEL011800 0 0 0

AAEL011801 0 1 1

AAEL011802 1 1 1

AAEL011803 1 1 0

AAEL011804 0 0 0

AAEL011805 0 0 0

AAEL011806 0 0 0

AAEL011807 0 1 0

AAEL011808 0 0 1

AAEL011809 0 1 1

AAEL011810 1 0 0

AAEL011811 0 1 1

AAEL011812 0 1 0

AAEL011813 0 1 1

AAEL011814 0 1 1

AAEL011815 1 1 1

AAEL011816 0 0 0

AAEL011817 0 0 0

AAEL011818 0 1 1

AAEL011819 1 1 1

AAEL011820 0 0 0

AAEL011821 0 1 0

AAEL011822 0 1 0

AAEL011823 0 1 0

AAEL011824 0 0 0

AAEL011825 0 1 0

AAEL011826 0 1 1

AAEL011827 1 1 1

AAEL011828 0 0 0

AAEL011829 0 0 1

AAEL011830 0 1 1

AAEL011831 0 0 1

AAEL011832 1 1 1

AAEL011833 0 0 1

AAEL011834 0 1 0

AAEL011835 0 0 0

AAEL011836 0 0 0

AAEL011837 1 0 1

AAEL011838 0 0 1
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AAEL011839 1 1 1

AAEL011840 0 0 0

AAEL011841 0 0 1

AAEL011842 1 1 1

AAEL011843 0 0 0

AAEL011844 0 0 1

AAEL011845 0 1 1

AAEL011846 0 1 0

AAEL011847 1 0 0

AAEL011848 0 1 1

AAEL011849 0 1 1

AAEL011850 0 1 0

AAEL011851 1 1 1

AAEL011852 0 0 0

AAEL011853 0 0 1

AAEL011854 0 0 1

AAEL011855 0 0 0

AAEL011856 0 1 0

AAEL011857 1 1 1

AAEL011858 0 1 1

AAEL011859 0 1 1

AAEL011860 0 0 1

AAEL011861 0 0 0

AAEL011862 0 1 1

AAEL011863 0 0 0

AAEL011864 0 0 0

AAEL011865 1 1 1

AAEL011866 0 1 1

AAEL011867 0 1 0

AAEL011868 1 1 1

AAEL011869 0 0 0

AAEL011870 1 1 0

AAEL011871 1 1 1

AAEL011872 0 1 0

AAEL011873 1 0 1

AAEL011874 0 1 0

AAEL011875 0 0 0

AAEL011876 0 1 1

AAEL011877 0 0 1

AAEL011878 0 0 0

AAEL011879 0 1 1

AAEL011880 0 0 0

AAEL011881 0 1 1

AAEL011882 0 1 0

AAEL011883 0 0 0

AAEL011884 1 1 1

AAEL011885 1 0 0

AAEL011886 0 1 1

AAEL011887 0 0 0

AAEL011888 1 1 1

AAEL011889 1 1 1
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AAEL011890 0 0 0

AAEL011891 0 1 1

AAEL011892 1 1 0

AAEL011893 0 0 0

AAEL011894 0 0 0

AAEL011895 0 0 0

AAEL011896 0 0 0

AAEL011897 0 1 1

AAEL011898 0 1 1

AAEL011899 0 1 1

AAEL011900 0 0 0

AAEL011901 0 1 0

AAEL011902 0 1 1

AAEL011903 0 0 1

AAEL011904 0 1 1

AAEL011905 0 1 1

AAEL011906 0 0 0

AAEL011907 0 0 0

AAEL011908 0 1 0

AAEL011909 0 0 0

AAEL011910 0 0 1

AAEL011911 0 0 0

AAEL011912 0 1 1

AAEL011913 0 1 1

AAEL011914 0 0 0

AAEL011915 0 1 0

AAEL011916 0 1 1

AAEL011917 1 1 1

AAEL011918 1 0 0

AAEL011919 0 1 1

AAEL011920 0 1 1

AAEL011921 0 0 0

AAEL011922 0 1 1

AAEL011923 0 1 0

AAEL011924 0 0 0

AAEL011925 1 1 1

AAEL011926 0 0 0

AAEL011927 1 1 0

AAEL011928 1 1 0

AAEL011929 0 1 0

AAEL011930 1 1 1

AAEL011931 0 0 0

AAEL011932 1 1 1

AAEL011933 0 0 0

AAEL011934 1 1 0

AAEL011935 1 1 1

AAEL011936 0 1 1

AAEL011937 0 1 1

AAEL011938 0 0 1

AAEL011939 1 1 1

AAEL011940 0 1 0
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AAEL011941 0 1 1

AAEL011942 0 1 0

AAEL011943 0 0 1

AAEL011944 1 1 0

AAEL011945 0 0 0

AAEL011946 0 0 0

AAEL011947 0 0 0

AAEL011948 0 0 1

AAEL011949 1 1 1

AAEL011950 0 1 0

AAEL011951 0 1 1

AAEL011952 1 1 1

AAEL011953 1 1 0

AAEL011954 0 0 0

AAEL011955 0 0 1

AAEL011956 0 1 0

AAEL011957 0 0 1

AAEL011958 0 0 1

AAEL011959 1 0 1

AAEL011960 1 1 1

AAEL011961 0 1 1

AAEL011962 0 1 1

AAEL011963 0 1 1

AAEL011964 0 1 1

AAEL011965 0 0 0

AAEL011966 1 1 1

AAEL011967 0 1 1

AAEL011968 0 0 0

AAEL011969 1 0 1

AAEL011970 0 0 1

AAEL011971 0 0 0

AAEL011972 0 1 1

AAEL011973 1 1 1

AAEL011974 1 1 1

AAEL011975 0 0 0

AAEL011976 0 0 1

AAEL011977 0 0 0

AAEL011978 0 1 0

AAEL011979 1 1 0

AAEL011980 1 1 1

AAEL011981 0 0 1

AAEL011982 0 1 1

AAEL011983 0 1 0

AAEL011984 0 0 1

AAEL011985 1 1 1

AAEL011986 0 0 0

AAEL011987 0 0 1

AAEL011988 1 1 1

AAEL011989 1 1 1

AAEL011990 0 1 0

AAEL011991 0 1 1
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AAEL011992 1 1 1

AAEL011993 0 1 0

AAEL011994 0 0 0

AAEL011995 1 1 1

AAEL011996 0 1 0

AAEL011997 0 0 0

AAEL011998 0 1 0

AAEL011999 0 0 1

AAEL012000 0 0 0

AAEL012001 0 1 1

AAEL012002 0 1 1

AAEL012003 0 1 1

AAEL012004 0 1 1

AAEL012005 0 0 0

AAEL012006 0 1 1

AAEL012007 0 1 0

AAEL012008 0 1 0

AAEL012009 0 0 1

AAEL012010 0 1 1

AAEL012011 0 1 1

AAEL012012 0 1 0

AAEL012013 1 1 0

AAEL012014 0 0 1

AAEL012015 1 1 1

AAEL012016 0 1 1

AAEL012017 0 0 0

AAEL012018 1 1 1

AAEL012019 1 1 0

AAEL012020 1 1 1

AAEL012021 0 1 1

AAEL012022 0 0 1

AAEL012023 1 1 1

AAEL012024 0 0 0

AAEL012025 1 1 1

AAEL012026 0 1 1

AAEL012027 0 0 1

AAEL012028 0 0 1

AAEL012029 0 1 1

AAEL012030 0 0 0

AAEL012031 1 1 1

AAEL012032 0 0 1

AAEL012033 0 0 0

AAEL012034 0 1 1

AAEL012035 1 1 1

AAEL012036 1 1 1

AAEL012037 0 1 1

AAEL012038 0 1 1

AAEL012039 0 0 1

AAEL012040 1 1 1

AAEL012041 1 1 1

AAEL012042 0 0 1
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AAEL012043 0 0 1

AAEL012044 0 0 1

AAEL012045 0 0 0

AAEL012046 0 1 0

AAEL012047 0 1 1

AAEL012048 0 0 1

AAEL012049 0 1 1

AAEL012050 0 0 1

AAEL012051 1 1 1

AAEL012052 0 0 1

AAEL012053 0 0 1

AAEL012054 1 1 1

AAEL012055 1 1 0

AAEL012056 0 0 0

AAEL012057 1 1 0

AAEL012058 0 0 1

AAEL012059 1 1 0

AAEL012060 1 1 0

AAEL012061 0 0 1

AAEL012062 1 0 1

AAEL012063 0 0 0

AAEL012064 1 1 1

AAEL012065 0 0 1

AAEL012066 0 0 0

AAEL012067 0 0 0

AAEL012068 0 0 0

AAEL012069 0 1 1

AAEL012070 0 0 1

AAEL012071 1 1 1

AAEL012072 0 0 1

AAEL012073 0 1 1

AAEL012074 0 1 1

AAEL012075 0 0 0

AAEL012076 1 1 1

AAEL012077 0 1 1

AAEL012078 1 1 0

AAEL012079 0 1 0

AAEL012080 0 1 0

AAEL012081 0 1 1

AAEL012082 1 0 1

AAEL012083 0 1 0

AAEL012084 1 1 1

AAEL012085 1 1 1

AAEL012086 0 1 1

AAEL012087 0 1 0

AAEL012088 0 0 1

AAEL012089 0 0 1

AAEL012090 0 1 0

AAEL012091 0 0 0

AAEL012092 0 1 1

AAEL012093 0 1 1
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AAEL012094 0 1 1

AAEL012095 1 1 1

AAEL012096 0 0 1

AAEL012097 0 1 1

AAEL012098 1 1 1

AAEL012099 0 1 1

AAEL012100 0 0 1

AAEL012101 0 0 1

AAEL012102 0 1 1

AAEL012103 0 1 0

AAEL012104 0 1 0

AAEL012105 0 1 1

AAEL012106 0 1 0

AAEL012107 1 1 1

AAEL012108 1 1 0

AAEL012109 0 1 0

AAEL012110 1 1 1

AAEL012111 0 1 0

AAEL012112 0 1 0

AAEL012113 1 0 1

AAEL012114 0 1 1

AAEL012115 0 1 1

AAEL012116 0 1 1

AAEL012117 1 1 0

AAEL012118 0 0 0

AAEL012119 0 1 1

AAEL012120 0 1 1

AAEL012121 0 0 1

AAEL012122 1 1 1

AAEL012123 0 1 1

AAEL012124 0 1 0

AAEL012125 0 1 1

AAEL012126 0 1 1

AAEL012127 0 0 0

AAEL012128 1 1 1

AAEL012129 0 0 1

AAEL012130 0 1 0

AAEL012131 0 1 0

AAEL012132 0 0 1

AAEL012133 1 1 1

AAEL012134 0 1 0

AAEL012135 0 1 1

AAEL012136 0 0 1

AAEL012137 0 1 1

AAEL012138 0 0 0

AAEL012139 0 1 0

AAEL012140 1 1 1

AAEL012141 0 1 0

AAEL012142 0 1 1

AAEL012143 1 1 1

AAEL012144 0 0 1
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AAEL012145 0 0 0

AAEL012146 1 1 1

AAEL012147 1 1 1

AAEL012148 0 1 1

AAEL012149 0 0 0

AAEL012150 0 0 0

AAEL012151 1 1 1

AAEL012152 0 1 0

AAEL012153 0 1 0

AAEL012154 1 1 1

AAEL012155 0 0 1

AAEL012156 0 1 0

AAEL012157 0 0 1

AAEL012158 0 1 0

AAEL012159 0 1 0

AAEL012160 0 1 1

AAEL012161 0 0 1

AAEL012162 0 1 1

AAEL012163 0 1 0

AAEL012164 0 1 0

AAEL012165 0 1 0

AAEL012166 0 1 1

AAEL012167 1 1 1

AAEL012168 1 0 0

AAEL012169 0 1 0

AAEL012170 0 1 0

AAEL012171 0 1 1

AAEL012172 0 1 1

AAEL012173 1 0 1

AAEL012174 0 0 0

AAEL012175 1 1 1

AAEL012176 1 1 1

AAEL012177 1 1 1

AAEL012178 0 0 0

AAEL012179 0 1 1

AAEL012180 0 1 0

AAEL012181 1 0 1

AAEL012182 0 0 0

AAEL012183 1 0 0

AAEL012184 0 1 1

AAEL012185 0 1 1

AAEL012186 0 1 0

AAEL012187 0 1 1

AAEL012188 1 0 1

AAEL012189 0 1 0

AAEL012190 0 0 1

AAEL012191 0 0 1

AAEL012192 0 0 0

AAEL012193 0 0 0

AAEL012194 0 1 1

AAEL012195 1 1 1
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AAEL012196 0 1 1

AAEL012197 0 1 1

AAEL012198 0 0 1

AAEL012199 0 0 0

AAEL012200 0 1 1

AAEL012201 0 0 0

AAEL012202 0 1 1

AAEL012203 0 1 0

AAEL012204 0 0 1

AAEL012205 0 1 0

AAEL012206 0 1 1

AAEL012207 1 1 0

AAEL012208 0 1 1

AAEL012209 0 1 1

AAEL012210 0 0 0

AAEL012211 1 1 1

AAEL012212 0 0 0

AAEL012213 0 0 0

AAEL012214 0 0 1

AAEL012215 1 1 1

AAEL012216 0 1 1

AAEL012217 0 1 1

AAEL012218 1 1 1

AAEL012219 0 1 1

AAEL012220 0 1 1

AAEL012221 0 0 1

AAEL012222 0 0 0

AAEL012223 1 1 0

AAEL012224 0 0 1

AAEL012225 0 0 0

AAEL012226 0 0 1

AAEL012227 1 1 1

AAEL012228 1 1 0

AAEL012229 1 1 1

AAEL012230 1 1 1

AAEL012231 0 0 0

AAEL012232 0 0 0

AAEL012233 0 1 1

AAEL012234 1 1 1

AAEL012235 1 1 1

AAEL012236 1 1 0

AAEL012237 0 1 1

AAEL012238 1 1 1

AAEL012239 0 0 0

AAEL012240 1 0 1

AAEL012241 0 0 1

AAEL012242 0 1 1

AAEL012243 0 1 1

AAEL012244 0 0 0

AAEL012245 0 1 1

AAEL012246 0 0 1
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AAEL012247 1 1 1

AAEL012248 0 0 1

AAEL012249 0 0 1

AAEL012250 1 1 1

AAEL012251 1 1 1

AAEL012252 1 0 1

AAEL012253 0 0 1

AAEL012254 0 0 0

AAEL012255 0 1 1

AAEL012256 0 1 1

AAEL012257 0 1 0

AAEL012258 1 1 0

AAEL012259 0 1 0

AAEL012260 1 1 1

AAEL012261 0 1 1

AAEL012262 0 1 1

AAEL012263 1 1 0

AAEL012264 0 1 1

AAEL012265 1 1 1

AAEL012266 1 1 1

AAEL012267 0 1 1

AAEL012268 0 1 1

AAEL012269 0 0 0

AAEL012270 0 0 0

AAEL012271 0 1 1

AAEL012272 1 1 1

AAEL012273 0 1 1

AAEL012274 0 1 1

AAEL012275 0 1 1

AAEL012276 0 1 1

AAEL012277 0 0 0

AAEL012278 1 1 1

AAEL012279 1 1 1

AAEL012280 1 1 1

AAEL012281 0 0 0

AAEL012282 0 1 1

AAEL012283 0 1 0

AAEL012284 0 1 1

AAEL012285 0 0 1

AAEL012286 0 1 0

AAEL012287 0 0 1

AAEL012288 0 0 1

AAEL012289 0 0 0

AAEL012290 1 1 1

AAEL012291 0 0 1

AAEL012292 1 1 1

AAEL012293 0 1 0

AAEL012294 0 0 0

AAEL012295 0 1 1

AAEL012296 0 0 0

AAEL012297 1 1 1
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AAEL012298 0 0 1

AAEL012299 0 0 0

AAEL012300 0 1 0

AAEL012301 0 1 0

AAEL012302 0 0 0

AAEL012303 0 0 0

AAEL012304 0 0 0

AAEL012305 0 0 0

AAEL012306 1 1 1

AAEL012307 1 1 0

AAEL012308 0 0 1

AAEL012309 0 0 0

AAEL012310 0 1 0

AAEL012311 0 1 1

AAEL012312 1 1 0

AAEL012313 0 1 1

AAEL012314 0 0 1

AAEL012315 0 0 0

AAEL012316 0 1 0

AAEL012317 1 1 1

AAEL012318 1 1 1

AAEL012319 0 0 0

AAEL012320 0 1 1

AAEL012321 0 0 1

AAEL012322 0 0 0

AAEL012323 1 1 0

AAEL012324 0 1 1

AAEL012325 0 1 0

AAEL012326 1 0 0

AAEL012327 1 1 1

AAEL012328 0 1 0

AAEL012329 0 1 1

AAEL012330 0 1 1

AAEL012331 0 0 1

AAEL012332 0 0 0

AAEL012333 0 0 1

AAEL012334 0 0 1

AAEL012335 0 1 0

AAEL012336 0 1 1

AAEL012337 0 1 0

AAEL012338 0 0 0

AAEL012339 0 1 0

AAEL012340 0 1 0

AAEL012341 0 1 1

AAEL012342 0 0 0

AAEL012343 0 1 0

AAEL012344 0 1 1

AAEL012345 1 1 1

AAEL012346 0 1 0

AAEL012347 1 0 1

AAEL012348 0 1 0
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AAEL012349 0 0 0

AAEL012350 0 0 0

AAEL012351 0 1 1

AAEL012352 0 0 1

AAEL012353 0 0 1

AAEL012354 1 1 1

AAEL012355 0 1 0

AAEL012356 0 0 0

AAEL012357 1 1 1

AAEL012358 0 0 1

AAEL012359 1 1 1

AAEL012360 0 1 0

AAEL012361 0 0 1

AAEL012362 0 0 0

AAEL012363 0 0 0

AAEL012364 0 1 0

AAEL012365 0 1 0

AAEL012366 0 0 0

AAEL012367 0 0 1

AAEL012368 0 1 1

AAEL012369 0 0 0

AAEL012370 1 0 0

AAEL012371 0 0 1

AAEL012372 1 1 1

AAEL012373 0 0 0

AAEL012374 0 0 1

AAEL012375 0 1 1

AAEL012376 1 0 0

AAEL012377 1 1 1

AAEL012378 0 1 1

AAEL012379 0 0 1

AAEL012380 0 1 1

AAEL012381 0 1 1

AAEL012382 0 0 1

AAEL012383 1 1 0

AAEL012384 0 0 0

AAEL012385 0 0 1

AAEL012386 0 0 0

AAEL012387 1 1 0

AAEL012388 1 0 1

AAEL012389 0 1 0

AAEL012390 1 1 1

AAEL012391 0 1 0

AAEL012392 0 1 1

AAEL012393 0 0 1

AAEL012394 1 1 0

AAEL012395 0 1 0

AAEL012396 0 0 1

AAEL012397 1 1 1

AAEL012398 1 1 1

AAEL012399 0 0 0
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AAEL012400 1 1 1

AAEL012401 0 1 0

AAEL012402 0 0 0

AAEL012403 0 0 0

AAEL012404 0 0 0

AAEL012405 0 0 1

AAEL012406 0 1 1

AAEL012407 0 0 0

AAEL012408 1 0 1

AAEL012409 0 0 1

AAEL012410 0 1 0

AAEL012411 0 0 1

AAEL012412 0 0 0

AAEL012413 1 1 0

AAEL012414 0 0 1

AAEL012415 0 0 1

AAEL012416 0 0 0

AAEL012417 0 0 1

AAEL012418 0 1 1

AAEL012419 1 1 1

AAEL012420 1 1 0

AAEL012421 1 1 0

AAEL012422 0 0 0

AAEL012423 0 1 1

AAEL012424 0 0 0

AAEL012425 0 1 0

AAEL012426 1 1 1

AAEL012427 1 1 1

AAEL012428 0 0 1

AAEL012429 0 0 0

AAEL012430 1 0 1

AAEL012431 0 1 0

AAEL012432 0 0 1

AAEL012433 0 1 1

AAEL012434 0 0 0

AAEL012435 0 1 1

AAEL012436 0 0 1

AAEL012437 0 1 0

AAEL012438 1 1 1

AAEL012439 1 1 1

AAEL012440 1 1 1

AAEL012441 1 1 0

AAEL012442 0 1 0

AAEL012443 0 1 1

AAEL012444 0 1 1

AAEL012445 0 0 1

AAEL012446 0 0 1

AAEL012447 1 0 1

AAEL012448 0 1 1

AAEL012449 0 1 0

AAEL012450 0 0 0
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AAEL012451 0 1 0

AAEL012452 0 0 1

AAEL012453 1 1 1

AAEL012454 0 0 1

AAEL012455 0 1 1

AAEL012456 1 0 1

AAEL012457 1 1 1

AAEL012458 0 1 1

AAEL012459 0 1 0

AAEL012460 1 1 1

AAEL012461 0 0 0

AAEL012462 0 1 0

AAEL012463 0 1 1

AAEL012464 0 1 1

AAEL012465 0 1 1

AAEL012466 0 0 0

AAEL012467 0 0 0

AAEL012468 0 0 0

AAEL012469 0 1 1

AAEL012470 0 0 1

AAEL012471 1 1 1

AAEL012472 1 1 1

AAEL012473 1 1 0

AAEL012474 0 1 1

AAEL012475 0 1 1

AAEL012476 0 1 1

AAEL012477 0 1 1

AAEL012478 1 0 1

AAEL012479 1 1 1

AAEL012480 1 1 1

AAEL012481 0 0 1

AAEL012482 0 0 0

AAEL012483 0 0 1

AAEL012484 0 1 1

AAEL012485 0 0 1

AAEL012486 0 0 1

AAEL012487 0 1 0

AAEL012488 0 0 0

AAEL012489 1 0 1

AAEL012490 0 0 1

AAEL012491 0 0 1

AAEL012492 0 1 1

AAEL012493 0 0 1

AAEL012494 0 1 0

AAEL012495 0 1 1

AAEL012496 0 0 0

AAEL012497 0 0 0

AAEL012498 0 0 0

AAEL012499 1 1 0

AAEL012500 1 1 1

AAEL012501 0 1 1
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AAEL012502 1 1 1

AAEL012503 1 1 1

AAEL012504 1 1 1

AAEL012505 0 0 1

AAEL012506 0 0 1

AAEL012507 0 1 1

AAEL012508 0 1 1

AAEL012509 1 1 1

AAEL012510 1 1 1

AAEL012511 1 1 1

AAEL012512 0 1 1

AAEL012513 0 1 1

AAEL012514 0 1 0

AAEL012515 0 1 1

AAEL012516 0 0 0

AAEL012517 0 0 0

AAEL012518 1 1 1

AAEL012519 1 1 0

AAEL012520 1 0 1

AAEL012521 0 1 1

AAEL012522 0 1 1

AAEL012523 1 1 1

AAEL012524 0 0 1

AAEL012525 1 1 1

AAEL012526 0 0 1

AAEL012527 0 0 0

AAEL012528 0 1 1

AAEL012529 0 0 0

AAEL012530 0 0 1

AAEL012531 0 0 1

AAEL012532 0 1 1

AAEL012533 0 0 0

AAEL012534 0 1 1

AAEL012535 0 1 0

AAEL012536 0 1 1

AAEL012537 0 1 0

AAEL012538 1 1 1

AAEL012539 0 0 0

AAEL012540 0 1 1

AAEL012541 0 0 1

AAEL012542 1 1 0

AAEL012543 0 1 0

AAEL012544 0 0 0

AAEL012545 1 1 1

AAEL012546 0 1 1

AAEL012547 0 1 0

AAEL012548 0 1 0

AAEL012549 0 1 1

AAEL012550 0 1 0

AAEL012551 0 1 0

AAEL012552 1 1 1
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AAEL012553 1 0 1

AAEL012554 0 1 1

AAEL012555 0 1 0

AAEL012556 1 0 1

AAEL012557 1 1 1

AAEL012558 1 1 1

AAEL012559 1 1 1

AAEL012560 1 1 1

AAEL012561 0 1 1

AAEL012562 0 1 1

AAEL012563 1 0 1

AAEL012564 1 1 1

AAEL012565 0 0 1

AAEL012566 0 0 1

AAEL012567 0 1 1

AAEL012568 1 1 1

AAEL012569 0 0 0

AAEL012570 0 0 1

AAEL012571 0 1 1

AAEL012572 0 0 0

AAEL012573 0 0 1

AAEL012574 0 1 1

AAEL012575 1 0 1

AAEL012576 1 1 1

AAEL012577 0 1 0

AAEL012578 1 1 1

AAEL012579 1 1 0

AAEL012580 0 0 0

AAEL012581 0 0 1

AAEL012582 1 0 1

AAEL012583 0 1 0

AAEL012584 0 1 1

AAEL012585 1 1 0

AAEL012586 0 1 1

AAEL012587 0 0 0

AAEL012588 1 1 1

AAEL012589 0 1 0

AAEL012590 0 1 0

AAEL012591 1 1 1

AAEL012592 0 1 1

AAEL012593 0 0 1

AAEL012594 1 0 0

AAEL012595 0 0 1

AAEL012596 0 0 1

AAEL012597 0 0 1

AAEL012598 0 0 0

AAEL012599 0 1 1

AAEL012600 0 0 0

AAEL012601 0 0 1

AAEL012602 0 1 0

AAEL012603 0 0 0
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AAEL012604 0 1 0

AAEL012605 0 1 0

AAEL012606 0 0 0

AAEL012607 1 1 1

AAEL012608 0 1 0

AAEL012609 0 1 0

AAEL012610 1 1 1

AAEL012611 0 1 0

AAEL012612 1 1 1

AAEL012613 0 1 0

AAEL012614 1 0 1

AAEL012615 1 1 0

AAEL012616 1 1 1

AAEL012617 0 1 1

AAEL012618 1 1 1

AAEL012619 0 0 0

AAEL012620 1 1 0

AAEL012621 1 1 0

AAEL012622 1 1 1

AAEL012623 0 1 0

AAEL012624 0 1 1

AAEL012625 0 1 0

AAEL012626 0 0 0

AAEL012627 0 0 1

AAEL012628 0 1 1

AAEL012629 0 1 1

AAEL012630 0 1 0

AAEL012631 1 1 0

AAEL012632 0 1 0

AAEL012633 0 0 1

AAEL012634 0 0 0

AAEL012635 0 1 1

AAEL012636 0 1 1

AAEL012637 0 1 0

AAEL012638 0 0 0

AAEL012639 0 0 0

AAEL012640 0 0 1

AAEL012641 0 0 0

AAEL012642 0 0 1

AAEL012643 0 0 1

AAEL012644 0 1 1

AAEL012645 0 1 1

AAEL012646 1 1 1

AAEL012647 0 1 1

AAEL012648 0 1 1

AAEL012649 0 1 1

AAEL012650 1 1 0

AAEL012651 0 0 0

AAEL012652 0 0 1

AAEL012653 0 0 1

AAEL012654 0 1 0
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AAEL012655 1 1 0

AAEL012656 0 1 1

AAEL012657 0 0 0

AAEL012658 0 1 1

AAEL012659 1 1 1

AAEL012660 0 0 1

AAEL012661 1 1 1

AAEL012662 0 0 1

AAEL012663 0 0 0

AAEL012664 0 1 1

AAEL012665 0 1 1

AAEL012666 0 1 0

AAEL012667 0 1 1

AAEL012668 0 1 0

AAEL012669 0 0 1

AAEL012670 0 1 0

AAEL012671 1 0 1

AAEL012672 0 1 1

AAEL012673 0 1 1

AAEL012674 0 1 1

AAEL012675 0 1 0

AAEL012676 1 1 0

AAEL012677 0 1 1

AAEL012678 0 1 0

AAEL012679 0 0 0

AAEL012680 1 0 0

AAEL012681 1 1 1

AAEL012682 0 1 1

AAEL012683 0 1 1

AAEL012684 1 1 1

AAEL012685 0 0 1

AAEL012686 1 1 0

AAEL012687 0 1 1

AAEL012688 0 1 1

AAEL012689 0 0 1

AAEL012690 0 1 0

AAEL012691 0 0 0

AAEL012692 0 1 1

AAEL012693 0 0 0

AAEL012694 0 0 1

AAEL012695 1 1 1

AAEL012696 0 1 0

AAEL012697 0 1 1

AAEL012698 0 1 1

AAEL012699 0 0 1

AAEL012700 0 0 1

AAEL012701 0 1 1

AAEL012702 0 1 1

AAEL012703 1 1 1

AAEL012704 0 1 1

AAEL012705 0 1 1
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AAEL012706 0 0 1

AAEL012707 0 1 0

AAEL012708 0 0 0

AAEL012709 0 1 0

AAEL012710 0 1 1

AAEL012711 0 0 1

AAEL012712 0 1 1

AAEL012713 0 1 1

AAEL012714 0 1 0

AAEL012715 1 1 1

AAEL012716 1 1 1

AAEL012717 0 0 1

AAEL012718 0 0 1

AAEL012719 0 1 1

AAEL012720 0 0 0

AAEL012721 0 0 0

AAEL012722 0 0 0

AAEL012723 1 1 0

AAEL012724 0 0 0

AAEL012725 0 1 0

AAEL012726 0 0 0

AAEL012727 0 1 0

AAEL012728 0 0 0

AAEL012729 0 0 1

AAEL012730 0 1 1

AAEL012731 1 1 1

AAEL012732 0 0 0

AAEL012733 1 1 1

AAEL012734 1 1 0

AAEL012735 0 1 1

AAEL012736 1 1 1

AAEL012737 0 0 1

AAEL012738 0 0 0

AAEL012739 1 0 0

AAEL012740 1 0 0

AAEL012741 0 0 0

AAEL012742 1 1 1

AAEL012743 0 1 1

AAEL012744 0 1 1

AAEL012745 1 1 0

AAEL012746 1 1 1

AAEL012747 0 0 1

AAEL012748 0 0 0

AAEL012749 1 0 0

AAEL012750 0 1 0

AAEL012751 1 0 0

AAEL012752 0 0 0

AAEL012753 0 0 1

AAEL012754 0 0 1

AAEL012755 0 1 0

AAEL012756 0 0 1
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AAEL012757 0 1 1

AAEL012758 0 1 0

AAEL012759 0 0 1

AAEL012760 0 0 0

AAEL012761 0 0 0

AAEL012762 0 0 0

AAEL012763 1 1 1

AAEL012764 1 1 1

AAEL012765 0 1 0

AAEL012766 0 1 0

AAEL012767 0 0 0

AAEL012768 0 0 0

AAEL012769 0 0 0

AAEL012770 0 0 0

AAEL012771 0 1 0

AAEL012772 0 0 1

AAEL012773 0 0 1

AAEL012774 1 1 1

AAEL012775 0 1 0

AAEL012776 1 1 1

AAEL012777 0 1 1

AAEL012778 1 1 1

AAEL012779 1 1 1

AAEL012780 0 0 1

AAEL012781 0 0 1

AAEL012782 0 0 0

AAEL012783 0 1 1

AAEL012784 0 1 0

AAEL012785 0 1 1

AAEL012786 0 0 0

AAEL012787 0 1 1

AAEL012788 0 0 0

AAEL012789 0 0 0

AAEL012790 0 0 0

AAEL012791 0 0 1

AAEL012792 0 0 0

AAEL012793 0 0 0

AAEL012794 1 1 0

AAEL012795 0 0 0

AAEL012796 0 0 0

AAEL012797 0 0 1

AAEL012798 0 0 0

AAEL012799 0 0 1

AAEL012800 0 0 1

AAEL012801 0 1 1

AAEL012802 0 1 1

AAEL012803 0 0 0

AAEL012804 0 1 0

AAEL012805 0 1 0

AAEL012806 0 1 0

AAEL012807 0 1 1

Page 251



AAEL012808 0 1 1

AAEL012809 0 1 1

AAEL012810 0 1 1

AAEL012811 0 1 1

AAEL012812 0 0 0

AAEL012813 0 1 1

AAEL012814 0 0 0

AAEL012815 0 0 1

AAEL012816 0 1 0

AAEL012817 1 1 1

AAEL012818 0 1 1

AAEL012819 1 1 1

AAEL012820 0 1 1

AAEL012821 0 0 0

AAEL012822 0 1 1

AAEL012823 0 0 1

AAEL012824 0 0 0

AAEL012825 0 1 1

AAEL012826 1 1 1

AAEL012827 1 1 1

AAEL012828 1 1 1

AAEL012829 0 0 0

AAEL012830 1 1 0

AAEL012831 0 1 1

AAEL012832 0 1 1

AAEL012833 0 1 1

AAEL012834 0 1 1

AAEL012835 0 1 0

AAEL012836 0 1 1

AAEL012837 0 1 1

AAEL012838 0 1 1

AAEL012839 0 1 0

AAEL012840 0 0 1

AAEL012841 1 1 1

AAEL012842 0 1 0

AAEL012843 0 1 0

AAEL012844 0 0 0

AAEL012845 0 1 1

AAEL012846 0 1 0

AAEL012847 0 0 0

AAEL012848 0 0 0

AAEL012849 1 1 1

AAEL012850 0 0 0

AAEL012851 0 1 1

AAEL012852 0 0 1

AAEL012853 1 0 1

AAEL012854 0 0 1

AAEL012855 0 0 1

AAEL012856 0 1 1

AAEL012857 0 0 0

AAEL012858 0 0 1
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AAEL012859 0 1 1

AAEL012860 0 1 1

AAEL012861 1 1 0

AAEL012862 0 1 1

AAEL012863 1 1 0

AAEL012864 0 1 1

AAEL012865 1 1 1

AAEL012866 0 0 1

AAEL012867 0 0 1

AAEL012868 0 0 0

AAEL012869 0 1 0

AAEL012870 0 0 0

AAEL012871 0 0 1

AAEL012872 0 0 0

AAEL012873 0 1 1

AAEL012874 1 1 1

AAEL012875 0 1 1

AAEL012876 1 1 1

AAEL012877 0 0 0

AAEL012878 0 1 1

AAEL012879 0 0 0

AAEL012880 0 1 0

AAEL012881 0 0 0

AAEL012882 0 1 1

AAEL012883 1 1 1

AAEL012884 0 1 1

AAEL012885 0 1 0

AAEL012886 0 1 0

AAEL012887 0 0 0

AAEL012888 1 1 1

AAEL012889 0 0 0

AAEL012890 0 0 1

AAEL012891 0 0 1

AAEL012892 0 0 1

AAEL012893 0 1 0

AAEL012894 0 0 0

AAEL012895 0 1 0

AAEL012896 1 0 1

AAEL012897 0 1 1

AAEL012898 1 0 1

AAEL012899 0 1 1

AAEL012900 0 0 0

AAEL012901 0 0 1

AAEL012902 0 0 1

AAEL012903 0 1 1

AAEL012904 1 1 1

AAEL012905 0 1 0

AAEL012906 0 0 0

AAEL012907 0 1 1

AAEL012908 0 0 0

AAEL012909 0 0 0
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AAEL012910 0 0 1

AAEL012911 0 1 0

AAEL012912 1 0 1

AAEL012913 0 0 1

AAEL012914 0 0 0

AAEL012915 0 0 0

AAEL012916 1 1 0

AAEL012917 0 0 1

AAEL012918 1 1 1

AAEL012919 0 0 1

AAEL012920 0 0 1

AAEL012921 0 0 1

AAEL012922 0 0 0

AAEL012923 0 0 1

AAEL012924 1 1 1

AAEL012925 1 0 1

AAEL012926 0 1 1

AAEL012927 0 1 1

AAEL012928 0 0 1

AAEL012929 0 0 0

AAEL012930 1 1 1

AAEL012931 1 1 1

AAEL012932 0 1 0

AAEL012933 0 0 1

AAEL012935 1 1 1

AAEL012936 0 1 0

AAEL012937 0 0 0

AAEL012938 0 0 1

AAEL012939 1 1 1

AAEL012940 0 1 1

AAEL012941 0 1 1

AAEL012942 1 1 1

AAEL012943 1 1 1

AAEL012944 1 1 1

AAEL012945 0 1 1

AAEL012946 0 0 1

AAEL012947 0 0 1

AAEL012948 0 0 1

AAEL012949 0 1 0

AAEL012950 0 1 1

AAEL012951 0 1 1

AAEL012952 0 1 0

AAEL012953 1 1 1

AAEL012954 0 0 1

AAEL012955 0 1 0

AAEL012956 1 1 0

AAEL012957 0 1 0

AAEL012958 0 0 1

AAEL012959 0 1 0

AAEL012960 1 1 1

AAEL012961 0 0 0
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AAEL012962 0 0 1

AAEL012963 0 0 1

AAEL012964 1 1 1

AAEL012965 0 1 0

AAEL012966 0 0 0

AAEL012967 0 1 1

AAEL012968 0 0 0

AAEL012969 0 1 1

AAEL012970 0 0 0

AAEL012971 0 1 0

AAEL012972 0 0 0

AAEL012973 0 1 1

AAEL012974 0 1 1

AAEL012975 0 1 1

AAEL012976 0 0 1

AAEL012977 0 0 0

AAEL012978 0 1 1

AAEL012979 0 0 0

AAEL012980 0 1 1

AAEL012981 0 1 1

AAEL012982 0 0 1

AAEL012983 0 1 0

AAEL012984 0 0 1

AAEL012985 0 1 0

AAEL012986 0 1 0

AAEL012987 1 1 0

AAEL012988 0 0 0

AAEL012989 1 1 1

AAEL012990 0 1 1

AAEL012991 0 0 1

AAEL012992 0 0 0

AAEL012993 0 1 1

AAEL012994 1 1 1

AAEL012995 0 1 0

AAEL012996 1 1 1

AAEL012997 0 1 0

AAEL012998 0 1 0

AAEL012999 1 0 1

AAEL013000 0 0 0

AAEL013001 0 1 0

AAEL013002 1 0 1

AAEL013003 0 0 1

AAEL013004 0 1 0

AAEL013005 1 1 1

AAEL013006 0 1 1

AAEL013007 0 1 1

AAEL013008 0 0 0

AAEL013009 1 1 0

AAEL013010 0 0 0

AAEL013011 0 1 1

AAEL013012 1 1 0
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AAEL013013 0 0 1

AAEL013014 0 1 0

AAEL013015 0 0 1

AAEL013016 0 1 0

AAEL013017 0 1 1

AAEL013018 1 1 1

AAEL013019 0 0 1

AAEL013020 0 1 1

AAEL013021 0 1 0

AAEL013022 0 1 0

AAEL013023 0 0 0

AAEL013024 1 0 1

AAEL013025 0 1 1

AAEL013026 0 0 0

AAEL013027 1 1 0

AAEL013028 0 1 1

AAEL013029 0 1 1

AAEL013030 0 1 1

AAEL013031 0 0 0

AAEL013032 0 0 0

AAEL013033 0 0 0

AAEL013034 0 0 0

AAEL013035 0 0 1

AAEL013036 0 0 0

AAEL013037 0 0 1

AAEL013038 0 0 1

AAEL013039 0 1 1

AAEL013040 0 1 1

AAEL013041 0 0 0

AAEL013042 0 0 0

AAEL013043 0 0 1

AAEL013044 0 1 1

AAEL013045 0 0 0

AAEL013046 0 1 1

AAEL013047 0 1 1

AAEL013048 0 1 1

AAEL013049 0 1 1

AAEL013050 0 0 0

AAEL013051 0 1 0

AAEL013052 0 1 1

AAEL013053 0 1 0

AAEL013054 0 1 1

AAEL013055 0 0 1

AAEL013056 0 0 1

AAEL013057 0 0 1

AAEL013058 0 1 1

AAEL013059 0 0 1

AAEL013060 1 1 0

AAEL013061 1 1 1

AAEL013062 1 0 1

AAEL013063 0 1 0
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AAEL013064 0 1 0

AAEL013065 1 1 0

AAEL013066 1 1 1

AAEL013067 0 0 1

AAEL013068 1 1 1

AAEL013069 1 1 0

AAEL013070 0 1 1

AAEL013071 1 1 1

AAEL013072 1 1 0

AAEL013073 0 0 0

AAEL013074 0 0 0

AAEL013075 0 1 1

AAEL013076 1 1 0

AAEL013077 0 0 0

AAEL013078 0 1 1

AAEL013079 1 1 1

AAEL013080 1 1 0

AAEL013081 0 0 0

AAEL013082 0 0 1

AAEL013083 0 1 1

AAEL013084 0 0 0

AAEL013085 0 1 1

AAEL013086 1 1 1

AAEL013087 0 1 1

AAEL013088 0 1 0

AAEL013089 0 1 1

AAEL013090 0 1 0

AAEL013091 0 1 1

AAEL013092 0 1 1

AAEL013093 0 1 1

AAEL013094 0 1 0

AAEL013095 0 0 0

AAEL013096 0 1 1

AAEL013097 0 1 0

AAEL013098 0 1 1

AAEL013099 0 0 1

AAEL013100 0 0 0

AAEL013101 0 0 1

AAEL013102 0 0 0

AAEL013103 0 1 1

AAEL013104 0 0 0

AAEL013105 0 1 0

AAEL013106 0 0 0

AAEL013107 0 1 1

AAEL013108 0 1 1

AAEL013109 0 1 1

AAEL013110 0 1 1

AAEL013111 0 1 1

AAEL013112 0 0 1

AAEL013113 0 1 0

AAEL013114 0 1 1
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AAEL013115 0 1 1

AAEL013116 1 1 1

AAEL013117 0 0 0

AAEL013118 0 1 1

AAEL013119 0 1 1

AAEL013120 0 0 1

AAEL013121 1 1 1

AAEL013122 0 1 0

AAEL013123 0 0 1

AAEL013124 0 1 1

AAEL013125 0 0 0

AAEL013126 0 1 0

AAEL013127 0 1 1

AAEL013128 0 1 1

AAEL013129 0 1 1

AAEL013130 0 0 1

AAEL013131 1 1 0

AAEL013132 1 1 1

AAEL013133 0 0 0

AAEL013134 1 1 0

AAEL013135 0 1 0

AAEL013136 1 1 0

AAEL013137 1 0 0

AAEL013138 0 0 1

AAEL013139 1 1 1

AAEL013140 0 1 0

AAEL013141 0 0 0

AAEL013142 1 1 1

AAEL013143 0 1 1

AAEL013144 1 1 1

AAEL013145 0 0 0

AAEL013146 0 0 0

AAEL013147 1 1 0

AAEL013148 0 0 0

AAEL013149 0 0 0

AAEL013150 1 1 1

AAEL013151 1 1 1

AAEL013152 0 0 0

AAEL013153 0 0 0

AAEL013154 0 0 1

AAEL013155 0 0 0

AAEL013156 0 1 1

AAEL013157 0 0 0

AAEL013158 0 1 0

AAEL013159 0 0 0

AAEL013160 0 0 1

AAEL013161 0 0 1

AAEL013162 0 0 1

AAEL013163 0 1 1

AAEL013164 0 1 1

AAEL013165 0 0 1

Page 258



AAEL013166 0 1 0

AAEL013167 0 0 1

AAEL013168 1 1 1

AAEL013169 0 0 1

AAEL013170 0 1 1

AAEL013171 1 1 1

AAEL013172 1 1 0

AAEL013173 1 1 1

AAEL013174 1 0 0

AAEL013175 0 1 1

AAEL013176 0 1 1

AAEL013177 1 1 1

AAEL013178 0 1 1

AAEL013179 0 1 1

AAEL013180 0 1 1

AAEL013181 0 0 0

AAEL013182 1 1 1

AAEL013183 0 1 1

AAEL013184 0 1 1

AAEL013185 0 0 0

AAEL013186 0 0 0

AAEL013187 0 0 1

AAEL013188 1 1 1

AAEL013189 1 1 1

AAEL013190 0 0 0

AAEL013191 0 0 0

AAEL013192 0 0 1

AAEL013193 0 0 0

AAEL013194 0 0 0

AAEL013195 0 0 0

AAEL013196 0 0 0

AAEL013197 0 1 1

AAEL013198 0 0 0

AAEL013199 0 1 1

AAEL013200 0 0 0

AAEL013201 0 1 1

AAEL013202 0 0 0

AAEL013203 1 1 1

AAEL013204 0 1 1

AAEL013205 0 1 0

AAEL013206 1 1 1

AAEL013207 1 1 1

AAEL013208 1 0 0

AAEL013209 0 0 0

AAEL013210 1 1 0

AAEL013211 1 1 1

AAEL013212 0 1 1

AAEL013213 0 1 0

AAEL013214 0 1 1

AAEL013215 0 1 0

AAEL013216 0 1 1
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AAEL013217 0 0 0

AAEL013218 0 1 0

AAEL013219 0 0 0

AAEL013220 1 1 1

AAEL013221 1 1 1

AAEL013222 0 1 1

AAEL013223 0 0 0

AAEL013224 0 0 1

AAEL013225 0 1 0

AAEL013226 0 1 1

AAEL013227 1 1 1

AAEL013228 0 1 0

AAEL013229 0 1 1

AAEL013230 1 1 0

AAEL013231 0 0 1

AAEL013232 0 1 1

AAEL013233 0 1 1

AAEL013234 0 0 0

AAEL013235 1 1 1

AAEL013236 1 1 1

AAEL013237 0 0 1

AAEL013238 0 0 0

AAEL013239 1 0 0

AAEL013240 1 1 1

AAEL013241 0 0 0

AAEL013242 1 1 1

AAEL013243 1 1 1

AAEL013244 0 1 0

AAEL013245 0 1 1

AAEL013246 0 0 0

AAEL013247 0 0 1

AAEL013248 0 1 1

AAEL013249 0 0 0

AAEL013250 1 1 0

AAEL013251 0 0 0

AAEL013252 1 1 1

AAEL013253 1 1 1

AAEL013254 0 0 0

AAEL013255 0 1 0

AAEL013256 1 1 1

AAEL013257 1 1 0

AAEL013258 0 1 0

AAEL013259 0 0 0

AAEL013260 0 1 1

AAEL013261 0 1 1

AAEL013262 1 1 1

AAEL013263 0 1 1

AAEL013264 0 1 1

AAEL013265 0 1 0

AAEL013266 0 1 1

AAEL013267 0 1 0
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AAEL013268 0 1 0

AAEL013269 0 1 0

AAEL013270 1 1 1

AAEL013271 0 0 1

AAEL013272 1 1 0

AAEL013273 0 1 1

AAEL013274 1 1 0

AAEL013275 1 1 1

AAEL013276 0 0 0

AAEL013277 0 0 1

AAEL013278 0 1 0

AAEL013279 1 1 1

AAEL013280 1 1 0

AAEL013281 0 0 1

AAEL013282 0 0 0

AAEL013283 0 1 0

AAEL013284 1 0 1

AAEL013285 1 1 1

AAEL013286 0 0 0

AAEL013287 0 1 1

AAEL013288 0 1 1

AAEL013289 1 0 1

AAEL013290 1 1 1

AAEL013291 1 1 0

AAEL013292 0 0 1

AAEL013293 0 1 1

AAEL013294 0 0 0

AAEL013295 1 1 1

AAEL013296 0 0 0

AAEL013297 0 0 0

AAEL013298 0 0 0

AAEL013299 0 0 0

AAEL013300 0 1 1

AAEL013301 0 1 1

AAEL013302 0 0 1

AAEL013303 0 0 0

AAEL013304 0 1 1

AAEL013305 1 1 1

AAEL013306 0 1 1

AAEL013307 0 1 1

AAEL013308 0 0 0

AAEL013309 1 1 1

AAEL013310 1 1 0

AAEL013311 0 0 0

AAEL013312 0 0 1

AAEL013313 1 1 1

AAEL013314 1 1 1

AAEL013315 0 1 0

AAEL013316 1 0 1

AAEL013317 1 0 1

AAEL013318 0 0 0
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AAEL013319 0 1 0

AAEL013320 1 1 1

AAEL013321 0 0 1

AAEL013322 0 0 0

AAEL013323 0 1 0

AAEL013324 0 1 0

AAEL013325 0 1 1

AAEL013326 1 0 0

AAEL013327 0 1 1

AAEL013328 0 0 0

AAEL013329 0 1 0

AAEL013330 0 1 1

AAEL013331 0 0 1

AAEL013332 0 1 0

AAEL013333 0 0 0

AAEL013334 1 1 0

AAEL013335 1 0 0

AAEL013336 0 1 1

AAEL013337 0 0 0

AAEL013338 1 1 1

AAEL013339 0 1 0

AAEL013340 0 0 0

AAEL013341 0 1 1

AAEL013342 1 1 0

AAEL013343 0 1 1

AAEL013344 0 1 1

AAEL013345 0 1 0

AAEL013346 0 1 1

AAEL013347 0 1 1

AAEL013348 0 1 1

AAEL013349 0 1 0

AAEL013350 0 0 0

AAEL013351 0 0 0

AAEL013352 0 1 0

AAEL013353 1 1 1

AAEL013354 0 0 0

AAEL013355 1 1 1

AAEL013356 1 1 1

AAEL013357 0 1 0

AAEL013358 0 0 1

AAEL013359 1 1 1

AAEL013360 0 0 0

AAEL013361 0 1 0

AAEL013362 0 0 0

AAEL013363 1 1 0

AAEL013364 0 1 0

AAEL013365 0 0 0

AAEL013366 0 0 0

AAEL013367 0 1 0

AAEL013368 0 0 1

AAEL013369 0 1 1
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AAEL013370 0 0 0

AAEL013371 0 1 1

AAEL013372 1 1 0

AAEL013373 0 0 1

AAEL013374 0 1 1

AAEL013375 0 0 0

AAEL013376 0 0 0

AAEL013377 0 0 0

AAEL013378 0 0 1

AAEL013379 0 0 0

AAEL013380 0 0 1

AAEL013381 0 1 0

AAEL013382 1 1 1

AAEL013383 0 0 0

AAEL013384 0 0 0

AAEL013385 0 1 1

AAEL013386 0 1 1

AAEL013387 0 1 0

AAEL013388 0 0 1

AAEL013389 0 1 1

AAEL013390 1 1 1

AAEL013391 1 0 1

AAEL013392 0 1 1

AAEL013393 0 1 1

AAEL013394 1 1 1

AAEL013395 0 1 1

AAEL013396 1 1 0

AAEL013397 0 1 1

AAEL013398 0 0 1

AAEL013399 0 1 1

AAEL013400 0 1 1

AAEL013401 0 0 0

AAEL013402 0 1 1

AAEL013403 0 1 1

AAEL013404 0 1 1

AAEL013405 0 0 0

AAEL013406 0 0 0

AAEL013407 1 1 1

AAEL013408 1 1 1

AAEL013409 0 0 1

AAEL013410 0 1 1

AAEL013411 0 0 1

AAEL013412 0 0 0

AAEL013413 0 0 0

AAEL013414 0 0 0

AAEL013415 0 0 0

AAEL013416 0 0 0

AAEL013417 0 1 1

AAEL013418 0 0 0

AAEL013419 0 0 0

AAEL013420 0 0 0
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AAEL013421 1 1 1

AAEL013422 0 1 0

AAEL013423 0 0 0

AAEL013424 0 0 0

AAEL013425 1 1 1

AAEL013426 0 1 1

AAEL013427 0 0 1

AAEL013428 0 0 0

AAEL013429 1 1 1

AAEL013430 0 1 1

AAEL013431 1 0 0

AAEL013432 0 1 0

AAEL013433 0 1 0

AAEL013434 0 1 1

AAEL013435 0 0 0

AAEL013436 0 1 1

AAEL013437 0 0 0

AAEL013438 0 0 0

AAEL013439 0 0 0

AAEL013440 0 0 0

AAEL013441 1 1 1

AAEL013442 0 0 0

AAEL013443 0 0 1

AAEL013444 0 0 0

AAEL013445 0 0 1

AAEL013446 1 0 1

AAEL013447 0 0 0

AAEL013448 0 0 0

AAEL013449 0 0 1

AAEL013450 1 1 0

AAEL013451 0 1 0

AAEL013452 0 1 0

AAEL013453 0 1 1

AAEL013454 0 0 1

AAEL013455 0 0 1

AAEL013456 0 0 1

AAEL013457 0 0 1

AAEL013458 1 1 1

AAEL013459 0 0 0

AAEL013460 1 1 0

AAEL013461 0 1 1

AAEL013462 0 0 1

AAEL013463 0 0 1

AAEL013464 0 0 1

AAEL013465 0 0 1

AAEL013466 0 0 0

AAEL013467 0 1 1

AAEL013468 0 1 1

AAEL013469 0 1 0

AAEL013470 0 1 1

AAEL013471 0 1 1
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AAEL013472 1 1 1

AAEL013473 0 1 0

AAEL013474 0 0 0

AAEL013475 0 0 0

AAEL013476 0 0 0

AAEL013477 0 0 0

AAEL013478 0 1 1

AAEL013479 0 0 0

AAEL013480 0 0 1

AAEL013481 0 0 0

AAEL013482 0 1 1

AAEL013483 1 1 0

AAEL013484 0 1 1

AAEL013485 0 0 0

AAEL013486 1 0 1

AAEL013487 1 1 0

AAEL013488 0 1 1

AAEL013489 1 0 1

AAEL013490 1 1 0

AAEL013491 1 1 0

AAEL013492 0 1 1

AAEL013493 0 0 1

AAEL013494 0 1 1

AAEL013495 1 1 0

AAEL013496 0 0 1

AAEL013497 0 0 1

AAEL013498 0 1 1

AAEL013499 1 1 1

AAEL013500 0 1 1

AAEL013501 0 1 1

AAEL013502 0 1 0

AAEL013503 0 1 1

AAEL013504 0 0 0

AAEL013505 0 0 0

AAEL013506 0 1 0

AAEL013507 0 0 1

AAEL013508 0 0 0

AAEL013509 0 0 0

AAEL013510 1 1 1

AAEL013511 0 1 0

AAEL013512 0 0 0

AAEL013513 0 0 1

AAEL013514 0 0 1

AAEL013515 1 1 1

AAEL013516 0 0 1

AAEL013517 1 1 0

AAEL013518 0 0 0

AAEL013519 0 0 0

AAEL013520 1 1 1

AAEL013521 0 1 1

AAEL013522 1 1 1
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AAEL013523 0 0 0

AAEL013524 0 0 0

AAEL013525 0 1 1

AAEL013526 0 1 0

AAEL013527 1 1 1

AAEL013528 1 1 1

AAEL013529 0 0 0

AAEL013530 1 1 1

AAEL013531 1 1 1

AAEL013532 0 1 1

AAEL013533 1 0 1

AAEL013534 1 1 1

AAEL013535 1 1 1

AAEL013536 1 0 0

AAEL013537 1 1 1

AAEL013538 1 1 0

AAEL013539 1 0 1

AAEL013540 1 1 1

AAEL013541 0 1 0

AAEL013542 1 1 1

AAEL013543 0 1 0

AAEL013544 1 1 1

AAEL013545 0 0 0

AAEL013546 1 1 0

AAEL013547 0 1 1

AAEL013548 0 1 0

AAEL013549 0 0 0

AAEL013550 1 1 1

AAEL013551 0 1 0

AAEL013552 0 1 1

AAEL013553 1 1 1

AAEL013554 0 1 0

AAEL013555 0 1 1

AAEL013556 0 1 0

AAEL013557 0 1 1

AAEL013558 0 0 0

AAEL013559 0 1 0

AAEL013560 1 1 1

AAEL013561 0 0 0

AAEL013562 0 0 0

AAEL013563 0 0 1

AAEL013564 0 0 0

AAEL013565 0 0 0

AAEL013566 0 1 0

AAEL013567 0 1 1

AAEL013568 1 1 1

AAEL013569 0 1 1

AAEL013570 0 1 1

AAEL013571 1 0 1

AAEL013572 0 0 1

AAEL013573 0 0 0
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AAEL013574 0 1 1

AAEL013575 0 1 0

AAEL013576 0 0 0

AAEL013577 0 1 0

AAEL013578 0 1 0

AAEL013579 0 0 1

AAEL013580 0 0 0

AAEL013581 0 1 1

AAEL013582 0 1 0

AAEL013583 0 1 0

AAEL013584 0 1 1

AAEL013585 0 1 1

AAEL013586 0 1 0

AAEL013587 0 0 0

AAEL013588 0 0 1

AAEL013589 0 0 0

AAEL013590 0 1 1

AAEL013591 0 1 0

AAEL013592 0 0 0

AAEL013593 0 0 0

AAEL013594 0 1 1

AAEL013595 0 0 0

AAEL013596 1 1 1

AAEL013597 0 0 1

AAEL013598 0 0 0

AAEL013599 0 0 0

AAEL013600 0 0 0

AAEL013601 0 0 0

AAEL013602 0 0 0

AAEL013603 0 1 1

AAEL013604 0 0 0

AAEL013605 0 0 1

AAEL013606 0 0 0

AAEL013607 0 0 0

AAEL013608 1 1 1

AAEL013609 0 0 1

AAEL013610 1 1 0

AAEL013611 0 0 0

AAEL013612 1 1 1

AAEL013613 1 1 1

AAEL013614 1 1 1

AAEL013615 0 1 1

AAEL013616 0 0 1

AAEL013617 1 1 1

AAEL013618 0 1 1

AAEL013619 0 0 0

AAEL013620 0 1 1

AAEL013621 1 1 1

AAEL013622 0 0 1

AAEL013623 0 1 1

AAEL013624 0 1 0
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AAEL013625 1 1 0

AAEL013626 0 1 1

AAEL013627 0 1 1

AAEL013628 1 1 1

AAEL013629 0 0 1

AAEL013630 0 0 1

AAEL013631 1 1 1

AAEL013632 0 1 0

AAEL013633 0 0 1

AAEL013634 0 0 0

AAEL013635 0 1 0

AAEL013636 0 1 1

AAEL013637 0 1 0

AAEL013638 0 0 1

AAEL013639 0 1 0

AAEL013640 1 1 1

AAEL013641 0 0 0

AAEL013642 0 1 1

AAEL013643 0 1 1

AAEL013644 0 1 0

AAEL013645 0 0 1

AAEL013646 0 0 0

AAEL013647 0 0 0

AAEL013648 0 1 0

AAEL013649 1 1 1

AAEL013650 0 1 0

AAEL013651 0 0 1

AAEL013652 1 1 0

AAEL013653 1 1 1

AAEL013654 0 0 1

AAEL013655 1 1 1

AAEL013656 1 1 1

AAEL013657 0 1 0

AAEL013658 0 1 1

AAEL013659 0 0 0

AAEL013660 1 0 1

AAEL013661 1 1 1

AAEL013662 0 0 0

AAEL013675 1 1 1

AAEL013676 0 1 1

AAEL013677 0 0 1

AAEL013678 1 1 0

AAEL013679 0 1 1

AAEL013680 0 0 1

AAEL013681 0 1 0

AAEL013682 0 0 1

AAEL013683 0 1 0

AAEL013684 0 0 1

AAEL013685 0 1 0

AAEL013686 0 0 0

AAEL013687 0 1 1
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AAEL013688 0 1 1

AAEL013689 0 1 1

AAEL013690 0 1 1

AAEL013691 0 0 1

AAEL013692 0 0 1

AAEL013693 0 1 1

AAEL013694 0 1 1

AAEL013695 0 0 0

AAEL013696 0 0 1

AAEL013697 0 1 0

AAEL013698 0 0 0

AAEL013699 0 0 0

AAEL013700 1 1 1

AAEL013701 0 0 1

AAEL013702 0 0 1

AAEL013703 1 1 1

AAEL013704 0 1 1

AAEL013705 0 1 0

AAEL013706 0 1 0

AAEL013707 0 0 1

AAEL013708 0 0 0

AAEL013709 1 0 1

AAEL013710 0 1 1

AAEL013711 0 0 1

AAEL013712 0 1 1

AAEL013713 0 0 0

AAEL013714 0 1 1

AAEL013715 0 1 1

AAEL013716 0 0 0

AAEL013717 0 1 1

AAEL013718 0 0 1

AAEL013719 0 0 1

AAEL013720 0 0 0

AAEL013721 1 1 1

AAEL013722 0 0 0

AAEL013723 0 0 1

AAEL013724 0 1 1

AAEL013725 1 1 1

AAEL013726 0 0 0

AAEL013727 0 0 1

AAEL013728 0 1 1

AAEL013729 1 1 1

AAEL013730 0 0 1

AAEL013731 0 1 1

AAEL013732 0 1 1

AAEL013733 0 0 0

AAEL013734 1 0 1

AAEL013735 0 0 1

AAEL013736 0 0 1

AAEL013737 0 0 0

AAEL013738 1 1 1
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AAEL013739 1 1 1

AAEL013740 0 1 1

AAEL013741 0 1 1

AAEL013742 0 1 0

AAEL013743 0 1 0

AAEL013744 1 1 1

AAEL013745 0 0 0

AAEL013746 1 1 1

AAEL013747 0 0 1

AAEL013748 0 0 1

AAEL013749 1 1 0

AAEL013750 0 0 0

AAEL013751 0 0 0

AAEL013752 0 0 0

AAEL013753 0 0 1

AAEL013754 0 1 0

AAEL013755 0 1 0

AAEL013756 0 1 0

AAEL013757 1 1 1

AAEL013758 0 0 0

AAEL013759 1 0 0

AAEL013760 0 1 1

AAEL013761 1 1 1

AAEL013762 0 0 0

AAEL013763 0 0 0

AAEL013764 0 0 1

AAEL013765 0 0 0

AAEL013766 1 1 1

AAEL013767 0 1 0

AAEL013768 0 1 0

AAEL013769 0 1 1

AAEL013770 0 0 1

AAEL013771 0 1 0

AAEL013772 0 1 1

AAEL013773 0 1 1

AAEL013774 1 1 1

AAEL013775 0 1 1

AAEL013776 0 0 1

AAEL013777 1 0 1

AAEL013778 1 1 1

AAEL013779 0 0 1

AAEL013780 0 1 1

AAEL013781 0 0 0

AAEL013782 0 1 1

AAEL013783 0 1 1

AAEL013784 0 1 1

AAEL013785 0 1 1

AAEL013786 0 1 1

AAEL013787 0 0 1

AAEL013788 0 0 0

AAEL013789 0 0 1
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AAEL013790 0 1 1

AAEL013791 0 0 1

AAEL013792 0 0 0

AAEL013793 0 0 1

AAEL013794 0 0 0

AAEL013795 0 1 1

AAEL013796 0 1 0

AAEL013797 0 0 1

AAEL013798 0 0 1

AAEL013799 0 1 1

AAEL013800 1 1 1

AAEL013801 0 1 0

AAEL013802 0 0 0

AAEL013803 0 0 0

AAEL013804 0 0 0

AAEL013805 0 0 1

AAEL013806 0 0 1

AAEL013807 0 0 0

AAEL013808 0 1 0

AAEL013809 0 0 1

AAEL013811 1 1 0

AAEL013812 0 1 1

AAEL013813 0 1 1

AAEL013814 0 1 1

AAEL013815 0 1 1

AAEL013816 1 1 1

AAEL013817 0 0 0

AAEL013818 0 0 1

AAEL013819 0 1 1

AAEL013820 0 0 1

AAEL013821 0 1 1

AAEL013822 0 1 1

AAEL013823 0 1 1

AAEL013824 0 0 1

AAEL013825 0 1 0

AAEL013826 0 1 1

AAEL013827 0 1 1

AAEL013828 1 1 1

AAEL013829 0 1 0

AAEL013830 0 0 1

AAEL013831 0 1 0

AAEL013832 0 0 0

AAEL013833 0 0 0

AAEL013834 0 0 0

AAEL013835 0 1 0

AAEL013836 0 0 0

AAEL013837 1 0 0

AAEL013838 0 0 0

AAEL013839 0 1 0

AAEL013840 0 1 1

AAEL013841 0 1 0
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AAEL013842 0 0 0

AAEL013843 0 1 0

AAEL013844 1 1 1

AAEL013845 1 1 0

AAEL013846 0 1 1

AAEL013847 0 0 0

AAEL013848 0 0 1

AAEL013849 0 0 1

AAEL013850 0 0 1

AAEL013851 0 1 1

AAEL013852 1 1 0

AAEL013853 0 1 1

AAEL013854 0 1 1

AAEL013855 0 0 0

AAEL013856 0 1 0

AAEL013857 1 1 0

AAEL013858 0 0 0

AAEL013859 0 1 1

AAEL013860 0 0 0

AAEL013861 0 0 0

AAEL013862 1 1 1

AAEL013863 1 1 1

AAEL013864 0 1 1

AAEL013865 0 1 0

AAEL013866 0 1 1

AAEL013867 1 0 1

AAEL013868 0 0 0

AAEL013869 1 1 0

AAEL013870 0 1 1

AAEL013871 1 1 1

AAEL013872 0 1 1

AAEL013873 0 0 0

AAEL013874 0 0 0

AAEL013875 1 1 1

AAEL013876 1 1 1

AAEL013877 1 1 1

AAEL013878 0 0 0

AAEL013879 0 0 0

AAEL013880 1 0 0

AAEL013881 0 0 0

AAEL013882 1 0 0

AAEL013883 0 1 1

AAEL013884 0 1 0

AAEL013885 1 1 0

AAEL013886 0 1 1

AAEL013887 1 1 1

AAEL013888 0 1 1

AAEL013889 0 0 0

AAEL013890 0 1 0

AAEL013891 1 0 1

AAEL013892 0 0 0
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AAEL013893 0 0 0

AAEL013894 0 0 0

AAEL013895 1 1 1

AAEL013896 1 1 1

AAEL013897 0 1 1

AAEL013898 1 1 1

AAEL013899 1 1 1

AAEL013900 0 1 0

AAEL013901 0 1 0

AAEL013902 0 1 1

AAEL013903 0 1 0

AAEL013904 0 1 1

AAEL013905 1 1 0

AAEL013906 0 0 0

AAEL013907 0 1 1

AAEL013908 0 0 1

AAEL013909 0 0 0

AAEL013910 0 1 0

AAEL013911 0 0 0

AAEL013912 0 1 0

AAEL013913 0 1 1

AAEL013914 0 1 1

AAEL013915 0 1 1

AAEL013916 0 1 1

AAEL013917 0 0 0

AAEL013918 0 0 1

AAEL013919 0 0 0

AAEL013920 1 0 0

AAEL013921 0 1 1

AAEL013933 0 1 1

AAEL013934 0 1 1

AAEL013935 0 1 1

AAEL013936 0 0 1

AAEL013937 1 0 1

AAEL013938 0 0 0

AAEL013939 1 1 0

AAEL013940 1 1 0

AAEL013941 1 0 1

AAEL013942 0 1 0

AAEL013943 0 1 1

AAEL013944 0 0 0

AAEL013945 0 1 1

AAEL013946 0 0 0

AAEL013947 0 0 0

AAEL013948 0 1 1

AAEL013949 0 1 0

AAEL013950 1 1 1

AAEL013951 0 0 0

AAEL013952 0 1 1

AAEL013953 0 0 0

AAEL013954 0 0 0
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AAEL013955 1 1 1

AAEL013956 0 1 0

AAEL013957 0 0 0

AAEL013958 0 0 0

AAEL013959 0 1 0

AAEL013960 1 1 1

AAEL013961 1 1 1

AAEL013962 1 1 0

AAEL013963 0 1 0

AAEL013964 0 1 1

AAEL013965 1 1 1

AAEL013966 1 1 0

AAEL013967 1 1 1

AAEL013968 1 1 1

AAEL013969 0 1 1

AAEL013970 0 1 0

AAEL013971 0 1 1

AAEL013972 0 0 0

AAEL013973 0 1 0

AAEL013974 0 1 1

AAEL013975 0 1 0

AAEL013976 0 0 0

AAEL013977 0 1 1

AAEL013978 0 0 1

AAEL013979 0 1 1

AAEL013980 1 1 1

AAEL013981 0 1 0

AAEL013982 0 1 0

AAEL013983 0 0 0

AAEL013984 1 1 1

AAEL013985 0 1 1

AAEL013986 0 1 0

AAEL013987 0 1 1

AAEL013988 0 0 1

AAEL013989 1 1 1

AAEL013990 0 1 1

AAEL013991 0 0 1

AAEL013992 1 1 1

AAEL013993 0 1 1

AAEL013994 1 1 1

AAEL013995 1 1 0

AAEL013996 0 1 0

AAEL013997 0 0 0

AAEL013998 0 1 0

AAEL013999 1 1 1

AAEL014000 0 1 1

AAEL014001 0 1 1

AAEL014002 0 1 1

AAEL014003 1 1 0

AAEL014004 0 1 0

AAEL014005 0 1 0
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AAEL014006 0 0 0

AAEL014007 0 1 0

AAEL014008 1 1 1

AAEL014009 0 0 0

AAEL014010 0 0 0

AAEL014011 0 1 0

AAEL014012 0 1 0

AAEL014013 0 0 0

AAEL014014 0 1 1

AAEL014015 0 0 0

AAEL014016 0 1 1

AAEL014017 0 1 1

AAEL014018 0 0 1

AAEL014019 0 1 0

AAEL014020 0 1 0

AAEL014021 0 0 0

AAEL014022 0 1 0

AAEL014023 0 1 0

AAEL014024 0 1 1

AAEL014025 0 1 1

AAEL014026 0 1 0

AAEL014027 0 1 1

AAEL014028 0 1 1

AAEL014029 0 1 1

AAEL014030 0 0 1

AAEL014031 0 0 1

AAEL014032 0 0 0

AAEL014033 0 0 1

AAEL014034 0 1 1

AAEL014035 1 0 0

AAEL014036 0 1 0

AAEL014037 0 1 1

AAEL014038 1 1 0

AAEL014039 1 1 1

AAEL014040 0 1 1

AAEL014041 1 0 1

AAEL014042 1 1 1

AAEL014043 0 0 1

AAEL014044 0 0 0

AAEL014045 0 1 1

AAEL014046 1 1 0

AAEL014047 0 0 1

AAEL014048 0 0 0

AAEL014049 1 0 1

AAEL014050 0 1 1

AAEL014051 0 1 1

AAEL014052 0 1 1

AAEL014053 1 1 1

AAEL014054 1 1 0

AAEL014055 1 1 1

AAEL014056 0 0 1
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AAEL014057 1 1 1

AAEL014058 0 1 1

AAEL014059 0 1 0

AAEL014060 0 0 0

AAEL014061 1 0 0

AAEL014062 0 0 1

AAEL014063 1 1 1

AAEL014064 0 1 0

AAEL014065 0 0 0

AAEL014066 0 1 0

AAEL014067 0 0 0

AAEL014068 0 1 1

AAEL014069 0 1 0

AAEL014070 0 0 0

AAEL014071 0 1 0

AAEL014072 0 0 0

AAEL014073 0 0 0

AAEL014074 0 0 1

AAEL014075 0 0 1

AAEL014076 0 0 0

AAEL014077 0 1 1

AAEL014078 0 1 1

AAEL014079 0 1 1

AAEL014080 0 1 1

AAEL014081 0 0 0

AAEL014082 0 1 1

AAEL014083 0 0 1

AAEL014084 0 1 1

AAEL014085 0 0 1

AAEL014086 0 0 0

AAEL014087 0 0 0

AAEL014088 0 0 0

AAEL014089 0 0 0

AAEL014090 0 0 0

AAEL014091 0 1 1

AAEL014092 0 0 0

AAEL014093 0 1 0

AAEL014094 0 1 1

AAEL014095 0 1 1

AAEL014096 0 0 0

AAEL014097 0 1 1

AAEL014098 0 1 0

AAEL014099 0 0 1

AAEL014100 0 0 1

AAEL014101 0 0 1

AAEL014102 0 0 0

AAEL014103 0 1 0

AAEL014104 0 1 0

AAEL014105 0 1 1

AAEL014106 0 1 1

AAEL014107 0 0 1
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AAEL014108 0 0 1

AAEL014109 0 0 0

AAEL014110 0 1 1

AAEL014111 0 1 1

AAEL014112 0 1 0

AAEL014113 0 0 0

AAEL014114 1 1 0

AAEL014115 0 0 0

AAEL014125 0 0 0

AAEL014126 0 1 0

AAEL014127 0 0 0

AAEL014128 0 1 0

AAEL014129 0 0 0

AAEL014130 1 1 0

AAEL014131 0 1 1

AAEL014132 0 0 1

AAEL014133 0 0 1

AAEL014134 0 0 0

AAEL014135 0 0 0

AAEL014136 0 0 1

AAEL014137 1 1 1

AAEL014138 1 0 1

AAEL014139 0 1 1

AAEL014140 0 1 1

AAEL014141 1 1 1

AAEL014142 0 1 0

AAEL014143 0 0 0

AAEL014144 0 0 1

AAEL014145 0 0 1

AAEL014146 1 1 1

AAEL014147 1 1 1

AAEL014148 1 1 1

AAEL014149 1 1 1

AAEL014150 0 1 0

AAEL014151 0 0 1

AAEL014152 0 0 1

AAEL014153 1 0 1

AAEL014154 0 1 1

AAEL014155 0 1 1

AAEL014156 0 1 1

AAEL014157 0 0 0

AAEL014158 0 0 0

AAEL014159 1 1 1

AAEL014160 0 0 1

AAEL014161 1 1 0

AAEL014162 0 0 0

AAEL014163 0 0 1

AAEL014164 0 0 0

AAEL014165 0 0 0

AAEL014166 0 1 0

AAEL014167 0 1 1
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AAEL014168 0 1 1

AAEL014169 1 0 1

AAEL014170 0 0 1

AAEL014171 0 1 1

AAEL014172 0 0 0

AAEL014173 0 0 1

AAEL014174 0 0 1

AAEL014175 0 0 1

AAEL014176 0 1 0

AAEL014177 0 1 1

AAEL014178 0 1 0

AAEL014179 0 0 0

AAEL014180 1 1 1

AAEL014181 0 0 0

AAEL014182 0 0 0

AAEL014183 1 1 1

AAEL014184 0 1 0

AAEL014185 1 0 1

AAEL014186 0 1 1

AAEL014187 1 1 0

AAEL014188 1 1 0

AAEL014189 0 0 0

AAEL014190 0 1 0

AAEL014191 0 0 0

AAEL014192 0 0 0

AAEL014193 0 0 0

AAEL014194 0 0 1

AAEL014195 0 0 0

AAEL014196 0 1 1

AAEL014197 0 0 0

AAEL014198 0 1 1

AAEL014199 0 1 1

AAEL014200 0 0 1

AAEL014201 1 1 1

AAEL014202 0 0 1

AAEL014203 0 0 0

AAEL014204 0 1 1

AAEL014205 0 0 0

AAEL014206 0 0 1

AAEL014207 0 1 1

AAEL014208 0 0 1

AAEL014209 0 0 0

AAEL014210 0 1 1

AAEL014211 0 1 1

AAEL014212 0 1 1

AAEL014213 0 0 0

AAEL014214 0 0 1

AAEL014215 0 0 0

AAEL014216 0 1 0

AAEL014217 0 1 1

AAEL014218 0 1 0
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AAEL014219 0 1 0

AAEL014220 0 1 0

AAEL014221 0 0 1

AAEL014222 0 1 1

AAEL014223 0 0 0

AAEL014224 0 0 1

AAEL014225 0 0 0

AAEL014226 0 0 0

AAEL014227 0 0 0

AAEL014228 0 1 0

AAEL014229 0 0 0

AAEL014230 0 0 0

AAEL014231 1 0 1

AAEL014232 0 0 1

AAEL014233 0 1 1

AAEL014234 0 1 1

AAEL014235 0 1 0

AAEL014236 1 1 1

AAEL014237 1 1 0

AAEL014238 0 1 1

AAEL014239 0 1 1

AAEL014240 0 1 1

AAEL014241 0 1 1

AAEL014242 0 0 0

AAEL014243 0 0 0

AAEL014244 0 1 1

AAEL014245 1 1 1

AAEL014246 1 1 1

AAEL014247 0 0 0

AAEL014248 1 1 1

AAEL014249 1 1 1

AAEL014250 0 1 0

AAEL014251 1 1 1

AAEL014252 0 1 1

AAEL014253 0 0 1

AAEL014254 0 0 0

AAEL014255 0 1 1

AAEL014256 0 1 1

AAEL014257 0 1 1

AAEL014258 0 0 0

AAEL014259 0 1 0

AAEL014260 0 1 1

AAEL014261 0 0 1

AAEL014262 0 1 1

AAEL014263 0 1 1

AAEL014264 0 0 1

AAEL014265 0 0 0

AAEL014266 0 1 0

AAEL014267 0 1 0

AAEL014268 1 1 1

AAEL014269 0 0 1
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AAEL014270 0 0 0

AAEL014271 0 1 1

AAEL014272 0 1 1

AAEL014273 0 1 0

AAEL014274 0 1 0

AAEL014275 0 1 1

AAEL014276 1 1 0

AAEL014277 0 0 0

AAEL014278 0 0 0

AAEL014279 0 1 0

AAEL014280 0 1 0

AAEL014281 0 1 1

AAEL014282 1 1 1

AAEL014283 0 1 1

AAEL014284 0 0 0

AAEL014285 1 1 1

AAEL014286 1 0 0

AAEL014287 1 0 1

AAEL014288 0 0 0

AAEL014289 0 1 1

AAEL014290 0 0 1

AAEL014291 0 1 1

AAEL014292 0 1 1

AAEL014293 0 0 0

AAEL014294 1 1 0

AAEL014295 1 1 1

AAEL014296 1 1 1

AAEL014297 0 0 0

AAEL014298 0 0 0

AAEL014299 0 0 0

AAEL014300 0 1 1

AAEL014301 0 1 1

AAEL014302 0 1 1

AAEL014303 0 0 1

AAEL014304 0 0 0

AAEL014305 0 0 1

AAEL014306 0 0 1

AAEL014307 0 0 0

AAEL014308 0 1 0

AAEL014309 0 1 1

AAEL014310 0 1 0

AAEL014311 0 1 1

AAEL014312 0 1 0

AAEL014313 0 0 0

AAEL014314 1 1 1

AAEL014315 0 1 1

AAEL014316 0 0 0

AAEL014317 0 0 0

AAEL014318 1 1 1

AAEL014319 0 1 0

AAEL014320 0 0 0
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AAEL014321 0 1 1

AAEL014322 0 0 0

AAEL014323 0 1 1

AAEL014324 0 0 1

AAEL014325 1 1 1

AAEL014326 0 0 0

AAEL014327 0 0 1

AAEL014328 0 0 1

AAEL014329 0 1 0

AAEL014330 0 1 0

AAEL014331 0 0 0

AAEL014332 0 1 0

AAEL014333 0 0 1

AAEL014334 0 0 1

AAEL014335 0 1 1

AAEL014336 0 0 1

AAEL014337 0 0 1

AAEL014338 0 1 1

AAEL014339 0 1 1

AAEL014340 0 1 1

AAEL014341 0 1 0

AAEL014342 1 0 1

AAEL014343 0 1 1

AAEL014344 0 0 1

AAEL014345 0 1 1

AAEL014346 0 0 0

AAEL014347 1 1 0

AAEL014348 0 1 1

AAEL014349 0 1 1

AAEL014350 0 0 1

AAEL014351 0 0 0

AAEL014352 0 1 0

AAEL014353 0 0 0

AAEL014354 0 1 0

AAEL014355 0 1 0

AAEL014356 1 0 1

AAEL014357 0 0 1

AAEL014358 1 0 1

AAEL014359 0 0 1

AAEL014360 0 0 1

AAEL014361 0 1 1

AAEL014362 0 1 1

AAEL014363 0 1 0

AAEL014364 0 1 1

AAEL014365 0 1 1

AAEL014366 0 1 0

AAEL014367 0 1 1

AAEL014368 0 1 1

AAEL014369 1 1 1

AAEL014370 0 0 0

AAEL014371 0 0 1
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AAEL014372 0 1 1

AAEL014373 0 0 1

AAEL014374 0 1 1

AAEL014375 1 1 1

AAEL014376 0 0 1

AAEL014377 0 1 1

AAEL014378 1 1 1

AAEL014379 0 1 1

AAEL014380 0 1 0

AAEL014381 0 1 1

AAEL014382 0 1 1

AAEL014383 0 0 1

AAEL014384 0 0 0

AAEL014385 0 0 1

AAEL014386 0 1 0

AAEL014387 0 0 0

AAEL014388 0 1 1

AAEL014389 0 1 0

AAEL014390 0 0 1

AAEL014391 0 0 1

AAEL014392 0 1 1

AAEL014393 0 1 1

AAEL014394 0 0 1

AAEL014395 0 1 1

AAEL014396 0 1 1

AAEL014397 0 0 0

AAEL014398 0 0 1

AAEL014399 0 1 0

AAEL014400 0 0 0

AAEL014401 0 0 1

AAEL014402 0 0 0

AAEL014403 0 0 0

AAEL014404 0 0 0

AAEL014405 0 0 1

AAEL014406 0 0 0

AAEL014407 0 0 0

AAEL014408 0 0 0

AAEL014409 0 0 0

AAEL014410 1 1 1

AAEL014411 1 1 0

AAEL014412 0 1 0

AAEL014413 1 1 1

AAEL014414 1 1 1

AAEL014415 1 0 1

AAEL014416 0 0 1

AAEL014417 0 0 1

AAEL014418 0 0 1

AAEL014419 1 0 0

AAEL014420 0 0 0

AAEL014421 0 1 0

AAEL014422 0 0 0
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AAEL014423 1 1 0

AAEL014424 0 1 0

AAEL014425 0 1 0

AAEL014426 0 1 1

AAEL014427 0 0 1

AAEL014428 0 1 1

AAEL014429 0 0 1

AAEL014430 0 0 0

AAEL014431 0 0 0

AAEL014432 0 0 0

AAEL014433 1 1 0

AAEL014434 0 1 0

AAEL014435 0 1 1

AAEL014436 0 0 1

AAEL014437 0 1 1

AAEL014438 0 1 0

AAEL014439 0 0 0

AAEL014440 1 1 1

AAEL014441 0 1 1

AAEL014442 0 1 0

AAEL014443 0 0 0

AAEL014444 0 0 0

AAEL014445 0 1 1

AAEL014446 0 0 0

AAEL014447 0 0 1

AAEL014448 0 0 0

AAEL014449 0 0 0

AAEL014450 0 1 1

AAEL014451 0 1 1

AAEL014452 1 1 1

AAEL014453 0 1 0

AAEL014454 0 1 0

AAEL014455 0 1 1

AAEL014456 0 1 1

AAEL014457 0 1 1

AAEL014480 0 0 0

AAEL014481 0 0 0

AAEL014482 0 1 0

AAEL014483 0 1 1

AAEL014484 1 1 1

AAEL014485 0 0 0

AAEL014486 0 0 1

AAEL014487 1 1 0

AAEL014488 0 0 0

AAEL014489 1 1 1

AAEL014490 1 0 1

AAEL014491 0 1 1

AAEL014492 1 1 1

AAEL014493 0 1 0

AAEL014494 0 0 1

AAEL014495 0 1 1
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AAEL014496 0 0 1

AAEL014497 0 1 0

AAEL014498 0 1 1

AAEL014499 0 1 1

AAEL014500 0 1 0

AAEL014501 1 1 1

AAEL014502 0 0 0

AAEL014503 0 1 1

AAEL014504 0 1 0

AAEL014505 0 1 1

AAEL014506 0 0 1

AAEL014507 0 1 1

AAEL014508 0 0 1

AAEL014509 1 1 0

AAEL014510 0 0 0

AAEL014511 0 0 1

AAEL014512 0 1 0

AAEL014513 0 0 0

AAEL014514 0 0 0

AAEL014515 0 1 0

AAEL014516 0 1 0

AAEL014517 0 0 0

AAEL014518 0 0 1

AAEL014519 0 0 0

AAEL014520 0 1 1

AAEL014521 0 0 0

AAEL014522 1 1 1

AAEL014523 0 1 0

AAEL014524 0 1 1

AAEL014525 0 1 1

AAEL014526 1 1 1

AAEL014527 0 0 0

AAEL014528 1 1 1

AAEL014529 0 1 1

AAEL014530 0 1 0

AAEL014531 0 1 1

AAEL014532 0 0 1

AAEL014533 0 1 1

AAEL014534 0 0 1

AAEL014535 0 0 1

AAEL014536 1 1 1

AAEL014537 0 0 0

AAEL014538 0 1 1

AAEL014539 0 1 0

AAEL014540 0 1 1

AAEL014541 0 1 1

AAEL014542 0 0 1

AAEL014543 0 1 0

AAEL014544 0 1 1

AAEL014545 0 0 0

AAEL014546 1 1 1
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AAEL014547 0 0 1

AAEL014548 1 1 1

AAEL014549 0 0 1

AAEL014550 0 0 0

AAEL014551 0 1 0

AAEL014552 0 0 0

AAEL014553 1 1 1

AAEL014554 1 1 0

AAEL014555 0 1 1

AAEL014556 0 1 1

AAEL014557 0 1 1

AAEL014558 1 1 1

AAEL014559 0 1 0

AAEL014560 0 0 1

AAEL014561 0 1 0

AAEL014562 1 0 0

AAEL014563 0 0 1

AAEL014564 0 0 1

AAEL014565 0 0 0

AAEL014566 0 0 1

AAEL014567 0 0 0

AAEL014568 0 1 1

AAEL014569 0 0 0

AAEL014570 0 1 1

AAEL014571 0 1 0

AAEL014572 0 1 1

AAEL014573 0 1 1

AAEL014574 0 1 1

AAEL014575 0 0 1

AAEL014576 0 1 1

AAEL014577 0 1 1

AAEL014578 0 1 0

AAEL014579 0 0 0

AAEL014580 0 0 1

AAEL014581 0 0 0

AAEL014582 0 0 1

AAEL014583 1 1 0

AAEL014584 0 0 1

AAEL014585 0 1 1

AAEL014589 0 1 0

AAEL014590 0 0 0

AAEL014591 0 1 0

AAEL014592 0 1 0

AAEL014593 0 0 1

AAEL014594 0 1 0

AAEL014595 0 0 0

AAEL014596 0 1 0

AAEL014597 0 1 0

AAEL014598 0 1 0

AAEL014599 0 0 1

AAEL014600 0 0 1
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AAEL014601 0 0 0

AAEL014602 0 0 1

AAEL014603 0 0 0

AAEL014604 0 1 0

AAEL014605 0 1 1

AAEL014606 1 0 1

AAEL014607 0 1 1

AAEL014608 0 1 1

AAEL014609 1 1 1

AAEL014610 0 0 0

AAEL014611 0 1 1

AAEL014612 0 0 1

AAEL014613 0 0 1

AAEL014614 0 1 1

AAEL014615 0 0 0

AAEL014616 0 1 1

AAEL014617 1 1 1

AAEL014618 0 0 0

AAEL014619 0 1 0

AAEL014620 0 1 1

AAEL014621 0 0 0

AAEL014622 0 0 1

AAEL014623 0 0 1

AAEL014624 0 0 1

AAEL014625 0 1 0

AAEL014626 0 1 0

AAEL014627 0 1 0

AAEL014628 0 0 0

AAEL014629 1 0 0

AAEL014630 0 0 1

AAEL014631 0 0 0

AAEL014632 0 0 1

AAEL014633 0 1 1

AAEL014634 0 1 0

AAEL014635 0 0 0

AAEL014636 0 0 0

AAEL014637 0 0 1

AAEL014638 0 0 0

AAEL014639 0 0 1

AAEL014640 0 1 1

AAEL014641 0 0 0

AAEL014642 0 0 1

AAEL014643 0 1 1

AAEL014644 0 1 1

AAEL014645 0 1 1

AAEL014646 0 0 1

AAEL014647 0 0 0

AAEL014648 0 0 1

AAEL014649 0 0 1

AAEL014650 0 0 0

AAEL014651 0 1 1
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AAEL014652 0 0 0

AAEL014653 0 0 0

AAEL014654 0 1 0

AAEL014655 0 0 1

AAEL014656 0 0 0

AAEL014657 0 1 1

AAEL014658 0 1 0

AAEL014659 0 1 1

AAEL014660 0 0 0

AAEL014661 0 0 1

AAEL014662 0 1 0

AAEL014663 0 0 1

AAEL014664 0 1 0

AAEL014665 0 1 1

AAEL014666 0 0 0

AAEL014667 0 0 1

AAEL014668 0 0 1

AAEL014669 0 0 0

AAEL014670 0 0 1

AAEL014671 0 1 1

AAEL014672 0 0 0

AAEL014673 1 1 1

AAEL014678 1 1 0

AAEL014679 1 1 1

AAEL014680 0 0 1

AAEL014681 0 0 1

AAEL014682 1 1 1

AAEL014683 0 0 0

AAEL014684 0 1 1

AAEL014685 0 0 1

AAEL014686 0 0 0

AAEL014687 0 0 0

AAEL014688 0 0 1

AAEL014689 0 1 1

AAEL014690 0 0 0

AAEL014691 0 0 0

AAEL014692 0 0 1

AAEL014693 0 1 1

AAEL014694 0 1 1

AAEL014695 0 1 1

AAEL014696 0 0 1

AAEL014697 1 1 1

AAEL014698 0 1 1

AAEL014699 0 1 1

AAEL014700 0 0 0

AAEL014701 1 0 1

AAEL014702 1 1 0

AAEL014703 1 1 1

AAEL014704 1 1 1

AAEL014705 0 1 0

AAEL014706 0 1 0
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AAEL014707 0 1 1

AAEL014708 0 0 0

AAEL014709 0 1 1

AAEL014710 0 1 0

AAEL014711 0 1 1

AAEL014712 0 1 1

AAEL014713 1 1 1

AAEL014714 0 1 1

AAEL014715 0 1 1

AAEL014716 0 0 1

AAEL014717 1 0 1

AAEL014718 0 0 1

AAEL014719 0 1 0

AAEL014720 0 1 1

AAEL014721 1 1 1

AAEL014722 0 1 0

AAEL014723 0 1 1

AAEL014724 0 0 0

AAEL014725 0 0 0

AAEL014726 0 0 0

AAEL014727 0 1 0

AAEL014728 0 1 0

AAEL014729 0 1 1

AAEL014730 0 0 1

AAEL014731 0 1 0

AAEL014732 0 0 0

AAEL014733 1 1 1

AAEL014734 1 1 0

AAEL014735 0 1 1

AAEL014736 0 1 1

AAEL014737 0 0 1

AAEL014738 0 1 1

AAEL014739 0 0 0

AAEL014740 0 0 0

AAEL014741 0 0 0

AAEL014742 0 0 0

AAEL014743 0 0 0

AAEL014744 1 1 0

AAEL014745 0 0 0

AAEL014746 1 1 0

AAEL014747 0 0 1

AAEL014748 0 1 1

AAEL014749 1 1 1

AAEL014750 1 0 1

AAEL014751 0 0 1

AAEL014752 0 0 1

AAEL014753 0 1 0

AAEL014754 0 1 0

AAEL014755 0 1 1

AAEL014756 0 0 0

AAEL014757 0 1 1
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AAEL014758 0 0 0

AAEL014759 0 0 0

AAEL014760 1 1 1

AAEL014761 0 0 1

AAEL014762 0 1 0

AAEL014763 1 1 0

AAEL014764 0 0 0

AAEL014765 0 1 0

AAEL014766 0 0 0

AAEL014767 0 0 1

AAEL014768 1 1 1

AAEL014769 0 0 1

AAEL014770 0 0 1

AAEL014771 1 1 0

AAEL014772 0 1 0

AAEL014773 0 0 0

AAEL014774 0 1 1

AAEL014791 0 0 1

AAEL014792 0 1 0

AAEL014793 0 0 0

AAEL014794 0 1 0

AAEL014795 0 1 0

AAEL014796 0 0 1

AAEL014797 0 1 1

AAEL014798 0 1 1

AAEL014799 0 1 1

AAEL014800 0 1 0

AAEL014801 0 1 1

AAEL014802 0 0 0

AAEL014803 0 0 1

AAEL014804 0 1 0

AAEL014811 0 0 1

AAEL014812 0 0 0

AAEL014813 1 1 1

AAEL014814 0 1 0

AAEL014815 0 1 1

AAEL014816 0 0 0

AAEL014817 0 1 1

AAEL014818 0 0 0

AAEL014819 1 1 0

AAEL014820 0 1 1

AAEL014821 0 1 1

AAEL014822 0 1 1

AAEL014823 0 1 0

AAEL014824 0 0 1

AAEL014825 1 1 1

AAEL014826 0 0 0

AAEL014827 0 0 1

AAEL014828 1 0 1

AAEL014829 0 1 0

AAEL014830 0 1 1
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AAEL014831 0 1 1

AAEL014832 0 0 0

AAEL014833 0 1 1

AAEL014834 0 1 0

AAEL014835 0 1 1

AAEL014836 0 1 1

AAEL014837 0 1 1

AAEL014838 0 1 0

AAEL014839 0 1 0

AAEL014840 0 1 1

AAEL014841 0 0 1

AAEL014842 0 1 1

AAEL014843 1 1 1

AAEL014844 0 1 1

AAEL014845 0 1 1

AAEL014846 0 1 1

AAEL014847 0 1 1

AAEL014848 1 0 1

AAEL014849 0 0 0

AAEL014850 0 0 1

AAEL014851 0 0 1

AAEL014852 0 1 0

AAEL014853 0 0 0

AAEL014854 0 0 1

AAEL014855 0 1 1

AAEL014856 0 0 0

AAEL014857 0 0 0

AAEL014858 0 0 0

AAEL014863 0 1 1

AAEL014864 0 1 1

AAEL014865 0 1 1

AAEL014866 0 1 1

AAEL014867 1 1 0

AAEL014868 0 1 0

AAEL014869 0 1 1

AAEL014870 0 1 1

AAEL014871 0 1 1

AAEL014872 0 1 0

AAEL014873 0 0 1

AAEL014874 0 0 0

AAEL014875 0 1 1

AAEL014876 0 1 1

AAEL014877 0 0 1

AAEL014878 0 0 0

AAEL014879 0 0 1

AAEL014880 0 0 0

AAEL014881 0 0 0

AAEL014882 1 1 0

AAEL014883 0 0 1

AAEL014884 0 0 1

AAEL014885 0 0 1
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AAEL014886 0 1 1

AAEL014887 0 0 1

AAEL014888 0 0 0

AAEL014889 1 1 1

AAEL014890 0 1 0

AAEL014891 0 1 1

AAEL014892 0 0 1

AAEL014893 0 1 1

AAEL014894 0 0 1

AAEL014895 0 1 1

AAEL014896 0 0 1

AAEL014897 1 0 0

AAEL014898 0 1 0

AAEL014899 0 1 1

AAEL014900 0 1 1

AAEL014901 0 1 1

AAEL014902 0 0 1

AAEL014903 0 1 1

AAEL014904 1 1 0

AAEL014905 0 0 1

AAEL014906 0 0 1

AAEL014907 0 0 0

AAEL014908 0 0 0

AAEL014909 0 1 1

AAEL014910 0 1 1

AAEL014911 0 0 1

AAEL014912 0 0 0

AAEL014913 0 1 1

AAEL014914 0 1 0

AAEL014915 0 1 0

AAEL014916 0 1 1

AAEL014917 0 0 0

AAEL014918 0 1 1

AAEL014919 0 0 0

AAEL014920 1 0 0

AAEL014921 0 0 0

AAEL014922 0 0 0

AAEL014923 0 0 1

AAEL014924 0 0 0

AAEL014925 0 0 1

AAEL014927 0 1 0

AAEL014931 0 1 1

AAEL014932 0 1 1

AAEL014933 0 1 0

AAEL014934 0 1 1

AAEL014935 0 0 1

AAEL014936 0 1 1

AAEL014937 0 1 1

AAEL014938 0 0 0

AAEL014943 1 1 1

AAEL014944 1 1 1
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AAEL014945 0 1 1

AAEL014946 1 1 0

AAEL014947 1 0 0

AAEL014948 0 0 0

AAEL014949 1 1 1

AAEL014950 0 1 0

AAEL014951 0 0 1

AAEL014952 0 0 0

AAEL014953 0 0 0

AAEL014954 0 1 0

AAEL014955 0 0 1

AAEL014956 0 0 0

AAEL014957 1 0 1

AAEL014958 1 1 1

AAEL014959 1 1 1

AAEL014960 1 1 1

AAEL014961 0 0 0

AAEL014962 0 0 0

AAEL014963 0 1 0

AAEL014964 0 0 0

AAEL014965 0 0 0

AAEL014966 1 0 0

AAEL014967 0 0 0

AAEL014968 0 0 0

AAEL014969 0 0 0

AAEL014970 1 1 0

AAEL014971 0 1 0

AAEL014972 0 0 1

AAEL014973 0 0 1

AAEL014974 0 0 1

AAEL014975 0 0 1

AAEL014976 0 0 1

AAEL014977 0 1 1

AAEL014978 0 1 1

AAEL014979 0 1 0

AAEL014980 0 1 1

AAEL014981 0 0 0

AAEL014982 0 0 1

AAEL014983 0 0 1

AAEL014984 0 0 1

AAEL014985 0 0 0

AAEL014986 0 0 1

AAEL014987 0 0 1

AAEL014988 0 0 1

AAEL014989 0 1 1

AAEL014990 0 0 1

AAEL014991 0 1 1

AAEL014992 0 1 0

AAEL014993 0 0 1

AAEL014994 0 1 1

AAEL014995 0 0 1
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AAEL014996 1 0 1

AAEL014997 0 0 1

AAEL014998 0 1 0

AAEL014999 0 0 1

AAEL015000 0 1 0

AAEL015001 0 1 1

AAEL015002 0 1 1

AAEL015003 0 0 1

AAEL015004 0 1 1

AAEL015005 0 1 0

AAEL015006 1 1 0

AAEL015007 1 1 1

AAEL015009 0 0 0

AAEL015010 0 1 0

AAEL015011 0 1 0

AAEL015012 0 1 1

AAEL015013 1 0 1

AAEL015014 0 1 1

AAEL015015 0 1 1

AAEL015016 0 0 0

AAEL015017 0 0 0

AAEL015018 0 0 0

AAEL015019 0 0 1

AAEL015020 0 1 1

AAEL015021 0 0 1

AAEL015022 0 1 1

AAEL015033 0 0 0

AAEL015034 1 1 1

AAEL015035 0 0 0

AAEL015036 0 1 1

AAEL015037 0 0 1

AAEL015038 0 1 1

AAEL015039 0 0 1

AAEL015040 0 1 0

AAEL015041 1 1 1

AAEL015042 0 0 0

AAEL015043 0 0 0

AAEL015044 0 1 1

AAEL015045 0 1 0

AAEL015046 0 1 1

AAEL015047 0 0 0

AAEL015048 0 0 0

AAEL015049 0 0 0

AAEL015050 0 0 0

AAEL015051 0 1 0

AAEL015052 0 1 1

AAEL015053 0 1 1

AAEL015054 0 0 0

AAEL015055 0 0 0

AAEL015056 0 0 0

AAEL015057 0 0 1
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AAEL015058 0 1 1

AAEL015059 1 1 1

AAEL015060 1 1 1

AAEL015061 1 1 1

AAEL015062 0 1 1

AAEL015063 0 0 1

AAEL015064 1 1 0

AAEL015065 1 1 1

AAEL015066 1 0 1

AAEL015067 0 1 0

AAEL015069 0 0 1

AAEL015070 0 1 1

AAEL015071 0 0 0

AAEL015072 0 0 1

AAEL015073 0 0 0

AAEL015074 0 0 0

AAEL015075 0 0 0

AAEL015076 0 1 1

AAEL015077 0 1 1

AAEL015078 0 0 1

AAEL015079 0 0 0

AAEL015080 0 1 0

AAEL015081 0 1 1

AAEL015082 0 1 0

AAEL015083 0 1 1

AAEL015084 0 1 1

AAEL015085 0 1 1

AAEL015086 0 1 1

AAEL015087 0 0 0

AAEL015090 0 1 0

AAEL015091 0 0 1

AAEL015092 0 0 1

AAEL015093 0 0 0

AAEL015094 0 0 0

AAEL015095 0 0 0

AAEL015099 1 1 1

AAEL015100 1 1 1

AAEL015101 0 0 0

AAEL015102 0 0 1

AAEL015103 0 0 0

AAEL015104 0 1 1

AAEL015105 0 1 1

AAEL015106 0 0 0

AAEL015107 0 1 1

AAEL015108 0 1 1

AAEL015109 0 0 1

AAEL015110 0 1 1

AAEL015111 0 0 0

AAEL015112 0 0 1

AAEL015113 0 1 1

AAEL015114 0 0 1
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AAEL015115 0 1 1

AAEL015116 0 1 1

AAEL015117 0 0 1

AAEL015118 0 0 1

AAEL015119 1 1 1

AAEL015120 0 1 1

AAEL015121 0 1 1

AAEL015122 0 1 1

AAEL015123 0 1 1

AAEL015124 0 1 0

AAEL015125 0 1 0

AAEL015126 0 0 0

AAEL015127 0 1 0

AAEL015128 0 1 1

AAEL015129 0 0 1

AAEL015130 0 1 0

AAEL015135 1 1 1

AAEL015136 0 1 1

AAEL015137 1 1 1

AAEL015138 0 0 1

AAEL015139 0 0 1

AAEL015140 1 0 1

AAEL015141 0 0 1

AAEL015142 0 0 1

AAEL015143 1 1 1

AAEL015144 0 1 1

AAEL015145 0 1 0

AAEL015146 0 1 1

AAEL015147 0 0 1

AAEL015148 0 1 0

AAEL015149 0 0 1

AAEL015150 0 0 1

AAEL015151 0 1 1

AAEL015152 0 0 1

AAEL015153 0 0 1

AAEL015154 0 0 1

AAEL015155 0 0 0

AAEL015156 0 1 1

AAEL015160 0 1 0

AAEL015161 0 1 1

AAEL015162 0 0 0

AAEL015163 0 1 1

AAEL015170 0 0 0

AAEL015171 0 0 0

AAEL015172 0 0 1

AAEL015177 0 1 0

AAEL015180 0 0 1

AAEL015181 0 1 1

AAEL015182 0 1 1

AAEL015183 0 0 0

AAEL015190 0 0 1
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AAEL015191 0 0 1

AAEL015197 0 0 0

AAEL015198 0 1 1

AAEL015199 0 1 0

AAEL015200 0 0 0

AAEL015201 0 1 0

AAEL015202 0 0 1

AAEL015203 0 0 1

AAEL015215 0 0 1

AAEL015216 0 1 0

AAEL015217 0 0 1

AAEL015218 0 1 1

AAEL015219 0 0 0

AAEL015222 0 0 1

AAEL015223 0 0 1

AAEL015227 0 0 1

AAEL015231 0 1 0

AAEL015232 0 0 0

AAEL015233 0 1 1

AAEL015234 0 0 1

AAEL015235 0 1 0

AAEL015236 0 1 1

AAEL015237 0 1 0

AAEL015238 1 1 1

AAEL015239 0 1 0

AAEL015240 0 0 0

AAEL015241 0 1 0

AAEL015242 0 0 0

AAEL015243 0 1 1

AAEL015244 0 1 0

AAEL015246 0 0 0

AAEL015247 0 1 1

AAEL015248 0 0 0

AAEL015249 0 0 1

AAEL015250 0 0 1

AAEL015251 0 0 0

AAEL015252 0 0 1

AAEL015253 0 0 1

AAEL015254 0 0 0

AAEL015255 0 0 1

AAEL015256 0 0 0

AAEL015257 0 0 1

AAEL015258 0 0 0

AAEL015259 0 0 0

AAEL015260 0 1 1

AAEL015262 0 0 0

AAEL015263 0 1 0

AAEL015264 0 1 1

AAEL015265 0 0 0

AAEL015266 0 0 1

AAEL015267 0 0 0
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AAEL015270 0 0 0

AAEL015271 0 1 1

AAEL015272 0 1 0

AAEL015274 0 0 0

AAEL015275 0 1 1

AAEL015276 0 0 0

AAEL015277 0 0 1

AAEL015278 0 0 0

AAEL015279 0 0 1

AAEL015280 0 0 1

AAEL015281 0 0 0

AAEL015282 0 0 1

AAEL015283 0 0 1

AAEL015284 0 0 0

AAEL015285 0 1 1

AAEL015286 0 0 0

AAEL015287 0 0 0

AAEL015288 0 1 1

AAEL015289 0 0 1

AAEL015290 0 0 1

AAEL015291 0 0 0

AAEL015292 0 0 1

AAEL015293 1 1 0

AAEL015294 0 1 1

AAEL015296 0 1 0

AAEL015297 0 1 1

AAEL015298 0 0 0

AAEL015299 0 0 0

AAEL015300 0 1 0

AAEL015302 0 1 0

AAEL015303 0 1 1

AAEL015304 0 1 1

AAEL015305 0 0 1

AAEL015306 0 0 1

AAEL015307 0 0 0

AAEL015308 0 1 0

AAEL015309 0 0 0

AAEL015310 0 0 0

AAEL015311 0 0 0

AAEL015312 1 0 1

AAEL015313 0 1 1

AAEL015314 0 0 0

AAEL015315 0 1 1

AAEL015316 0 0 0

AAEL015319 0 0 1

AAEL015320 0 1 1

AAEL015321 0 0 1

AAEL015322 0 0 1

AAEL015326 0 1 0

AAEL015327 0 0 1

AAEL015328 0 0 0
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AAEL015330 0 1 1

AAEL015331 0 1 1

AAEL015332 0 0 0

AAEL015335 0 1 0

AAEL015336 0 0 1

AAEL015337 1 1 1

AAEL015338 0 1 1

AAEL015339 0 1 0

AAEL015340 1 1 0

AAEL015341 0 0 0

AAEL015342 0 0 0

AAEL015344 0 1 0

AAEL015345 0 0 0

AAEL015347 0 1 1

AAEL015352 0 0 0

AAEL015353 0 1 0

AAEL015354 0 1 1

AAEL015355 0 0 1

AAEL015356 0 1 1

AAEL015357 0 0 0

AAEL015360 0 1 0

AAEL015361 0 0 0

AAEL015362 0 1 0

AAEL015363 0 1 1

AAEL015364 0 0 1

AAEL015365 0 0 0

AAEL015370 0 0 0

AAEL015372 0 0 0

AAEL015373 0 0 0

AAEL015374 0 1 1

AAEL015375 0 1 1

AAEL015376 0 0 0

AAEL015379 0 1 1

AAEL015380 0 1 0

AAEL015381 0 0 1

AAEL015383 0 0 0

AAEL015384 0 0 1

AAEL015386 0 1 1

AAEL015389 0 1 1

AAEL015390 0 0 1

AAEL015391 0 0 0

AAEL015392 0 0 0

AAEL015393 1 1 1

AAEL015394 0 0 0

AAEL015398 0 1 1

AAEL015402 0 0 0

AAEL015403 0 0 0

AAEL015404 0 1 1

AAEL015405 0 0 0

AAEL015408 0 0 0

AAEL015409 0 0 0
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AAEL015410 1 1 1

AAEL015411 0 1 1

AAEL015412 0 0 1

AAEL015413 0 0 1

AAEL015414 0 0 0

AAEL015415 0 0 1

AAEL015416 0 0 1

AAEL015417 0 1 1

AAEL015418 0 0 1

AAEL015419 0 0 1

AAEL015423 0 0 1

AAEL015424 0 0 1

AAEL015425 0 1 0

AAEL015427 0 1 1

AAEL015428 0 0 1

AAEL015429 0 0 0

AAEL015430 0 0 0

AAEL015432 0 0 0

AAEL015434 0 0 0

AAEL015435 0 1 0

AAEL015436 0 0 0

AAEL015437 0 1 1

AAEL015438 0 1 1

AAEL015439 0 0 0

AAEL015440 1 0 1

AAEL015441 0 1 0

AAEL015442 0 0 1

AAEL015443 0 0 1

AAEL015444 0 0 1

AAEL015445 0 1 1

AAEL015446 0 0 1

AAEL015447 0 0 1

AAEL015448 0 0 0

AAEL015449 0 1 1

AAEL015450 0 1 1

AAEL015451 0 1 0

AAEL015452 0 0 1

AAEL015453 0 0 1

AAEL015454 0 1 0

AAEL015455 0 1 1

AAEL015456 0 0 0

AAEL015457 0 0 1

AAEL015458 0 1 1

AAEL015459 0 1 0

AAEL015460 0 0 0

AAEL015461 0 0 1

AAEL015464 0 0 0

AAEL015465 0 1 0

AAEL015466 0 1 0

AAEL015467 0 0 1

AAEL015468 0 0 0
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AAEL015471 0 0 0

AAEL015472 0 0 0

AAEL015473 0 0 1

AAEL015474 0 0 1

AAEL015475 0 0 1

AAEL015476 0 0 1

AAEL015477 0 0 1

AAEL015479 0 1 0

AAEL015480 0 0 0

AAEL015481 0 0 1

AAEL015483 0 1 0

AAEL015484 0 1 0

AAEL015485 0 1 0

AAEL015487 0 1 1

AAEL015489 0 0 0

AAEL015492 0 0 0

AAEL015493 0 1 1

AAEL015494 0 1 1

AAEL015495 0 0 1

AAEL015497 0 0 1

AAEL015498 0 0 1

AAEL015499 0 0 0

AAEL015503 0 1 1

AAEL015504 0 0 0

AAEL015506 0 0 0

AAEL015507 0 0 0

AAEL015509 0 0 1

AAEL015512 0 1 1

AAEL015515 0 0 1

AAEL015516 0 0 1

AAEL015517 0 0 1

AAEL015520 0 1 1

AAEL015521 0 0 0

AAEL015522 0 0 1

AAEL015523 0 1 0

AAEL015524 0 1 1

AAEL015525 0 0 0

AAEL015526 0 1 1

AAEL015527 0 1 0

AAEL015528 0 1 1

AAEL015529 0 0 0

AAEL015530 0 0 0

AAEL015531 0 0 0

AAEL015532 0 0 1

AAEL015533 0 1 0

AAEL015534 0 0 0

AAEL015535 0 0 1

AAEL015536 0 0 0

AAEL015537 0 0 1

AAEL015538 0 0 0

AAEL015539 0 1 0
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AAEL015541 0 1 1

AAEL015542 0 0 0

AAEL015543 0 1 1

AAEL015547 0 1 1

AAEL015549 0 1 1

AAEL015551 0 0 1

AAEL015552 0 0 0

AAEL015553 0 0 1

AAEL015554 0 0 1

AAEL015555 0 0 1

AAEL015556 0 0 1

AAEL015557 1 1 1

AAEL015559 0 0 1

AAEL015560 0 0 0

AAEL015561 0 0 0

AAEL015563 0 0 0

AAEL015564 0 0 0

AAEL015565 0 1 0

AAEL015566 0 0 1

AAEL015567 0 1 1

AAEL015570 0 1 1

AAEL015571 0 1 0

AAEL015572 0 1 0

AAEL015573 0 0 0

AAEL015575 0 1 1

AAEL015577 0 0 0

AAEL015578 0 1 1

AAEL015579 0 0 0

AAEL015580 0 0 0

AAEL015581 0 0 0

AAEL015582 0 0 0

AAEL015583 0 0 0

AAEL015584 0 0 1

AAEL015585 0 0 0

AAEL015586 0 0 0

AAEL015588 0 0 1

AAEL015589 0 0 0

AAEL015590 0 0 0

AAEL015591 0 0 0

AAEL015592 0 1 1

AAEL015593 0 1 1

AAEL015594 0 0 1

AAEL015595 0 0 1

AAEL015597 0 0 0

AAEL015598 0 1 1

AAEL015599 0 0 1

AAEL015600 0 0 0

AAEL015601 0 1 1

AAEL015602 0 0 0

AAEL015603 0 1 0

AAEL015604 0 0 0
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AAEL015606 0 1 0

AAEL015607 0 1 1

AAEL015609 0 1 1

AAEL015610 0 0 1

AAEL015611 0 0 0

AAEL015612 0 0 0

AAEL015613 0 1 1

AAEL015615 0 0 0

AAEL015616 1 1 0

AAEL015617 0 1 0

AAEL015618 0 0 0

AAEL015621 0 0 0

AAEL015622 0 0 0

AAEL015623 0 0 0

AAEL015624 0 0 0

AAEL015625 0 0 0

AAEL015626 0 0 1

AAEL015627 0 1 1

AAEL015628 0 0 1

AAEL015629 0 0 0

AAEL015630 0 0 0

AAEL015631 0 0 0

AAEL015632 0 0 1

AAEL015633 0 1 1

AAEL015634 0 0 0

AAEL015635 0 1 1

AAEL015636 0 0 0

AAEL015637 0 0 1

AAEL015638 0 0 0

AAEL015639 0 1 0

AAEL015640 0 1 1

AAEL015641 0 0 1

AAEL015644 0 0 0

AAEL015645 0 1 1

AAEL015646 0 0 1

AAEL015647 0 0 0

AAEL015648 0 1 1

AAEL015649 0 0 0

AAEL015650 0 0 0

AAEL015651 0 1 0

AAEL015653 0 1 1

AAEL015654 0 0 1

AAEL015655 0 1 0

AAEL015657 0 0 0

AAEL015658 0 1 1

AAEL015659 0 1 1

AAEL015661 0 1 1

AAEL015662 0 0 0

AAEL015663 0 1 0

AAEL015664 0 0 0

AAEL015665 0 0 0
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AAEL015666 0 0 1

AAEL015667 0 1 0

AAEL015668 0 0 0

AAEL015669 1 1 1

AAEL015670 0 0 1

AAEL015671 1 1 1

AAEL015672 0 0 0

AAEL015673 0 0 0

AAEL015674 0 0 1

AAEL015675 0 0 1

AAEL015676 0 0 1

AAEL015677 0 0 1

AAEL015678 0 0 1

AAEL015679 0 0 1

AAEL015680 0 0 1

AAEL015681 0 0 1

AAEL015682 0 0 1

AAEL015683 0 0 1

AAEL015684 0 0 1

MPSS data is restricted to tags that map to a unique site.

Array data is combined from both sets of sample analyses.
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Table S7. Mapping of MPSS data to genes in AaegL1.1 and the supplementary gene set 

MPSS sequence tag Loci hit(s)

GATCAAAAACCAGGTGA AAEL005272

GATCAAAAACCGAGACC AAEL004263,AAEL001382

GATCAAAAACGGTTTGA AAEL012987

GATCAAAAACTATTTTG AAEL011070

GATCAAAAACTCGCAGA AAEL009981,AAEL009984

GATCAAAAACTCTGTCG AAEL014296

GATCAAAAAGCTCAACA SUPP_AEDES007880

GATCAAAAAGGCGTCTG AAEL012499

GATCAAAAAGTGATACA AAEL013139

GATCAAAAATGACGGAA AAEL012271,AAEL014932

GATCAAAAATTGCGGTT AAEL002833

GATCAAAACAGGCCATG AAEL005211

GATCAAAACCAACATCA AAEL010861,AAEL006523

GATCAAAACCAACGAGG AAEL000163

GATCAAAACCAATCACA AAEL012817

GATCAAAACCACGGTAC AAEL004684

GATCAAAACGACTTGAT AAEL009506

GATCAAAACGGAAAACC AAEL013139

GATCAAAACTATCCAGG AAEL005156,AAEL005159

GATCAAAAGAAGCGTCC AAEL001959

GATCAAAAGTTTTACTA AAEL010942

GATCAAAATACGTGAAG AAEL008862

GATCAAAATGAGACACC SUPP_AEDES013961

GATCAAAATGTACCAGA AAEL001182

GATCAAAATTTTGGAGA AAEL013288

GATCAAACACCTTACAT SUPP_AEDES010067

GATCAAACACGTTAGCC AAEL014415

GATCAAACACTATACCG AAEL003817

GATCAAACACTGGCACT AAEL010217

GATCAAACAGCCGGAAT AAEL007692

GATCAAACAGCTTTTCC AAEL007243

GATCAAACAGGGTTGAA AAEL006551

GATCAAACAGGTCAAAA AAEL009225

GATCAAACCAAATCAAA AAEL003346

GATCAAACCACCAACAT AAEL009905

GATCAAACCACCGGTGG AAEL005303

GATCAAACCATGGAAAC AAEL005215

GATCAAACCCTGGGCGA AAEL013142

GATCAAACCGAAGAACG AAEL008744

GATCAAACCGAAGAAGT AAEL003105

GATCAAACCGTATCCGA AAEL006530

GATCAAACCTTGCCAAC SUPP_AEDES007797

GATCAAACCTTTCGCAG AAEL003230

GATCAAACGAAAAAGTG AAEL003364

GATCAAACGACCGGTGA AAEL012731

GATCAAACGCAAGGAAG AAEL012433

GATCAAACGGAAGGAGG AAEL014704

GATCAAACGGAATCTAA SUPP_AEDES014846

GATCAAACGGCGATGGG AAEL009825,SUPP_AEDES009107
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GATCAAACGGGAACCCT SUPP_AEDES007363

GATCAAACGTCACGGCG AAEL012578

GATCAAACGTTAGCATC SUPP_AEDES013243

GATCAAACGTTGAGCAA AAEL007030

GATCAAACGTTGCGGAC AAEL002145

GATCAAACGTTGTTCCG AAEL009274

GATCAAACTAACACAGA AAEL000720,AAEL000699

GATCAAACTAAGCCAGG AAEL010441

GATCAAACTACGTGAGT AAEL006699

GATCAAACTCCAGAGCA AAEL010312

GATCAAACTCGAGAACT AAEL012035

GATCAAACTGTGGTGAG SUPP_AEDES001304

GATCAAACTGTGTAAAC AAEL012599

GATCAAACTTATCGCCA AAEL013741

GATCAAACTTTATTTGG AAEL003319

GATCAAACTTTCGCTAT AAEL002232

GATCAAAGAAACCAGTG AAEL007601

GATCAAAGATTTTCTTA AAEL000004

GATCAAAGCAAACAAAG AAEL000245

GATCAAAGCAGAAGGAA AAEL013128

GATCAAAGCGAAATGCT AAEL012521,AAEL015046,SUPP_AEDES014646

GATCAAAGCTCTAACAG AAEL012271,AAEL014932

GATCAAAGCTTAAGCCA AAEL002585

GATCAAAGCTTGTTTGT AAEL007041

GATCAAAGGATTCGCCA AAEL007126

GATCAAAGTAGGCCTCC SUPP_AEDES011738

GATCAAAGTCAAAGCGA AAEL002944

GATCAAAGTCCCAGTGT AAEL004406

GATCAAAGTCTGGCGGA AAEL003911

GATCAAAGTGAAAGGCA SUPP_AEDES010144

GATCAAAGTGAATCACA AAEL000562

GATCAAAGTTTACAGTT AAEL013608

GATCAAATAATTCCCGC AAEL004311

GATCAAATAGCAGGAAG AAEL005861

GATCAAATCCAAACTGA AAEL008794

GATCAAATCCAAGCGAC AAEL000551

GATCAAATCTAACTTCC SUPP_AEDES011731

GATCAAATCTCACTGAA SUPP_AEDES009829,SUPP_AEDES002571

GATCAAATCTGCATTTC AAEL005429

GATCAAATCTGTGGGTC AAEL013560,AAEL013790

GATCAAATGAAAACAGC AAEL007171

GATCAAATGAATATCGC SUPP_AEDES000652

GATCAAATGATTGTCAA AAEL007912,AAEL001327,AAEL001348

GATCAAATGCTATCTCG SUPP_AEDES001599

GATCAAATGGGTAACCT SUPP_AEDES000430

GATCAAATGGGTGCGCT AAEL003106

GATCAAATGGTGAGTGT AAEL013275

GATCAAATGGTGCCACG AAEL001808

GATCAAATGTCGACCGA AAEL009389

GATCAAATTATCATTGC AAEL012546

GATCAAATTATTTGCGA AAEL003670
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GATCAAATTCAGAATGG AAEL003140

GATCAAATTCGAACACC AAEL003275

GATCAAATTCGGCTTGC AAEL007826

GATCAAATTGACGACAG AAEL007309

GATCAAATTGCATTTGG AAEL012167

GATCAAATTGCGGTATA AAEL013877

GATCAAATTGTTGCTGT AAEL002761

GATCAACAAAATTGCCG AAEL005575

GATCAACAAATGCAAAG AAEL002629

GATCAACAACAACCCAT AAEL001134

GATCAACAACAATCTGG AAEL003261,AAEL003264

GATCAACAACAATGCTG AAEL005938

GATCAACAACATCCCCA AAEL001684

GATCAACAACCTGCAAC SUPP_AEDES001488

GATCAACAACGAAAACT SUPP_AEDES012862,SUPP_AEDES008342

GATCAACAACTTTACGA AAEL013482,AAEL012324

GATCAACAAGCGGGCCA AAEL000950

GATCAACAAGCGTGAGA AAEL007987

GATCAACAAGGACCGAT AAEL002465

GATCAACAAGGAGGAAT AAEL014325

GATCAACAAGTCATTAG AAEL001078

GATCAACAAGTTCGTCG AAEL001194,AAEL009569

GATCAACAAGTTCTTGG AAEL001520

GATCAACAATAAACTTA AAEL000270

GATCAACAATACAGGTA AAEL006459

GATCAACAATGCCGGTG AAEL013483

GATCAACAATTTCACAC AAEL011399

GATCAACACAGTGGTGC AAEL005709

GATCAACACATCTCAAC SUPP_AEDES004054

GATCAACACCCTGGTGC SUPP_AEDES006319

GATCAACACCGTGAACG AAEL002965

GATCAACACGGGCAACC AAEL012388

GATCAACACTGCATCCC AAEL007083

GATCAACACTGGTCACA AAEL003206

GATCAACAGAAGCTGCA AAEL006855

GATCAACAGACAAGGAC SUPP_AEDES010078

GATCAACAGACATCTTC AAEL013643,AAEL014794

GATCAACAGACGACACC AAEL008811

GATCAACAGCAGCAGCA AAEL003109,SUPP_AEDES009403,AAEL007759

SUPP_AEDES012585,SUPP_AEDES009692

GATCAACAGCAGGGCAC AAEL010855

GATCAACAGCGTCTGAT AAEL000795,AAEL000804

GATCAACAGTAAACGGT AAEL009808,AAEL012035

GATCAACAGTAGCGAGG AAEL013693

GATCAACAGTCACGTTT AAEL001801,AAEL001804

GATCAACAGTGATGTTC SUPP_AEDES009387,SUPP_AEDES009390

GATCAACAGTGCCATCA AAEL004396

GATCAACAGTTCATCTA AAEL003196

GATCAACAGTTTGGCCT AAEL013144

GATCAACATAGCAACGA SUPP_AEDES014274

GATCAACATCAACAGCA AAEL001673,AAEL007407
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GATCAACATCAGCAACA AAEL008739

GATCAACATCGAACCCG AAEL009506

GATCAACATCGAAGAGA AAEL012313,AAEL005797

GATCAACATGACGGATG AAEL007097

GATCAACATGCCCACGA AAEL005866

GATCAACATTCCACTGG AAEL014548

GATCAACCAAACAGGAT SUPP_AEDES004911

GATCAACCAACGGTAAC AAEL003218

GATCAACCACAATGATG SUPP_AEDES012728,SUPP_AEDES009526

GATCAACCACACTAAAA SUPP_AEDES000151

GATCAACCACATCCTGA AAEL003220

GATCAACCACGATGAAT AAEL005611

GATCAACCAGAACAAAG AAEL006953

GATCAACCAGAGAAACC AAEL003058

GATCAACCAGCAGTTTC AAEL013295

GATCAACCAGCTCAGAT AAEL008353

GATCAACCAGCTTCATT AAEL006066

GATCAACCAGGCTGCCA SUPP_AEDES008979

GATCAACCAGGGCGACA AAEL004378

GATCAACCAGTGCGTCG AAEL011935

GATCAACCAGTTCAAGA AAEL003344

GATCAACCATAACATCC AAEL007536

GATCAACCATCGGCTGA AAEL005592

GATCAACCATCTACAAT SUPP_AEDES006855

GATCAACCATCTTCTCA AAEL014413

GATCAACCATTTAGCGA AAEL006836

GATCAACCCAAGTGGGC AAEL006542,AAEL009291

GATCAACCCATTTTCGA AAEL014068,AAEL012120,AAEL014077

GATCAACCCCATGTTGG AAEL008120

GATCAACCCGTTGACCT AAEL004452

GATCAACCCTAATCTGC SUPP_AEDES013607

GATCAACCCTCAGCGAT SUPP_AEDES012441,AAEL012927

GATCAACCCTCCAGGGA AAEL011857

GATCAACCGAAAATCTC AAEL008563

GATCAACCGAAACCAGT AAEL013940

GATCAACCGAACAACAA AAEL003388

GATCAACCGAATGGCGT AAEL001127

GATCAACCGATACGACA AAEL010484,AAEL014815

GATCAACCGCATCGTGA AAEL004699

GATCAACCGCCAACGCA AAEL011630

GATCAACCGGCCTCGAT AAEL014128,AAEL005212

GATCAACCGGGCGCCGC AAEL003513,AAEL003538

GATCAACCGTGCCCTCA SUPP_AEDES001883

GATCAACCGTGTGCTAG AAEL000750

GATCAACCTGACCAAGC SUPP_AEDES010246,SUPP_AEDES004985

GATCAACCTGCAACGTT AAEL013132

GATCAACCTGCAGCGGA AAEL015244,AAEL012348

GATCAACCTGGATGTGC AAEL013338

GATCAACCTGGCCGACG AAEL005655

GATCAACCTTGGTCTCG AAEL008708

GATCAACGAAAACTCTC AAEL001323
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GATCAACGAAAAGTGTT AAEL013739

GATCAACGAAACTCATC AAEL012745

GATCAACGAAGAGTTGT AAEL006895,AAEL006892

GATCAACGAAGCTAAAG AAEL005914

GATCAACGAGAAGTACG AAEL004239

GATCAACGAGACGTTAC AAEL005477

GATCAACGAGCGAATGC AAEL008930

GATCAACGAGGACTATC AAEL006744

GATCAACGAGGAGCGCG AAEL013891

GATCAACGAGGCTGTCC AAEL006928

GATCAACGAGGGCTCCC AAEL003352

GATCAACGAGTCAAATC AAEL012483,AAEL007343

GATCAACGAGTCTTCCA AAEL002565

GATCAACGATATGGTTT AAEL000527

GATCAACGATGCCAGAA AAEL014379,SUPP_AEDES014002

GATCAACGATTGTTAGG SUPP_AEDES003894,AAEL004126

GATCAACGATTTCTACG SUPP_AEDES012829

GATCAACGCCAACAAGA AAEL000106

GATCAACGCCGGCAAGG AAEL014505,AAEL010519

GATCAACGCGAAGCGGC AAEL009148,AAEL009142

GATCAACGCGACCTCCA AAEL012935

GATCAACGCTAAAGAAT AAEL001361

GATCAACGCTGCCCTAC AAEL007962

GATCAACGCTGCTAAGG AAEL013625

GATCAACGCTGGCCGTG AAEL000199

GATCAACGCTGGTGTCC AAEL008886

GATCAACGCTTCCCGGA AAEL000105

GATCAACGCTTCTCAGG AAEL000478

GATCAACGGAATGGGGC AAEL014703

GATCAACGGATTGGGTG AAEL008894,SUPP_AEDES008652

GATCAACGGCCAGAAAA AAEL011608,AAEL014989

GATCAACGGGAATAATC AAEL010935

GATCAACGGGGACGGCT AAEL000503

GATCAACGGGTACCTCA AAEL004067

GATCAACGGTTGAACGA AAEL003107

GATCAACGTAATCACCC AAEL013068

GATCAACGTCAACTACC AAEL006118

GATCAACGTCTTGTCGT AAEL011302,AAEL015595

GATCAACGTGAACCTGA AAEL009994

GATCAACGTGATGGCGA AAEL005206

GATCAACGTTAGAGTAC AAEL000093

GATCAACGTTCCATTGA AAEL013603

GATCAACTACAAATGCC AAEL001933,AAEL010167

GATCAACTACCATCTGA AAEL009956

GATCAACTACCGGCGGC SUPP_AEDES004389

GATCAACTACGAACTGA AAEL000429

GATCAACTACGAGAATG AAEL007880

GATCAACTACGTGGCGG AAEL013515

GATCAACTACGTTGGAT AAEL002557

GATCAACTATAATCCCA AAEL001962,SUPP_AEDES002082

GATCAACTATCATCTGA AAEL015135
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GATCAACTATTGACTTG AAEL010585

GATCAACTCAACACCAC AAEL001794

GATCAACTCAACCACAC AAEL006554

GATCAACTCAGCAACTG AAEL012110

GATCAACTCCCGACCGA AAEL009905

GATCAACTCCGGTTGCC AAEL009557

GATCAACTCGAATTGAT AAEL004675

GATCAACTCGTTTTCAT AAEL002885

GATCAACTGAAGACAAA SUPP_AEDES001381,AAEL012208

GATCAACTGAATGCCGA AAEL013899

GATCAACTGATACCAAC AAEL010184

GATCAACTGATTTTTTG AAEL010205

GATCAACTGCGCAGTTG AAEL003116

GATCAACTGCGGCAACC AAEL007884

GATCAACTGCTCCACAG AAEL006717

GATCAACTGCTGCAGGA AAEL007935,AAEL007033

GATCAACTGCTGGCATG AAEL006259

GATCAACTGCTTGGCAG AAEL009422,SUPP_AEDES009200,SUPP_AEDES001368

GATCAACTGGACAACCA AAEL006144

GATCAACTGGATTGGAT AAEL002181

GATCAACTGGGACAGGA AAEL004092

GATCAACTGTAATAGTA AAEL007842

GATCAACTGTGACAATA AAEL009555

GATCAACTGTTAGGTCA AAEL004702

GATCAACTGTTCAAGTA AAEL007375

GATCAACTGTTGGACGG AAEL012820

GATCAACTTAACAACTG AAEL015077

GATCAACTTACTCAAGG AAEL003345

GATCAACTTCAAAACGG AAEL007942

GATCAACTTCAACAACC AAEL006902

GATCAACTTCAAGAAAC AAEL012568

GATCAACTTCACCGGTA AAEL006259

GATCAACTTCACCTACT AAEL013981,AAEL013983

GATCAACTTCATCAAGG AAEL012994

GATCAACTTCCGCAGTC AAEL006449

GATCAACTTCCGGCGAA AAEL011180

GATCAACTTCCTGGTTT AAEL013221

GATCAACTTCCTGTCCG AAEL003749

GATCAACTTCTAAGTCC AAEL010083

GATCAACTTCTGCCTGC AAEL007705

GATCAACTTGCGGTTTA AAEL006959

GATCAACTTTCGGCGTT AAEL014848

GATCAACTTTCTGTATC AAEL009278

GATCAACTTTGCTCTGA SUPP_AEDES004064

GATCAACTTTGTTCTTT AAEL005796

GATCAACTTTTCCATTT AAEL004121

GATCAACTTTTGCCACA AAEL014825

GATCAAGAAAAACTGTG AAEL009809

GATCAAGAACAATCCCA AAEL009908

GATCAAGAACAGGACAA AAEL004910

GATCAAGAACCAGGTCA AAEL012897,AAEL003734
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GATCAAGAACGGCAAGA AAEL012686

GATCAAGAACTCCAAGC AAEL013644

GATCAAGAACTGATGAG SUPP_AEDES007591

GATCAAGAAGACTTATT AAEL003130

GATCAAGAAGCAACAGC SUPP_AEDES002951

GATCAAGAAGCTCTGGG AAEL011798

GATCAAGAAGGAAAAGT SUPP_AEDES007942

GATCAAGAAGGAGGAAA AAEL014283,AAEL009147,AAEL014280

GATCAAGAAGGCTGTCT AAEL004614

GATCAAGAAGGGCGGCG AAEL006196

GATCAAGAAGTACACCG AAEL010823,AAEL005324

GATCAAGAATAATTGCG AAEL012377

GATCAAGAATCAGCAGC SUPP_AEDES010702

GATCAAGAATCGGTTAC AAEL013470,AAEL014095

GATCAAGACCTACAACA AAEL004142

GATCAAGACCTTCTTCG AAEL005515

GATCAAGACTGTGGGCA SUPP_AEDES012326

GATCAAGAGATGCACCG AAEL008471

GATCAAGATGAACCGGA AAEL000046

GATCAAGATTATGGCCG AAEL010576

GATCAAGATTCAACAGT AAEL000562

GATCAAGATTCACCTCA AAEL003686

GATCAAGATTTGCGTGA AAEL004440

GATCAAGCAAATCATGT AAEL007650

GATCAAGCAACAGGTAA SUPP_AEDES007960,AAEL011240

GATCAAGCACAAGAGGA AAEL013536

GATCAAGCACAGGCAAA AAEL004026

GATCAAGCACGCCCAGA AAEL007849

GATCAAGCACTGGATGC AAEL006937

GATCAAGCACTTGGAAG AAEL005817

GATCAAGCAGAAGACTG AAEL013284

GATCAAGCAGAGGACGA AAEL008661

GATCAAGCAGCGAGTCG AAEL014260

GATCAAGCAGGAAGCGA AAEL013086

GATCAAGCAGTGCAAAT AAEL002411

GATCAAGCATTCGGAGT AAEL003931

GATCAAGCCAAACTCAA AAEL012117

GATCAAGCCCAAACGTT AAEL013538

GATCAAGCCGAAGAGGA AAEL002551

GATCAAGCGAAAAAGAA AAEL007704

GATCAAGCGACGATGTA SUPP_AEDES003367

GATCAAGCGATGGAAGC AAEL007701

GATCAAGCGCACCGAAA AAEL014871,AAEL010751

GATCAAGCGGAGATGAT AAEL002253

GATCAAGCGGCTGTTCC AAEL012794

GATCAAGCGTCAGGATA AAEL004486

GATCAAGCTGAACAAGA AAEL001312

GATCAAGCTGAAGCCAG AAEL001926,AAEL001943

GATCAAGCTGAAGCGGA AAEL000996

GATCAAGCTGGGCGAGG AAEL001721

GATCAAGCTGGTTCTGA AAEL011576
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GATCAAGCTTTTTTGTA AAEL007597

GATCAAGGAAACAAAAC AAEL010692

GATCAAGGAAACCAGTG AAEL013715,AAEL013707

GATCAAGGAAACTATGC AAEL007783

GATCAAGGAATTAGGAG AAEL002905

GATCAAGGACGGCAGCA AAEL015238

GATCAAGGACTACAACG AAEL006472,AAEL010491

GATCAAGGACTACTCTG AAEL009275

GATCAAGGACTATCGTG AAEL006910

GATCAAGGAGAAGTGAA AAEL001972,AAEL001982

GATCAAGGAGTACGCTC AAEL006678

GATCAAGGAGTCTGCGT AAEL003849

GATCAAGGATAACAAAA SUPP_AEDES004345,SUPP_AEDES004352

GATCAAGGATATGTGCA AAEL004439

GATCAAGGATGGTCGAT AAEL014819,AAEL010484

GATCAAGGATTTGGAAA AAEL011733

GATCAAGGCACAAGTTA AAEL003770

GATCAAGGCAGCCAACT SUPP_AEDES003276,AAEL003345

GATCAAGGCCCGCCTGG AAEL005129,AAEL009653

GATCAAGGCCGAAATCC AAEL010813

GATCAAGGCGGCCGATG AAEL007854

GATCAAGGCGGTGGTCA SUPP_AEDES005151

GATCAAGGCGTTTACGG AAEL002783

GATCAAGGCGTTTCGGA AAEL003813

GATCAAGGCTAGCATCA AAEL005772

GATCAAGGCTCGGTCGA AAEL008837

GATCAAGGCTGTCCTGC AAEL003582

GATCAAGGCTTCCTGTA AAEL010249,AAEL010248

GATCAAGGGATACATCA AAEL000241

GATCAAGGGGACATACT AAEL007790,AAEL006161

GATCAAGGTAGCGGACG AAEL010018

GATCAAGGTCCCCAAGG AAEL002331,AAEL015438

GATCAAGGTCCGTTGGA AAEL008381

GATCAAGGTCTTCCGCG AAEL010727

GATCAAGGTGCACCTGG AAEL009496

GATCAAGGTGCAGGCGG AAEL000635

GATCAAGGTGCGCCCGA AAEL004861

GATCAAGGTGCGCCGCT AAEL001985

GATCAAGGTGCGCGGCA AAEL006931

GATCAAGGTGTACGGCT AAEL004350

GATCAAGGTTTGCCCTG AAEL014617

GATCAAGTACAAACCGT SUPP_AEDES013244

GATCAAGTACAGAGAAC AAEL011261

GATCAAGTAGTGACCGA AAEL002691

GATCAAGTATCAGAGCA AAEL007383

GATCAAGTATTGGCAGT AAEL014287

GATCAAGTCCCGGTTGT AAEL009825,SUPP_AEDES009107

GATCAAGTCCGTGAGCG AAEL000127

GATCAAGTCCTGTGGTA AAEL003883

GATCAAGTCGCCGAAGA AAEL003188

GATCAAGTCGGAAAATA AAEL010509
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GATCAAGTCGTACAACT AAEL004249

GATCAAGTCTACGATTT AAEL013338

GATCAAGTCTCTCGTTT AAEL008258

GATCAAGTGAGGGAATC AAEL001588

GATCAAGTGATTTGCTG AAEL005513

GATCAAGTGCGTATCGA AAEL012620

GATCAAGTGGAAGTGTA AAEL012173

GATCAAGTGTCCTCAGC AAEL013225

GATCAAGTGTTCCAATA AAEL001017

GATCAAGTTAGGAATTA SUPP_AEDES006006

GATCAAGTTCCTGACCG SUPP_AEDES008274,AAEL009151

GATCAAGTTGAAAGTGT AAEL006445

GATCAAGTTGAACTTTG AAEL008496

GATCAAGTTGATGAGGT AAEL004183

GATCAAGTTGGACAGCT AAEL011659

GATCAAGTTGGGAACGC AAEL006063

GATCAAGTTGGTGCTAG SUPP_AEDES009920

GATCAAGTTTGGGTGCC AAEL011386,AAEL011379

GATCAAGTTTTCAGCTC AAEL010338

GATCAAGTTTTCATCTT AAEL006483

GATCAAGTTTTTCCGGG AAEL012607,AAEL015015

GATCAATAAAACCATTC AAEL002464

GATCAATAAATGAGCGA AAEL009872

GATCAATAACAAGCGAT AAEL003361

GATCAATAACAAGGGAA AAEL011313

GATCAATAACGGTTCCG AAEL013274

GATCAATAACTTGGAGA AAEL011390

GATCAATAAGCACGGCG SUPP_AEDES002502

GATCAATAAGTGGTTGT AAEL001247

GATCAATAATGGACAGT AAEL012057

GATCAATACCCTAGGCA AAEL003961

GATCAATACTGGCAGCA AAEL011284

GATCAATACTGTTAGCA AAEL002761

GATCAATACTTCCAGCA AAEL008572

GATCAATAGTCGCGTGT AAEL012996

GATCAATCAACACCTGT AAEL001945

GATCAATCAACAGTGCT AAEL009167

GATCAATCACATTGACA AAEL009400

GATCAATCAGAGCGAGG AAEL000910

GATCAATCAGCTGGTCG AAEL004239

GATCAATCATCGAAGAG AAEL000257

GATCAATCATTCTCGCA AAEL004773

GATCAATCATTGTGGTG SUPP_AEDES001632

GATCAATCATTTTAGTC AAEL006473

GATCAATCCAAATCGCG AAEL003385

GATCAATCCATCCCAAA AAEL011839

GATCAATCCCTTGGGGA AAEL010642

GATCAATCCTCAGTCGG AAEL013316

GATCAATCCTGGCCAGC AAEL011317

GATCAATCCTTGAATTT AAEL001471

GATCAATCGATGGAGAC AAEL003514
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GATCAATCGATGTGGAG SUPP_AEDES004451

GATCAATCGCAAGAATT AAEL012518

GATCAATCGCACCAGTC AAEL007867,AAEL007863

GATCAATCGCCCATCAT AAEL004439,AAEL004423

GATCAATCGGTACAGGA AAEL009227,AAEL015012

GATCAATCGTCTCACTC SUPP_AEDES008957

GATCAATCGTGTCCGGT AAEL007987

GATCAATCTAAGGAAAC SUPP_AEDES004841

GATCAATCTACTCGAAG AAEL001194

GATCAATCTATTGCCAT AAEL005344

GATCAATCTGCCTACCA AAEL012557

GATCAATCTGGTTGATG AAEL009259

GATCAATCTGTGCCAAT AAEL010900

GATCAATCTTCACTTCT AAEL007556

GATCAATCTTGACCATT AAEL006146

GATCAATGAAAAGACGT AAEL005651

GATCAATGAACAATGTC AAEL014248

GATCAATGAATCCTTCC AAEL007625,AAEL015042

GATCAATGACATTACGA AAEL012473

GATCAATGACCGGGCGT AAEL005610

GATCAATGAGTGATGGT AAEL003835

GATCAATGATAACGGGG AAEL008753

GATCAATGATTGACCCC SUPP_AEDES006855,AAEL012477

GATCAATGATTTGGTAG AAEL007640,AAEL015584

GATCAATGCAATTCGAC AAEL000594,AAEL004182

GATCAATGCCGTCCACT AAEL011169

GATCAATGCCTGCGTCC SUPP_AEDES007429

GATCAATGCCTTTCATG AAEL010468

GATCAATGCGATTTTGT AAEL008959

GATCAATGCGGACGGAA AAEL006080

GATCAATGCGGGGAAAA AAEL002930

GATCAATGCTCCACCGC AAEL004385

GATCAATGCTCTGACTG AAEL000486

GATCAATGCTGGAGTTG AAEL011973

GATCAATGGAATGAGGG AAEL010205

GATCAATGGTCACTTGT AAEL002523

GATCAATGTAAGACAAG AAEL002557

GATCAATGTCTATCGTT AAEL011698

GATCAATGTGCCCATCA AAEL002031

GATCAATGTTCTGCGTC AAEL009297

GATCAATGTTGCTATCT AAEL003259

GATCAATGTTTGGTGCT SUPP_AEDES014440,AAEL014762

GATCAATGTTTGTTCAT AAEL012128

GATCAATTACCGCAACC AAEL006363

GATCAATTACGACATCG AAEL008781,AAEL001703

GATCAATTAGATAGCCA AAEL004739

GATCAATTAGGTATCCC AAEL011025

GATCAATTATGCATTGA AAEL010349

GATCAATTCGTTGGAGA AAEL010691

GATCAATTGCGAGCCAT AAEL011171

GATCAATTGCTGAAGAA AAEL013777
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GATCAATTGGAACCGGG AAEL012095

GATCAATTGGGAAAGGA AAEL004103

GATCAATTGTTTGTCGT AAEL007248

GATCAATTTCACCCGAA SUPP_AEDES003470,SUPP_AEDES008572,AAEL009295

GATCAATTTCCCTATGG AAEL010661

GATCAATTTCGAGCGTT AAEL001968

GATCAATTTCTCGAGGC AAEL004149

GATCAATTTGTGTCAAT AAEL007484

GATCACAAAAATGAGCT AAEL001129

GATCACAAAACACCCGG AAEL008025

GATCACAAAACGGAAGC AAEL005744

GATCACAAAAGAAGAAT SUPP_AEDES014392,AAEL002352

GATCACAAACTTCATCC AAEL008454

GATCACAAAGAACCCCA AAEL004716

GATCACAAAGGTGACCT AAEL010295,AAEL006908

GATCACAAATACTTTCA AAEL006978

GATCACAACAAGCAGCT AAEL001166

GATCACAACACACACGA AAEL001499

GATCACAACACTTTGCA AAEL004583

GATCACAACAGATGCGA AAEL010318

GATCACAACCACACTCA AAEL000574

GATCACAACCACGAAAG SUPP_AEDES004388

GATCACAACCGGGACGG SUPP_AEDES011593,AAEL014271,SUPP_AEDES011600

GATCACAACCTCTAACC AAEL008072

GATCACAACGCTTTCCT AAEL008353

GATCACAAGACCGAAGT AAEL001540

GATCACAAGCGATTGCG AAEL006823

GATCACAAGGCTGAGGT AAEL012594

GATCACAAGTCTGCGTT AAEL007238

GATCACAAGTTCCACTG AAEL006117

GATCACAATAGCAGCGG AAEL013867

GATCACAATCAACCGGA AAEL007662

GATCACAATCACATTAC AAEL008849

GATCACAATCACGGTAC AAEL006959

GATCACAATCAGTATAA AAEL008941

GATCACAATCATTCCCG AAEL001323

GATCACAATCGTCCGCT AAEL002372

GATCACAATTTTGTTCA SUPP_AEDES006353

GATCACACAAATTGCCA AAEL007758

GATCACACACTGGCGCT AAEL009303

GATCACACCAACCAGGA AAEL012439

GATCACACCATCACCCG AAEL007823

GATCACACCATTAGATT AAEL005114,AAEL015263

GATCACACCCTTAGATA AAEL006249

GATCACACCGTGGAGAA SUPP_AEDES010503

GATCACACGATACCAGA AAEL010770

GATCACACGCAAACAGA AAEL003524

GATCACACGCACCTCGA AAEL002248

GATCACACGGGCTTTCC AAEL007218

GATCACACGGTTGCGTC AAEL002081

GATCACACGTCGAGGCC AAEL004865,SUPP_AEDES004602
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GATCACACTCCAGAGCA SUPP_AEDES003754

GATCACACTGCGACTGT AAEL009679

GATCACACTGTAATGGT AAEL013256

GATCACACTTATCCCAC AAEL007022

GATCACACTTCTCGGAT AAEL011853,SUPP_AEDES014400

GATCACACTTTCAACAA SUPP_AEDES009130

GATCACACTTTCACTTT AAEL012122

GATCACACTTTCCCTCA AAEL013631

GATCACAGAAAACCACA AAEL012677

GATCACAGAGAACTCGA AAEL013766

GATCACAGAGTCGACGG AAEL013058,AAEL012811

GATCACAGATACAGTAC AAEL009533

GATCACAGCCCACAACT AAEL014094

GATCACAGCTGGAGGAG AAEL009508

GATCACAGGAACTACGA AAEL012764

GATCACAGTCCCATATG AAEL009857

GATCACAGTCGACGATT AAEL006847

GATCACAGTGAAGAACA AAEL006420

GATCACAGTTTCGCTTC SUPP_AEDES008957

GATCACAGTTTTGCCGA AAEL008503

GATCACATAACTGGAAC SUPP_AEDES007673

GATCACATACTCGATTC AAEL009061

GATCACATCAGATGTCA AAEL006812

GATCACATCCCGCGAAA AAEL015680,AAEL015679,AAEL015678,AAEL015681

SUPP_AEDES003657,SUPP_AEDES003670

SUPP_AEDES003672,SUPP_AEDES003664

GATCACATCCGAGTGGT AAEL007202,AAEL011133

GATCACATCCTTTTTGG AAEL013535

GATCACATCGGCGGATA AAEL003953

GATCACATCGGTTTTTG SUPP_AEDES014406,AAEL003236

GATCACATCGTAGCCGG AAEL004059

GATCACATCTTCACCGA AAEL003231

GATCACATCTTCAGATT AAEL001979

GATCACATCTTCGCCGG AAEL014188

GATCACATCTTTGGCGA AAEL010782

GATCACATGTATGTACC AAEL008232,AAEL003808

GATCACATTCACGGAGG AAEL006315

GATCACATTCGCCCCAT AAEL003243

GATCACATTGCCAAGTG AAEL001307

GATCACATTTCACCGAA AAEL004588

GATCACATTTCAGTGTT AAEL004102

GATCACATTTTCAGCAG AAEL011871

GATCACCAAAAACATCC SUPP_AEDES013234

GATCACCAACAGCGAGA AAEL005340,SUPP_AEDES007988

GATCACCAACAGCTACT AAEL008029

GATCACCAACATGGTTA AAEL013407

GATCACCAACGCCTAAA AAEL008853

GATCACCAAGCGGAGAA AAEL000055

GATCACCAAGGAAGGTT SUPP_AEDES005284

GATCACCAATCGGAAGC AAEL000787

GATCACCAATTTTCGAA AAEL009191
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GATCACCACCTACCAAC AAEL004700

GATCACCACGGGCAACC AAEL012576,AAEL014913

GATCACCACTCGCTGGA AAEL004661

GATCACCAGACTGCGGA AAEL010966

GATCACCAGCAAATCAA AAEL012013

GATCACCAGCGGCTGTC AAEL010276,SUPP_AEDES010095

GATCACCATCACCAACG SUPP_AEDES004127,SUPP_AEDES004130

GATCACCATCCGGAATG AAEL002898,AAEL002891

GATCACCATCTGGGGCG AAEL000404

GATCACCCAAGCATTTC AAEL013952,AAEL012282

GATCACCCACGATGCCG AAEL005340,SUPP_AEDES007988

GATCACCCACTCAAGAC AAEL003083

GATCACCCAGAGCTGCG AAEL009682

GATCACCCAGGAGTGTA AAEL006820

GATCACCCAGGTAACCT AAEL013220

GATCACCCAGTCCATGA AAEL008848

GATCACCCAGTTTCGAG AAEL010900

GATCACCCCATCACCGA AAEL010321

GATCACCCCCTCGGTCG AAEL000068,AAEL010573

GATCACCCCGTCACGGT SUPP_AEDES014860

GATCACCCGAAGACGCC AAEL010422

GATCACCCGACAGGTGT AAEL000343

GATCACCCGCTCGCACG AAEL000823

GATCACCCGGAAGAAGC AAEL013500,AAEL015115

GATCACCCGGACCGAAC AAEL013094,AAEL011058

GATCACCCGTATTCCAG AAEL009029

GATCACCCTCCAGTCGG AAEL000766

GATCACCCTCTTCGCCG SUPP_AEDES007375

GATCACCCTGACGGAGG AAEL001827

GATCACCCTGATTTCAT SUPP_AEDES011829

GATCACCCTGCCGTAGC AAEL000415

GATCACCGAAAACGATG SUPP_AEDES010479,AAEL010766

GATCACCGAACACCAAT SUPP_AEDES004453,AAEL004702

GATCACCGAACGTATCT AAEL006483

GATCACCGAGAAGGAGA SUPP_AEDES004786,AAEL005097

GATCACCGAGGGGTTCG AAEL015034

GATCACCGAGTACCAGA AAEL006611

GATCACCGATGCCGGAG AAEL005085,AAEL005220

GATCACCGATGTTACAG AAEL005594

GATCACCGATTCGGAGA AAEL010576

GATCACCGCCGAACGCT SUPP_AEDES013090

GATCACCGCTACCAACA AAEL015119

GATCACCGCTTCGCTGC AAEL006642

GATCACCGGAAACATTA AAEL007023

GATCACCGGAGATGGAG AAEL009953

GATCACCGGAGGAAAGG AAEL013623,AAEL008093,AAEL008085

GATCACCGGATAGTTGG AAEL003606

GATCACCGGCTTGCTCC AAEL014534,AAEL013464

GATCACCGGTTTCGCTA AAEL014946

GATCACCGTGTAGCGAA AAEL002572

GATCACCTACGACTACA AAEL010807
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GATCACCTCCGCATCAT AAEL009185

GATCACCTCGTTCACTC AAEL006563

GATCACCTGAACTTTAT AAEL000395

GATCACCTGGATGACGA AAEL001080

GATCACCTGGTGCATCT AAEL008783,AAEL008776

GATCACCTGTAGCTTCT AAEL006328

GATCACCTTACCACTCC AAEL006890

GATCACCTTCCGGTAGG AAEL002108

GATCACCTTGAAAACCA AAEL009634

GATCACCTTTCCGTCGT AAEL002551

GATCACCTTTGCTAGAT AAEL007252

GATCACCTTTTTCCCGA SUPP_AEDES013493

GATCACGAAAAAGATGT AAEL011105

GATCACGAAAACACCCA AAEL008867

GATCACGAAACATTGAT AAEL003981

GATCACGAAAGCGGACA AAEL014943

GATCACGAAATCCACAA AAEL012681

GATCACGAAGAAGCCAG AAEL009151

GATCACGAAGACCTGCG AAEL015143

GATCACGAAGGCGGTTC SUPP_AEDES001805

GATCACGAATAAAGGCA AAEL000229

GATCACGAATCGGCTGG AAEL000782

GATCACGACATTTGGTT SUPP_AEDES004436

GATCACGACGGCTTTAG AAEL008371

GATCACGACTGCCCTGA AAEL012499

GATCACGACTTGTCTTC SUPP_AEDES012322

GATCACGAGAGCTTCGC AAEL012552

GATCACGAGCAGGTAGT AAEL003865

GATCACGATAGAGTGGA AAEL001225,AAEL015051

GATCACGATGAGTTCCT AAEL011206

GATCACGATGTTCCAGA AAEL011273

GATCACGATTACTCCTG AAEL001113

GATCACGCAACAGTACC AAEL006719

GATCACGCAAGTTCGCT AAEL011291

GATCACGCACCTGGCCG AAEL012991,AAEL008960,AAEL013205

GATCACGCAGCGACAAC AAEL008004

GATCACGCATCGATGTT AAEL013981,AAEL013983

GATCACGCATCGTGCGG AAEL003405

GATCACGCATTGTCGCG AAEL004376

GATCACGCCAAGGAGGA SUPP_AEDES003420

GATCACGCGAATTCGTA AAEL001261

GATCACGCGCCACATGC AAEL013544

GATCACGCTACTGGATG SUPP_AEDES006741

GATCACGCTATGCAAAT AAEL012427

GATCACGCTCACCAATA SUPP_AEDES003731

GATCACGCTTGAAAATA AAEL012588

GATCACGCTTGTATTCT AAEL010059

GATCACGGAAATTTCGA SUPP_AEDES011766,SUPP_AEDES014462

GATCACGGAGCGGAAAT AAEL011952

GATCACGGAGGAAACAA AAEL009887

GATCACGGATACTACGG AAEL006830,SUPP_AEDES006721
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GATCACGGATGTCAAGG AAEL009156

GATCACGGATTATGCTG AAEL006425

GATCACGGCCCCGTACA AAEL001939

GATCACGGCGATTGGAT AAEL006486

GATCACGGCGGACCTCC AAEL005068

GATCACGGCTTAAATTG SUPP_AEDES013155

GATCACGGCTTCTCGAA SUPP_AEDES013155

GATCACGGGGTGGATGT AAEL001621,AAEL001611,AAEL010920

GATCACGGGTTCCAAGG AAEL013116

GATCACGGTCAAACCGG AAEL012001,AAEL005293

GATCACGGTCTCGGATA AAEL000983

GATCACGGTGGACAACG AAEL006731

GATCACGGTTCAGAAGT AAEL007291,SUPP_AEDES007019

GATCACGGTTCTCCAGG AAEL013721

GATCACGGTTTGGAGTT AAEL006123

GATCACGTAGTTCTATC SUPP_AEDES002951

GATCACGTCAAATTGTT SUPP_AEDES011765,SUPP_AEDES012646

GATCACGTCACGTTGAG AAEL009686

GATCACGTCAGAGCTGT AAEL013775,SUPP_AEDES013277

GATCACGTCATTGACGT AAEL010116

GATCACGTCGGAATCAC SUPP_AEDES009933

GATCACGTCTCCCAGTT AAEL008802

GATCACGTGCTGGACTA AAEL002843

GATCACGTGTAAATTGT AAEL009539

GATCACGTTCAACCTCT AAEL007949,AAEL008078

GATCACGTTCAATGTGA AAEL012504

GATCACGTTCCTTCGAA AAEL011928

GATCACGTTCTTGTCGG AAEL012307

GATCACGTTGAACAATA AAEL010798

GATCACGTTGCCCCAAT AAEL009647,AAEL015541

GATCACGTTGGCAAGGT AAEL004855

GATCACGTTGGTTGACC AAEL003763

GATCACGTTGTAAACGT AAEL009457

GATCACGTTGTCCTCAT AAEL011105

GATCACGTTTCCATTCG AAEL002612

GATCACTAAGACGTCTA AAEL009674

GATCACTAATTGGTTGT AAEL005617

GATCACTACAACAGATT AAEL013396

GATCACTACATTACGCA AAEL003657

GATCACTACCCAAAACA SUPP_AEDES003558

GATCACTACGCGTGCAT AAEL006652,AAEL006648

GATCACTACTACTGCAT AAEL000293

GATCACTATGAACAACT SUPP_AEDES010631

GATCACTATTTTGTCAA AAEL004667

GATCACTCAACCGTGCA AAEL002454

GATCACTCACATGGAGA SUPP_AEDES007045

GATCACTCAGTGGAACA SUPP_AEDES006055

GATCACTCAGTTGCGCA AAEL000674

GATCACTCATCTTTTCT AAEL001586

GATCACTCCAATGTTGT AAEL006264

GATCACTCCATTCTTTT AAEL002135,AAEL002148
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GATCACTCCGCTGCTGG AAEL009020

GATCACTCCGTGTGGCG AAEL012608,AAEL015016

GATCACTCGACCCAGTG AAEL000481

GATCACTCGTAACACGG AAEL007982

GATCACTCTGGGTCTCG SUPP_AEDES008957

GATCACTCTGTGATGTA AAEL014874,AAEL009433

GATCACTCTTGACCACG AAEL013429

GATCACTGAATGCAAGG AAEL008453

GATCACTGATTGCGGAA AAEL009843

GATCACTGATTTCTCCA AAEL010229

GATCACTGCAGGAAACA AAEL010071

GATCACTGCCCTCGTTG AAEL007059

GATCACTGCCGATAATC AAEL009370,AAEL012134

GATCACTGCCGTATTGA AAEL013880

GATCACTGCCTCTATGG AAEL010306

GATCACTGCGAAAGCGG AAEL008814

GATCACTGCGGAGGAGG AAEL001593

GATCACTGGTTGTTGCA AAEL010017

GATCACTGTAACACCAT AAEL002811

GATCACTTAACTTAGCA AAEL006235

GATCACTTACAGCAGCA AAEL007366

GATCACTTCACTAACTT AAEL011314

GATCACTTCCACCCAGC AAEL001561

GATCACTTCCAGAATTG AAEL004597

GATCACTTCCGTTTGCA AAEL000604

GATCACTTCCTGTTCAA AAEL009185

GATCACTTCGCACCGGA AAEL014264,AAEL010250

GATCACTTCGCAGAGAA SUPP_AEDES010477

GATCACTTGAACCTTTC AAEL012025

GATCACTTGAGCAGTTT AAEL001952

GATCACTTGCCAGAGGT AAEL002827

GATCACTTGCCCTCGTG AAEL006450

GATCACTTGCGAGTGTT AAEL014156

GATCACTTGGAAGGCCA AAEL003624

GATCACTTGGCCTTCAT AAEL008291

GATCACTTGTACAAACT AAEL011425

GATCACTTTCACTCTCA AAEL001576

GATCACTTTCCAAACCG AAEL009647,AAEL015541

GATCACTTTCGAACATT AAEL000679

GATCACTTTCGAGGAGA AAEL014867,AAEL012286

GATCACTTTGCAGCTCT AAEL013862

GATCACTTTGCCAGCCG AAEL005457

GATCACTTTGCCATCAT SUPP_AEDES013665,SUPP_AEDES011731

GATCACTTTGCCCTGGC AAEL002836

GATCACTTTGCTGGTGC AAEL000178

GATCACTTTGTACCCTT AAEL004448

GATCACTTTGTCACCCA AAEL010525

GATCACTTTTGCGGCGT AAEL011765

GATCACTTTTTTTGAGT AAEL005208

GATCAGAAAAAATACCC SUPP_AEDES014810,AAEL007639

GATCAGAAAACGGAGAG SUPP_AEDES013639,AAEL014042
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GATCAGAACAACGCCGG AAEL014541,AAEL012554

GATCAGAACATCCGCAT AAEL003154

GATCAGAACATGCGAAG AAEL015640,AAEL013975,AAEL014584

GATCAGAACCAGGATTA AAEL003270

GATCAGAACCCGAAGAC SUPP_AEDES002413,SUPP_AEDES012801,AAEL007769,

SUPP_AEDES007540

GATCAGAACCGAGCCCA AAEL007707

GATCAGAACGCCATAAT AAEL011875,AAEL015181

GATCAGAACGGTGACGG AAEL001715

GATCAGAACTGTTCGAA AAEL006264

GATCAGAAGAAACAGGT AAEL005897

GATCAGAAGAAGAAGAA AAEL002251

GATCAGAAGAAGCTGGA SUPP_AEDES000656,SUPP_AEDES009042

GATCAGAAGAGAATCAA AAEL012243,SUPP_AEDES011827

GATCAGAAGCAGTGCGA AAEL002399

GATCAGAAGGAAAAAAC AAEL004156,AAEL011007

GATCAGAATCGGAGATG AAEL007875

GATCAGAATCTACCTGG AAEL014130

GATCAGAATGCGCACTG AAEL009403

GATCAGAATTCACATTG AAEL011721

GATCAGAATTGCTTCCT AAEL002475

GATCAGACACACGATTT AAEL007017

GATCAGACATTCAAGAA AAEL011296,AAEL008444

GATCAGACCAACCAAGT SUPP_AEDES005705

GATCAGACCACTGAGAC AAEL003590

GATCAGACCATCAACGA AAEL001101

GATCAGACCCTGAGCGA AAEL011683,AAEL010608

GATCAGACCTATATCCA AAEL008697,AAEL013007

GATCAGACCTCCAAATT AAEL000755,SUPP_AEDES000799

GATCAGACGCTTGCGGG AAEL004325

GATCAGACGGAGGAGTA SUPP_AEDES001802

GATCAGACGTGTTTTCT AAEL002886

GATCAGACTCCCGAAAT SUPP_AEDES006123,AAEL006314

GATCAGACTCGAGATTT AAEL013977,AAEL014585

GATCAGACTGCTTTTTC AAEL006300

GATCAGACTGGGCTTGT AAEL007046

GATCAGACTTCGGAGTA AAEL004315

GATCAGACTTGAAACCG AAEL002279

GATCAGAGAATACTACC AAEL001423

GATCAGAGAATGCAAGT AAEL000392

GATCAGAGAATTTCAAG AAEL006423

GATCAGAGATATTCCCC AAEL011471

GATCAGAGATTGGAAGG AAEL010047

GATCAGAGCAAAGATGT SUPP_AEDES001493

GATCAGAGCACAAAGTC AAEL000709

GATCAGAGCAGAAGGAG AAEL002036

GATCAGAGCGAAGCGGT AAEL007655

GATCAGAGCTGCATCCC SUPP_AEDES014935,AAEL002435

GATCAGAGGGGTCCGGA AAEL010874,AAEL010875

GATCAGAGTAAGAACGA AAEL007470

GATCAGAGTAAGGAGCG AAEL002107

Page 17



GATCAGAGTGAAATCGA AAEL001622,AAEL001606

GATCAGAGTGTGTTGTT AAEL001816

GATCAGATACTGTGCCA AAEL010173

GATCAGATAGTTGATGA AAEL001964

GATCAGATATCCATCCA AAEL004351

GATCAGATATCGAAACC AAEL010464

GATCAGATGAGAGAAAT AAEL012084

GATCAGATGCGAGATTT AAEL003514

GATCAGATGCTGAACGA AAEL009487,SUPP_AEDES009272

GATCAGATGGAGCGGGA AAEL008184

GATCAGATGGCCGGTAG SUPP_AEDES001543

GATCAGATGTACTTTTT AAEL010819

GATCAGATGTCTGCTAT AAEL012183

GATCAGATTACGGTGGT AAEL011123

GATCAGATTCTAAATAA AAEL003363,AAEL003365

GATCAGATTTCCAAAAA AAEL013800

GATCAGATTTTGGCTCC AAEL005651

GATCAGCAAACGCCAGT AAEL004148

GATCAGCAAAGACTTTG AAEL011288

GATCAGCAAAGCTAGAG AAEL011637

GATCAGCAAATAAACGG AAEL000335

GATCAGCAAATTTGGCC AAEL014220

GATCAGCAACAAACAAT SUPP_AEDES014638,SUPP_AEDES014331

GATCAGCAACAAGCTGC AAEL005325,AAEL014001

GATCAGCAACGTCAATT AAEL009760

GATCAGCAACTATCGCA AAEL002595

GATCAGCAACTGATGAA AAEL004441

GATCAGCAAGAAACATC AAEL003016

GATCAGCAAGGAGCAGA AAEL010019

GATCAGCAAGTTCCTGA AAEL007493,AAEL007498

GATCAGCACATGGAAAC AAEL010296,AAEL010288

GATCAGCACATGGAAGT AAEL002310

GATCAGCACATGTACTT AAEL000677

GATCAGCACATTCCTTC AAEL015006

GATCAGCACCGATTCCC AAEL012316,AAEL011136

GATCAGCACCTGGTCCT AAEL008476

GATCAGCACGATACCGT AAEL013968

GATCAGCACGGTCGTTG AAEL012251

GATCAGCACTCTGCGGG AAEL001641

GATCAGCACTGAACAAC AAEL010235

GATCAGCAGAAAGGAAC AAEL010331,AAEL011858

GATCAGCAGAAGTTTGA AAEL013837

GATCAGCAGACGCTTCT AAEL002115,SUPP_AEDES002143

GATCAGCAGAGTTTCGT AAEL003929

GATCAGCAGATTTCTTC AAEL007289

GATCAGCAGCAAGTAGT AAEL004271

GATCAGCAGCAGCACCA AAEL009400

GATCAGCAGCAGCAGCA AAEL014248

GATCAGCAGCTTTGCAT AAEL010866

GATCAGCAGGCACGACG AAEL003664

GATCAGCAGGGTCGTGC AAEL012015
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GATCAGCAGTACGACAT AAEL014063

GATCAGCAGTGCAAAAT AAEL009459

GATCAGCAGTTATTTAG AAEL012588

GATCAGCAGTTCAATCG AAEL015528,AAEL006384

GATCAGCATAAGAAGAA AAEL000776

GATCAGCATCACAGAAG SUPP_AEDES009729

GATCAGCATCGGCATTG AAEL014492

GATCAGCATTCTATGGA AAEL012537

GATCAGCATTGATTTGG AAEL006031

GATCAGCCAAAAAAAAA AAEL002759

GATCAGCCAAAAACTTG AAEL000181,AAEL000213

GATCAGCCAAGTGCGCT AAEL002334

GATCAGCCAATTGTACC AAEL011465

GATCAGCCACAAGGCCC AAEL006267

GATCAGCCACAGGAAGT AAEL005065,AAEL005223

GATCAGCCAGGAGTGTT AAEL008636

GATCAGCCATCTGGAAT AAEL001963

GATCAGCCATCTTGACG AAEL002372

GATCAGCCATGTTCTAT AAEL003574

GATCAGCCCAAGCAGCT AAEL004738

GATCAGCCCAGGCCAGA AAEL002403

GATCAGCCCGCCCCTGC AAEL006820

GATCAGCCCGCTGGCCA AAEL006259

GATCAGCCCGTATGAAG AAEL000832,AAEL000800

GATCAGCCCGTGTTCAC AAEL005730

GATCAGCCCTTCCCAGT AAEL000102

GATCAGCCGAAATTCGG AAEL008755

GATCAGCCGAACACAAA AAEL002530

GATCAGCCGAAGAAAAA SUPP_AEDES001015

GATCAGCCGAATCAGCA AAEL005832

GATCAGCCGGAATTGGC AAEL014944

GATCAGCCGGATTCCAT AAEL007838

GATCAGCCGTGTCATGT AAEL006968

GATCAGCCTTCTTTCCA AAEL004855

GATCAGCGAAAAAATCT AAEL011347,AAEL010009

GATCAGCGAAAAGCACG SUPP_AEDES009822,AAEL008101,SUPP_AEDES009090

GATCAGCGAAACCCATT AAEL007824

GATCAGCGAAACGCCTA AAEL010824

GATCAGCGAAGCGGAGG AAEL004453,AAEL004472

GATCAGCGAAGGACTCA AAEL005110

GATCAGCGACAGGTTGT AAEL005772

GATCAGCGACTGATGGA AAEL005852

GATCAGCGAGAGGAACA SUPP_AEDES007030

GATCAGCGAGAGTTTTG AAEL002654

GATCAGCGAGGTCCACA AAEL006661

GATCAGCGCAAACCTTC AAEL009506

GATCAGCGCAAAGCAGT AAEL010097

GATCAGCGCAACGTTGT AAEL004434

GATCAGCGCCAAACTGG AAEL011361

GATCAGCGCTCCACGAC AAEL014038

GATCAGCGCTTCGCAGT AAEL013087,AAEL015001,AAEL015004,AAEL013098
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GATCAGCGGAGCCAAGA AAEL009506

GATCAGCGGAGCTTCCT AAEL010299

GATCAGCGGATACAACT AAEL008702

GATCAGCGGATGACCAA AAEL014574

GATCAGCGGGTTCGGAC SUPP_AEDES003186

GATCAGCGGTAAGAAGA SUPP_AEDES002301

GATCAGCGTCATTCGAA AAEL003454

GATCAGCGTCTATTATT AAEL005203

GATCAGCGTCTCGTCCA SUPP_AEDES010167,AAEL010373

GATCAGCGTCTGTATCG AAEL006803

GATCAGCGTTCATCGCA AAEL008406

GATCAGCTACGTGGCCG AAEL003239

GATCAGCTAGTAATAGT AAEL013137

GATCAGCTAGTGGACCA AAEL013539

GATCAGCTATACTGTTT SUPP_AEDES006483

GATCAGCTATATGGTGT AAEL008080

GATCAGCTATCCAAATT SUPP_AEDES001394

GATCAGCTATCCGAACA AAEL009692,AAEL013264

GATCAGCTATCGAAGAT AAEL004235

GATCAGCTCAAATCACA SUPP_AEDES013493

GATCAGCTCACTCAACG AAEL000965

GATCAGCTCATCAGCCA AAEL013625

GATCAGCTCGCTTTCGG AAEL000589

GATCAGCTCGTCGAACC AAEL015340

GATCAGCTCTCCCGTTT AAEL005414

GATCAGCTGCAAGAGTG AAEL010913

GATCAGCTGCCAATGCC SUPP_AEDES007869,SUPP_AEDES007873

GATCAGCTGCCAGCCTG AAEL003105

GATCAGCTGCGAGAGTG AAEL004129

GATCAGCTGCGGTGTCT AAEL007037,AAEL007039

GATCAGCTGCTCTCGGT SUPP_AEDES004587,AAEL004846

GATCAGCTGGAAAATAA SUPP_AEDES003186

GATCAGCTGGAAATCCC AAEL010000

GATCAGCTGGAGACAGT AAEL009983

GATCAGCTGGCGCTGGT AAEL008481

GATCAGCTGGCTCGGGC AAEL012568

GATCAGCTGGGCGCCCT AAEL008517,SUPP_AEDES004051

GATCAGCTGGTCAAACA AAEL003452

GATCAGCTGGTGCAAGC AAEL009534

GATCAGCTGGTGCTCCT AAEL007288

GATCAGCTGTTCGATTT AAEL005143

GATCAGCTTATCCACCA AAEL007443,AAEL007439

GATCAGCTTCCGGCGAG AAEL014286

GATCAGCTTCGCCGGTC AAEL006374

GATCAGCTTGGCCTTTC AAEL005085,AAEL005220

GATCAGCTTGTAACGGA AAEL008192

GATCAGCTTGTTGACTC AAEL006342

GATCAGCTTGTTGTCGC AAEL005997

GATCAGCTTTGCACACA AAEL004419

GATCAGGAAAACAAATT AAEL010094

GATCAGGAAAATCGCGA AAEL008800
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GATCAGGAAACAAGTAA AAEL012684

GATCAGGAAAGAGAGGG AAEL001239

GATCAGGAAAGCCGTTT AAEL003652

GATCAGGAAAGGTGCCG AAEL003628

GATCAGGAAATACGCTC AAEL009351

GATCAGGAAATGGCCAT AAEL007848

GATCAGGAACACCTGGT AAEL006039

GATCAGGAACCAGCGGC AAEL006859

GATCAGGAACCTACCGA AAEL013633,SUPP_AEDES007840

GATCAGGAACTCCAATC AAEL008958

GATCAGGAAGGCGAAAA AAEL000832

GATCAGGAATGCACGGA AAEL009341

GATCAGGAATGTTCTTC SUPP_AEDES001759

GATCAGGACAACGGGCA AAEL012826

GATCAGGACAATCTAAT AAEL000385

GATCAGGACCGAGATAC SUPP_AEDES003395

GATCAGGACCTGGCGTT AAEL009151

GATCAGGACGACATTGT AAEL000208

GATCAGGACGACTCGAA AAEL012483,AAEL007594,AAEL007343

GATCAGGACGATGCCGA SUPP_AEDES005925

GATCAGGACGATTTCAA AAEL005825

GATCAGGACGCTCTGGT AAEL004532

GATCAGGACGTGTCGTA AAEL011116

GATCAGGACTATGCTGA AAEL006796

GATCAGGACTTCCTGCG AAEL004427

GATCAGGAGAAGCGACT SUPP_AEDES002381

GATCAGGAGAGAATACA AAEL002851,SUPP_AEDES002831

GATCAGGAGCGCTTGCG SUPP_AEDES010676

GATCAGGAGGAACTTGA AAEL007592

GATCAGGAGGAGGAGGA AAEL003744

GATCAGGAGGGCAAACA AAEL000147

GATCAGGAGTCGTTTGT AAEL014697

GATCAGGAGTGGACAGT AAEL003247

GATCAGGAGTGTGTAGT AAEL003957

GATCAGGATAAGGTCGA AAEL001092

GATCAGGATGAAAAAGT AAEL007290

GATCAGGATGCACCACT AAEL003611

GATCAGGATTATGTTGC AAEL004289

GATCAGGATTTCGGAAA AAEL013027

GATCAGGCAAGAGCAGG AAEL006006,SUPP_AEDES001918

GATCAGGCAATTGGCTT AAEL007442

GATCAGGCAGAAGACGA AAEL010576

GATCAGGCAGCGGTTAT AAEL010505

GATCAGGCATTCCACCA AAEL011101

GATCAGGCCGAAAAGAC AAEL004699

GATCAGGCCGAAGCCAA AAEL012733

GATCAGGCGCTGGACAG AAEL010747

GATCAGGCGGTCCAGGC SUPP_AEDES003491

GATCAGGCTGAACCCAC AAEL005384

GATCAGGCTTCCGGGGG AAEL005295

GATCAGGCTTCGCTGGA SUPP_AEDES007911,AAEL008161
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GATCAGGCTTTAGTTTC AAEL012637,AAEL012632

GATCAGGGATTATGAGA AAEL006634

GATCAGGGATTGGGGCT SUPP_AEDES002310

GATCAGGGCATTGTGGT AAEL012763

GATCAGGGCCACTGTAT AAEL006845,AAEL006847

GATCAGGGCCAGGGCAG AAEL000032

GATCAGGGGAAGGTCAG AAEL004981

GATCAGGGTCATGATTT AAEL003352

GATCAGGTAAAACTTGT AAEL003789

GATCAGGTACTGTGGAA AAEL003559

GATCAGGTATGTGACGA AAEL000724

GATCAGGTCATCGACGA AAEL013313

GATCAGGTCATCGTGGA AAEL009465

GATCAGGTCGTTCCGGT AAEL003797,AAEL003804

GATCAGGTGACCCGCGG AAEL002963

GATCAGGTGGAGACGGT AAEL008007

GATCAGGTGTTCAAAAA AAEL008620

GATCAGGTGTTCGAGAA AAEL004968,AAEL000194

GATCAGGTTGTTACCCA AAEL004661

GATCAGGTTTCTTCTAT SUPP_AEDES009095

GATCAGTAAACGATGAA AAEL006553

GATCAGTAAACGGGAAT AAEL012256,AAEL012155

GATCAGTAAATCCAGAA AAEL013305

GATCAGTAACTTTTGTA AAEL008775

GATCAGTAATCACCAGA AAEL007871

GATCAGTACACCATTGT AAEL000608

GATCAGTACATCAATCT AAEL007114

GATCAGTACCGATGGCC AAEL011542,AAEL014516

GATCAGTACGAAACCGC AAEL008134

GATCAGTACGACGTTCA AAEL004865,SUPP_AEDES004602,AAEL004887

GATCAGTACGCTCATGG SUPP_AEDES008154

GATCAGTACTACCAGCC AAEL012551

GATCAGTACTACTCTGC AAEL005279

GATCAGTAGATATAGGA AAEL000081

GATCAGTATCACTACCT AAEL011147

GATCAGTATGGACATGT AAEL013759

GATCAGTATTCTGCCTC SUPP_AEDES005020,AAEL005312

GATCAGTATTTTATTGC AAEL014053

GATCAGTATTTTCGTCA AAEL012133

GATCAGTCAACCCCCTC AAEL003924

GATCAGTCACGACAACC AAEL005916

GATCAGTCATCCTCAGC SUPP_AEDES006118

GATCAGTCATTCTAACT AAEL012975,AAEL000310

GATCAGTCCAGGCAAAT AAEL002175

GATCAGTCCCAACAGTC AAEL009555

GATCAGTCCCGCAAGGT AAEL005888

GATCAGTCCGCCCCTGC SUPP_AEDES011318,AAEL012963

GATCAGTCCGTCGAAGA AAEL000961

GATCAGTCCTCGGTGCA AAEL015216,AAEL015389

GATCAGTCGAAAATCGA AAEL004327,AAEL004329

GATCAGTCGATGCTAAA AAEL012179,AAEL012172
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GATCAGTCGATTCGCTG AAEL003528

GATCAGTCGCAGCCGCA AAEL007467,AAEL007476

GATCAGTCGCATGCGTG AAEL009335,AAEL003485

GATCAGTCGGAGGAGGA AAEL002382

GATCAGTCGTATGAAAC AAEL002764

GATCAGTCTAGTTCCAG AAEL001126

GATCAGTCTATTCAGCA AAEL013649

GATCAGTCTCCAACGCT AAEL010937

GATCAGTCTCCTCGTGC AAEL007881

GATCAGTCTCGATAAGG AAEL010640

GATCAGTCTCTCGGTCA AAEL012117

GATCAGTCTGAATTGGA AAEL009833

GATCAGTCTGATGTGAT AAEL002522

GATCAGTCTTGACGATA AAEL013734

GATCAGTGAAAGTGTTT AAEL006509

GATCAGTGACACATTTT AAEL007124,AAEL010704

GATCAGTGACACCCTCG AAEL000706

GATCAGTGACGACGAGG AAEL002437

GATCAGTGAGATTACCA AAEL006602

GATCAGTGATGAATCGT AAEL002162,SUPP_AEDES008766

GATCAGTGATGGTAACA AAEL011575

GATCAGTGCCTTGGTTG AAEL010942

GATCAGTGCGGAAAGTC AAEL001526

GATCAGTGCTCATGGTG AAEL002232

GATCAGTGCTGCCCGGG AAEL002683

GATCAGTGGAAATGTGT AAEL011575

GATCAGTGGATGCTGGG AAEL007834

GATCAGTGGATGCTGTT AAEL013342

GATCAGTGGATTACAAC AAEL010452,AAEL010448

GATCAGTGGTGGTGCTA AAEL012282

GATCAGTGTATCTATTC AAEL012195

GATCAGTGTATTGGACG AAEL009398

GATCAGTGTCACCTTGT AAEL001372

GATCAGTGTCATCGGTG AAEL005331

GATCAGTGTGGGGCGGC AAEL003700

GATCAGTGTTTGTGCGA AAEL010714,AAEL010718

GATCAGTTAATTTGCTG AAEL000450

GATCAGTTACGACCAAT AAEL003878

GATCAGTTACGGCGGAA AAEL004813

GATCAGTTAGTCAGCCG AAEL010378

GATCAGTTCAAATGTCT AAEL009047

GATCAGTTCAACTGAAA AAEL004668

GATCAGTTCACGAGATG AAEL008152

GATCAGTTCAGGTTTGG AAEL005591

GATCAGTTCATGTGAGT AAEL009879

GATCAGTTCATTTTTTT AAEL002963

GATCAGTTCCACAAGTT AAEL003589,AAEL003603

GATCAGTTCCAGCGGCA AAEL002168

GATCAGTTCCGGGCATT AAEL004484

GATCAGTTCCTGTGCCA AAEL009394

GATCAGTTCGAGGAATA SUPP_AEDES014216,AAEL006670
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GATCAGTTCGATAGGTG AAEL001698

GATCAGTTCGCTACTGT AAEL004722

GATCAGTTCGGACAGTA AAEL000269

GATCAGTTCTACGCGCT AAEL006734

GATCAGTTCTAGGATTC AAEL001206

GATCAGTTCTCCACGTT AAEL011220,AAEL004073

GATCAGTTCTGGAAGGA AAEL008635

GATCAGTTCTTGAACAT AAEL014528

GATCAGTTGAACTCGGG AAEL008416

GATCAGTTGAGTTCCGT AAEL007915

GATCAGTTGATTCTCCT AAEL007399,AAEL007395

GATCAGTTGCGGCATAG AAEL000245

GATCAGTTGGAAAGCCT AAEL012960

GATCAGTTGGACACGGA AAEL012686

GATCAGTTGGGTTTGAA AAEL005632

GATCAGTTGGTAGTGGC AAEL007530

GATCAGTTGTCCGGTAT AAEL001363

GATCAGTTGTTCGAGAT AAEL010430

GATCAGTTGTTTTTTCT AAEL004997

GATCAGTTTACGCGATG AAEL008159

GATCAGTTTAGTTTCTC AAEL003453

GATCAGTTTCCAAAGAG AAEL007029

GATCAGTTTCCAGAATA AAEL013530

GATCAGTTTCCCCTGGT AAEL004405

GATCAGTTTCGAAAGCC AAEL008324

GATCAGTTTCGAAAGGA AAEL004551

GATCAGTTTCTATCGCA AAEL006550

GATCAGTTTCTCCGGAT AAEL001271

GATCAGTTTGAAACTGT AAEL013749

GATCAGTTTGAAGATTT AAEL011267

GATCAGTTTGCCAAGAA AAEL009895

GATCAGTTTGCGCAGCA AAEL005650

GATCAGTTTGTGACCCT AAEL014959

GATCAGTTTGTGGTGAA AAEL013877

GATCAGTTTTCCAGTAT AAEL007160

GATCAGTTTTCCTCGAT AAEL011433

GATCAGTTTTGTCTGTG SUPP_AEDES012037

GATCATAAAATGTGTGT AAEL010318

GATCATAAACAGCAAGC AAEL011953

GATCATAACAAATGGTT SUPP_AEDES008712,AAEL013426

GATCATAACAACAATAA AAEL009320

GATCATAACCAACTTTA AAEL007080

GATCATAACCAGCTAAC AAEL011352

GATCATAACCCCCCATG AAEL000636

GATCATAACCGGTTTAT AAEL004434

GATCATAACGGCGAGCG AAEL004698

GATCATAACGGTGAGTA SUPP_AEDES003215

GATCATAACTTGTTGAT AAEL014526

GATCATAAGACCTAAGA AAEL008740

GATCATAAGGAAGATTT AAEL003612,AAEL004386

GATCATAAGGAGATTGT AAEL000412
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GATCATAATGCCCGATT AAEL006073

GATCATAATGGTTGGTG AAEL003160

GATCATACAAACCTTAC AAEL002083

GATCATACACTCCCACG AAEL002525

GATCATACAGAGGTTCC AAEL012108

GATCATACCAAATGCAC AAEL008604

GATCATACCAGCAGCTG AAEL011302,AAEL015595

GATCATACCATGATTGT AAEL007824

GATCATACCGCAGCCGA AAEL004838,AAEL014168

GATCATACGAATGGCAC AAEL014748,AAEL005245

GATCATACGCAGGTACT AAEL008139,AAEL014160

GATCATACGCTGAAATT AAEL006839

GATCATACGCTGGATAA AAEL012585

GATCATACTAAAGTTCG AAEL010674

GATCATACTGTGAAGGC AAEL000499

GATCATAGAAACTGTCC AAEL014484

GATCATAGAAGAGGTGG SUPP_AEDES004677

GATCATAGAGAATACCT AAEL005515

GATCATAGATGGCGTAA AAEL009766,AAEL009765

GATCATAGCAAGATGGT AAEL009431

GATCATAGCAAGGGTAG AAEL002214

GATCATAGCCGGTCATC AAEL001155

GATCATAGCTTTCTTGT AAEL002420

GATCATAGTCAAACAAT AAEL001403

GATCATATAGCTTTGTA AAEL001507

GATCATATCCAGCAGCA AAEL002728

GATCATATCCGGGTACT AAEL013069

GATCATATCGCAATCCC SUPP_AEDES008253

GATCATATCGTTTCCTT AAEL004892

GATCATATCTGCCAGCC AAEL009410

GATCATATTATCAGCCA AAEL013799

GATCATATTCCAACATC AAEL005016

GATCATATTGACTCTAC AAEL005827

GATCATATTGCCTTGGT AAEL004708,SUPP_AEDES011932

GATCATATTGGACCATC AAEL006928

GATCATATTTTGTTGAG AAEL005013

GATCATCAAACGGCAGC AAEL012924

GATCATCAAATCGGTCA AAEL009932

GATCATCAAATTAATCC AAEL000193

GATCATCAAATTCCTGA AAEL001993,AAEL001999,AAEL001967,AAEL002021,

AAEL002035

GATCATCAACAGATACG AAEL006525

GATCATCAACATTTCGA SUPP_AEDES002847

GATCATCAACCTTATAC AAEL001549

GATCATCAAGAAGCCCG AAEL012733,AAEL002990

GATCATCAAGACGACTA AAEL005289

GATCATCAAGCAGCACG AAEL011200

GATCATCAAGCGAAGGA AAEL010588

GATCATCAAGCGCTTCG AAEL012359

GATCATCAAGCGTGTCG SUPP_AEDES010869

GATCATCAAGCTGACGC AAEL013132
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GATCATCAAGGAACAAC AAEL010579,AAEL009724,AAEL009231,AAEL012963,

SUPP_AEDES003150,SUPP_AEDES011032,,AAEL004372,

SUPP_AEDES011318, SUPP_AEDES000628,

SUPP_AEDES014322, SUPP_AEDES011455

SUPP_AEDES011338,SUPP_AEDES009994

SUPP_AEDES014321,SUPP_AEDES000162

GATCATCAAGGCATGTG AAEL011821

GATCATCAAGGGTCGCT AAEL011527

GATCATCAAGGTCGAAT AAEL006785,SUPP_AEDES014931

GATCATCAAGTCACCGT AAEL003879

GATCATCAAGTTTTTGA AAEL001991

GATCATCAATCCGTCGA AAEL008192

GATCATCACACCGAGAT SUPP_AEDES001594

GATCATCACCAACTGGT AAEL014411

GATCATCACCGGAGAAT AAEL012827

GATCATCACCGTCGAGT AAEL009646,SUPP_AEDES009483

GATCATCACCTCGCGTT AAEL001057

GATCATCACGAGGGAGC AAEL000297

GATCATCACGCCGCGCC AAEL006751,AAEL006745

GATCATCACTCCGGATT AAEL004751,AAEL004745,AAEL004749,AAEL004746

SUPP_AEDES004483,SUPP_AEDES004492

GATCATCAGAGTGATGA AAEL005445

GATCATCAGCGAAGCAC AAEL001141

GATCATCAGCGCAGAAT AAEL007113

GATCATCAGCTGGCAGG AAEL001423

GATCATCAGGTGGTGGA SUPP_AEDES008787

GATCATCAGGTGTTCGA SUPP_AEDES000796,SUPP_AEDES004879,

SUPP_AEDES013393,SUPP_AEDES011475

GATCATCAGTCGAGTAT AAEL010787

GATCATCAGTGCAACTG AAEL013941

GATCATCATCAGCTGGT AAEL000615,SUPP_AEDES000655,AAEL001351

GATCATCATCATCGTTC AAEL003624

GATCATCATCCGAACCG AAEL010341

GATCATCATCCGGGTTC AAEL008133

GATCATCATCGAACCGT AAEL000404

GATCATCCAAGACTACT SUPP_AEDES013438

GATCATCCAAGCCGTGG SUPP_AEDES002632

GATCATCCAAGCGGAAA AAEL004829,AAEL004833

GATCATCCAATCTTTTT AAEL001810

GATCATCCACACACATC AAEL006847

GATCATCCAGCATATGG AAEL009417,AAEL009411

GATCATCCAGCCAAGCG SUPP_AEDES003406

GATCATCCAGTGCATAG SUPP_AEDES014019

GATCATCCCAAACGTAC AAEL007293

GATCATCCCAACTGCCC AAEL004500

GATCATCCCACGACAGG AAEL008951

GATCATCCCACTCGGCT SUPP_AEDES002542

GATCATCCCCCCCTTTT AAEL006040

GATCATCCCGTCAAGAA AAEL004618

GATCATCCCTCAGTATC AAEL009776

GATCATCCCTGCAGTTA AAEL010707
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GATCATCCCTTGTTCAT AAEL005415

GATCATCCGAAAAACGG AAEL004500

GATCATCCGCAACCGAT AAEL002973

GATCATCCGCAACGTCA AAEL006860

GATCATCCGCAGGAGTG AAEL008533

GATCATCCGCTGGCGCA AAEL010006

GATCATCCGGAAGGCCA AAEL004443

GATCATCCGGATGGAGT AAEL002751

GATCATCCGGTTGATTG AAEL001211

GATCATCCGTAACGCAC AAEL002510

GATCATCCGTATCTGCA AAEL012719,AAEL014198

GATCATCCGTGCAGTTG AAEL012989

GATCATCCGTTGCTGGT AAEL015081,AAEL007934

GATCATCCTACCGCGAA AAEL013174

GATCATCCTACGACCTA AAEL008598

GATCATCCTCAGGAACA SUPP_AEDES002433

GATCATCCTGACCGATA AAEL005405

GATCATCCTGGAGCAGA AAEL004148

GATCATCCTGGAGCGGG AAEL004875

GATCATCCTGGAGGGAT AAEL002935

GATCATCCTGGCATCGG AAEL009246

GATCATCCTGTAACGTG AAEL011912

GATCATCCTGTACTCGT AAEL006354,AAEL006350

GATCATCCTGTTCATGG AAEL013489

GATCATCCTTGCTTGCT AAEL003675

GATCATCGAAAACATAA AAEL005213

GATCATCGAACGACGAG AAEL003645

GATCATCGAAGGGGACG AAEL010484,AAEL014815

GATCATCGACATCGGCG AAEL001601

GATCATCGACCACGAGA SUPP_AEDES004199,AAEL006145,SUPP_AEDES007020

GATCATCGACGAGGCGG AAEL007650

GATCATCGACGCTGTCC AAEL007385

GATCATCGACGGCACCG AAEL005089

GATCATCGAGACCATTC AAEL006259

GATCATCGAGAGCGATA AAEL004634

GATCATCGAGGCCCAAT AAEL004629

GATCATCGAGGCGCCCA AAEL002104

GATCATCGATATCGGAA AAEL003180

GATCATCGATGTGGCGC AAEL009424

GATCATCGATTGGACTG AAEL014561,SUPP_AEDES006441

GATCATCGATTTCTTCC AAEL010169,AAEL010168

GATCATCGCAACATGTT AAEL007370

GATCATCGCAGCATTGG SUPP_AEDES012449

GATCATCGCAGTTATGA SUPP_AEDES005607

GATCATCGCCAACACCC AAEL002783

GATCATCGCCGACGACA AAEL003872

GATCATCGCTACTTCTG AAEL011568

GATCATCGCTATTTGCT SUPP_AEDES007793

GATCATCGCTTCTTCAT AAEL013875

GATCATCGCTTTGGCGG AAEL011748

GATCATCGGAAGAAGGC AAEL012576,AAEL014913
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GATCATCGGCAGTATCC SUPP_AEDES010518,SUPP_AEDES007383

GATCATCGGCCAGTACG AAEL001759

GATCATCGGCGTCAAGA AAEL013533

GATCATCGGCTATGAGG AAEL001954

GATCATCGGGTGGGTGA AAEL009002

GATCATCGGTGCAACGG AAEL013220

GATCATCGTAAAGAACG SUPP_AEDES012158

GATCATCGTAGCCGCCA AAEL011063

GATCATCGTCGCGGTTA AAEL014187

GATCATCGTCGGGGCGT SUPP_AEDES005556,SUPP_AEDES001367,1,AAEL001274

SUPP_AEDES009801,SUPP_AEDES00805

SUPP_AEDES013978, SUPP_AEDES009794

GATCATCGTGCGTTATT AAEL013542

GATCATCGTGCTGGTTG AAEL005565

GATCATCGTGGAAGATG AAEL008441,SUPP_AEDES008228,AAEL011298

GATCATCGTTCAGCCTT AAEL008575

GATCATCTAAATTCTTC SUPP_AEDES007265

GATCATCTAACTTCTAT AAEL010644

GATCATCTACAACAAGT AAEL008848

GATCATCTACAATTTGC AAEL006798,AAEL006793,AAEL014614

GATCATCTACCTGGTGA AAEL012480

GATCATCTACGCGGGAG AAEL006446

GATCATCTACTCGTACA AAEL005621,AAEL005625,AAEL006259

GATCATCTCAAACAGAC AAEL007227,AAEL007239

GATCATCTCCAGCTCGG AAEL006346,AAEL006356

GATCATCTCCATCTTCA AAEL010954,AAEL010945

GATCATCTCCGAGAGCG AAEL009383

GATCATCTCCGGCGGCA AAEL010860

GATCATCTCCGGGACGA AAEL002860

GATCATCTCCGTGGCCA SUPP_AEDES008243

GATCATCTCCTTGGCTA SUPP_AEDES010978

GATCATCTCGGTTTTGC SUPP_AEDES010989

GATCATCTGAACCGGCA AAEL014147

GATCATCTGAAGGTCAC AAEL005801,AAEL005816

GATCATCTGAATCGGCA AAEL014149

GATCATCTGCATGCCAC AAEL000442

GATCATCTGCCAACCCC AAEL003225

GATCATCTGCTCCGTCA AAEL007818

GATCATCTGGATTCGCC AAEL013134

GATCATCTGGATTGGTT AAEL008201

GATCATCTGGCCACGGT AAEL007656

GATCATCTGGGTCCTCG AAEL009337

GATCATCTGTCCGAGTA AAEL005821,AAEL015247

GATCATCTGTGTTCTGT AAEL014455

GATCATCTGTTCCGCAA AAEL004412

GATCATCTGTTTGCGGC AAEL014903,AAEL014292

GATCATCTTACAGAGGC AAEL007816

GATCATCTTCAACGAGC SUPP_AEDES012559

GATCATCTTCAGCGGCT AAEL007788

GATCATCTTCCAGCAGT AAEL008647,AAEL001289

GATCATCTTCGTGCCAG AAEL004457
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GATCATCTTCGTGCGAC AAEL000815

GATCATCTTCGTGCTGA AAEL009909

GATCATCTTGGCCACGC AAEL001715

GATCATGAAGGAGGAGG AAEL002163

GATCATGAAGTCCTGGA AAEL013279

GATCATGACTGAGTGAG AAEL004653

GATCATGAGCGAGTCGG AAEL000311

GATCATGAGCGGTATGA AAEL010228

GATCATGAGTTGGAACA AAEL013071

GATCATGATTAGTGCAA AAEL000642

GATCATGATTCAGGAAA AAEL003269,AAEL003246

GATCATGATTGGAAGAC SUPP_AEDES006660

GATCATGCAATTGCTGA AAEL006885

GATCATGCAGATGGCCG AAEL011330

GATCATGCAGCGTATTT AAEL002597

GATCATGCATAATGCAT AAEL013653

GATCATGCATCAAATTC AAEL003955

GATCATGCCTATTACGA AAEL006070

GATCATGCCTCCATCCA AAEL000529,AAEL004503

GATCATGCGAGAGTGAA AAEL010020

GATCATGCGAGGGAAAA AAEL005985

GATCATGCTGATTGATT AAEL000003

GATCATGCTGCTCTACA AAEL005065,AAEL005223

GATCATGCTTTACTGAG AAEL010407

GATCATGGAAACCGCGG AAEL004461

GATCATGGAACGGTTGA SUPP_AEDES003274

GATCATGGAAGACATTT AAEL007590

GATCATGGATGATTTGC AAEL000987

GATCATGGATGGAGGGT AAEL003430

GATCATGGATTCTTTCA SUPP_AEDES010144

GATCATGTAACGATGCA AAEL000430

GATCATGTAAGAAGGAA AAEL012819

GATCATGTAATCTACGT AAEL014186,AAEL003084

GATCATGTCGACTGTTG AAEL004358

GATCATGTCGCTCGGTT AAEL004328

GATCATGTCGGAAAATG SUPP_AEDES008177,AAEL008405

GATCATGTCGGTGCGCT AAEL002534

GATCATGTGAGAGCTAC AAEL002594

GATCATGTGTATCACCC SUPP_AEDES012620

GATCATGTGTCGATGGA AAEL011130

GATCATGTTAACCTCCT AAEL012271,AAEL014932

GATCATGTTCAAACGAT AAEL009423

GATCATGTTCACATAGG AAEL004434

GATCATGTTCGACAACC AAEL001322

GATCATGTTGAGAAAGA AAEL003046

GATCATGTTGCCGTTGA AAEL012400

GATCATGTTGCGTCCCA AAEL004738

GATCATGTTGGCGACCG AAEL009160

GATCATGTTTACGCACT AAEL008103

GATCATGTTTCATCAGA AAEL012739

GATCATGTTTGACGTTC SUPP_AEDES009563,SUPP_AEDES013333,
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SUPP_AEDES014641

GATCATGTTTTAGGGAT AAEL009311

GATCATTAACAAATCGG AAEL000272,AAEL000297

GATCATTAAGTTGAAAC AAEL009345

GATCATTACCCCATTAC AAEL012265

GATCATTAGCAAGCAGC AAEL010756

GATCATTATCAAGTAGT AAEL005881,SUPP_AEDES005633

GATCATTATCGAGTGCA AAEL012126

GATCATTATCGTGCTAA AAEL004130

GATCATTATGTTTCGAC SUPP_AEDES014657,SUPP_AEDES007701

GATCATTATTCACCAAC AAEL011664

GATCATTCAAGAAAGAG AAEL001798

GATCATTCAAGTGCCTG AAEL008309

GATCATTCAGACCGGCC AAEL010670,AAEL013344

GATCATTCAGAGGGTTA AAEL013778

GATCATTCATGTTCCTT AAEL003514

GATCATTCATTGCTATG AAEL000486

GATCATTCCAAAATTGA AAEL004485

GATCATTCCACTGTGCT SUPP_AEDES008055,AAEL002429,SUPP_AEDES008955

GATCATTCCCACGCTGA AAEL009080

GATCATTCCCATCATCT AAEL014161

GATCATTCCCCTGATTT AAEL004784

GATCATTCCGGACTCAT SUPP_AEDES005136

GATCATTCCGTCCAAAC AAEL000716

GATCATTCGCAGCTTGT AAEL009770,AAEL007477

GATCATTCGGTGTAAGA AAEL001352

GATCATTCGTCAGAAAA AAEL005481

GATCATTCGTGTGTACT SUPP_AEDES011805

GATCATTCTCGAGCGTC SUPP_AEDES004391

GATCATTCTCGTCCGGT AAEL010896

GATCATTCTCTTCCCGG AAEL009477,AAEL002069

GATCATTCTGAGCCTTC SUPP_AEDES002510

GATCATTCTGGACAAAA AAEL000001

GATCATTCTGGGTGGGA AAEL001014

GATCATTGACGATGCTG AAEL001706

GATCATTGCAACAAGCG AAEL008068

GATCATTGCAGTGCGCA AAEL013320

GATCATTGCCACGTCCA AAEL002644

GATCATTGGTGAAGGAA AAEL001354,AAEL001334

GATCATTGGTGATGTTT AAEL007288

GATCATTGTAGAGTAGA SUPP_AEDES001883

GATCATTGTATGTGTAT SUPP_AEDES012820,AAEL013359

GATCATTGTGGTGCTGG AAEL003736

GATCATTGTGTCAACCA AAEL012471

GATCATTGTTTGGAACG AAEL004988

GATCATTTCAACGACAC AAEL002080

GATCATTTCAATGCTGT AAEL008056

GATCATTTCAGTGGGAG AAEL012608

GATCATTTCCGTCTCCC SUPP_AEDES012244,AAEL006256

GATCATTTCCTGGGTGG AAEL012041

GATCATTTCGATGCGCA AAEL001098
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GATCATTTCGCGTTTCC AAEL007694

GATCATTTCGGATAATT AAEL011542

GATCATTTCGTGATTGG AAEL006501

GATCATTTCGTTTTCAA AAEL013614

GATCATTTCTCATCAAA AAEL001863

GATCATTTGCTGTTGGC AAEL012610

GATCATTTGCTTCAGCT AAEL006535

GATCATTTGGATTACAG AAEL005811

GATCATTTGGTAGAACT AAEL012826,AAEL012822

GATCATTTGGTATCGTC AAEL007986

GATCATTTGGTTAGCGC AAEL002752

GATCATTTTCCGTCAGG AAEL012260

GATCATTTTGCCTGGAT AAEL007484

GATCATTTTGTCCAGTG SUPP_AEDES007266

GATCATTTTGTCGCAGT AAEL006511

GATCATTTTGTTCTGTG AAEL010887

GATCATTTTTCTCCATA SUPP_AEDES009507

GATCATTTTTGTGGGAA AAEL000958,AAEL000942

GATCATTTTTTCCCCTC SUPP_AEDES010589,AAEL012893

GATCCAAAAAAAATCTT AAEL001746

GATCCAAAAACGATGAA AAEL006869

GATCCAAAAACGGCGGA AAEL007253

GATCCAAAAACTGTTGG AAEL013490

GATCCAAAAAGGCTTCT AAEL013320

GATCCAAAAATTCACAG AAEL012650

GATCCAAAACCGATAAA AAEL011827

GATCCAAAACCTTGTTC AAEL009183

GATCCAAAACGCAGGAC AAEL005766

GATCCAAAACTATCCGC AAEL007979

GATCCAAAAGAACAGAC AAEL013613

GATCCAAAAGAAGGCAT AAEL006124

GATCCAAAAGGAGCAGT AAEL008128

GATCCAAAATCCATGTC SUPP_AEDES008968,AAEL015533

GATCCAAAATCTCTCTT AAEL005878

GATCCAAAATGTTTCGT AAEL002551

GATCCAAACAACGACGA AAEL008115,SUPP_AEDES007082

GATCCAAACACGAAAAA SUPP_AEDES008654

GATCCAAACAGCAGGAC SUPP_AEDES003966

GATCCAAACATCGACAT AAEL002014

GATCCAAACCAAAGAAG AAEL002656

GATCCAAACCAGGAAGG AAEL006744

GATCCAAACCCATTTGC AAEL008035,AAEL015570

GATCCAAACCGCTGCTT AAEL013522

GATCCAAACCGTTCGAG SUPP_AEDES012361

GATCCAAACGAGATGTA AAEL003554

GATCCAAACGCGCCCCC AAEL010953

GATCCAAACGGATACCC SUPP_AEDES006559

GATCCAAACTGGTACAG AAEL009080

GATCCAAACTTGGTGGT AAEL004321,SUPP_AEDES004082

GATCCAAACTTTGGTCA AAEL004718,SUPP_AEDES004480

GATCCAAAGAAAACAAG AAEL001593
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GATCCAAAGATGACCTC AAEL002837

GATCCAAAGATTTTTCA SUPP_AEDES000814,AAEL000794

GATCCAAAGCGGCTTAG AAEL005092

GATCCAAAGGCTACAGA AAEL003309

GATCCAAAGTATTTTGT AAEL010051

GATCCAAAGTTGAAACA AAEL010931

GATCCAAATAGCTCATA SUPP_AEDES002010

GATCCAAATCGTTACTC AAEL006251,AAEL006260

GATCCAAATGACAAAAT AAEL003562

GATCCAAATGAGAATGC AAEL014753

GATCCAAATGATGATAG AAEL007198

GATCCAAATGGAAGATG AAEL011367

GATCCAAATTTGCTCGG AAEL004553

GATCCAACAAAGACAAC AAEL014049

GATCCAACAAGCACAAA AAEL009164,SUPP_AEDES008895

GATCCAACAAGTTGTTC AAEL013980

GATCCAACAATATCACA AAEL015137

GATCCAACAATTGGCCC AAEL006663

GATCCAACACAACTGTG AAEL011224

GATCCAACACATTATCG AAEL001133

GATCCAACACCGGAGGA AAEL004500

GATCCAACAGCATCCAG AAEL013559

GATCCAACAGCGAACAT AAEL013537

GATCCAACAGCGTCCGG AAEL004837

GATCCAACAGGAGGCCG SUPP_AEDES000050,AAEL007696

GATCCAACAGGATGAGT AAEL006048

GATCCAACAGTCTGACC AAEL006446

GATCCAACATCAGTCTG AAEL006256

GATCCAACCAACACCAG AAEL004980

GATCCAACCAACCATCC AAEL001864

GATCCAACCAAGCGATT AAEL002023

GATCCAACCAGAATCTG AAEL013510,AAEL006939

GATCCAACCCAATGAAA AAEL005673

GATCCAACCCAGTACCA AAEL014682

GATCCAACCCCTCCTCC AAEL013280

GATCCAACCCGGCTCAA AAEL013714,AAEL013706

GATCCAACCGAGATAGA AAEL002544

GATCCAACCTATGCTGA AAEL002978

GATCCAACCTTCCGGTT AAEL010742

GATCCAACGCAAAATCG AAEL003989

GATCCAACGGAGGGACA SUPP_AEDES003948,AAEL004149

GATCCAACGGCGGAAGA AAEL012987

GATCCAACGGTTACAAG AAEL005736

GATCCAACTAATGGCCA AAEL008743

GATCCAACTATACCTGT AAEL011884

GATCCAACTCCGGCCAC AAEL002886

GATCCAACTCGCGCCAG AAEL013212,AAEL012507

GATCCAACTCGTATTTC SUPP_AEDES001759

GATCCAACTGAACTCGT AAEL011888

GATCCAACTGACTAAAA AAEL003955

GATCCAACTGCGACTGA SUPP_AEDES015106,AAEL003623
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GATCCAACTGTCTTCAG SUPP_AEDES001936

GATCCAACTTACCGTGG AAEL015578,SUPP_AEDES010167

GATCCAACTTCGCCTTC AAEL009719

GATCCAACTTTTCGTCT AAEL001352

GATCCAAGAACGTCAAC AAEL004358

GATCCAAGAAGACAGCG AAEL005515

GATCCAAGACTACAGAC AAEL008461

GATCCAAGACTATGGTC AAEL004112

GATCCAAGAGAAGTTCA AAEL000672

GATCCAAGAGCCGAAAC AAEL010731

GATCCAAGAGGGAAAGC AAEL011356

GATCCAAGAGTGCGTTG AAEL013353

GATCCAAGATAGATGTG AAEL003548

GATCCAAGATTCGCGAA AAEL010099

GATCCAAGCAGGCGCGA SUPP_AEDES011061

GATCCAAGCATGTGCGC AAEL005238

GATCCAAGCATTTTCCG AAEL002077

GATCCAAGCGGCACTGC AAEL003750

GATCCAAGCGGTACTCA AAEL005787

GATCCAAGCGGTATCAG AAEL003388

GATCCAAGCGTAAGTAC AAEL006700

GATCCAAGGAAACCCCA AAEL012018

GATCCAAGGAAGGAGAA AAEL001419

GATCCAAGGCGCAGCAC AAEL006721

GATCCAAGGGAAGATGT AAEL003945

GATCCAAGGGAGCCCAA SUPP_AEDES004341

GATCCAAGTAATCATCA AAEL005400

GATCCAAGTCATGGAAC AAEL002214

GATCCAAGTGCTCAGTG AAEL002852

GATCCAAGTGTGGGAGA AAEL007927

GATCCAAGTTGATGCTA SUPP_AEDES004000

GATCCAATAGCGTCCGG AAEL004850

GATCCAATAGGAGTGCG AAEL007385

GATCCAATAGTGGGAAA SUPP_AEDES012619,SUPP_AEDES010944

GATCCAATATTTGCGCA SUPP_AEDES013272,SUPP_AEDES011790

GATCCAATCAACGGCTT AAEL002110

GATCCAATCAGGTGGTT AAEL003384

GATCCAATCCACGGATT AAEL009790

GATCCAATCCCCAAACC AAEL005547,SUPP_AEDES003121

GATCCAATCCGCTGCCA SUPP_AEDES006800,SUPP_AEDES013558,

SUPP_AEDES013561,SUPP_AEDES006792

SUPP_AEDES009137,

GATCCAATCGAGACACC AAEL004952

GATCCAATCGAGCAGTT AAEL002020

GATCCAATCGGCCACCA AAEL013869

GATCCAATGAAAACTGT SUPP_AEDES002350

GATCCAATGACAAAGCA AAEL007687

GATCCAATGACAATGAT AAEL005288

GATCCAATGCCGGGATT AAEL003946,AAEL003939

GATCCAATGCTACGACC SUPP_AEDES002567

GATCCAATGGCCATACC AAEL002527
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GATCCAATGTTCTAGAA AAEL002457

GATCCAATGTTTTCTAT AAEL001032

GATCCAATTCCAGCAGC AAEL002698

GATCCAATTCCCTTCGG AAEL012054

GATCCAATTCTAGATGG AAEL007881

GATCCAATTGATGAGTG AAEL008796

GATCCAATTGCTGTGGG AAEL007722

GATCCAATTGGACGAAT AAEL006037

GATCCAATTGTTGCTGC AAEL009103

GATCCAATTTGTTGCCC SUPP_AEDES011537

GATCCAATTTTAAAGCA AAEL005662

GATCCAATTTTATTCTC SUPP_AEDES007120

GATCCACAACCACACGG AAEL010617

GATCCACAACCGACGAG AAEL002198

GATCCACAACCTTCTTT AAEL013158,AAEL005901

GATCCACAAGAACGTGC AAEL002945

GATCCACAAGAAGAAAC AAEL005277

GATCCACAAGACTCCGA SUPP_AEDES008601

GATCCACAAGCAACCCA AAEL013309

GATCCACAAGCATGCAA AAEL000703

GATCCACAAGCCACCTT AAEL006873

GATCCACAAGCGGTTGG AAEL011927

GATCCACAAGGCATCCA AAEL011889

GATCCACACATGGTAGC AAEL011109

GATCCACACCATTCAGG SUPP_AEDES009150,SUPP_AEDES009151

GATCCACACCCAGGAGA AAEL008897

GATCCACACCGGGGAGG AAEL008555

GATCCACACGAACTTCC AAEL012813,AAEL002992

GATCCACACGATGAGCT AAEL008763

GATCCACACGCAGGAGA AAEL008721,AAEL011904,AAEL014554

GATCCACACGCTGATTT AAEL012898

GATCCACACGGGCGAGA AAEL011868

GATCCACACTACAGCCT AAEL003366

GATCCACACTTAATAGA AAEL007444

GATCCACACTTTCCCAG AAEL008781,AAEL001703

GATCCACACTTTGAAAT AAEL000186

GATCCACAGAACTTGAC AAEL005522

GATCCACAGAGGAACGA AAEL001828

GATCCACAGCTACTGTC AAEL013334

GATCCACAGGACAAGAA AAEL003712,AAEL003723

GATCCACATATGTACTT AAEL009895

GATCCACATCACTCCGG AAEL001176

GATCCACATCCACAAGT AAEL000172

GATCCACATCCGAAGGT AAEL004071

GATCCACATTGCTGACA AAEL014715,AAEL009617

GATCCACCAAAATGCAA AAEL007546

GATCCACCAACAGAGGT SUPP_AEDES006844,AAEL007112

GATCCACCAAGCGGTGA AAEL006241

GATCCACCAAGGTGATG AAEL011865

GATCCACCAATCGTTCA AAEL004739

GATCCACCACAGTCCTT AAEL007820
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GATCCACCACCAAGGTA SUPP_AEDES001157

GATCCACCACCATCATC AAEL002254,SUPP_AEDES011724

GATCCACCACCGTATAA AAEL011102

GATCCACCACGCACAGA AAEL014920

GATCCACCAGAAGGAGC AAEL006890

GATCCACCAGAGGCTCC AAEL005033

GATCCACCAGCCCTGAA AAEL006800

GATCCACCAGCGCTGTC AAEL001158

GATCCACCAGCGGAGGT AAEL007116,AAEL010705,SUPP_AEDES006847

GATCCACCAGCGGTCGC AAEL011366

GATCCACCAGGCCGCGG AAEL014389,AAEL011724

GATCCACCAGTGGACAA AAEL009110

GATCCACCAGTTGCGTC AAEL002888

GATCCACCATCAGCGCC AAEL004802

GATCCACCCAAGGGGTC SUPP_AEDES004465

GATCCACCCATAAAGCT AAEL003382

GATCCACCCCGCGGTAG AAEL011656

GATCCACCCGCCACCTT AAEL008373

GATCCACCCGCGGCTCT AAEL002572

GATCCACCCGGCGTGGA AAEL011870

GATCCACCCGTATCCCC SUPP_AEDES004127,SUPP_AEDES004130

GATCCACCCTGCACACC AAEL010579,AAEL012032,AAEL012027,

SUPP_AEDES007537,SUPP_AEDES009988

SUPP_AEDES011455,SUPP_AEDES007535

GATCCACCGAAGGAAGA AAEL002986

GATCCACCGATAGATGA AAEL012460

GATCCACCGATTCAGGT AAEL013550

GATCCACCGCAAACCGC AAEL009475,AAEL009481

GATCCACCGCATGAATG SUPP_AEDES002327,AAEL006594,AAEL002347

GATCCACCGCCAGCATA AAEL006279

GATCCACCGCGTTTGAC AAEL010402

GATCCACCGCTCAATGC AAEL006408

GATCCACCGGAACGCAA AAEL007323,AAEL012629

GATCCACCGGACGTGGT AAEL005106

GATCCACCGGAGCACGA AAEL001716

GATCCACCGGCGAAAGG AAEL008375

GATCCACCGGTTGGTTA AAEL002704

GATCCACCGTCTGCGTC AAEL013536,AAEL002368

GATCCACCGTTGCCGAT AAEL011819

GATCCACCGTTGCGGGT AAEL005040

GATCCACCTACATCTCT AAEL007271,AAEL013945

SUPP_AEDES011455,SUPP_AEDES007535

SUPP_AEDES013512,SUPP_AEDES006993,

GATCCACCTCGATATGG AAEL011737

GATCCACCTGGAAACTT AAEL008473

GATCCACCTGTACTCGC AAEL006531

GATCCACCTGTCACGGA AAEL003336

GATCCACCTTGGTATCC AAEL010235

GATCCACGAAATTCCGA AAEL011126

GATCCACGAACAGAATC AAEL005892

GATCCACGAACGGGCCA AAEL010808
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GATCCACGAACTGGTCT AAEL005693,AAEL005538

GATCCACGAAGACGTTC AAEL000292

GATCCACGAAGGCAAAC AAEL013022

GATCCACGAATGCTTCT AAEL000301

GATCCACGACTGTGTCA AAEL008110

GATCCACGAGAAGAAGA SUPP_AEDES004786,AAEL005097

GATCCACGAGACGGAAG AAEL002290

GATCCACGAGATGCGGG AAEL010901

GATCCACGAGCAGAAGG AAEL005997

GATCCACGAGTGTTGGA AAEL004096

GATCCACGAGTTCAACG AAEL000941

GATCCACGATAAGCCCA AAEL007542

GATCCACGATATGTGGG AAEL002309

GATCCACGATGTGCGGG AAEL003443

GATCCACGATGTGGACG AAEL001890

GATCCACGCAACCAGCA AAEL005508

GATCCACGCAACTCCAA AAEL005008

GATCCACGCCAACGCTT AAEL010097

GATCCACGCCAAGCGCG SUPP_AEDES011104,AAEL011424

GATCCACGCCGCCAGCG AAEL005975,SUPP_AEDES005751

GATCCACGCTAGGTATA SUPP_AEDES013737

GATCCACGGAATGGAGT AAEL005474

GATCCACGGACTACGAG AAEL012883

GATCCACGGATGCCTCC AAEL005325,AAEL014001

GATCCACGGGGATGATT AAEL008532

GATCCACGGTAAGGACT AAEL001764

GATCCACGGTGAAGTTT AAEL006557

GATCCACGGTGGGTCGA AAEL003976

GATCCACGGTTGGGTCA AAEL010025

GATCCACGGTTTAGCGC AAEL003665,SUPP_AEDES010734

GATCCACGTAAAAAAAC AAEL015337

GATCCACGTAAGTGCTA AAEL006130

GATCCACGTCCGCAACG AAEL014904

GATCCACGTCTAAGCCG AAEL005622

GATCCACGTCTGTATGA AAEL007980

GATCCACGTGCAATCAG AAEL006374

GATCCACGTGCGCGAGA AAEL010787

GATCCACGTGCTGATGG AAEL000956

GATCCACGTGGAGTGAT AAEL011092

GATCCACGTGGTGTCCA AAEL011731

GATCCACGTTCATCGGG AAEL013857

GATCCACTAAACATGCC AAEL006425

GATCCACTAATGGACAT AAEL008938

GATCCACTACGACGCAA AAEL005594

GATCCACTCAAAACAGA AAEL014042

GATCCACTCAACACTGA AAEL007666

GATCCACTCATTCCACC SUPP_AEDES007869,SUPP_AEDES007873

GATCCACTCCTTCGTCT AAEL006512

GATCCACTCGGTACCGA AAEL009101

GATCCACTGAACTGAAC AAEL002473

GATCCACTGAAGGTTTC AAEL007765
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GATCCACTGACGGCCTG AAEL003120,AAEL005546

GATCCACTGATTCTTGA AAEL014039

GATCCACTGCCCGCCGT AAEL010867,AAEL006680

GATCCACTGGAACGACC AAEL012942

GATCCACTGGACGTCCA AAEL014713

GATCCACTGGACTGGAC AAEL013510,SUPP_AEDES006681

GATCCACTGGCCAAGGC AAEL008045

GATCCACTGGGTGACTT AAEL002921

GATCCACTGTTGCGGGG AAEL010505

GATCCACTTAGAAGGTA AAEL006514

GATCCACTTATGTGACA AAEL003667

GATCCACTTCCGGGGCC SUPP_AEDES012798,SUPP_AEDES011893

GATCCACTTGAACGAAG AAEL004456

GATCCACTTGAACGTTC AAEL003970

GATCCACTTTAAACCCA AAEL013356

GATCCACTTTGAAATCC SUPP_AEDES007053

GATCCACTTTGCTTATG AAEL015059

GATCCACTTTGTCACCG AAEL006787

GATCCAGAAAAAATCCC SUPP_AEDES008434

GATCCAGAAAACGGTCG AAEL002770,AAEL002766

GATCCAGAAAGCTCAGT AAEL014237

GATCCAGAAAGTTCTGA SUPP_AEDES003246

GATCCAGAAATCAATGA AAEL011273

GATCCAGAACAAATTGA AAEL007606

GATCCAGAACATTCAGA AAEL002809

GATCCAGAACCCGACGG AAEL005364,AAEL005354

GATCCAGAACGTGCAAA AAEL011233

GATCCAGAAGACCCCGG AAEL009341

GATCCAGAAGACGATGG AAEL011426

GATCCAGAAGAGAAGTT AAEL001343

GATCCAGAAGATGTTCC AAEL013766

GATCCAGAAGCGCAAGG AAEL008562

GATCCAGAAGCTTATGG AAEL006149

GATCCAGAAGGGCTACT AAEL006126

GATCCAGAAGGGCTGGA AAEL007660

GATCCAGAAGGTCGGTG AAEL004497

GATCCAGAAGTGTTGAC AAEL001623

GATCCAGAATAATCCCC AAEL007333

GATCCAGAATGTCGGCG SUPP_AEDES005977

GATCCAGAATTACTGGA AAEL010697

GATCCAGAATTTCTTCT AAEL001052

GATCCAGACAACAAATA AAEL001993

GATCCAGACAGGAACGA AAEL009934

GATCCAGACATCTGCCA AAEL007716

GATCCAGACGACGGAGC AAEL007668

GATCCAGACGAGCCCAG AAEL006642,AAEL013229

GATCCAGACGGAGAGGA AAEL006755

GATCCAGACTATCGCAA AAEL013890,AAEL013888

GATCCAGACTATGACGC AAEL007082

GATCCAGACTGTACACA AAEL002158

GATCCAGACTTGTAGAA AAEL013173
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GATCCAGACTTGTTTGA AAEL006096,AAEL006102

GATCCAGAGAAGTTCGA AAEL012266

GATCCAGAGAGACCCGT AAEL001615

GATCCAGAGCCGGAGAC AAEL014496,AAEL014494

GATCCAGAGCTGTGCGA AAEL009059

GATCCAGAGGAATACAA AAEL010867

GATCCAGAGGACATGTG AAEL009126

GATCCAGAGGCAAACGA AAEL008942

GATCCAGATACAATTCC AAEL001879

GATCCAGATAGTGTCCA AAEL000295

GATCCAGATGCGCAAGG AAEL004404

GATCCAGATTGATTCAG AAEL001624,AAEL001615

GATCCAGCAAACTCAGG AAEL012305,AAEL005820

GATCCAGCAACCCAAGC AAEL006398

GATCCAGCAAGCGGTCA AAEL003352

GATCCAGCACCGCTGAA SUPP_AEDES008649

GATCCAGCACGGCTACT AAEL013295

GATCCAGCAGCTTTGGT SUPP_AEDES008649

GATCCAGCAGGCCGCCC AAEL002813

GATCCAGCAGGGTAGCA AAEL005976

GATCCAGCAGGTGGCCA AAEL001174

GATCCAGCAGTCAACCT SUPP_AEDES003923,AAEL004129

GATCCAGCAGTGAAAAT AAEL011433

GATCCAGCATTGGACGC AAEL013097,AAEL013583,AAEL015006

GATCCAGCCAAAAAAAC AAEL010340

GATCCAGCCACCAGCCC AAEL003067

GATCCAGCCACCCAAGC AAEL006393,AAEL006387

GATCCAGCCACTCCACC AAEL007053

GATCCAGCCACTCGACC AAEL008235,AAEL011244

GATCCAGCCCAAGAAAA AAEL004691

GATCCAGCCGAAAAGAT AAEL014749

GATCCAGCCGCCGAACA AAEL003130

GATCCAGCCGCGCCCAC AAEL005068

GATCCAGCCGTATGAAC AAEL012827

GATCCAGCCGTGGTCAT AAEL006242,AAEL003813,SUPP_AEDES003637

GATCCAGCCTTCCACAA AAEL004325

GATCCAGCGACACCGAC AAEL012740

GATCCAGCGAGCAATCT AAEL014576,AAEL009350

GATCCAGCGAGGAGGGC AAEL013859,SUPP_AEDES010468

GATCCAGCGATGTGAAT AAEL007494,AAEL015549

GATCCAGCGGACAAACT AAEL008263

GATCCAGCGGATGATTA SUPP_AEDES014378,AAEL003279

GATCCAGCGGCCATTGT AAEL002938

GATCCAGCGGCGTTGAC AAEL007117

GATCCAGCGGGACGTAC AAEL005629

GATCCAGCGGGTTCCGG AAEL011320

GATCCAGCGTCACGCCA AAEL006102

GATCCAGCGTCCCTGAT AAEL006411

GATCCAGCTAAGGCCGG AAEL013640

GATCCAGCTATTCCGCC SUPP_AEDES002584

GATCCAGCTCACAGTTG AAEL011334
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GATCCAGCTCCACGTCG AAEL013068

GATCCAGCTCCATCTCC AAEL008220

GATCCAGCTCCTGAATT AAEL002377

GATCCAGCTGCTAATTC AAEL012320,AAEL013478

GATCCAGCTTCCAGTTG AAEL012996

GATCCAGCTTGGTGATT AAEL014169

GATCCAGCTTTCATTAA AAEL001937

GATCCAGCTTTTGATGA AAEL013024

GATCCAGGAAAAAGCTA SUPP_AEDES003420

GATCCAGGAAAAATGCC AAEL003509

GATCCAGGACAACTTCC AAEL012563

GATCCAGGACTTCGAGG AAEL000951

GATCCAGGACTTGGGAC AAEL012545

GATCCAGGAGACAATCC AAEL005937

GATCCAGGAGCACATGC AAEL013211

GATCCAGGAGCCCGAGT AAEL002359

GATCCAGGAGCTGGTTC AAEL006752

GATCCAGGAGGAACCGC AAEL008823

GATCCAGGAGGAGCAAT SUPP_AEDES006555,SUPP_AEDES004860

GATCCAGGAGGGAGTGT AAEL004902

GATCCAGGAGGTGGCGA AAEL001189

GATCCAGGAGTAAGCGA AAEL007246

GATCCAGGAGTTGACAA AAEL007669

GATCCAGGATAAGCTGA AAEL010479

GATCCAGGCAGATAACA AAEL008956

GATCCAGGCAGGGACTC AAEL002411

GATCCAGGCCGATGTCG AAEL004325

GATCCAGGCCGGGGCCA AAEL006033

GATCCAGGCTTCCAGTT AAEL004112

GATCCAGGGAACATTAT SUPP_AEDES008368

GATCCAGGGAAGCGTTC AAEL003591,AAEL003599

GATCCAGGGACATTGGA SUPP_AEDES009515

GATCCAGGGCCTGAGTC AAEL012123,AAEL014068

GATCCAGGGCGAGTTCT SUPP_AEDES014650,SUPP_AEDES006925

GATCCAGGGCGGTGACT AAEL013279

GATCCAGGGGAAGCCGC AAEL003756

GATCCAGGGGACGACGA AAEL008256

GATCCAGGTCGGTGTCG AAEL003060,AAEL014188

GATCCAGGTCGTGGTGC AAEL000987

GATCCAGGTGCAGCTTC AAEL011296,AAEL008444

GATCCAGGTGCAGGTTC SUPP_AEDES003500,SUPP_AEDES008631,

SUPP_AEDES011729,SUPP_AEDES010402

SUPP_AEDES003700,SUPP_AEDES009588,

GATCCAGGTGTGGTAGG AAEL002578

GATCCAGGTTTGGATGT AAEL002052

GATCCAGTAACCCCTCT AAEL006854

GATCCAGTAAGTTGTCC AAEL010841

GATCCAGTCAACGGATT AAEL002092,SUPP_AEDES002156

GATCCAGTCAAGCGCAA AAEL011587,AAEL014838

GATCCAGTCAATGGATT AAEL002099

GATCCAGTCACCGCATC AAEL012154
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GATCCAGTCACGAACAG AAEL013703

GATCCAGTCACTTATGT AAEL003433

GATCCAGTCCAAATTGA AAEL001913

GATCCAGTCCAATGGAG AAEL004585

GATCCAGTCCGGCGAGT AAEL008959

GATCCAGTCCGGTGTTA AAEL005821,AAEL015247

GATCCAGTCGAGAAGAT AAEL004832

GATCCAGTCGCTGCTTG AAEL006728

GATCCAGTCGTTGATTC AAEL003019

GATCCAGTGAATGCGGA AAEL001775,AAEL001756

GATCCAGTGACTGCCGC AAEL004141

GATCCAGTGATGAATTT AAEL006317

GATCCAGTGCAACACAA AAEL002061

GATCCAGTGCAGGACGA SUPP_AEDES002234

GATCCAGTGCAGTATTT AAEL006629

GATCCAGTGCTTCCACC AAEL008719

GATCCAGTGGAAGGACA AAEL004484

GATCCAGTGGAAGTGTT AAEL010057

GATCCAGTGGAATCGGG AAEL013886,AAEL009986

GATCCAGTGGACCGACC AAEL013510

GATCCAGTGGCATAAGC AAEL000068,AAEL010573

GATCCAGTGGCGAGGGA AAEL005539,SUPP_AEDES012081

GATCCAGTGGCGGAACA AAEL014185

GATCCAGTGTAGTTAGT AAEL006417

GATCCAGTGTTACCACA AAEL003704

GATCCAGTTGTTCAGTT AAEL012086

GATCCAGTTTACCGGCA AAEL014107,AAEL014253,AAEL014111

GATCCAGTTTCTCTGCC AAEL006610

GATCCAGTTTGAGTGTA AAEL011063,AAEL011066

GATCCAGTTTGCATGTG AAEL001308

GATCCAGTTTGCTGCGG AAEL006243

GATCCAGTTTGTAAGCT AAEL008833

GATCCAGTTTTATTGCA AAEL006197

GATCCAGTTTTGATAAT AAEL001935

GATCCAGTTTTGTTCGT AAEL002987

GATCCAGTTTTTACCCT AAEL012215

GATCCATAAAAACGCGT AAEL005391

GATCCATAAGAATTTCG AAEL011732

GATCCATAAGCGGCAAC SUPP_AEDES012103,SUPP_AEDES004793

GATCCATACAATCACGA SUPP_AEDES014648

GATCCATACAGCGTCGT AAEL013458

GATCCATACCAGAAGGA AAEL000834

GATCCATACCGACAAGC AAEL005759

GATCCATACGGGTATGC AAEL007061

GATCCATACTGAACTGG AAEL000421

GATCCATACTGTGGGTG AAEL008302

GATCCATACTTGTCCGC AAEL011551

GATCCATAGCATAGCAC AAEL005452

GATCCATAGTCCGTAGT SUPP_AEDES001599

GATCCATAGTGCAAGAT AAEL010108

GATCCATAGTTTTGGAT SUPP_AEDES014230
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GATCCATATCGAAGTGT AAEL009519

GATCCATATCGACTAGA AAEL000472

GATCCATATCGGCCGGA AAEL006247

GATCCATATGCGGAGGA AAEL000154

GATCCATATGGTGCCGT AAEL010737,AAEL014238

GATCCATATTTCCGTAT AAEL008878,AAEL008879

GATCCATATTTCGGAGA AAEL007822

GATCCATCAACAGCAAC AAEL009903

GATCCATCACACCATGA AAEL007256

GATCCATCACACGGAGA SUPP_AEDES006055

GATCCATCACTGCTGAT AAEL002872,AAEL014924

GATCCATCAGCAGTTGC AAEL003013,AAEL004570

GATCCATCAGGACTTTG AAEL002113

GATCCATCAGGTGGACT AAEL003039

GATCCATCAGTGTTGAA AAEL004611

GATCCATCATCGAACAA AAEL007679

GATCCATCATTTGTTTA AAEL011075

GATCCATCCAAAGCCGC AAEL014874,AAEL009433

GATCCATCCAGCTTGGA AAEL003817

GATCCATCCCCCAAGGC AAEL000231

GATCCATCCGGTAGGTT AAEL003908

GATCCATCCTGTGTATT AAEL001371,AAEL004266

GATCCATCCTTCGCGTT AAEL007332

GATCCATCGCAAATTCG AAEL013774

GATCCATCGCAAGTACA AAEL000093

GATCCATCGGAACCCCG AAEL004865

GATCCATCGGAGGCCTA AAEL005057

GATCCATCGGCAGGTGG AAEL012312

GATCCATCGGCGACAGT AAEL011500,AAEL011505

GATCCATCGGCTGACGC AAEL005644

GATCCATCGGGACATTC AAEL011713

GATCCATCGGTACCACG AAEL003039

GATCCATCGGTATCGGT AAEL012510

GATCCATCGGTGCCGGT AAEL012542

GATCCATCGGTTTGAAG AAEL014141

GATCCATCGTCAAATCG AAEL007252

GATCCATCGTTAACGCC AAEL012417,SUPP_AEDES009159

GATCCATCGTTCCGTGC AAEL011288

GATCCATCTACCAGTAC SUPP_AEDES003884,SUPP_AEDES003889

GATCCATCTCCAGTGCT AAEL009474

GATCCATCTCGTTTGCG AAEL008803

GATCCATCTCTTCAGGA AAEL001870

GATCCATCTGAACCTGA SUPP_AEDES007665,AAEL007881

GATCCATCTGAATTTCG AAEL006787

GATCCATCTGAGTCCCA AAEL004348,AAEL004334

GATCCATCTGCGTGCTC AAEL005934

GATCCATCTGGATACAT AAEL009689

GATCCATCTGGTTCCAC AAEL011129

GATCCATCTTCTGGAAG AAEL013272

GATCCATGAAAGCAAGA AAEL008734

GATCCATGACTTACTGC AAEL005965
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GATCCATGAGGAATTAG AAEL001913

GATCCATGAGGCGGTTA AAEL012579

GATCCATGATGCCACCG AAEL009151

GATCCATGCAGCGGTAT AAEL007521

GATCCATGCCAATTTGT AAEL002863,AAEL001160

GATCCATGCCACCGTAT AAEL003844

GATCCATGCCACGATGA AAEL011871

GATCCATGCCAGCGACT SUPP_AEDES002787

GATCCATGGAAACACCT AAEL009634

GATCCATGGAACGGAAC AAEL005451

GATCCATGGACAAGGGG SUPP_AEDES006312

GATCCATGGCAGGAAAC AAEL006109,AAEL006106,SUPP_AEDES005881

GATCCATGGCAGTGGAG AAEL006918

GATCCATGGGTCCAAAG AAEL014375

GATCCATGGTGGAGCTG AAEL005923,SUPP_AEDES015220

GATCCATGTAGATTTCC AAEL006177

GATCCATGTAGCTAAAT SUPP_AEDES012074

GATCCATGTCTGTGAAT AAEL005904

GATCCATGTGACCAGAA AAEL003511

GATCCATGTTAGTGTTG AAEL012401

GATCCATGTTCCGACTT AAEL007970

GATCCATTACCGTTAGC SUPP_AEDES009920

GATCCATTACGCTGGCC AAEL010479

GATCCATTAGACCAACG AAEL010465

GATCCATTCCAGGACCA AAEL000244,AAEL000219

GATCCATTCCGAACGAG AAEL008858

GATCCATTCCTAGAGGC AAEL012008,AAEL013705

GATCCATTCGAAGCGTG AAEL008041

GATCCATTCGACTAGTA AAEL007595

GATCCATTCGCCTGCGG AAEL004033,SUPP_AEDES012909

GATCCATTCGCGTAAGA AAEL002508

GATCCATTCGTCCACGG AAEL009178

GATCCATTCTTGTCGGT AAEL001194

GATCCATTCTTTGCCAG AAEL000978

GATCCATTGACAGCGGA AAEL014695

GATCCATTGACGAAGTT SUPP_AEDES008165,AAEL004593

GATCCATTGCTAGGTGT SUPP_AEDES012755

GATCCATTGCTGAACAA AAEL008195

GATCCATTGGAAACAAC SUPP_AEDES005863,AAEL008390

GATCCATTGGCAGATGA AAEL001939

GATCCATTGGCGAACAG AAEL007818

GATCCATTGTAAATTTC AAEL006458

GATCCATTGTCGACAAC AAEL011197

GATCCATTGTTGACTAG AAEL000709

GATCCATTGTTGGTATC AAEL011656

GATCCATTGTTTCCCTC AAEL000084

GATCCATTTAGTCATGC AAEL001916

GATCCATTTATCAGCGA AAEL003306

GATCCATTTCCTGGAGA AAEL001300

GATCCATTTCTAGGGTG AAEL002401

GATCCATTTGTTCCGCA SUPP_AEDES012521
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GATCCATTTTCGACGGG AAEL003203

GATCCATTTTGTCGTCC AAEL003785

GATCCATTTTTTCCAAA AAEL005532

GATCCCAAAAAGCCGGC AAEL001164

GATCCCAAAAGACAAAA AAEL005145

GATCCCAAAAGCGAAGA AAEL009228

GATCCCAAAATGGATAC SUPP_AEDES006425

GATCCCAAACTTCCGAC SUPP_AEDES001365

GATCCCAAAGACGCAGA AAEL012582

GATCCCAAAGCAATAAC AAEL001546

GATCCCAAAGCTACCGC AAEL003151

GATCCCAAAGTAACACA SUPP_AEDES008310

GATCCCAAATACCTCTA AAEL000602

GATCCCAAATAGTAACA AAEL013092,AAEL013088

GATCCCAAATCATTGGA AAEL005000

GATCCCAACAAAACGTC AAEL007764

GATCCCAACAACACCTT AAEL005691

GATCCCAACAATTGGCA AAEL008953

GATCCCAACACCCGTCG AAEL015648

GATCCCAACACTTTGTG AAEL008849

GATCCCAACATTGTGCG AAEL014028,SUPP_AEDES013615

GATCCCAACCCAAATGT AAEL006598,AAEL002360

GATCCCAACCCCCATCC AAEL014734

GATCCCAACCGTGGTAA AAEL010991,SUPP_AEDES013688

GATCCCAACGACGAATC AAEL010798

GATCCCAACGAGGACGA AAEL003927

GATCCCAACGGGTATCG AAEL013173

GATCCCAACTACTACCC AAEL014617,AAEL007440

GATCCCAACTGGCTTAA AAEL009174

GATCCCAACTGGGACCA AAEL002418

GATCCCAACTGTAATGC SUPP_AEDES003129

GATCCCAACTGTGGCAT AAEL010826

GATCCCAACTTCCGGAT AAEL008700

GATCCCAACTTTGGTGG AAEL001896

GATCCCAAGAATACTCC AAEL004118

GATCCCAAGCAAGACCT AAEL015450,AAEL003716

GATCCCAAGCATTTGCG AAEL002668

GATCCCAAGCCAGCCAA AAEL007591

GATCCCAAGCCGGAAAA AAEL007867,AAEL007863

GATCCCAAGCGGGCAGA AAEL008041

GATCCCAAGGCACATTT SUPP_AEDES006049

GATCCCAAGGCCGCCTT AAEL006611

GATCCCAAGGGTAAGAC AAEL007777

GATCCCAAGTATTCCCA AAEL007049

GATCCCAAGTGGCTGGT AAEL011534

GATCCCAAGTGTTGTCC AAEL006636,AAEL011026

GATCCCAAGTTGATGAC AAEL011815

GATCCCAATCAATGCGC AAEL004985

GATCCCAATCATTTGAG SUPP_AEDES012151

GATCCCAATCCTTCAAT SUPP_AEDES007881

GATCCCAATCGAAACTG AAEL010780
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GATCCCAATCGGACGGA AAEL009079

GATCCCAATGCACTGAA AAEL009890

GATCCCAATGCCCTCGC AAEL000886

GATCCCAATGGCCGACC AAEL014838,AAEL011587

GATCCCAATGGCTCTGG AAEL010010

GATCCCAATTGTCCGAA AAEL005311

GATCCCACAAAAGTCTA AAEL010045

GATCCCACAAGGTTGCC AAEL010769

GATCCCACAGGGCACCG AAEL001293

GATCCCACATGCAAGGA AAEL006799

GATCCCACCCAATTCCG AAEL008363,AAEL008367

GATCCCACCCAGGAGGC SUPP_AEDES009761

GATCCCACCCTCAGTGT AAEL009872

GATCCCACCGCTTTGCC AAEL011502

GATCCCACCGGTAAATT AAEL013177

GATCCCACCTAAAAAGA AAEL004297

GATCCCACCTGATAGCC AAEL005197

GATCCCACGAACGCTGG AAEL014046

GATCCCACGAATGAGAC AAEL001134

GATCCCACGCGGCAAGG AAEL000888

GATCCCACGCTGCGAGA SUPP_AEDES011139

GATCCCACGGCTAATCG AAEL007252

GATCCCACGGGCCGCCC AAEL005400

GATCCCACGGTTACTGT SUPP_AEDES012909

GATCCCACTCCGAGCGA AAEL009499

GATCCCACTCTGATGCG AAEL013242

GATCCCACTTGGGACTT AAEL013058,AAEL012811

GATCCCACTTTGAGAGA AAEL006519

GATCCCACTTTGATGAA AAEL012723

GATCCCAGAAGAGCGTC AAEL006239

GATCCCAGAATCTATCA AAEL005544

GATCCCAGACCCTGAGT AAEL011090

GATCCCAGACTTACTTC AAEL013528

GATCCCAGAGCTCCCAA AAEL015143

GATCCCAGAGGCCATTC AAEL003232

GATCCCAGAGTGGGGGC AAEL014154,AAEL008143

GATCCCAGATTGCCAAC AAEL001356

GATCCCAGCAAATCGCG AAEL005453

GATCCCAGCAAGATGAA AAEL010242

GATCCCAGCCACCACCA AAEL004264

GATCCCAGCCAGCTGAC AAEL004580

GATCCCAGCCGTTCTGG AAEL014245

GATCCCAGCCTTCGGTG SUPP_AEDES009387,SUPP_AEDES009390

GATCCCAGCGGGAGGTG AAEL005436

GATCCCAGCTAAAAGCA AAEL000531

GATCCCAGCTCGTCGGT AAEL001556

GATCCCAGCTTGCGGCC AAEL011705

GATCCCAGGGTGGTGGT SUPP_AEDES013149

GATCCCAGGTCCTCGGC SUPP_AEDES005372

GATCCCAGTCACAGAGA AAEL014201

GATCCCAGTGGCCACTC AAEL003160

Page 44



GATCCCAGTTCCGCCTC AAEL009652

GATCCCAGTTCTTCATC AAEL011758

GATCCCAGTTGATGTCA AAEL008064

GATCCCAGTTGTTTCTC AAEL005702

GATCCCAGTTTGAAGTG AAEL006398,AAEL006396,AAEL006393,AAEL006387

SUPP_AEDES006207, SUPP_AEDES006188

GATCCCATAACTACTGT AAEL005048

GATCCCATAACTCCACC AAEL004132

GATCCCATAGAACGGTT AAEL013863

GATCCCATATCCAAGGT SUPP_AEDES007671

GATCCCATCCACAAGTA AAEL001495

GATCCCATCCAGAATGG AAEL009772

GATCCCATCCGAAGTCA AAEL008605

GATCCCATCCGTAGTCG AAEL002124

GATCCCATCGAGGGCGA AAEL007865

GATCCCATCGCCGAACT AAEL000469

GATCCCATCGTAAAGCG AAEL012235

GATCCCATCTCATTAGA AAEL000177

GATCCCATCTTTCAGCC AAEL008605

GATCCCATGACACCGGT AAEL005032

GATCCCATGAGTCGTGA SUPP_AEDES012620

GATCCCATGCCCTGTAC AAEL003995,AAEL003992

GATCCCATGCGATGCGA AAEL010000

GATCCCATGCTGAGGCA AAEL004318

GATCCCATGGAACTTTT AAEL014054

GATCCCATGGCCTTTCC AAEL013277,AAEL015344

GATCCCATGGGGATGGC SUPP_AEDES002257

GATCCCATGGGGCTGTT AAEL007203,AAEL007219

GATCCCATGTACAAGCG AAEL012836,AAEL012832

GATCCCATGTTGCTGGA AAEL011382

GATCCCATTATTCTTTC AAEL008593,AAEL014651

GATCCCATTCTGACCTT AAEL009582

GATCCCATTCTTTTGTC AAEL012084

GATCCCATTGGACATTG AAEL008770

GATCCCATTTATTTTGC AAEL001516

GATCCCATTTTAGCCCA AAEL009262

GATCCCATTTTCTGCGA AAEL008419

GATCCCATTTTGCAAAA AAEL003203

GATCCCATTTTTGTATG AAEL010434

GATCCCCAAAACGATGG AAEL000247

GATCCCCAAATGATGGC AAEL012085

GATCCCCAACAACGCGC AAEL008801

GATCCCCAACGATACTG AAEL011209

GATCCCCAACTGCTGGC AAEL012387

GATCCCCAAGAGAATGA AAEL002517,AAEL002535

GATCCCCAAGCTGAAGT AAEL009274

GATCCCCAAGTTGAGGA AAEL011827

GATCCCCACACCACAAT AAEL003248

GATCCCCACCACCAGCT AAEL002908,AAEL015451

GATCCCCACGCCGATTT AAEL012896

GATCCCCACGGCCATGG AAEL010903
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GATCCCCACTCGACCAT AAEL001910

GATCCCCACTGAGTGGG AAEL009508

GATCCCCAGAAGGACAA AAEL013221

GATCCCCAGAAGGTCAA AAEL008166

GATCCCCAGAGTACGGA AAEL009829

GATCCCCAGATGGTGGC AAEL005621,AAEL005625,AAEL006498,AAEL006259

GATCCCCAGCACGATTC AAEL003675

GATCCCCAGCTCGCCGA SUPP_AEDES008000,SUPP_AEDES007987

GATCCCCAGGATGCCAT AAEL004152

GATCCCCAGGCAGATGG AAEL003926

GATCCCCAGGGAAGACT AAEL012008,AAEL013705

GATCCCCATCCACTCAG AAEL003060,AAEL014188

GATCCCCATCTGCTGCA AAEL005960

GATCCCCATTAAGGCAC AAEL004955

GATCCCCATTCAATGCT AAEL004294

GATCCCCATTTCCTCTA AAEL010877

GATCCCCCAAAAACGGA AAEL005172

GATCCCCCAAATGGTTC AAEL004676

GATCCCCCAGAAGCCAG AAEL003986

GATCCCCCCAGTCCTCG AAEL003250

GATCCCCCCCCCTGCAC AAEL002924

GATCCCCCCCTCCCAAG AAEL014236

GATCCCCCCGAACAGCA AAEL003312,SUPP_AEDES012583,AAEL003303

GATCCCCCCGCTAATTT AAEL007584,SUPP_AEDES007316

GATCCCCCGAATCACTG AAEL008723

GATCCCCCGACCAACAT AAEL011562

GATCCCCCTCCGATGGC SUPP_AEDES000622

GATCCCCCTGGGTGTAT AAEL004309

GATCCCCGAAAAGCCAG AAEL004871

GATCCCCGAAAGATGTC AAEL009270

GATCCCCGAACTCAGCT AAEL000540

GATCCCCGAACTGATTG AAEL003365

GATCCCCGAAGCGAAAC AAEL000322

GATCCCCGACGGAGATG AAEL010611,AAEL011689

GATCCCCGAGATGTGGA AAEL003390

GATCCCCGATTGGTTCC AAEL009747

GATCCCCGCATCAACAG AAEL013293,AAEL007586

GATCCCCGCATCATCTT AAEL002764

GATCCCCGGAAACTACT AAEL003032

GATCCCCGGAACTGGAC AAEL013257

GATCCCCGGAGAGTTGA AAEL011388

GATCCCCGGAGCACGCC AAEL007662

GATCCCCGGCAGATATT AAEL003409

GATCCCCGGCAGCAGAA AAEL013744

GATCCCCGGTATTTCCA AAEL009599

GATCCCCGTACATATTC AAEL010343

GATCCCCGTACCCATCT AAEL012116,AAEL014064

GATCCCCGTCGGTGCGA AAEL003427

GATCCCCTAGTCGAACA AAEL006652,AAEL006648

GATCCCCTCACAACCCG AAEL000090

GATCCCCTCCAAAAACA AAEL004286
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GATCCCCTCTCGGTTTC AAEL014419

GATCCCCTGCATAGAGA AAEL000283

GATCCCCTGGGCGGGAG AAEL003720

GATCCCCTTAGATTTAG AAEL001216

GATCCCCTTATGGAGCT AAEL015487,AAEL006476

GATCCCCTTCCCGATGC AAEL007592

GATCCCGAAAAGAACAT AAEL004113

GATCCCGAAAATTGTGC AAEL003056

GATCCCGAAACCGGCAA AAEL014871,AAEL010751

GATCCCGAAACGGGACG AAEL004867

GATCCCGAAATTATGGA AAEL006779

GATCCCGAACTGCCCGC AAEL007787

GATCCCGAAGAACCGAC AAEL011099

GATCCCGAAGACACGAG AAEL000572

GATCCCGAAGAGTTCTA AAEL007882

GATCCCGAAGCCAAGAA AAEL001005,AAEL011773

GATCCCGAAGCCAGTGC AAEL009257

GATCCCGAAGCCTCCAC AAEL012526,AAEL014623

GATCCCGAAGGAGAACT AAEL007707

GATCCCGAAGTGACTAC AAEL009224

GATCCCGAAGTTTCTGG AAEL001621,AAEL010920,AAEL001611

GATCCCGAATATGTCTC AAEL012394

GATCCCGAATCCTTTTC AAEL002082

GATCCCGAATCGACTAG AAEL009219

GATCCCGAATCTTTTTA AAEL001170

GATCCCGACACAGAATC AAEL008116

GATCCCGACGGGGTGGG AAEL004172

GATCCCGACGGTAACGG AAEL008353

GATCCCGAGAATGAAGT AAEL004798,AAEL002495

GATCCCGAGAGAAAGAC AAEL009646,SUPP_AEDES009483

GATCCCGAGAGCAAGGA AAEL005390

GATCCCGAGAGCAGCCA AAEL002771

GATCCCGAGGATGTTTG AAEL005770

GATCCCGAGGGAACTGA AAEL008699

GATCCCGAGGTATTGTC AAEL004069

GATCCCGAGTGGGTGTG AAEL007150

GATCCCGAGTTAAGCCT AAEL002740

GATCCCGAGTTCATCAA AAEL002417

GATCCCGAGTTCCGATA AAEL002010

GATCCCGATGACCTGCG AAEL012673,AAEL008515

GATCCCGATGATGTTGA AAEL015235

GATCCCGATGGCAGGAC AAEL008197

GATCCCGATGTGCATAT AAEL010085

GATCCCGATGTGGGAGG AAEL007855

GATCCCGATGTTATGCG AAEL005340,SUPP_AEDES007988

GATCCCGATTTCGGCGA AAEL010387

GATCCCGCAAACCGAAG AAEL009579

GATCCCGCAATTGTACA AAEL014342

GATCCCGCACGAAGAAT AAEL004053

GATCCCGCACTCTGACC AAEL009496

GATCCCGCCAACACAAT AAEL007813
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GATCCCGCCAATTTATT AAEL003873

GATCCCGCCATCTGCAA AAEL009577

GATCCCGCCCAAGCGGA AAEL009770,AAEL007477

GATCCCGCCCAGGACAG AAEL013821,AAEL010206

GATCCCGCCGAACGGCC AAEL001795

GATCCCGCCGAATATAA AAEL011018,AAEL007728

GATCCCGCCGACTGCCG AAEL004234

GATCCCGCCGAGAGGAA AAEL010437

GATCCCGCCGCCAATCA AAEL005722

GATCCCGCCGGATACAA AAEL009852

GATCCCGCCTCGATGGG AAEL001598,SUPP_AEDES014620,SUPP_AEDES014621

GATCCCGCGACCGCCGC AAEL001341,AAEL001356

GATCCCGCGTTCTGCTG AAEL003950

GATCCCGCTAGGTGCGC AAEL008687

GATCCCGCTCTGCTGCG AAEL004563

GATCCCGCTGCGGCTGT AAEL006805

GATCCCGCTGTGTAGTT AAEL003539

GATCCCGGAAGAGGCCT AAEL010576

GATCCCGGAATCCTCCC AAEL002827

GATCCCGGAATCTTGTA AAEL007979

GATCCCGGACGAGGTGT AAEL003966

GATCCCGGAGAAAGTCC AAEL005319

GATCCCGGAGAAGGAAC AAEL009046

GATCCCGGCTAATTAGT AAEL008710

GATCCCGGCTCATCTAG AAEL001791

GATCCCGGCTGTTGCAG AAEL008374

GATCCCGGGGATATCTG AAEL010765

GATCCCGGTAACGCTGC AAEL003896

GATCCCGGTCGCACTGG AAEL008578

GATCCCGGTCTACGCCA AAEL009125

GATCCCGGTGACCAGCT AAEL007136

GATCCCGGTGCACATTG AAEL012828

GATCCCGGTGCCGTGGT AAEL011477,AAEL005047

GATCCCGGTGGAATCCC AAEL007474,AAEL009773

GATCCCGGTGGAGCATC AAEL003921

GATCCCGTACACCATGA AAEL011195

GATCCCGTAGTTCTTGA AAEL005722

GATCCCGTATGAGTTCG AAEL007715

GATCCCGTCACCCACAC AAEL007387

GATCCCGTCCATCACCG AAEL007201

GATCCCGTCGTCGAAGT AAEL006129

GATCCCGTCGTGGAAGT AAEL003798

GATCCCGTCTTAAGCCA SUPP_AEDES007240

GATCCCGTCTTGGTTAG SUPP_AEDES014373

GATCCCGTGACTCGGGT AAEL012588

GATCCCGTGCCAGAGTA AAEL002769

GATCCCGTGCCCCGATG AAEL003588

GATCCCGTGGTACTGGC AAEL002185

GATCCCGTTAGCTATGG AAEL001146

GATCCCGTTCCAGTAAC AAEL014490

GATCCCGTTCCCGATGC AAEL013837
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GATCCCGTTGAAAATGT AAEL006798,AAEL014614

GATCCCGTTGCCAGCCT AAEL002322

GATCCCGTTGGAACGGA SUPP_AEDES011169,AAEL008734

GATCCCGTTTCGGAGTT AAEL002450

GATCCCGTTTGACTTAC AAEL005737

GATCCCGTTTTGTTTTG AAEL000212,AAEL000184

GATCCCTAACACAGACA AAEL007661

GATCCCTAATGCGATTG SUPP_AEDES012037

GATCCCTACAACTTGGC AAEL007044

GATCCCTACAAGTTCAA AAEL000987

GATCCCTACCGCCTGTA SUPP_AEDES008492,SUPP_AEDES012371,

SUPP_AEDES012495,SUPP_AEDES013716

GATCCCTACGCCGGGGA AAEL005068

GATCCCTACGGCGTACC SUPP_AEDES003395

GATCCCTATCTAAACTG AAEL013700

GATCCCTATGAAACGAA AAEL005368

GATCCCTCAAACTCGGA AAEL008696

GATCCCTCAAGTCCACC AAEL008938

GATCCCTCACCCGCAGT AAEL007818

GATCCCTCAGAGGTCGA AAEL010576

GATCCCTCAGGCTCCTC AAEL014057

GATCCCTCCATAGAGCA AAEL013553

GATCCCTCCCAGCGTTT SUPP_AEDES011532

GATCCCTCCCAGTTCCG AAEL008551

GATCCCTCCCGACGACG AAEL013363

GATCCCTCCTAAAGGTA AAEL005858

GATCCCTCCTTTCACGT AAEL009090

GATCCCTCGCCGCTGAC SUPP_AEDES004371

GATCCCTCGGAAATCCT AAEL015144

GATCCCTCGGGAAAACG AAEL014489

GATCCCTCGTGCAAAAT AAEL005757

GATCCCTCTCAGTAGGC AAEL010258

GATCCCTCTGTCTGGTA AAEL014867

GATCCCTGACATCTGTC AAEL000294

GATCCCTGACCGGCGGC AAEL013094,AAEL011058

GATCCCTGCCCGCCCAG AAEL014231

GATCCCTGGCCACATCT AAEL005313

GATCCCTGGCGAACCAG AAEL001655

GATCCCTGGCGACAGCT AAEL012993,SUPP_AEDES012691

GATCCCTGGGTGTACGC AAEL003035

GATCCCTGTAAATTGTT AAEL004071

GATCCCTGTATGTCGAC AAEL004846

GATCCCTGTCCTCCGAA SUPP_AEDES001488

GATCCCTGTGTGTTCGT AAEL010306

GATCCCTGTTTCCCTCG AAEL000407

GATCCCTGTTTTTGGTT AAEL009396

GATCCCTTAGGAATGAA AAEL014330

GATCCCTTATGAGTAGT AAEL001913

GATCCCTTATTCTGTTT SUPP_AEDES000036

GATCCCTTATTTAGCCT AAEL006484

GATCCCTTCCGAATGCC AAEL009308
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GATCCCTTCCGCACTTC AAEL007717

GATCCCTTCGAACGAGA AAEL009288

GATCCCTTCGATTCCCT AAEL011288

GATCCCTTCGGGCATTT AAEL013536

GATCCCTTCGTTATCAG AAEL012669,AAEL007541

GATCCCTTCTATTCATA AAEL001779

GATCCCTTCTCCAAGTA AAEL005666

GATCCCTTCTGAGGAGG SUPP_AEDES003937

GATCCCTTGCCGGCGAC SUPP_AEDES001883

GATCCCTTGCGACCCTG SUPP_AEDES014787,SUPP_AEDES006814

GATCCCTTGGAAGATGC AAEL015338

GATCCCTTGGGGCATTC AAEL013961

GATCCCTTGGTTGCTAG AAEL006509

GATCCCTTTCGAAATTC SUPP_AEDES012744

GATCCCTTTCGCACAAC AAEL000187

GATCCCTTTTATCATAC AAEL000857

GATCCCTTTTGTAACAT AAEL001928

GATCCGAAAAAACGCTG AAEL012659

GATCCGAAAAATCCCCG AAEL007697

GATCCGAAAAATGTGGA AAEL000019

GATCCGAAAATGGGTCG AAEL002993

GATCCGAAACGGAAGTG AAEL009202

GATCCGAAACTGCTATC AAEL011133

GATCCGAAAGTCCACAT AAEL007028

GATCCGAAATAGAAGCG AAEL000431

GATCCGAAATGGATGCA AAEL010165

GATCCGAACAACTTCGT AAEL014678

GATCCGAACAAGTGCTA AAEL011836,AAEL011840

GATCCGAACACAACCTT AAEL009519

GATCCGAACACCATAAA AAEL008066

GATCCGAACAGCGTCGC AAEL014188

GATCCGAACAGCGTCGT AAEL003060

GATCCGAACCATCGTAT SUPP_AEDES013631

GATCCGAACCCATGTGA SUPP_AEDES013342

GATCCGAACCGAAGCCA AAEL014702

GATCCGAACGAGCCGAG AAEL011721

GATCCGAACGAGTGCTG AAEL013263,SUPP_AEDES006892

GATCCGAACGATACTGG AAEL007825

GATCCGAACGGAAGGCG AAEL003285

GATCCGAACGGACAGCG AAEL013517

GATCCGAACGGCGGCTG SUPP_AEDES006800,SUPP_AEDES013561,

SUPP_AEDES006792,AAEL007073

GATCCGAACTCGTCCAA AAEL006285

GATCCGAACTGCACTTA AAEL008841

GATCCGAACTGGTGTTT AAEL000044

GATCCGAACTTAAGGAA SUPP_AEDES000437

GATCCGAAGAAAGTGGT AAEL009707

GATCCGAAGACCCGCGA AAEL002261

GATCCGAAGAGAGGAGG AAEL006182

GATCCGAAGAGTTTGGA AAEL011658

GATCCGAAGCATGGGCG AAEL008785
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GATCCGAAGCTGGAATG AAEL009590,AAEL002076

GATCCGAAGGGCAGCGT AAEL003355

GATCCGAAGGGCGAGCG AAEL014936,AAEL010028

GATCCGAAGGTCGTTTG AAEL008779

GATCCGAAGGTGATGTT AAEL004392

GATCCGAATCAGAGAAC AAEL009702

GATCCGAATCCGAAAGC AAEL012591

GATCCGAATCCTTCACA AAEL009996

GATCCGAATCGCAGCTG AAEL002811

GATCCGAATCTCCATTT AAEL011498,AAEL000274

GATCCGAATCTGGTTCT AAEL004094

GATCCGAATCTGTCCCG AAEL011939

GATCCGAATGGAGCTAC AAEL005706

GATCCGAATGGTCCCCT AAEL001606,AAEL001622

GATCCGAATGGTTGTTC AAEL000068,AAEL010573

GATCCGACAAGAAAAAC AAEL006668

GATCCGACAAGGCCACC SUPP_AEDES012723

GATCCGACAAGGCGTGG AAEL006186

GATCCGACACCTCCAGC AAEL006129,AAEL006150

GATCCGACAGCAATCGG AAEL003109

GATCCGACCAACCCACC AAEL000427

GATCCGACCAAGTTCGG AAEL006113

GATCCGACCAATACCTA AAEL006509

GATCCGACCAGTGCCGT AAEL003284

GATCCGACCATCTCCGG AAEL011656

GATCCGACCCCGTAGAG AAEL013937

GATCCGACCGAATCGGA AAEL015671

GATCCGACCGCAGCAAG AAEL002953

GATCCGACCGGACAAAC AAEL014433

GATCCGACCTGGGAGGA AAEL002324,AAEL013658

GATCCGACCTTGGAAGA AAEL001306

GATCCGACGATGCGCCT AAEL004517

GATCCGACGATTTCGGT AAEL003874

GATCCGACGCCAGAAAA AAEL001873

GATCCGACGCCGTAGCC AAEL008612

GATCCGACGCCTGGAAG AAEL011756

GATCCGACGCTGTCCTG AAEL004676

GATCCGACGGAACGACC AAEL012525

GATCCGACGGACAGGTC AAEL013520

GATCCGACGGTCAAGCC AAEL011052,AAEL011054

GATCCGACGGTGACGGG AAEL006351

GATCCGACGTACGTAAT AAEL004060

GATCCGACTGCAGAGAT AAEL002788,AAEL002779

GATCCGACTGCGGTCCA AAEL006820

GATCCGACTGGATGGTG AAEL009324

GATCCGACTGTTCGGAT AAEL000661

GATCCGACTTACCATCT AAEL004434

GATCCGACTTCGTCCAC AAEL004328

GATCCGAGAAAGAATTC AAEL006669

GATCCGAGACGGAAACG AAEL009177,SUPP_AEDES008939

GATCCGAGACTAGATTC AAEL013534
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GATCCGAGAGAAAGCCA SUPP_AEDES010743

GATCCGAGAGGTTTCCG AAEL007818

GATCCGAGAGTTTTGTG AAEL010850

GATCCGAGATTGGCCAA AAEL010360

GATCCGAGCAAACGCAG AAEL011657

GATCCGAGCAAATGCTG AAEL003750

GATCCGAGCACACTGTG AAEL007921,AAEL013456

GATCCGAGCAGCGGGTA AAEL001541,AAEL003980

GATCCGAGCATAGGACG AAEL003537

GATCCGAGCCGCTGTGA AAEL011051

GATCCGAGCGAAGCGGG AAEL009293,AAEL009282

GATCCGAGGAAAACGAT AAEL002737,AAEL011514

GATCCGAGGAATACGGA AAEL013382

GATCCGAGGACGAACAG AAEL002924

GATCCGAGGAGAATGTG AAEL012036

GATCCGAGGATTTGCTG AAEL000233

GATCCGAGGCTCCCTGG AAEL000068,AAEL010573

GATCCGAGTAGATTTGG AAEL000335

GATCCGAGTCAGTACTC AAEL006858

GATCCGAGTCATCCAGA SUPP_AEDES003560

GATCCGAGTCTCCGAAA AAEL004054

GATCCGAGTGAGTGACC AAEL012931

GATCCGAGTGGAATCGA AAEL005826,SUPP_AEDES013527

GATCCGAGTTCATTATT AAEL011831,AAEL014491

GATCCGAGTTCCACAAG AAEL014295

GATCCGAGTTCGATTCG AAEL005472

GATCCGAGTTGTATAGG AAEL009085

GATCCGATACTTGCGTT AAEL002366

GATCCGATAGCTGTTTT AAEL004215

GATCCGATAGGCTGAAC AAEL005848

GATCCGATATCGACACA AAEL005845

GATCCGATATGCGCACG AAEL013390

GATCCGATGACAAGAGG AAEL000064

GATCCGATGAGATTGTT AAEL012863

GATCCGATGATGATGTC AAEL008591

GATCCGATGATGGAAGA AAEL008911

GATCCGATGCACCGACA AAEL002486

GATCCGATGGAACTAGC AAEL002898

GATCCGATGGACGAAGA AAEL008842

GATCCGATGGACTTCAG AAEL010968

GATCCGATGGAGGAGAT AAEL006860

GATCCGATGGATTGTTC AAEL006018

GATCCGATGGCTGGTGG AAEL002020

GATCCGATGGGAACATT AAEL008041

GATCCGATGGGGGTCTG SUPP_AEDES013869

GATCCGATGTGTTCTTC AAEL001898

GATCCGATTACCACAGC AAEL005336

GATCCGATTACCCATTG AAEL007014

GATCCGATTCAGCAGCT AAEL002813

GATCCGATTCCCCGGAC AAEL001259

GATCCGATTCGAACAAT AAEL003110
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GATCCGATTTACATTCC AAEL009844

GATCCGATTTACCTCAT AAEL006660

GATCCGATTTGCTCTAT AAEL012684

GATCCGCAAAAACGACA AAEL008886

GATCCGCAAAAGGATGA AAEL014721

GATCCGCAAAAGTCGAA AAEL004112

GATCCGCAAAGTGGCGA AAEL008837

GATCCGCAAATCCACTA AAEL015437,AAEL001599

GATCCGCAAGATGCAGG AAEL003664

GATCCGCAAGCACTGGG AAEL005722

GATCCGCAAGCGTTTGA AAEL002048

GATCCGCAAGCTGTGCC AAEL012944

GATCCGCAAGGTGCATC AAEL007490

GATCCGCAAGTGGCGTG AAEL000934

GATCCGCAATCTGCCGA AAEL013095,AAEL011059

GATCCGCACATGGTCGT AAEL007375

GATCCGCACGATGGCGA AAEL010823

GATCCGCACGCACTACT AAEL005639

GATCCGCACGTGCTGCT AAEL001287

GATCCGCACTACTGCCA AAEL010516

GATCCGCACTAGTCTGG AAEL007235

GATCCGCACTATGAACC AAEL009457,AAEL009884

GATCCGCACTGGTATCG AAEL009393

GATCCGCAGAACTGCGG AAEL010245

GATCCGCAGAAGGATGA AAEL013678

GATCCGCAGACCCGCTT AAEL010955

GATCCGCAGCATAACAT AAEL014701

GATCCGCAGCATTAGCC SUPP_AEDES013737

GATCCGCAGGCGCAGTG AAEL004269

GATCCGCATCTGTTCAC AAEL002978

GATCCGCATGTAAAGGT AAEL011429

GATCCGCCAAAGACACA AAEL001759

GATCCGCCAAAGCCAAG AAEL012499

GATCCGCCAAATTCCAG AAEL010345

GATCCGCCAAATTCTAC AAEL002797

GATCCGCCAATCAATAC AAEL001682

GATCCGCCACGTCCTCT AAEL006771

GATCCGCCAGATGGAAC AAEL003634

GATCCGCCAGCCGAAGT AAEL002623

GATCCGCCAGTGCTAGC SUPP_AEDES005941

GATCCGCCATAGTGGTT SUPP_AEDES004507,SUPP_AEDES004508

GATCCGCCATTCCAGTT SUPP_AEDES002943,AAEL002963

GATCCGCCCAGAAGTCG AAEL006959

GATCCGCCCCGATAGCG AAEL001559

GATCCGCCCGGCGAGGA AAEL008048

GATCCGCCCTTTCACCT AAEL005534

GATCCGCCGATATCAGT AAEL000442

GATCCGCCGCACCAGGG SUPP_AEDES003186

GATCCGCCGCTCAGTGG SUPP_AEDES006478

GATCCGCCGGAAGATGA AAEL013158,AAEL005901

GATCCGCCGTCTGCCGG AAEL007868
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GATCCGCCTGGAGCCCC AAEL004054

GATCCGCGAAAGCTTCC AAEL003406

GATCCGCGAAGCCGACA AAEL012326

GATCCGCGAAGTTCTAC AAEL011238,AAEL013122

GATCCGCGACGCGGAGA AAEL007593

GATCCGCGAGCCTTGCA AAEL011471

GATCCGCGAGGGCACCC AAEL005951

GATCCGCGAGTTGCGTG AAEL004563

GATCCGCGATACTGTTT AAEL012223

GATCCGCGATTGAGCAA AAEL009282

GATCCGCGCCATATTTT AAEL008688

GATCCGCGCCTGTGGTT AAEL011870

GATCCGCGCTACCTGGC AAEL007617

GATCCGCGCTTCCTTAT AAEL008852

GATCCGCGCTTCTTCTT AAEL012865

GATCCGCGGAAATTCCT AAEL010269,AAEL006297

GATCCGCGGAAGGTGCA AAEL006962

GATCCGCGGCCAGAATT AAEL009179

GATCCGCGGTGGAAGGA AAEL003944

GATCCGCGTATGAAACT AAEL012542

GATCCGCGTATGAAGAA AAEL001037

GATCCGCGTCGTCATGC AAEL006551

GATCCGCGTTGGCGCAG AAEL012236

GATCCGCGTTTCCGGTG AAEL003427

GATCCGCTAAAATCCTG AAEL003494

GATCCGCTACGATACGC AAEL013761

GATCCGCTATCTCAAGA AAEL012671

GATCCGCTCAATCGATT AAEL006585,AAEL014004

GATCCGCTCCAAACTAC AAEL010177

GATCCGCTCCAATTTGT AAEL007290

GATCCGCTCCATTTGAC AAEL006600

GATCCGCTCGCTCCGCC SUPP_AEDES001883

GATCCGCTCGTACGGGT AAEL009431

GATCCGCTCTGAACCCT AAEL012509

GATCCGCTCTTCCCCAC SUPP_AEDES001632

GATCCGCTGAATGTGTT SUPP_AEDES007625

GATCCGCTGACTGGAAA AAEL010086,AAEL014524

GATCCGCTGATAAATCT AAEL013182

GATCCGCTGCAGAAATT AAEL004452

GATCCGCTGCGTGCGTC AAEL004267,AAEL004260,SUPP_AEDES004039

GATCCGCTGCGTTGTAA AAEL000715

GATCCGCTGCTCCCGGT AAEL005451

GATCCGCTGGAAGTGCT AAEL010342

GATCCGCTGGAATTCCG AAEL007808

GATCCGCTGGAGGTGGA AAEL013531

GATCCGCTGGATGAGCT AAEL009998,SUPP_AEDES000111

GATCCGCTGTCCGCCAC AAEL012941,AAEL002516

GATCCGCTGTGGACCTT AAEL007959

GATCCGCTGTTCCATCC SUPP_AEDES011258

GATCCGCTTCAGTTCCA AAEL015410

GATCCGCTTCCCGCTGG AAEL006785
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GATCCGCTTCTAGTCGA AAEL004338

GATCCGCTTCTGGGGTT SUPP_AEDES003232

GATCCGCTTGGGCACTC AAEL010295,AAEL006908

GATCCGCTTGTTCGTGT AAEL004175

GATCCGCTTTCCATCGG AAEL008484

GATCCGGAAAAGATTGC AAEL010155

GATCCGGAAACCGTGTC AAEL003433

GATCCGGAAACGAAACG AAEL013314

GATCCGGAAACGCACGA AAEL001352

GATCCGGAAACGGCTGT AAEL001329

GATCCGGAAACGTTTAT AAEL003357

GATCCGGAAAGCTGCTG AAEL000091

GATCCGGAAAGGGAGCG AAEL009470

GATCCGGAAAGTCTTGT AAEL009403

GATCCGGAAAGTGTCAT AAEL003203

GATCCGGAAATTCGTGG SUPP_AEDES005333

GATCCGGAACCCGTTGC SUPP_AEDES004620,SUPP_AEDES004611

GATCCGGAAGAAGCACG AAEL006693

GATCCGGAAGAGGAACG AAEL002082

GATCCGGAAGCTCATGA AAEL012290

GATCCGGAAGGGAATCG AAEL000807

GATCCGGAAGTACGGTC AAEL007824

GATCCGGAAGTGGCTGC AAEL011881

GATCCGGAAGTTTGTGT AAEL006115

GATCCGGAATGGGACAC AAEL015405,AAEL010110

GATCCGGAATTATCGCC AAEL013210

GATCCGGAATTGATGTT AAEL007417

GATCCGGACAACTCGCT AAEL012841

GATCCGGACAACTTGGC AAEL010940

GATCCGGACCAGATTGC AAEL000343

GATCCGGACCAGGTGGA AAEL012340,AAEL014921

GATCCGGACCCACCATC SUPP_AEDES004127,SUPP_AEDES004130

GATCCGGACCGGCTTCG AAEL011684

GATCCGGACGACTACAA AAEL013061

GATCCGGACGAGAACGT AAEL011960

GATCCGGACGATGAGGA AAEL001717

GATCCGGACGGCCGACC AAEL010850

GATCCGGACGGTAGAAA AAEL003511

GATCCGGAGAAGACCAG AAEL005234

GATCCGGAGAAGACGTT SUPP_AEDES002632

GATCCGGAGCAAACGCC SUPP_AEDES015084,SUPP_AEDES015085,

SUPP_AEDES006860

GATCCGGAGCGCTTCAG AAEL006805

GATCCGGAGGAAATCAT AAEL004327,AAEL004329

GATCCGGAGGACACTTC AAEL000099

GATCCGGAGGCTCATGA AAEL014008

GATCCGGAGGGGTACAG SUPP_AEDES002102,AAEL002080

GATCCGGAGTCAGGAAG AAEL010168

GATCCGGAGTGACGGAG AAEL013076

GATCCGGAGTTGGAACC AAEL003530,AAEL008946,AAEL013587,AAEL000449,

AAEL005027,AAEL003324
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GATCCGGAGTTTGACAA AAEL002168

GATCCGGATAACTCGAT AAEL008755

GATCCGGATACCCGGAT AAEL006711

GATCCGGATAGGTTCTC AAEL009132

GATCCGGATGCCTATGC AAEL007869

GATCCGGATGCTCCGAG AAEL011268,AAEL012666,AAEL007549

GATCCGGATGGTTCCGC AAEL010725

GATCCGGATGTGGCCCA AAEL007383

GATCCGGATGTGTTCAA AAEL006715

GATCCGGATTGCAATGA AAEL006568

GATCCGGATTTGCTGAT AAEL008577

GATCCGGATTTGTTCTA AAEL012991,AAEL013205

GATCCGGCAAACAGAAT AAEL007949,AAEL008078

GATCCGGCAAGGTCGTG AAEL009151

GATCCGGCACCAGGGGC SUPP_AEDES004127,SUPP_AEDES004130

GATCCGGCAGAGTGTCA AAEL006441

GATCCGGCAGTCGCGGA AAEL002292

GATCCGGCATAGGAGAA AAEL013060

GATCCGGCATCCAAGTC AAEL013643,AAEL014794

GATCCGGCATCGCCAGA AAEL012545

GATCCGGCCAAAATTGC AAEL010230

GATCCGGCCAACAGTGC AAEL012930

GATCCGGCCAACCTTTT AAEL004930

GATCCGGCCAACGACAA AAEL011782

GATCCGGCCACGGGGCT AAEL001971

GATCCGGCCAGCACCAG AAEL009331

GATCCGGCCAGGTATCG AAEL013962

GATCCGGCCATTGGACC AAEL012813,AAEL002992

GATCCGGCCCAACAGTA AAEL009151

GATCCGGCCCACATCGT AAEL007273,AAEL013948

GATCCGGCCGCAGAGGG AAEL010555

GATCCGGCCTCATATTC AAEL000875

GATCCGGCGGCCGTCAT AAEL011485

GATCCGGCGGCCGTCGT AAEL002417

GATCCGGCGGTGCCGCT AAEL004855

GATCCGGCTACTCAAGC AAEL006396

GATCCGGCTCGGGAAAG AAEL003010,AAEL003001

GATCCGGCTCTGTCCAA AAEL014553

GATCCGGCTGCAAGTCC AAEL007075

GATCCGGCTGGGAAATC AAEL012147

GATCCGGCTTTGGCAGA AAEL001246

GATCCGGGAAACGCGAA AAEL010571

GATCCGGGAAACTTACG AAEL009383

GATCCGGGAATCGTTGC SUPP_AEDES012151

GATCCGGGACAAAGTAT AAEL010872

GATCCGGGACGGAGAGG AAEL007487

GATCCGGGAGAACGACT AAEL000404

GATCCGGGAGAGGGAGG AAEL015041

GATCCGGGAGCCGTTTG AAEL000986

GATCCGGGATACCATCG SUPP_AEDES002381

GATCCGGGCAAGAGTGT AAEL011795
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GATCCGGGTAAGTGCAA AAEL002934

GATCCGGGTCCCGCGGC AAEL014146

GATCCGGGTGACAACGG AAEL003310,SUPP_AEDES003225

GATCCGGTATTATCGAC AAEL003431

GATCCGGTCATTTGTTT AAEL013808

GATCCGGTCCGCTTGTA AAEL007280

GATCCGGTCGGGTTTAT AAEL010933

GATCCGGTCGTATCACC AAEL004941,SUPP_AEDES004681

GATCCGGTCTTGAATGA AAEL008942

GATCCGGTCTTTCTGTT AAEL008921

GATCCGGTGCAAGGGAC AAEL004132

GATCCGGTGCAGATGGT AAEL007284

GATCCGGTGCCCCGGTG AAEL011892

GATCCGGTGCGGTAAAA AAEL014753

GATCCGGTGGGTGGTTC AAEL010754

GATCCGGTGGTTGCCAG AAEL009930,SUPP_AEDES009775,SUPP_AEDES013984

GATCCGGTGTCGAACGG AAEL008645

GATCCGGTTATTGCACA AAEL008807

GATCCGGTTCAACATCA AAEL006688

GATCCGGTTCGAGTTAA AAEL008461

GATCCGGTTGGGAAGCG AAEL012383

GATCCGGTTGGGCATGG AAEL004823

GATCCGGTTGGTGGTGA AAEL000984

GATCCGGTTGTACGACA AAEL009902

GATCCGGTTTCACCTCT AAEL006642

GATCCGGTTTGGGAGCT AAEL002737,AAEL011514

GATCCGGTTTTACATTC AAEL004854

GATCCGGTTTTCTTGTC AAEL005277

GATCCGGTTTTTGTCCC AAEL008441,SUPP_AEDES008228,AAEL011298

GATCCGTAAACCAATCA SUPP_AEDES007663

GATCCGTAAACGACGCG AAEL013621

GATCCGTAACGCTCTGT AAEL012035

GATCCGTAAGAAATACT AAEL006785

GATCCGTAATGGGGCAT AAEL003153

GATCCGTAATGTTTGTC AAEL002074

GATCCGTACAAAATCGC SUPP_AEDES000824

GATCCGTACACCAGGAC AAEL009859

GATCCGTACACTGAAAG AAEL011376

GATCCGTACAGCGTTTG AAEL001887

GATCCGTACCCCACCAT AAEL013305

GATCCGTACGAAGTCGT SUPP_AEDES005851,AAEL006087

GATCCGTACGAGAGTTT AAEL010837

GATCCGTACGATGCTTC AAEL011561

GATCCGTACGGATGGAT AAEL001703

GATCCGTACGGGTTTGG AAEL008628

GATCCGTACGTGTACGC AAEL009615

GATCCGTACTACGACCA AAEL003165

GATCCGTACTCGTCGCG SUPP_AEDES002795

GATCCGTACTGGCTGAG AAEL009667

GATCCGTACTTCTGAAG AAEL001820,AAEL001797

GATCCGTAGACATTTTC AAEL000325
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GATCCGTAGCTTGTTGG AAEL012427

GATCCGTAGGATTATGA AAEL011873

GATCCGTAGGCAAGGTT AAEL005348

GATCCGTAGGTTCGCCA AAEL010970

GATCCGTATCCAAATAT AAEL012447

GATCCGTATCGACGACG AAEL003060,AAEL014188

GATCCGTATCGATTGGT AAEL003831

GATCCGTATCGCGTAAT AAEL012684

GATCCGTATGGCACCGG AAEL012168

GATCCGTATTATCGTTA AAEL011302,AAEL015595

GATCCGTATTCTCGGCT AAEL009637

GATCCGTCAAGCCATCG AAEL012427

GATCCGTCACACACAAT AAEL009220

GATCCGTCACGCGTGAA AAEL013896

GATCCGTCATCGGTGGT AAEL013121

GATCCGTCCAGCTTGAC AAEL009496

GATCCGTCCCGTCGCTT SUPP_AEDES009467

GATCCGTCCGGCGTGTC AAEL003871

GATCCGTCCTATGCCGC SUPP_AEDES012528,SUPP_AEDES005560

GATCCGTCCTGACCAAT AAEL008221

GATCCGTCCTGTTCGCA AAEL005815,AAEL012311

GATCCGTCCTTCCAGGA AAEL005693,AAEL005538

GATCCGTCGATTGTTGT SUPP_AEDES010944,SUPP_AEDES012624

GATCCGTCGCTGGGAGC AAEL005837

GATCCGTCGCTTGGGCA AAEL010470

GATCCGTCGGCAAAGTA AAEL011985

GATCCGTCGGCGTCCAC AAEL005259

GATCCGTCGTACACGCA AAEL012532,AAEL005536

GATCCGTCGTATGGGAG AAEL004503,AAEL000529

GATCCGTCGTCGTGAAA AAEL013343,AAEL010659

GATCCGTCGTCTGGTGC AAEL000049

GATCCGTCGTGACTATC AAEL002372

GATCCGTCTATAATCGT AAEL001044

GATCCGTCTATCCATCC AAEL008461

GATCCGTCTATTTCATC AAEL001033

GATCCGTGAAACGCACA AAEL009068

GATCCGTGAAGAGGATG AAEL003705

GATCCGTGAATGGCGAA AAEL008099

GATCCGTGACGTTAGTG AAEL012456

GATCCGTGATGCTTCGA AAEL004501

GATCCGTGATGGTGGCC AAEL004010

GATCCGTGCAACGAGTA AAEL008192

GATCCGTGCATCTATGC SUPP_AEDES002301

GATCCGTGCCAAAACGG AAEL011527

GATCCGTGCCGCACAGA AAEL013952,AAEL012282

GATCCGTGCCGTTCTCT AAEL009732

GATCCGTGCGTAGGGCG AAEL009017

GATCCGTGGAAAAGCGC AAEL010882

GATCCGTGGAACTTCTG AAEL013738

GATCCGTGGTCGACAGT AAEL005399,SUPP_AEDES015286

GATCCGTGGTGTGATGG AAEL001339
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GATCCGTGGTTGACGAT AAEL006627

GATCCGTGGTTGTATGT AAEL004642

GATCCGTGTCCCCGGGG AAEL005473

GATCCGTGTCGTACTGC AAEL005910

GATCCGTGTCGTATCAT AAEL000575

GATCCGTGTGAAACTGC AAEL002617

GATCCGTGTGAAGTGGG AAEL006048

GATCCGTGTGGTCTGAA AAEL007780

GATCCGTGTGTGGTGTC AAEL003108

GATCCGTGTGTGTATGC AAEL004865,SUPP_AEDES004602

GATCCGTTAACTGACGG AAEL007092

GATCCGTTACCACTCGT AAEL008701

GATCCGTTAGCCGATTT AAEL005450

GATCCGTTATCCATATC AAEL006948

GATCCGTTCAATATCGC AAEL004461

GATCCGTTCAGACGTGT SUPP_AEDES009444

GATCCGTTCATGTTGCC AAEL002185

GATCCGTTCCGAGCGTG AAEL012608,AAEL015016

GATCCGTTCCGGACGAA AAEL012327

GATCCGTTCCGTCGCTT AAEL009633

GATCCGTTCCTACAACT SUPP_AEDES003861

GATCCGTTCCTCCTGGC AAEL002194

GATCCGTTCGATTACCA SUPP_AEDES011241,AAEL011636

GATCCGTTCGCGTTGCA AAEL014763

GATCCGTTCGGAGGAAC AAEL001293

GATCCGTTCGTACGCAG AAEL003916

GATCCGTTCGTTCCGAT AAEL011870

GATCCGTTCTGCGGTTG AAEL011432

GATCCGTTCTTGGTACA AAEL001462

GATCCGTTGAAAATTGT AAEL007158

GATCCGTTGACCTTGGA AAEL009454

GATCCGTTGACGGAGTC AAEL013698,AAEL015374

GATCCGTTGAGAATCTC AAEL002869

GATCCGTTGCCACCGTG AAEL004854

GATCCGTTGCCGCGAGT SUPP_AEDES011182

GATCCGTTGCCGTGAGT AAEL013457

GATCCGTTGCGCAAGTG AAEL010469

GATCCGTTGCGTGGTCC SUPP_AEDES014971,AAEL012917,AAEL015415

GATCCGTTGCGTTTCTA AAEL003232

GATCCGTTGCTCACCTC AAEL010516

GATCCGTTGGAATTGGA AAEL008743

GATCCGTTGGGTCAGGA AAEL004504

GATCCGTTGGTGGTCAT SUPP_AEDES014024

GATCCGTTGGTGGTTCG AAEL013999

GATCCGTTGGTGTCCTT AAEL013279

GATCCGTTGGTGTTGGG AAEL011758

GATCCGTTGTGGTTTTA AAEL007705

GATCCGTTGTTCGACTT SUPP_AEDES005151

GATCCGTTGTTGTGGTG AAEL001853

GATCCGTTTGGAGCACT AAEL013863

GATCCGTTTTATTTCGA AAEL008664
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GATCCGTTTTGAGCGAG AAEL002758

GATCCGTTTTGCCTAGG AAEL003287

GATCCGTTTTGCTGATG SUPP_AEDES006927

GATCCGTTTTTGTACGT AAEL004643

GATCCGTTTTTTTTTTT AAEL009652

GATCCTAAAGCCTGTCC AAEL002263

GATCCTAAATCGGCGAT AAEL005046

GATCCTAAATCGTGAAG AAEL001451

GATCCTAACACACCTGA AAEL003203

GATCCTAACAGAAGCAT AAEL003882

GATCCTAACGAACGGCA AAEL012865

GATCCTAACGATTGGCC AAEL006449

GATCCTAACGCGCTAGC AAEL000753

GATCCTAACTTCTGCCA AAEL002519

GATCCTAAGCACTTTGA AAEL014768

GATCCTAAGCAGGGCAG AAEL012865

GATCCTAAGCGTAAAAC AAEL007007

GATCCTAAGTAAAGACG AAEL004052

GATCCTAAGTTGTACTC AAEL013285

GATCCTAATCCAAATTC AAEL002118

GATCCTACAAACCCATC SUPP_AEDES001883

GATCCTACAAGGCGGTA AAEL010181

GATCCTACACCGTGACA AAEL008864

GATCCTACAGAAGGCCG AAEL010610

GATCCTACAGACGTAAT AAEL006473

GATCCTACAGCGTTTTG AAEL006271

GATCCTACAGGGTGGAC AAEL001473

GATCCTACATACTTGGT AAEL006633

GATCCTACATTCGGTAG AAEL005414

GATCCTACCAACGTAGT SUPP_AEDES000185,AAEL000172

GATCCTACCCACGGGAA AAEL004838

GATCCTACCCAGAAATG AAEL007722

GATCCTACCGAGTGTCT AAEL002309

GATCCTACCGCAAGGTT AAEL006519

GATCCTACCGTTCGCCG AAEL012203,SUPP_AEDES011797

GATCCTACCTGAAGGAC AAEL002532

GATCCTACGAACAAAAC AAEL003298

GATCCTACGAGGAATTT AAEL005911

GATCCTACGTGTTTCGC AAEL013993

GATCCTACTCCCTGGTT AAEL002092,SUPP_AEDES002156

GATCCTACTCCTGAGCT AAEL010264

GATCCTACTCGAACACG AAEL006425

GATCCTACTGCCTACTG AAEL005702

GATCCTACTGCTCATTG AAEL009398

GATCCTAGAAACATTCG AAEL007078

GATCCTAGAAACTATTG AAEL009533

GATCCTAGAAGCTCTGG AAEL000852

GATCCTAGAGCAGAAGA AAEL007834

GATCCTAGAGTACGAGT AAEL003517

GATCCTAGATTCGAGTT AAEL005305

GATCCTAGCAACAATCC AAEL002179
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GATCCTAGCCAAGCGCA AAEL007715

GATCCTAGCCGAGGAGA SUPP_AEDES013045

GATCCTAGGTTTCACGC SUPP_AEDES004461

GATCCTAGTCACAGGGA AAEL012716

GATCCTAGTTGAACCAT SUPP_AEDES010060,AAEL010257

GATCCTAGTTTTTTTCT AAEL013967

GATCCTATCGGGAGTCG SUPP_AEDES010739,SUPP_AEDES010746,AAEL014104

GATCCTATCGTGGATAT AAEL015337,AAEL010599

GATCCTATGAATCCACC AAEL006274,AAEL006262

GATCCTATGCCTTCCTT AAEL006188

GATCCTATGCGACGACG AAEL006256

GATCCTATGTGCAGCAA AAEL005659

GATCCTATGTTGGCCGA AAEL007990

GATCCTATTCCTGATTG AAEL001132

GATCCTCAAAGTGGACA AAEL003071

GATCCTCAACGGGGTGA AAEL002504

GATCCTCAACTTTCTGC SUPP_AEDES001564

GATCCTCAAGAAGCGCC AAEL000204

GATCCTCAAGCTGTGCA AAEL003070

GATCCTCAAGGACGACA AAEL000465

GATCCTCAAGGCTAGCA AAEL010855

GATCCTCAAGGGCGTGC SUPP_AEDES008403,AAEL008618

GATCCTCAAGGGGCGTC AAEL008044

GATCCTCAAGGTCATCC AAEL014843,AAEL011704,AAEL014845

GATCCTCAAGTCCGACC AAEL001964

GATCCTCAAGTGGTACA AAEL012026,AAEL015512

GATCCTCAATCAAGCGA AAEL004305

GATCCTCAATGCCGGTG AAEL004417

GATCCTCAATGGTGCGG AAEL005340,SUPP_AEDES007988

GATCCTCAATTGGTCAC AAEL010555

GATCCTCACAAGCGCAA AAEL007493

GATCCTCACAGAGTCAG SUPP_AEDES003214

GATCCTCACATGAACAC AAEL002956

GATCCTCACCGGTGAAG AAEL001069

GATCCTCACGCTGAAGG AAEL006061

GATCCTCACGGAATTTG AAEL006682

GATCCTCACTCGAGCAG AAEL002091

GATCCTCAGATTAGTTA AAEL000804

GATCCTCAGATTCATCA AAEL000995

GATCCTCAGCAGACGGT AAEL011649

GATCCTCAGCCGCAAAG AAEL010910

GATCCTCAGCCGTTGCG AAEL014813

GATCCTCAGCGGGACTT AAEL015034

GATCCTCAGTCCTCAGT SUPP_AEDES007726

GATCCTCAGTTCAGCAC AAEL009957

GATCCTCATACCTTCCT AAEL007409

GATCCTCATCACGTGGT AAEL011282

GATCCTCATCGGACGAA AAEL003893

GATCCTCATCGGGCTGC AAEL012630

GATCCTCATTATGCCCA SUPP_AEDES003921

GATCCTCCAACGAACAT AAEL013766
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GATCCTCCAACGCTTCC AAEL003590

GATCCTCCAACTCGTAC AAEL013021,AAEL013625

GATCCTCCAAGGAAGTG AAEL005086

GATCCTCCACAGTGTTT AAEL013069

GATCCTCCACCACCTGG AAEL000622

GATCCTCCACGCCGTTT AAEL010827

GATCCTCCAGGACTACA AAEL002827

GATCCTCCAGGAGTGGT AAEL005609,AAEL010147,AAEL005614

GATCCTCCAGGATTACA AAEL003393

GATCCTCCATCAGCGTC AAEL009414,SUPP_AEDES014013

GATCCTCCCAGGCGAAA AAEL011750

GATCCTCCCATCGAACG AAEL009576,AAEL015052

GATCCTCCCCATGTGGC AAEL001020

GATCCTCCCCCTTTCCA AAEL012092

GATCCTCCCCGACGGTG AAEL005766

GATCCTCCCGGTTTGTC AAEL002807

GATCCTCCCGTTTTGTG AAEL009872

GATCCTCCCTGTCGGCA AAEL009959

GATCCTCCGAAGTGATG AAEL012916

GATCCTCCGAGGCACAG AAEL006498

GATCCTCCGATGGTCTG AAEL001488

GATCCTCCGCACTTGAA AAEL008781,AAEL001703

GATCCTCCGCATCAAAG AAEL007883,SUPP_AEDES007653

GATCCTCCGCCGATTCC AAEL001223

GATCCTCCGCCGGTGAA AAEL004989

GATCCTCCGGCAAGTCG AAEL015135,AAEL009956

GATCCTCCGGTCGAATC AAEL014509,SUPP_AEDES007281

GATCCTCCGTACCGAAG AAEL006607

GATCCTCCGTACTGGAT AAEL002542

GATCCTCCGTATCGAGG AAEL001668

GATCCTCCTAACGGTAA AAEL003730

GATCCTCCTCGCAGAAG AAEL008341,AAEL008342

GATCCTCCTCGCCGTGT AAEL008232,AAEL003808

GATCCTCCTCGGAGAGG AAEL011959

GATCCTCCTTCTTTCCT AAEL004500

GATCCTCCTTGCCCGAA AAEL008799

GATCCTCGAACCGCGGT AAEL008234

GATCCTCGAATCTCATG AAEL006275

GATCCTCGACGCATCAA AAEL007001

GATCCTCGAGCAAATCA AAEL009962

GATCCTCGATGGGCTCT AAEL004504

GATCCTCGATTCCCCTT AAEL011554

GATCCTCGATTGATTAG SUPP_AEDES012335

GATCCTCGCTGCGAGCC AAEL002572

GATCCTCGCTGGGTCCC AAEL001454

GATCCTCGCTGGTGTCG AAEL006509

GATCCTCGCTTTGGTTG AAEL004591,AAEL012534

GATCCTCGGACGCTCAA AAEL006121

GATCCTCGGAGTTGGCT AAEL005340,SUPP_AEDES007988

GATCCTCGGCTCAGCGA AAEL000446

GATCCTCGGGTAGTTCC AAEL007683
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GATCCTCGGTAGATGTG AAEL008624

GATCCTCGTACGACGAT AAEL009105

GATCCTCGTCGCAACAG AAEL007703

GATCCTCGTGTTCCGGT AAEL004054

GATCCTCGTTCGCCAAT AAEL013653

GATCCTCGTTCTGTTCC AAEL002205

GATCCTCGTTTGTGTCG AAEL008952

GATCCTCTACCAGGAAG AAEL004977

GATCCTCTACGTGCAGA AAEL000557

GATCCTCTACTAAGCCG SUPP_AEDES008335

GATCCTCTAGTAATAAC AAEL010258,AAEL014261

GATCCTCTATTCAATTT SUPP_AEDES007030

GATCCTCTCAGGGGTCG AAEL001215

GATCCTCTCCAAACCTT AAEL009646

GATCCTCTCCGGCCGAG AAEL009555,AAEL009556

GATCCTCTCGGGTGAGA AAEL006617

GATCCTCTCGTATACGC AAEL012062

GATCCTCTCTCCCCCAA AAEL007997

GATCCTCTCTGATTTTT AAEL000459

GATCCTCTGAAAATCGT AAEL003890

GATCCTCTGAATTCGGG AAEL014222,AAEL007657

GATCCTCTGCTGGAGTC AAEL008123

GATCCTCTGGAACAGTC AAEL000421

GATCCTCTGGATTCCAC AAEL003393

GATCCTCTGGCATTTGG AAEL006789

GATCCTCTGGCCAACGA AAEL014642,AAEL014639

GATCCTCTGGCGATACC AAEL014041

GATCCTCTGTAAAGCAG AAEL001214

GATCCTCTGTGGAAGTT AAEL010914

GATCCTCTTCATAATCC AAEL000883

GATCCTCTTCCGTCGCC AAEL004875

GATCCTCTTCGTGTTTT SUPP_AEDES005669,AAEL005916

GATCCTCTTTGTTCTAC AAEL007173

GATCCTCTTTTCGAACG AAEL003254

GATCCTGAACAAGTATC AAEL008021

GATCCTGAACAGAGACA AAEL006378

GATCCTGAACAGCAATC AAEL010808

GATCCTGAACGAAGCAA AAEL005016

GATCCTGAAGAGAGTGA AAEL008901

GATCCTGAAGATGCTCC AAEL009585

GATCCTGAAGCGAAATC AAEL001411

GATCCTGAAGTTGACGC AAEL005554

GATCCTGAATAGCTCCG AAEL003571

GATCCTGAATGGCCGCA AAEL009825

GATCCTGACAATGAAGA SUPP_AEDES000595

GATCCTGACAGATGACT AAEL008514,AAEL012672

GATCCTGACCAGTGAGT AAEL010097

GATCCTGACCGTCGATG SUPP_AEDES008794,AAEL009060

GATCCTGACGCCCAACA AAEL001242

GATCCTGACTGCGGCCA AAEL010819

GATCCTGAGCTCGGTCG AAEL014583
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GATCCTGAGGAAATCAG AAEL009566

GATCCTGAGGGAAACGA AAEL002700

GATCCTGAGGTGGGCGG AAEL015182,AAEL011876

GATCCTGATACTCGGGG AAEL003469

GATCCTGATGATTTGGG AAEL011498,AAEL000274

GATCCTGATGGCAACGT AAEL001913

GATCCTGATTACAACGC AAEL008425

GATCCTGATTATGTTTT AAEL004297

GATCCTGATTCGTCCGA AAEL002399

GATCCTGATTGCATCGC SUPP_AEDES011286

GATCCTGATTGGAAAAT SUPP_AEDES008154

GATCCTGCAACGCAGAT AAEL008111

GATCCTGCAAGCTCCAC AAEL006412

GATCCTGCAATCATCAC AAEL005737

GATCCTGCAATGTTGTA AAEL001742

GATCCTGCACAACCCGG AAEL002906

GATCCTGCACCTGCGTC AAEL000032

GATCCTGCAGAAATTTG AAEL006398,SUPP_AEDES006207

GATCCTGCAGAAGGTGA AAEL007496

GATCCTGCAGAATGCTT SUPP_AEDES012116

GATCCTGCAGATGCTGA AAEL008875

GATCCTGCAGGAGTTCA AAEL011307

GATCCTGCAGGATGTGC AAEL010716

GATCCTGCATAGTTGGT AAEL010872

GATCCTGCATTCGACGA SUPP_AEDES012801,AAEL007769,SUPP_AEDES007540

GATCCTGCATTTAATGC AAEL002457

GATCCTGCCAAATTGCA AAEL010249

GATCCTGCCAACTGGTG AAEL001668

GATCCTGCCAATCAGCT AAEL013472

GATCCTGCCAGGAGACC AAEL004500

GATCCTGCCATTGGGGT AAEL010465

GATCCTGCCCTGCCTTT AAEL007044

GATCCTGCCGACGATAC AAEL005621

GATCCTGCCGGGTGCTA AAEL001447

GATCCTGCGAAAAGGCG AAEL007423

GATCCTGCGACACTCGG AAEL006239

GATCCTGCGACTGGTCG AAEL013778

GATCCTGCGCCGGAAGT SUPP_AEDES003009

GATCCTGCGGATGCATG AAEL001109

GATCCTGCGGCCTACAC AAEL007818

GATCCTGCGGGCTGCCA AAEL002023

GATCCTGCTAAAAACTG AAEL006333

GATCCTGCTAGGTGCAC AAEL010318

GATCCTGCTAGTTACCG AAEL001453

GATCCTGCTCCAAAAGT AAEL008377

GATCCTGCTCGCCTAGA AAEL014572,AAEL005835

GATCCTGCTGCAGGTGG AAEL006776

GATCCTGCTGCCCCCGC AAEL000293

GATCCTGCTGCTGAACG AAEL010205

GATCCTGCTGCTGATGC AAEL014054

GATCCTGCTGTTGGGGG AAEL002349
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GATCCTGCTTCCGGTAG AAEL008131

GATCCTGGAAAACAGCA AAEL000984

GATCCTGGAAGCAGAGC SUPP_AEDES009920

GATCCTGGAAGCCGTGG AAEL001439,AAEL001066

GATCCTGGAATCGCACT SUPP_AEDES004486

GATCCTGGACCCCGGAT AAEL002419

GATCCTGGACCGAGTGG AAEL009206

GATCCTGGACGAAGCGA AAEL000434

GATCCTGGACGTCGAAC AAEL003914

GATCCTGGACTGAATGG AAEL005884

GATCCTGGAGAAATTTG AAEL006396,SUPP_AEDES006188

GATCCTGGAGAAGCTGA AAEL006977

GATCCTGGAGGAATTCG AAEL005893

GATCCTGGAGGGAATGG AAEL013279

GATCCTGGAGGGTAACG AAEL007699

GATCCTGGAGGTGTGTA AAEL012016,SUPP_AEDES012335

GATCCTGGAGTACACAC AAEL010974

GATCCTGGAGTCGGAAA AAEL015083,AAEL007943

GATCCTGGATGCACAGC AAEL012822

GATCCTGGATGTCCTTG AAEL006473

GATCCTGGATTCAATGG AAEL012357

GATCCTGGATTGATAAC AAEL002593

GATCCTGGATTGCTGCC AAEL012472

GATCCTGGATTGGTAGG AAEL002430

GATCCTGGCAAGTTTGA AAEL004825

GATCCTGGCAGGTAGTA AAEL001061

GATCCTGGCCACGGAGA AAEL013342

GATCCTGGCCCATGATG AAEL000725

GATCCTGGCCGCGCTGG AAEL008543

GATCCTGGCTGAAGAGA AAEL007383

GATCCTGGCTGACCCAA AAEL011618

GATCCTGGGACTGCTGG AAEL010017

GATCCTGGGAGAGTTAT AAEL002587

GATCCTGGTATGACGAA AAEL004999

GATCCTGGTCGGTCAGT AAEL006744

GATCCTGGTCGTCTTCC AAEL001729

GATCCTGGTGCGTTGCT AAEL005404

GATCCTGGTGTTGCCGC AAEL005500

GATCCTGGTTCATTCAG AAEL014148

GATCCTGGTTTGGAGCC AAEL004450

GATCCTGTAACAGGTGT SUPP_AEDES001367,SUPP_AEDES009801,

AAEL001274,SUPP_AEDES013978

,SUPP_AEDES008051,SUPP_AEDES009794

GATCCTGTAATGGTTGC AAEL008197

GATCCTGTAGCATTTGG AAEL004859

GATCCTGTATTACGGTA AAEL009397

GATCCTGTCAAGTTTGG AAEL002541

GATCCTGTCACAAGGGG AAEL012912

GATCCTGTCCAGCGTGA AAEL003776

GATCCTGTCCATTTTCT AAEL012608,SUPP_AEDES014632

GATCCTGTCCGTTCCTG AAEL010673

Page 65



GATCCTGTCGACTGGTT AAEL010813

GATCCTGTCGCTGGACA AAEL005815

GATCCTGTCGTTGCGTA SUPP_AEDES004486

GATCCTGTCTTCGTCGC AAEL013069

GATCCTGTGACACTTCT AAEL012951,AAEL003578,SUPP_AEDES014075

GATCCTGTGACGACCGG AAEL004347

GATCCTGTGCCAGCCCA SUPP_AEDES014426,SUPP_AEDES010378

GATCCTGTGGACAACGC AAEL000221

GATCCTGTGTTCTGCGG AAEL002857

GATCCTGTTCAGCGAGT SUPP_AEDES001811,AAEL015633,AAEL001705,

SUPP_AEDES015239

GATCCTGTTCATATGCT SUPP_AEDES010124,SUPP_AEDES006825,

SUPP_AEDES011344,SUPP_AEDES008888,

SUPP_AEDES010487,SUPP_AEDES000318

GATCCTGTTCCGGCTGC AAEL005286

GATCCTGTTCGCCGTAG AAEL008434,SUPP_AEDES002115,

SUPP_AEDES008224,AAEL002086

GATCCTGTTCTCTGTAC AAEL008863

GATCCTGTTGAAGGAGG AAEL002834

GATCCTGTTGGCCGGTC AAEL008188

GATCCTGTTTAGACATT AAEL008817

GATCCTGTTTGAGTCTC AAEL003375

GATCCTGTTTTGCGTTT AAEL012320,AAEL012328

GATCCTTAAGGGAATAG AAEL010624

GATCCTTACGCTTATCA AAEL000987

GATCCTTACGGATGCCA AAEL009613

GATCCTTAGCAATGTAG AAEL006825

GATCCTTAGCTGCTAAA SUPP_AEDES005219

GATCCTTAGGTCGTGTG AAEL002854,AAEL002838

GATCCTTAGTTAGAGCT AAEL007923

GATCCTTATCGTTGGAC AAEL007771

GATCCTTATGAGGCAAA AAEL011597

GATCCTTATGCTTGCCT AAEL008310

GATCCTTATTTGTCCAC AAEL003116

GATCCTTCAAGCTGGTG SUPP_AEDES003546

GATCCTTCACAAACGGT AAEL007569

GATCCTTCACGGTGGAT SUPP_AEDES015022,AAEL002908,AAEL015451

GATCCTTCACTACAGGA SUPP_AEDES012866,AAEL013402

GATCCTTCAGCTCTTGT AAEL014889

GATCCTTCAGGTCCTTG AAEL011587,AAEL014838

GATCCTTCAGTGCCGAA AAEL010576

GATCCTTCATCACCTTG AAEL003872

GATCCTTCCGAAGGGAA AAEL013151

GATCCTTCCGACACAGG AAEL010829

GATCCTTCCGACCGGGA AAEL012499

GATCCTTCCGCAACGGC AAEL003060,AAEL014188

GATCCTTCCGGAATTTA AAEL008692

GATCCTTCCTGAATGAT SUPP_AEDES004389

GATCCTTCGAGGAGGTG AAEL005493

GATCCTTCGCTGCTAAT AAEL009018,AAEL002046

GATCCTTCGCTGGAAGC AAEL006381,AAEL013717
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GATCCTTCGGCCCAACC SUPP_AEDES005085,AAEL005379

GATCCTTCGGGGAATTT AAEL000739

GATCCTTCGGGGCACCG AAEL012060

GATCCTTCGTACCGCGA AAEL009719

GATCCTTCGTATTCGAA AAEL005752

GATCCTTCGTTACAAAG AAEL002844

GATCCTTCGTTGATGAA AAEL011527

GATCCTTCGTTTCGGAA AAEL002728,AAEL002722

GATCCTTCTCCGAGGGC AAEL006785

GATCCTTCTGGACGTCT AAEL006744

GATCCTTCTTCAATACG AAEL008497

GATCCTTCTTGCGATTC AAEL008580

GATCCTTCTTTCTCGAT AAEL009894

GATCCTTCTTTTTCCTG AAEL013491

GATCCTTGACGTTGATA AAEL003530,AAEL005027

GATCCTTGAGCGGCAAC SUPP_AEDES002225,SUPP_AEDES002248,

SUPP_AEDES002236

GATCCTTGAGGGAGATA AAEL000343

GATCCTTGCATGAAAGA AAEL004297

GATCCTTGCCGCCGAGG AAEL003448

GATCCTTGCGGATTCCG AAEL004325

GATCCTTGCTGCTTCGT AAEL011398

GATCCTTGGCGTGGATG AAEL004503,AAEL000529

GATCCTTGTACATCTGC AAEL008770

GATCCTTGTATTTGGAC AAEL003946,AAEL003939

GATCCTTGTCGTCGCGG AAEL009047

GATCCTTGTTCAGGTCG AAEL000394

GATCCTTGTTCCTTTTC AAEL014558,SUPP_AEDES014214

GATCCTTGTTTCATCCT AAEL012553

GATCCTTTAGTTGGAAT AAEL002652

GATCCTTTCAGTGCAGT AAEL001698

GATCCTTTCCGAGTACT AAEL005605

GATCCTTTCCGGAAACC AAEL009590,AAEL002076

GATCCTTTCGCAAAAAC AAEL012397

GATCCTTTCGGTCAGGA AAEL004588

GATCCTTTCGTCAACAG AAEL000622

GATCCTTTCTCGGCAGG AAEL012082

GATCCTTTGGAAGTTAA AAEL004175

GATCCTTTGGCCTCAAG AAEL006153,SUPP_AEDES015208

GATCCTTTGTGATTTGC AAEL005530,SUPP_AEDES015321

GATCCTTTGTGCATTTC AAEL013661

GATCCTTTTCAATCGAT AAEL005140

GATCCTTTTGACGATGT AAEL001935

GATCCTTTTGGAAAACT AAEL003875

GATCCTTTTGTTTCCGC AAEL001501

GATCCTTTTTGGGACAT AAEL012499

GATCCTTTTTTGACATT AAEL010620

GATCCTTTTTTGCCTCC AAEL013158,AAEL005901

GATCGAAAAACAGTTTC AAEL010229

GATCGAAAAATGTAGCC AAEL005475

GATCGAAAACGGTCAAC AAEL008732
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GATCGAAAACTGGACCG AAEL010535

GATCGAAAAGGGTCCCA AAEL006331

GATCGAAAATCAACGCG AAEL003434,AAEL003402

GATCGAAAATCCCATCA AAEL001668

GATCGAAAATGGAGCCA AAEL002525

GATCGAAACCTAGGATA AAEL008530

GATCGAAACGAAAATAC AAEL001577

GATCGAAACGAAACTAC AAEL007797

GATCGAAACGGCCAAGG AAEL010241

GATCGAAACTAGAGGCA AAEL013172

GATCGAAACTCCAAAGG AAEL009020

GATCGAAACTCGGTATT AAEL010641

GATCGAAACTCTCGTCC AAEL005799

GATCGAAACTGTGAAAC AAEL001427

GATCGAAACTTTGACCC AAEL011658

GATCGAAAGAAACGAAT AAEL004567

GATCGAAAGCCGAGCGA AAEL014915

GATCGAAAGCGACTACC AAEL009759

GATCGAAAGGAAAACAT AAEL013353

GATCGAAAGGATGTGTG AAEL009364

GATCGAAAGTCGGTCCT AAEL006462

GATCGAAAGTGAACACA AAEL011587,AAEL014838

GATCGAAATAATGAGAT AAEL004518

GATCGAAATAATTGCCA AAEL005272

GATCGAAATCCGGACTG SUPP_AEDES002823

GATCGAAATCGACATAC AAEL001863

GATCGAAATGAACCCCT AAEL008905

GATCGAAATGAGCCGGG AAEL010999

GATCGAAATTCAAAGTG AAEL004955

GATCGAACAAAACACTG AAEL012558

GATCGAACAAGCGCACC AAEL003396

GATCGAACAAGTTACCT AAEL009212

GATCGAACACATCAACC AAEL000758

GATCGAACACCACCGAA AAEL010801

GATCGAACAGAAGGTGT AAEL010684

GATCGAACAGACAGAAG AAEL010915

GATCGAACAGACCAAGA AAEL002387

GATCGAACAGCCAGCGT AAEL011161

GATCGAACATTATTACC AAEL013941

GATCGAACCAACGAGAG AAEL007366

GATCGAACCATCTATGA AAEL007616

GATCGAACCCAACAACC AAEL008671

GATCGAACCCACCTAGC AAEL014828

GATCGAACCCATTGTCT SUPP_AEDES012960,AAEL008922

GATCGAACCCCTCTATC AAEL012861

GATCGAACCCTTCACGC AAEL012317

GATCGAACCTATTCCAA AAEL009612

GATCGAACCTCCGGGTG AAEL011471

GATCGAACCTGTTCACC AAEL006553

GATCGAACGAACCAACT AAEL006830

GATCGAACGAAGAACAA AAEL008848
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GATCGAACGAATATCCG AAEL011992

GATCGAACGACACGAAA AAEL002392

GATCGAACGAGCGGTGA AAEL007811

GATCGAACGAGTCGGAT SUPP_AEDES014213,SUPP_AEDES006445,AAEL014561

,SUPP_AEDES006441

GATCGAACGGAATATGC AAEL000028

GATCGAACGGAGTTGAC AAEL010488

GATCGAACGGCCACGAG AAEL014360,AAEL009930,SUPP_AEDES009775

GATCGAACGGGAACACG AAEL001809

GATCGAACGGGAACTCT AAEL003275

GATCGAACGGGTGATTG AAEL008768

GATCGAACGTACAAGTG AAEL010967

GATCGAACGTCGAGGCA AAEL005970

GATCGAACGTGGGTACA AAEL005413

GATCGAACTATACCCAG AAEL013816

GATCGAACTATTCGCTG AAEL009309

GATCGAACTGCAGGAGC AAEL009428

GATCGAACTGGGCGTAG AAEL009914,AAEL009898

GATCGAACTGTATAGAG AAEL012279

GATCGAACTGTGGACCA AAEL008341,AAEL008342

GATCGAACTTGAAGCAA AAEL013243

GATCGAACTTGGCTTCA AAEL004646

GATCGAAGAAACACAAG AAEL004500

GATCGAAGAAACTAGGA AAEL008789

GATCGAAGAAATTGGCT AAEL012964,AAEL013561

GATCGAAGAAGAAGGCC AAEL010063

GATCGAAGAAGGCCTCC AAEL005277

GATCGAAGAATGGCAAA AAEL000791

GATCGAAGACGGAAAGT AAEL001708

GATCGAAGAGAAGCAGT AAEL011984,AAEL014265,AAEL014268

GATCGAAGAGCTGCGGG AAEL003718

GATCGAAGAGGGAGTGA AAEL013877

GATCGAAGATAAGCAGC AAEL007708

GATCGAAGATGATGAAA AAEL012545

GATCGAAGATGGCTCCA AAEL007064

GATCGAAGATTGGTTGG AAEL012779

GATCGAAGATTTCAACG AAEL010077,AAEL010073

GATCGAAGCAAATGTGT AAEL010867

GATCGAAGCACAATATG AAEL010591

GATCGAAGCACCACAGA AAEL007938,AAEL006627

GATCGAAGCATATGGGA SUPP_AEDES004580,AAEL004861

GATCGAAGCATTTCGCA AAEL008422

GATCGAAGCCAACGCAA AAEL011124

GATCGAAGCCAGCGACT AAEL006209

GATCGAAGCCGAAATGA AAEL006010

GATCGAAGCCGCCAAGG AAEL014452

GATCGAAGCCGCTGCTG AAEL002249

GATCGAAGCGAAAACGA SUPP_AEDES010880,SUPP_AEDES004145

GATCGAAGCGAACAGGG AAEL012511

GATCGAAGCGGTCGCGA AAEL000940

GATCGAAGCGTTCTATT AAEL003326
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GATCGAAGCTCAAACTG AAEL000230

GATCGAAGCTGCGCCAG AAEL003437

GATCGAAGCTGTATTGA AAEL000032

GATCGAAGCTTCAATTG AAEL008413

GATCGAAGCTTGAGAAA AAEL007961,AAEL007960

GATCGAAGGAAATCTGG AAEL000264

GATCGAAGGAAGCTCGC AAEL002832

GATCGAAGGAGGAGAAA SUPP_AEDES007797

GATCGAAGGCAAGGGGG AAEL009657

GATCGAAGGGAAACGAT AAEL005832

GATCGAAGGTTTTTCGC SUPP_AEDES009105,AAEL009326

GATCGAAGTCGAGGAGT AAEL004426

GATCGAAGTCGGTCAGA AAEL011447

GATCGAAGTCTAATGCG AAEL002855,AAEL014020

GATCGAAGTGACGGAGG AAEL001626

GATCGAAGTGCCAAACA AAEL000793

GATCGAATAAACTTCTC AAEL000559

GATCGAATACCAGTTGG SUPP_AEDES010490

GATCGAATACGTACGGC AAEL012618

GATCGAATACGTGTGTA AAEL010905

GATCGAATACTACGCTA AAEL005085,AAEL005220

GATCGAATAGTCATCGA SUPP_AEDES009140

GATCGAATCAAAGTTCT AAEL008084

GATCGAATCATCCCCGT AAEL008072

GATCGAATCCCATCCCC SUPP_AEDES012461,SUPP_AEDES005372

GATCGAATCCTACTTCA AAEL012960

GATCGAATCGTCAGTAT AAEL007325

GATCGAATCGTTTGACG AAEL008834

GATCGAATCTGATGAAG AAEL012876

GATCGAATCTGTAGCAA SUPP_AEDES009949

GATCGAATCTGTGCGTT AAEL013961

GATCGAATGCGACAAGT AAEL001143

GATCGAATGCGTGGTAC AAEL012430

GATCGAATGCTTCTTGA AAEL013876

GATCGAATGGAACAATG AAEL007219

GATCGAATGGACTCCCA SUPP_AEDES001969

GATCGAATGGGCGTGTG AAEL002401

GATCGAATGGTATGTGC AAEL010202,AAEL013713,SUPP_AEDES013192

GATCGAATGTCATTCGG AAEL010366

GATCGAATGTTCTCAAT AAEL007944

GATCGAATGTTTGTAAG AAEL012974,AAEL000364

GATCGAATTATTCCGCT AAEL004060

GATCGAATTCCGGAGAT AAEL004083

GATCGAATTCCGGCTAC AAEL014490

GATCGAATTTGCCAAGA AAEL009382

GATCGAATTTGTGGACA AAEL003573

GATCGACAAAAAAGGCG AAEL000641

GATCGACAAACGGAAGA AAEL005880

GATCGACAACAAGTGGG AAEL013876

GATCGACAACTAACCGA AAEL012390

GATCGACAACTCGGAGT AAEL010318
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GATCGACAAGATAGTTT SUPP_AEDES014024

GATCGACAATGAGGACG AAEL000669

GATCGACACAATGTTCC AAEL000590

GATCGACACCGGTATCG AAEL003671

GATCGACACGGAAGACA AAEL012961,AAEL014323

GATCGACACGGGAAATG AAEL009148

GATCGACACTTGAATAA SUPP_AEDES011604,AAEL008119,AAEL010293

GATCGACAGCAGCAGCA SUPP_AEDES005491,AAEL009147

GATCGACAGCCAGATTC AAEL005485

GATCGACAGCCAGTTCA AAEL006368,AAEL006365,AAEL015102

GATCGACAGCGATTCCG SUPP_AEDES004786,AAEL005097

GATCGACAGTAACGCCA AAEL012646

GATCGACAGTAGTTTTA AAEL007259

GATCGACAGTGATAAAG AAEL003349,AAEL014689

GATCGACATAACGGAGG AAEL003431

GATCGACATAGACGACA SUPP_AEDES011670

GATCGACATCGCCGAGG AAEL007818

GATCGACATTTTTCTGT AAEL012715

GATCGACCAAAACTGTT AAEL006241

GATCGACCACTTGGGAC AAEL013069

GATCGACCAGCCCGTTG AAEL014249

GATCGACCAGCTGGAGT AAEL006820

GATCGACCCTCCGCAGA AAEL007818

GATCGACCGATTATGTG AAEL008931

GATCGACCGCTGATTGA SUPP_AEDES012507

GATCGACCGCTGCCACC AAEL001919

GATCGACCGGTGATACG AAEL002728,AAEL002722

GATCGACCGTCGGAGAA AAEL008679

GATCGACCGTTCCAGTG AAEL012263

GATCGACCGTTTCTGGG AAEL002903

GATCGACCTGAAGGGAA AAEL009153

GATCGACCTGACGGGAA SUPP_AEDES000645,AAEL000605

GATCGACCTGCCAGAAG AAEL001199

GATCGACCTTCTGCTAC AAEL008793

GATCGACGAAAACGGCA AAEL006642,AAEL013229,AAEL002368

GATCGACGAAAAGACCA SUPP_AEDES008171

GATCGACGAAATTGTGG AAEL013487

GATCGACGAAGCCGAGG AAEL007042

GATCGACGAAGCGCCCA AAEL001210

GATCGACGAAGCGTGGA AAEL000936

GATCGACGAATCGTTGG SUPP_AEDES007500,AAEL007729

GATCGACGACACCTACG AAEL006234

GATCGACGACGTCCGGA AAEL006091

GATCGACGAGGTCATGC AAEL000730

GATCGACGAGTTGTGCA AAEL007821

GATCGACGATACTGAAA AAEL000435

GATCGACGATGAGTGAA AAEL014746

GATCGACGATTCCCGTT AAEL005009

GATCGACGATTTTTCTC AAEL008679

GATCGACGCATTGGACT AAEL002856

GATCGACGCCTGGGACC AAEL010012
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GATCGACGCGATGTGCC SUPP_AEDES006784

GATCGACGCTCGATGCG SUPP_AEDES005556

GATCGACGGAAGCCAAC AAEL006259,AAEL006037

GATCGACGGCGGCGAAT SUPP_AEDES004127,SUPP_AEDES004130

GATCGACGGTATCGTTA SUPP_AEDES012387

GATCGACGGTTGCGACT AAEL010583

GATCGACGTAATGTTAT AAEL000184

GATCGACGTCATCGTCA AAEL000951

GATCGACGTCTACGGCA AAEL014535,AAEL013467

GATCGACGTCTGGTTGT AAEL003423

GATCGACGTGCCCACGG AAEL000722

GATCGACGTTCTTCTTC AAEL009399

GATCGACGTTGGATACG AAEL006049

GATCGACGTTTCTACTG AAEL009043

GATCGACTACAAACGAT AAEL002284

GATCGACTACAAGTACA AAEL010815

GATCGACTCCGGTTGAA AAEL012062

GATCGACTCTCTGGTGC SUPP_AEDES004566,AAEL004839

GATCGACTCTGCAGGAG AAEL008802

GATCGACTCTGGAGGAA AAEL010776

GATCGACTGCGGCGGGG AAEL001416

GATCGACTGGAACAAGA AAEL013641,AAEL014799

GATCGACTGGCCAGTAT AAEL008788

GATCGACTGTTCAAATG AAEL005556

GATCGACTTCGAAATCA SUPP_AEDES006450

GATCGACTTGCGGGAGA AAEL010895

GATCGACTTTCACCGGG AAEL006848

GATCGAGAAACGGGGAC AAEL006091

GATCGAGAAACTCCACT AAEL006001,AAEL006000

GATCGAGAACAAAACGA AAEL009212

GATCGAGAACATCACCA AAEL014378

GATCGAGAACTGAATTC AAEL014055

GATCGAGAACTGCGAGA AAEL010444

GATCGAGAAGACCAAAA AAEL013279

GATCGAGAAGCCCTGCT AAEL012736

GATCGAGAAGCTGAGCA AAEL007342

GATCGAGAAGGATTTGC AAEL009287

GATCGAGAAGGTTGCGG AAEL013703

GATCGAGAAGTGCTCCA AAEL002626

GATCGAGAAGTGGGACA AAEL008887,AAEL008880

GATCGAGAAGTTTTCTG AAEL013660

GATCGAGAATCTGCCAG AAEL005435

GATCGAGAATGCCACCG AAEL000016

GATCGAGACATTGCGTT AAEL006827

GATCGAGACGAAAATCT AAEL007017

GATCGAGACGAAACGAG AAEL006582

GATCGAGACGAAGTGTG SUPP_AEDES013204

GATCGAGACGCCAATGT AAEL007229

GATCGAGAGAACGAAAA AAEL002572

GATCGAGAGAATACTGT AAEL009874

GATCGAGAGCAAACCGA AAEL005400
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GATCGAGAGCGTTTCAA AAEL000235,AAEL000234

GATCGAGAGGAGAAAAC AAEL002166

GATCGAGAGGTCATTTC AAEL012874

GATCGAGAGTGCTGGGA AAEL003542

GATCGAGAGTGGACCGA AAEL010000

GATCGAGATAGCGAAAG AAEL007075

GATCGAGATGAATTTGG AAEL001861

GATCGAGATGACCTGTA AAEL012012,AAEL012295

GATCGAGATGCGCAATA AAEL006525

GATCGAGATGCTGCTTG AAEL000930

GATCGAGATGGGCAGCA AAEL003491

GATCGAGATGTATCGTA AAEL006928

GATCGAGATGTTGACAG AAEL004455

GATCGAGATTGCGAGGA AAEL008469

GATCGAGATTGCGATTA AAEL009584,AAEL009579

GATCGAGATTTCCCGGT AAEL000578

GATCGAGATTTGTTCTA SUPP_AEDES011589,SUPP_AEDES003969

GATCGAGATTTTCAACG AAEL014393,AAEL002957

GATCGAGATTTTCTGGA AAEL006589

GATCGAGCAAATCATCA AAEL004706,AAEL004686

GATCGAGCAACTGTGGA AAEL009874

GATCGAGCACGGACTGC AAEL007457

GATCGAGCAGCAGCTCC AAEL003060,AAEL002499,AAEL014188

GATCGAGCAGGCCCACG AAEL001906

GATCGAGCAGGCGGCCG SUPP_AEDES013737

GATCGAGCAGTTTTGCG AAEL013206

GATCGAGCATCTTCGGA AAEL010001

GATCGAGCCTTCCAGGA AAEL002766

GATCGAGCGAGTGAATC AAEL009857

GATCGAGCGATAGATTG AAEL014042

GATCGAGCGGCCACCGG AAEL013279

GATCGAGCGGCGAATCA AAEL010060

GATCGAGCGGGCCGTTA AAEL001077

GATCGAGCGGGTCTTCA SUPP_AEDES011934,AAEL010208,AAEL006684

GATCGAGCGTGACGCAC SUPP_AEDES007806

GATCGAGCGTGGGAAAA AAEL005796

GATCGAGCTAAAACGTA AAEL006659

GATCGAGCTAAGTCCAA SUPP_AEDES000738,AAEL000713

GATCGAGCTACAACCGG AAEL000065

GATCGAGCTCGGTCGCT AAEL005216

GATCGAGCTGCACAACG AAEL001393

GATCGAGCTGGAAATAT AAEL012817

GATCGAGCTGGCTAAGA AAEL002298,SUPP_AEDES002304

GATCGAGCTGTACTGGT AAEL003162

GATCGAGCTGTTCCGCA AAEL014395,AAEL011841

GATCGAGCTGTTTGCAG AAEL012055

GATCGAGGAAGGCTCGA AAEL013877

GATCGAGGAAGTCGTCG AAEL003393

GATCGAGGAATAACCAG AAEL001379

GATCGAGGAATCCCTGA AAEL004297

GATCGAGGACAACAACA SUPP_AEDES006319
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GATCGAGGAGACCGATA AAEL013080

GATCGAGGAGATGGCCT AAEL012224,AAEL002388

GATCGAGGAGGACATCG AAEL015393

GATCGAGGATGAGATGT AAEL004247

GATCGAGGATTAAGACA AAEL000564

GATCGAGGATTTGGACA AAEL010077,AAEL010073

GATCGAGGCAACGTTGG AAEL005064

GATCGAGGCAGCGGAAC AAEL002691

GATCGAGGCCAAACAGC AAEL006539

GATCGAGGCCAACCAGA AAEL004471

GATCGAGGCCATTATCG AAEL003326

GATCGAGGCGAACAACT AAEL010170

GATCGAGGCGGACAAGG AAEL001154

GATCGAGGGAAACTTAA AAEL008817

GATCGAGGGAAGTGCTG AAEL012398

GATCGAGGGAGACCACA AAEL001424

GATCGAGGGCAACCAGA AAEL011255

GATCGAGGGGGATTTTG AAEL000761

GATCGAGGTCAAAGCGT AAEL002529

GATCGAGGTGAACATCT AAEL013533

GATCGAGGTTGGCACTA AAEL001158

GATCGAGGTTTTTCTCA AAEL007717

GATCGAGTAACGCTACA AAEL009922,AAEL009924

GATCGAGTACAATGGTC AAEL004976

GATCGAGTACCAGAGTG AAEL002158

GATCGAGTACCAGTTGA AAEL005688

GATCGAGTACGTGGACG AAEL012681

GATCGAGTACGTGGTGC AAEL004228

GATCGAGTATTTGCGAT AAEL001273

GATCGAGTCCCGCATCC AAEL003582

GATCGAGTCCGGAAGTA AAEL000746

GATCGAGTCCTTGCTCA AAEL002168

GATCGAGTCGCAGTGGT AAEL007828,AAEL015038

GATCGAGTCGCTGACTC AAEL001699

GATCGAGTGAATGCGCG AAEL004235

GATCGAGTGATTTCTGA AAEL002049

GATCGAGTGCGGACGGA AAEL011414

GATCGAGTGCTAAAAAT SUPP_AEDES002875

GATCGAGTGCTAATCTA AAEL004475

GATCGAGTGCTCGGTCG AAEL013158,AAEL005901

GATCGAGTGCTGAACCA AAEL014671,AAEL015036

GATCGAGTGCTTCAGGT AAEL010861

GATCGAGTGGAAGTGGT AAEL006953

GATCGAGTGGATTTTTT AAEL007349

GATCGAGTGGGCCGTTG AAEL012705,AAEL011342

GATCGAGTGGTCAGGGT AAEL011708,AAEL014843,AAEL011704,AAEL014845

GATCGAGTTACCGGTTT AAEL010094

GATCGAGTTCATCAATT AAEL003259

GATCGAGTTCGAGGAAT AAEL011078

GATCGAGTTGGAAATAC AAEL014423

GATCGAGTTGTAGGTGG AAEL011197
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GATCGAGTTTCTCGGTG AAEL008155

GATCGAGTTTGCTGATG AAEL004697

GATCGATAAAACGCCGA AAEL005406

GATCGATAAAAGTATCG AAEL006726

GATCGATAACATCCCGT AAEL011885

GATCGATAACATTGGCT AAEL010537

GATCGATAACGAGGCGC AAEL003065

GATCGATAACGCTGCGG AAEL001300

GATCGATAACTACAACC AAEL015140

GATCGATAAGCTTCGCC AAEL015557

GATCGATAAGGATGACC AAEL007568

GATCGATAAGGTCCTCG AAEL002140

GATCGATAAGTTTGAAC SUPP_AEDES009005

GATCGATAATCAAATCG SUPP_AEDES007653,AAEL007883

GATCGATACCGATGACG SUPP_AEDES007701,SUPP_AEDES014657

GATCGATACCTGTTAGT AAEL009073

GATCGATACGAAACGAG AAEL000555,AAEL008731

GATCGATACGGCCTTCC AAEL008797

GATCGATACGGGATTGT AAEL007752

GATCGATACTACCAAGC AAEL002600

GATCGATACTGGGAATG AAEL001792

GATCGATACTGGGTGGA AAEL008653

GATCGATACTTTTTCGT AAEL002851,SUPP_AEDES002831

GATCGATAGGATATGGT AAEL004908,AAEL015288

GATCGATAGGGGAAAAT AAEL015616

GATCGATAGGTTCGTGG AAEL010476

GATCGATAGTCGTAAGC AAEL006306

GATCGATAGTTTTCCCC AAEL014456

GATCGATATCAGTAAGC AAEL006347

GATCGATATCAGTCAGA AAEL012776

GATCGATATCGACAAGA AAEL008485

GATCGATATCGTACCGC AAEL002520

GATCGATATCGTTCTGC AAEL000987

GATCGATATGCTTGTGA AAEL013043,AAEL000138

GATCGATATGTGCAAAA AAEL007939,AAEL015080

GATCGATATGTTCCTGG AAEL012944

GATCGATATTGCCCTGG AAEL010037

GATCGATGAAAACTAAC AAEL006890

GATCGATGAAAATGCCT AAEL013757

GATCGATGAAAATGTAA AAEL006786

GATCGATGAAATCGTGG AAEL007487

GATCGATGAAATGGAAG AAEL006271

GATCGATGAACAAGTCT SUPP_AEDES011907

GATCGATGAATTTTGTT AAEL000208

GATCGATGACAACGGCG AAEL012712,AAEL004524

GATCGATGACAATGGAA SUPP_AEDES004209,AAEL004433

GATCGATGACATACAGT AAEL009948

GATCGATGACGACATGA AAEL000952

GATCGATGACGACGGTG AAEL012116,AAEL014064

GATCGATGACTACGACG AAEL005674,SUPP_AEDES005439

GATCGATGACTCCCTGG AAEL013835,AAEL007591
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GATCGATGAGACCAGCA AAEL000816

GATCGATGAGCAGCGGC AAEL008088

GATCGATGAGGAAAATG AAEL009951

GATCGATGAGGGATGTG AAEL010993,AAEL015117

GATCGATGATATCATCA AAEL007702

GATCGATGCAGCCCGGA AAEL006362

GATCGATGCCATTTCCA AAEL011992

GATCGATGCCGAAGGAA AAEL013783,AAEL014396

GATCGATGCCGAGGAGT AAEL006733,AAEL005990,SUPP_AEDES005759

GATCGATGCCGCGCATG AAEL012614

GATCGATGCCGGCAACG AAEL011587,AAEL014838

GATCGATGCCTACAGCG AAEL003461

GATCGATGCCTTGCGGA AAEL006184

GATCGATGCGAATGTAC AAEL002183

GATCGATGCGACGGCAC AAEL008138

GATCGATGGAAATCTGG AAEL004367

GATCGATGGAACGAGTT AAEL004382

GATCGATGGAAGATGAT AAEL000174

GATCGATGGAATTATCG AAEL014128,AAEL005212

GATCGATGGACGTCAGC AAEL006948

GATCGATGGAGTACGTG AAEL001986

GATCGATGGAGTGATGA AAEL008780,AAEL001693

GATCGATGGATGGCTCC SUPP_AEDES001898,SUPP_AEDES001883

GATCGATGGCAAGAGCT AAEL001872

GATCGATGGCGAGATAT AAEL006382,AAEL015103

GATCGATGGGGAACGAC AAEL006865

GATCGATGGTAACTGAA AAEL006556

GATCGATGGTAGAAGCA AAEL003259

GATCGATGGTCTCATCT AAEL008578,AAEL007473

GATCGATGTCAATGAGA AAEL004884

GATCGATGTCCGTCGAG AAEL012943

GATCGATGTGCGATACT AAEL005199

GATCGATGTGCGCAAAT AAEL006647

GATCGATGTGCTGTCCT AAEL011266

GATCGATGTGGAAGCGG AAEL005037

GATCGATGTGGCAAAAT AAEL011413

GATCGATTACAGAAAGC AAEL006984

GATCGATTACGACAAGG AAEL004718,SUPP_AEDES004480

GATCGATTACGACATTA AAEL011476

GATCGATTACGGGAAGT AAEL007494,AAEL015549

GATCGATTACTAGGAAA SUPP_AEDES001541

GATCGATTACTGGAGCG AAEL003984

GATCGATTAGTGAATAC AAEL010791

GATCGATTAGTGTGCCG AAEL013359

GATCGATTATCAAGGCC AAEL006190

GATCGATTATGGTAAGA AAEL008793

GATCGATTCAAACTTGC AAEL012751

GATCGATTCAATGAAAC AAEL008578

GATCGATTCAGCCAAGT AAEL006498

GATCGATTCAGCCGCAG AAEL011104

GATCGATTCCAACTCAG AAEL011889
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GATCGATTCCACTTCGG SUPP_AEDES004982

GATCGATTCCATCACCT AAEL002948

GATCGATTCCGATGAGC AAEL003282,AAEL010549,SUPP_AEDES004617

GATCGATTCCGCATAGT AAEL001837

GATCGATTCGGAGGCTG AAEL013289

GATCGATTCGGCAGGTG AAEL012057

GATCGATTCGTCTACAT AAEL007708

GATCGATTCTACAAAGT AAEL009932

GATCGATTCTCGAGGGT AAEL006998

GATCGATTCTGGCGGTA AAEL002655

GATCGATTCTTCGACAC AAEL000821

GATCGATTGATGATGAT AAEL010798

GATCGATTGCCTTCGTG AAEL011139,AAEL014765

GATCGATTGGAACATTT AAEL013875

GATCGATTGGTCACCAC AAEL000544,SUPP_AEDES012862,AAEL006483

GATCGATTGGTGTCTGC AAEL003076

GATCGATTGTCGTCCTA AAEL000604

GATCGATTGTGCGATTG AAEL006303

GATCGATTGTGTGCTTC AAEL004654

GATCGATTGTTCAATCA AAEL014509

GATCGATTTACATTGCC AAEL001112

GATCGATTTACTTACCG AAEL002152

GATCGATTTCAGCATGA AAEL011527

GATCGATTTCAGCGAAA AAEL013460

GATCGATTTCAGCTCGT AAEL005239

GATCGATTTCAGGATGC AAEL005081,AAEL005067

GATCGATTTCATGTTTT AAEL001126

GATCGATTTCCCTACCC AAEL007554

GATCGATTTCCTAACAG AAEL012631

GATCGATTTCGGTTTGC AAEL008175

GATCGATTTGACTTTGT AAEL006507

GATCGATTTGCAGAAAA AAEL004147

GATCGATTTGGCCAGTT AAEL012227

GATCGATTTGTCCGAAT AAEL006890

GATCGATTTTACTCTTG AAEL013290

GATCGATTTTCTCTGGA AAEL003650

GATCGATTTTGCCTTTT AAEL009692,AAEL013264

GATCGATTTTGCGCACG AAEL002846

GATCGATTTTGTCGTTT SUPP_AEDES013735

GATCGCAAAAAATGTTT AAEL010299

GATCGCAAAAAGTTCAC AAEL000179

GATCGCAAAAGGTGCTT AAEL014003

GATCGCAAAAGTCGGAA SUPP_AEDES012593

GATCGCAAAAGTGATGT AAEL004017

GATCGCAAACAGGATGC AAEL006322

GATCGCAAACGCACAAC AAEL009987

GATCGCAAACTCGACGA AAEL011205

GATCGCAAAGCACATTT AAEL010318

GATCGCAAAGCAGGAAA AAEL000549

GATCGCAAAGCGTTCCT AAEL005931

GATCGCAAAGGTTCCAA AAEL013950
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GATCGCAAATGAGAAGC AAEL001165

GATCGCAACAAACCCAA AAEL008706

GATCGCAACAATCTGGA AAEL000767

GATCGCAACAATCTGTT AAEL012836,AAEL012838

GATCGCAACATCGATTT AAEL013391

GATCGCAACCATCCGGG AAEL001581

GATCGCAACCGGGGTGC AAEL007051

GATCGCAACGACACGAA AAEL002142

GATCGCAACTAGACCTT AAEL006656

GATCGCAACTGGAGCAG AAEL007160

GATCGCAACTTAAGCAA AAEL003789

GATCGCAAGAACATCGG AAEL010668

GATCGCAAGAAGGAAGA AAEL005358

GATCGCAAGAAGTCTCA AAEL011568

GATCGCAAGACTCCGAC AAEL002784

GATCGCAAGAGATGAAT AAEL005326

GATCGCAAGATGGACAA AAEL005779

GATCGCAAGCAACCGAT AAEL007725

GATCGCAAGCGAGAACA AAEL004640

GATCGCAAGCGTTACCA AAEL008542

GATCGCAAGGGACCCGA AAEL006713

GATCGCAAGGTCAAGGG AAEL002639,AAEL000010

GATCGCAAGTTTGCAGA AAEL011309

GATCGCAATACTGTAGC AAEL002705

GATCGCAATCCTGACTG AAEL007090

GATCGCAATCGTGAGAG AAEL000874

GATCGCAATCTACGGCC AAEL006526

GATCGCAATGGAAAACG AAEL013359

GATCGCAATTCCGGACA AAEL009770

GATCGCACAAAGGAACT AAEL001128

GATCGCACAACCATTCA AAEL010318

GATCGCACAACGACACG AAEL002636

GATCGCACAAGCTCCCA AAEL005956,AAEL005963

GATCGCACACCGGCGAG AAEL010498,AAEL011316,AAEL005369

GATCGCACATTCGTAGT AAEL011282

GATCGCACCATCGCCGA AAEL000703

GATCGCACCGAATGGAC AAEL007003

GATCGCACCGTCAAGGT AAEL013069,SUPP_AEDES014103,AAEL006040

GATCGCACCTCTGGAAT AAEL012453

GATCGCACGCACATCTC SUPP_AEDES002630

GATCGCACGCATTTCGC AAEL011291,AAEL012217

GATCGCACGGAACTCAA SUPP_AEDES004786,AAEL005097

GATCGCACGGACAAAAC SUPP_AEDES010728,AAEL011051

GATCGCACGGTCCTCAC AAEL004234

GATCGCACGTTGGAAAA AAEL007045

GATCGCACTATTTCGGC AAEL013207

GATCGCACTCTGGTACA AAEL011415

GATCGCACTTCTGCTCG SUPP_AEDES011149

GATCGCAGAAACCAGAT SUPP_AEDES012103,SUPP_AEDES004793

GATCGCAGAACTAAACG AAEL001244,SUPP_AEDES001325

GATCGCAGAAGGATAGA AAEL008905
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GATCGCAGACGGGTGAT AAEL003910

GATCGCAGAGAAACGGC AAEL004458

GATCGCAGCAATTATAT AAEL003179

GATCGCAGCACACCACC SUPP_AEDES013493

GATCGCAGCCAAGCGGG AAEL013943,AAEL009027

GATCGCAGCCTCATTGG AAEL008257

GATCGCAGCCTGGATGT AAEL007070

GATCGCAGCGAATTGCA AAEL011531

GATCGCAGCGACCTGCT AAEL008353

GATCGCAGCGGTCCGGT AAEL008528

GATCGCAGCTACCAGAA AAEL003235

GATCGCAGCTCGATGGC AAEL000819

GATCGCAGCTGATACGC SUPP_AEDES008154

GATCGCAGTAGGTCGCA AAEL006820

GATCGCAGTCAATGACG AAEL005508

GATCGCATAGGCTTGAA AAEL009715

GATCGCATCAACAGCAG AAEL013984

GATCGCATCAAGGATGG AAEL012031

GATCGCATCATCAAAAG AAEL006637

GATCGCATCCAACTTCG AAEL004102

GATCGCATCCAGAAAAC AAEL014863

GATCGCATCCGCAACCT AAEL000459

GATCGCATCGTCGTCCT AAEL000469

GATCGCATCTACTTCCC AAEL009486

GATCGCATCTCGATACA AAEL004128

GATCGCATCTCGCAGAT AAEL007267

GATCGCATGATTTGCGC AAEL006425

GATCGCATGCTGACGGA AAEL000794

GATCGCATGGACGTTTT AAEL002437

GATCGCATGGATTTGTG AAEL002385

GATCGCATGTGATTGGT AAEL006145

GATCGCATGTTGGTTAG AAEL007931

GATCGCATGTTGTTGTG AAEL012503

GATCGCATGTTTAACAT AAEL005837

GATCGCATGTTTTTTCG AAEL008728

GATCGCATTCACAGAAG AAEL008848

GATCGCATTCCCGAGAA AAEL006050

GATCGCATTCCGTTCTC SUPP_AEDES010170,SUPP_AEDES010171

GATCGCATTCGGACGAC SUPP_AEDES011584

GATCGCATTGACCTGTA AAEL008600

GATCGCATTGTTAGTCA SUPP_AEDES011258

GATCGCATTTCCAATAG AAEL008621

GATCGCATTTCTTTCAA AAEL007443,AAEL007439

GATCGCATTTTCTACGA AAEL014410

GATCGCCAAATCGAAAC AAEL007289

GATCGCCAACACCGGAG AAEL005690,AAEL005541

GATCGCCAACGAGCAGT AAEL004074

GATCGCCAAGAAAGAGA AAEL004520

GATCGCCAAGCGAGGTG AAEL011414

GATCGCCAAGGAGCACA AAEL011355

GATCGCCAAGGCATGGG AAEL014282
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GATCGCCAAGGCCAGTA AAEL003201

GATCGCCAAGGTGGACT AAEL002501

GATCGCCAATACTTACG AAEL008452

GATCGCCACAAGCAGGA AAEL000622

GATCGCCACATGAAATT AAEL007048

GATCGCCACCACAGACA AAEL013065

GATCGCCACGCCGTTCC AAEL001341,AAEL001356

GATCGCCACGTCGTCCG AAEL003060,AAEL014188

GATCGCCACTGAAGACG SUPP_AEDES001009

GATCGCCACTGAGGATG SUPP_AEDES002766

GATCGCCACTGTGTATC AAEL009100

GATCGCCAGAAGCGTCT AAEL009825,SUPP_AEDES009107

GATCGCCAGAAGGCGGT AAEL004100

GATCGCCAGCCGATAAG AAEL001715

GATCGCCAGGACCATCG AAEL000335

GATCGCCAGTACGGCTA AAEL003861,AAEL013830

GATCGCCAGTAGATTTG AAEL004433

GATCGCCAGTTGTAGAA SUPP_AEDES003539,SUPP_AEDES003552

GATCGCCATCCTGAGAA AAEL008417

GATCGCCATCGAAATGC AAEL004427

GATCGCCATCGATTCAC AAEL000088,AAEL000042

GATCGCCATCGCCGAAG AAEL010899

GATCGCCATTCGTTTTC AAEL004492

GATCGCCATTTTTTTTC AAEL004178

GATCGCCCAACAAATCA AAEL009263,AAEL009268

GATCGCCCAACTGGAGC AAEL010730

GATCGCCCACGGTTTGC AAEL010519

GATCGCCCACGTGCCGC AAEL002277

GATCGCCCACTCTGCTC AAEL004228

GATCGCCCACTGCGTAG SUPP_AEDES012441,AAEL012927,SUPP_AEDES012446

GATCGCCCAGAATCCGT AAEL013527

GATCGCCCAGGGGAACG AAEL007097

GATCGCCCATCCGCATC AAEL011330

GATCGCCCATCGTGGTC AAEL008921

GATCGCCCCTGGCAGGT AAEL011190,AAEL015107,SUPP_AEDES014704

GATCGCCCCTTCAAATG AAEL003668

GATCGCCCGAAGAGTCT SUPP_AEDES005629

GATCGCCCGGAATCAAC AAEL002064,AAEL009589

GATCGCCCGTGAAGAGA AAEL009189

GATCGCCCTATCCGCAC AAEL012749

GATCGCCCTCCTGGTCC AAEL014819

GATCGCCCTCGGAGGAA AAEL003950

GATCGCCCTGGCCACCG AAEL005766

GATCGCCCTGTCCGATT AAEL013837,AAEL015137

GATCGCCGAAAAGGCGG SUPP_AEDES008047,AAEL006081,AAEL006075

GATCGCCGAAACCTACG AAEL007692

GATCGCCGAAACGTGGT AAEL009838

GATCGCCGAAGAGGACG AAEL011711,AAEL009651

GATCGCCGAATACGGAT AAEL002000

GATCGCCGACAGTGGTT AAEL013279

GATCGCCGACATCATCC AAEL003990
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GATCGCCGACATGTCGC AAEL004137

GATCGCCGAGGAATGTG AAEL002013

GATCGCCGATGGTGGAC AAEL008828

GATCGCCGCAAAACGCA AAEL012503

GATCGCCGCCATTCGGT AAEL005058

GATCGCCGCCGAGAACA AAEL012049,AAEL015236

GATCGCCGCGGTACTGC AAEL002639,AAEL000010

GATCGCCGCGTGGCATG AAEL005049

GATCGCCGCTCTGGTCC AAEL007592

GATCGCCGCTGCCGTCG SUPP_AEDES009557

GATCGCCGCTTCTTTTT AAEL007915

GATCGCCGGAACATGAC AAEL011969

GATCGCCGGAACTGATT AAEL005182

GATCGCCGGAATGCCGG AAEL000533

GATCGCCGGACTTCCCA AAEL009636,AAEL009642

GATCGCCGGAGTTGGTA AAEL005198,AAEL015590

GATCGCCGGATTCATTG AAEL005496

GATCGCCGGATTCCAAC AAEL006224

GATCGCCGGCCGGTGGA SUPP_AEDES004097,AAEL004336

GATCGCCGGCGGTGGTG AAEL007609

GATCGCCGGTGCATCAA AAEL000428

GATCGCCGGTGGTCCTC AAEL001922

GATCGCCGTGCCGCTGG AAEL005817

GATCGCCGTTGCCATCT AAEL000657

GATCGCCGTTGGAGCCG AAEL008683

GATCGCCTACAAACGGG AAEL001142

GATCGCCTATGATGTAC AAEL013221

GATCGCCTATTGCGTTA AAEL006895,AAEL006892

GATCGCCTCAACGGAAG SUPP_AEDES008032

GATCGCCTCTCGGCCCT AAEL010455,AAEL011545,AAEL010453

GATCGCCTCTTCTGTTC AAEL002269

GATCGCCTGATTCTGCC AAEL008045

GATCGCCTGCCAGCAAA AAEL011832

GATCGCCTGCCTTAATT AAEL004980

GATCGCCTGGAAGGCAT AAEL003993

GATCGCCTGGCGGTAAC AAEL001863

GATCGCCTGGGAGGTGA AAEL001833

GATCGCCTGGGGAAGCT AAEL011648

GATCGCCTGTGAGCTGT AAEL013099,AAEL013579,AAEL015003

GATCGCCTGTTGTTGTT AAEL005137

GATCGCCTTATCCTTCG AAEL002832

GATCGCCTTCGGTGCTA AAEL000859

GATCGCCTTCTTCGGAG AAEL013338

GATCGCCTTGCCGAGGG AAEL010359

GATCGCCTTGCGCAAAC SUPP_AEDES009310

GATCGCCTTGTTGCGGT AAEL005861

GATCGCCTTTCGGTGGC AAEL002576

GATCGCGAAAAACTCCA AAEL011985

GATCGCGAAAGCGGAGC SUPP_AEDES008335

GATCGCGAAAGCGTCTG AAEL002739

GATCGCGACCGGGAGGA SUPP_AEDES014846
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GATCGCGAGAGAGAGAA SUPP_AEDES011825

GATCGCGAGATTGACTA AAEL008045

GATCGCGAGGAGTTGCA AAEL001004

GATCGCGATGGAGGAAA AAEL003350,AAEL014813,AAEL010486

GATCGCGATTGCCAACA SUPP_AEDES003153

GATCGCGCAAAACCCGC AAEL013920

GATCGCGCACCGATGGA AAEL010787

GATCGCGCAGAAAATCT AAEL015084,AAEL007936

GATCGCGCAGAACAGCG AAEL012560

GATCGCGCAGGAGCTGG AAEL000025

GATCGCGCATAATATTC AAEL012944

GATCGCGCGAACAAGAA AAEL005760

GATCGCGCGTCGACGCG AAEL004978

GATCGCGCTATTTTCGA AAEL010097

GATCGCGCTCCGGTCGT AAEL009878

GATCGCGCTCGTGTGCC AAEL005476

GATCGCGCTGCACAAAC AAEL002386,SUPP_AEDES002376

GATCGCGCTGGACGTGA AAEL000776

GATCGCGGATTAGTCTT AAEL000567

GATCGCGGTTAAGGAGC SUPP_AEDES001963

GATCGCGGTTCTGCTTC AAEL012307

GATCGCGTCCCGGAGTG SUPP_AEDES002172

GATCGCGTCGAACAAAC AAEL005638

GATCGCGTGTAGTAGCA AAEL013062

GATCGCGTGTGCCTTCT SUPP_AEDES004299

GATCGCGTTCAGCCCGA AAEL005498,AAEL004235

GATCGCGTTCCGAATCT AAEL009090

GATCGCGTTCCGTGTCT AAEL013027

GATCGCGTTCGGAGTAA AAEL010483

GATCGCGTTGGATTTGC AAEL006169

GATCGCGTTTCGGCAGG AAEL012608,SUPP_AEDES014632

GATCGCTAACAACTTTT AAEL007703

GATCGCTAAGGACATCG AAEL005901

GATCGCTAAGGACGAGC SUPP_AEDES003218

GATCGCTAAGGGGAAAG AAEL011381

GATCGCTACAAGATTGC AAEL004908,AAEL015288

GATCGCTACAGCGGAAT AAEL007211

GATCGCTACATGCAGGT AAEL011570

GATCGCTACGAATGGGT AAEL006446

GATCGCTAGCAAATCTG AAEL003382

GATCGCTAGGTATCGTC SUPP_AEDES007797

GATCGCTATCTGCAGAA AAEL009306

GATCGCTATCTGTTGGA AAEL010300

GATCGCTCACGGGAGAA AAEL010837

GATCGCTCACTACCAGG AAEL011169

GATCGCTCAGACTCATT AAEL004592

GATCGCTCAGCGAACTC AAEL010803

GATCGCTCATTGTGTGT AAEL013317

GATCGCTCCAACGGCTT AAEL010246

GATCGCTCCATCAAAAT AAEL004063

GATCGCTCCGAGGACTA AAEL001156,AAEL001177
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GATCGCTCGACTGCTGG AAEL004930

GATCGCTCGATGCCGCC AAEL002965

GATCGCTCGTAGTCGGC AAEL014886,AAEL012609

GATCGCTCTACAGGACA SUPP_AEDES009081,AAEL009284

GATCGCTCTTCGTAGAA AAEL005653

GATCGCTCTTGCAGCCT SUPP_AEDES008615

GATCGCTCTTTTGTATT AAEL011063,AAEL011066

GATCGCTGAAGAGTTTC AAEL014763

GATCGCTGAGGATGTCC AAEL013158,AAEL005901

GATCGCTGATGCCCGGC AAEL007662

GATCGCTGATTCCGATG SUPP_AEDES009044,SUPP_AEDES013080

GATCGCTGCAAACGGAC AAEL003315

GATCGCTGCAAAGAGTT AAEL008567

GATCGCTGCAACAAAAA AAEL001656

GATCGCTGCAGCTACGC AAEL015494,AAEL011856

GATCGCTGCATGATAGC AAEL004100

GATCGCTGCCCGCTGGA AAEL005468

GATCGCTGCCCTGACTG AAEL008166

GATCGCTGCCGAGCCAG AAEL013338

GATCGCTGCCGGCATCT AAEL000655

GATCGCTGCCGGGGTTG AAEL010816

GATCGCTGCTACAGAAT AAEL005025

GATCGCTGCTGAGGCTT AAEL015684,SUPP_AEDES003537,AAEL015683,

SUPP_AEDES003546
GATCGCTGCTGATGTGG AAEL002531

GATCGCTGCTGGAAGAT AAEL011329

GATCGCTGCTTCATATA AAEL001601

GATCGCTGCTTCCAGAA AAEL008160

GATCGCTGGAGTAAAGG AAEL003626

GATCGCTGGCAGAAGAT AAEL003791

GATCGCTGGGCGGACCA AAEL009326

GATCGCTGGTCACCAGT AAEL000915

GATCGCTGGTCGAGGAG AAEL003750

GATCGCTGTCATGGCCG AAEL014126,AAEL005192

GATCGCTGTGAAATCAT AAEL000170

GATCGCTGTGCACTCGA AAEL010784

GATCGCTGTGCAGCGAA AAEL000923

GATCGCTGTGCGGAATG SUPP_AEDES001969

GATCGCTGTTCGCCAAG AAEL005625,AAEL006259

GATCGCTGTTCGGCTGT AAEL006259

GATCGCTTACAATCGCT AAEL002594

GATCGCTTACACATCTA AAEL003416

GATCGCTTAGCAGCAGC AAEL005717

GATCGCTTAGTGGTTCC AAEL009306

GATCGCTTAGTGTAAGA AAEL002435

GATCGCTTCAAAAAGAA AAEL012323

GATCGCTTCAACCTGCT AAEL012599

GATCGCTTCCAGCTCGC AAEL006422

GATCGCTTCCAGTCACG AAEL015296,AAEL011012

GATCGCTTCCGGATTTA AAEL003782,AAEL005282

GATCGCTTCGCACAATG AAEL013617
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GATCGCTTCTCCTAAAC AAEL007385

GATCGCTTCTCTCAATT AAEL000761

GATCGCTTCTGGATGAG AAEL005000

GATCGCTTCTGGCGTAA AAEL001863

GATCGCTTGAAGCTCTG AAEL002070,AAEL002060

GATCGCTTGGCTATTTC SUPP_AEDES010763

GATCGCTTGGGCGGACG SUPP_AEDES008723,AAEL008958

GATCGCTTGTACACGAC AAEL012064

GATCGCTTGTGTCGTTC AAEL007637

GATCGCTTGTTGTTAAA AAEL003355

GATCGCTTTACACCGGA AAEL009124

GATCGCTTTATCTCGAA AAEL009914

GATCGCTTTCAGATAAC AAEL007097

GATCGCTTTCCTGCTGG AAEL002796

GATCGCTTTCGCGGAAC SUPP_AEDES006911

GATCGCTTTCTGCCGTG AAEL008451

GATCGCTTTGCGCCTCG AAEL010787

GATCGCTTTGTGCGAGC AAEL011291,AAEL012217

GATCGCTTTGTGGGACC AAEL013685,AAEL010035

GATCGCTTTTCCGTTTT AAEL010097

GATCGCTTTTCTGTGAC AAEL007667

GATCGGAAAAACTCTGT AAEL007467,AAEL007476

GATCGGAAACACCGACT AAEL009067

GATCGGAAACAGCAATG AAEL012258

GATCGGAAACAGTCGAG SUPP_AEDES011454,SUPP_AEDES014025

GATCGGAAACCGTTGGG AAEL007701

GATCGGAAACGTTCTGC AAEL000987

GATCGGAAACTGGTGGA AAEL013891

GATCGGAAACTGTCGTA AAEL008459

GATCGGAAAGAGATTCT AAEL014276

GATCGGAAAGCAAGTAC AAEL011701

GATCGGAAATAGAAGGA AAEL000934

GATCGGAAATATGTGGC SUPP_AEDES014846

GATCGGAAATGGGGTGC SUPP_AEDES011708,SUPP_AEDES011710

GATCGGAACAAGCCTGC AAEL004316

GATCGGAACGAACAACG AAEL003510

GATCGGAACGAATTTGG AAEL007556

GATCGGAACGACGCTGG AAEL012413

GATCGGAACGATATCGA AAEL000982

GATCGGAACGCGATTTG AAEL004875

GATCGGAACGCGGCATG AAEL015410

GATCGGAACGGCTATGT AAEL005272

GATCGGAACTACGAGTA AAEL014720,AAEL007749

GATCGGAACTAGAGAAT SUPP_AEDES014795

GATCGGAACTCCTTCAA AAEL013431

GATCGGAAGAGGAAAGA SUPP_AEDES013550

GATCGGAAGATGATTTG AAEL009858

GATCGGAAGCAAATCGT AAEL008905

GATCGGAAGGAGAAATT AAEL007850

GATCGGAAGTACACGCT AAEL005742

GATCGGAAGTACATGTT AAEL010912
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GATCGGAAGTTACTTCA AAEL011665

GATCGGAATCATGTTCT AAEL010584

GATCGGAATCGGTGTCC AAEL010644

GATCGGAATGCCAAGTA AAEL008538

GATCGGAATGCTCACCG AAEL002572

GATCGGAATTCGGCAAG AAEL006547,AAEL015532

GATCGGACAAATTGATT AAEL004223

GATCGGACACACCGTCC AAEL012576

GATCGGACACGGATGCC AAEL010832

GATCGGACACTGCACCT SUPP_AEDES002281,SUPP_AEDES002263

GATCGGACAGCCCGATT AAEL001114

GATCGGACAGCTGTAAC AAEL007820

GATCGGACAGTCGAGAA AAEL005402

GATCGGACATCCCTTCC AAEL002296

GATCGGACCAACCACCC AAEL011078

GATCGGACCAATCCTTG AAEL015182,AAEL011876

GATCGGACCACCAAGAA AAEL001636

GATCGGACCGCAACTGG AAEL005071

GATCGGACCGGGCTACT AAEL007097

GATCGGACCGTTGATGA AAEL011803

GATCGGACGAGTTGTGA AAEL003934

GATCGGACGATAGTACT AAEL010070

GATCGGACGCAAAATCT AAEL004682

GATCGGACGTAAAAGAA AAEL006321

GATCGGACGTTCAAGCT AAEL010013

GATCGGACTAAGCGAGG AAEL002193

GATCGGACTCCGGAAGC AAEL003287

GATCGGACTTACTTTTG AAEL006986

GATCGGACTTCAATCTG SUPP_AEDES014260,AAEL010447

GATCGGAGAAAACTCGT AAEL008724

GATCGGAGAATTTGACT AAEL003541

GATCGGAGACCAATACT SUPP_AEDES004613

GATCGGAGACGAGGACC SUPP_AEDES004736,AAEL005035

GATCGGAGACGCACCTT AAEL009073

GATCGGAGAGAGAAGCG AAEL002139

GATCGGAGAGGCAACTC AAEL001216

GATCGGAGATACGTTTT AAEL002261

GATCGGAGCCAAGTTTG AAEL010091,AAEL014525

GATCGGAGCCTATGGGG AAEL003035

GATCGGAGCGAAAGTTC AAEL005037

GATCGGAGCGAACTCGT AAEL004960

GATCGGAGGATGTGCGG AAEL000092

GATCGGAGTCAGCAGAC AAEL000399

GATCGGAGTGATGACCT AAEL006356

GATCGGAGTTAAAAACA AAEL010318

GATCGGAGTTCCTCGAA AAEL011870

GATCGGAGTTTGACGGG AAEL006143

GATCGGAGTTTGCTTTT AAEL005451

GATCGGATAAGTGAACA AAEL000880

GATCGGATATGTTCTGA AAEL011666

GATCGGATGAATAAGTT AAEL004531,AAEL008521,AAEL004514
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GATCGGATGAGCGAAGA AAEL015293

GATCGGATGCGTTCGAT AAEL006367

GATCGGATGCTGGATAC AAEL003839

GATCGGATGGAGGTTAT AAEL004744

GATCGGATGGTCTGCGC AAEL010203,AAEL010196,AAEL013712,AAEL010195,

AAEL013706

GATCGGATGTCTGCTGT AAEL007592

GATCGGATGTGGCGTCG AAEL007920,SUPP_AEDES013906

GATCGGATGTTCTACCG AAEL009596

GATCGGATTCGGACGAC AAEL004716

GATCGGATTCGTCATAT AAEL010844

GATCGGATTGCCGTCCT AAEL004368

GATCGGATTGCGCCACC SUPP_AEDES006800,SUPP_AEDES013561,

SUPP_AEDES006792,AAEL007073

GATCGGATTGCTCGCCT AAEL005038

GATCGGCAAATCTTAGT AAEL000278

GATCGGCAACAAGTCGG AAEL013252

GATCGGCAAGACGGAAG AAEL004855

GATCGGCAAGCTCGAAT AAEL001279,AAEL009422

GATCGGCAAGGCCATTT AAEL008174

GATCGGCAATCAGGAAG AAEL005263

GATCGGCAATCTCCACA AAEL012441

GATCGGCACAGATTTAC AAEL005686,AAEL005553

GATCGGCACCAAGCGGC AAEL000695

GATCGGCACCGCCCCAA AAEL011263

GATCGGCACGCTGGAAA AAEL009928,AAEL014718

GATCGGCACTCGGTGAT AAEL012520

GATCGGCAGAAGGACTA AAEL004076

GATCGGCAGAGGCCGGA SUPP_AEDES003966

GATCGGCAGATGATTTA AAEL010966

GATCGGCAGCAACTTCT AAEL003293

GATCGGCAGGAGAAGAT AAEL001126

GATCGGCAGGAGGGATT AAEL010423

GATCGGCAGGATTGGAC AAEL014246

GATCGGCAGGCCGAAAT AAEL009754

GATCGGCAGTGATGAAG SUPP_AEDES000660

GATCGGCAGTTGTAGAC AAEL002607

GATCGGCATTCGACTGG AAEL002097

GATCGGCATTTTCACAC AAEL010048

GATCGGCCAAAAAAGAG AAEL000401

GATCGGCCAACAGTTGT SUPP_AEDES005878,AAEL006091

GATCGGCCAACTGCTTG AAEL012511

GATCGGCCACCAGCACT SUPP_AEDES014482,AAEL001286,AAEL001248

GATCGGCCACGAGGACA AAEL005041

GATCGGCCACTATCTGG AAEL011656

GATCGGCCAGACCAACA AAEL001173

GATCGGCCAGCGGCAGT AAEL008490

GATCGGCCAGCGTTCGG AAEL003540

GATCGGCCAGTGGGTGG AAEL012575

GATCGGCCAGTTTATCC AAEL013692,AAEL008076

GATCGGCCATGCTGTTG AAEL007462
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GATCGGCCATTGCCTCG AAEL004071

GATCGGCCCGAAGAAGC AAEL008192

GATCGGCCCTACATCGG AAEL000015

GATCGGCCCTCACAGCA AAEL012661

GATCGGCCCTTTGTGTG AAEL006230

GATCGGCCGAGGAAGCC AAEL013744

GATCGGCCGCCGACTTG SUPP_AEDES000686,AAEL000397

GATCGGCCGGAAGGGAT AAEL010355

GATCGGCCGTCGACAGC SUPP_AEDES000450

GATCGGCCTCCTAGTTC AAEL011697

GATCGGCCTTACCAGCA AAEL011959

GATCGGCCTTGGAGGTC SUPP_AEDES011269

GATCGGCCTTTCTCTCA SUPP_AEDES008012

GATCGGCGAATGAAATC AAEL004920

GATCGGCGACCATCATA AAEL013208

GATCGGCGAGAAGCAGT AAEL014907,AAEL006018

GATCGGCGAGGTGGACC SUPP_AEDES005593,AAEL015458

GATCGGCGATATCATCG AAEL013527

GATCGGCGCCAAAACAA AAEL006876

GATCGGCGCCACCAATT AAEL003364

GATCGGCGCCGTTCCAG AAEL006434

GATCGGCGCTGGCCGCG AAEL004586

GATCGGCGCTTGCGGAA AAEL013955

GATCGGCGGAATCGCTC AAEL003743

GATCGGCGGAGGGTTGT AAEL011493

GATCGGCGGATGGAGGC AAEL002161

GATCGGCGGCAAATGGA AAEL014679

GATCGGCGGTCAGTTAC AAEL010510

GATCGGCGGTCCCGACG SUPP_AEDES012212

GATCGGCGTACCACTGC AAEL005216

GATCGGCGTCTCGACCG AAEL004112

GATCGGCGTGAACATGC AAEL009101

GATCGGCTAATCCTAAT AAEL004386

GATCGGCTATCGGCACC AAEL002215

GATCGGCTATCGGTTTG AAEL012113

GATCGGCTCAGGGAAAC AAEL011758

GATCGGCTCATTACTTC AAEL008781,AAEL001703

GATCGGCTCGCCCAGAA AAEL007962

GATCGGCTCTGGGCGGT AAEL001029

GATCGGCTGAATTGTGC AAEL006016

GATCGGCTGCCAACGCT SUPP_AEDES007870

GATCGGCTGCCAATGCC SUPP_AEDES007878

GATCGGCTGGAAGATTT AAEL012292

GATCGGCTGGACGTGTC AAEL006564

GATCGGCTGTCGAATCC AAEL014491,AAEL014711

GATCGGCTGTTGACGCG AAEL010801

GATCGGCTTAAGGTAAG AAEL007067

GATCGGCTTACGTAATC AAEL012051

GATCGGCTTCCTTATCC SUPP_AEDES000203,SUPP_AEDES013543

SUPP_AEDES007801,SUPP_AEDES014170

SUPP_AEDES010658,SUPP_AEDES010415
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SUPP_AEDES001256,SUPP_AEDES000502

SUPP_AEDES003056,SUPP_AEDES004787

SUPP_AEDES001717

GATCGGCTTCGGTTCCT AAEL004757

GATCGGCTTGAAGAACA AAEL008770

GATCGGCTTGATGTCGT AAEL011932

GATCGGCTTTCCGGCGG AAEL003789

GATCGGCTTTCTTTTCC AAEL013137

GATCGGCTTTGTACAGC AAEL000436

GATCGGCTTTGTGATTG AAEL000335

GATCGGCTTTTTCCAAA SUPP_AEDES008614

GATCGGGAAAAACAAGT AAEL012297

GATCGGGAAATTCCTGT AAEL005308,AAEL014865

GATCGGGAACAGCCTGC AAEL008024

GATCGGGAACAGCTGCT AAEL012538

GATCGGGAACAGCTGGA AAEL003146

GATCGGGAACTGAAGCT AAEL009645

GATCGGGAAGAGCTTCG AAEL009162

GATCGGGAAGCTCTTTG AAEL010496

GATCGGGACCAGAAGCT SUPP_AEDES008240,AAEL008449

GATCGGGACCCACAGGT AAEL001413

GATCGGGACGACGAATG AAEL003238,AAEL012784

GATCGGGACGGAAAGGT AAEL015404,AAEL010100

GATCGGGACGGACATCT AAEL011837

GATCGGGAGAAGAAGAC AAEL011758

GATCGGGAGATTACCCG AAEL008912

GATCGGGAGATTCGTGC AAEL005406

GATCGGGATGACCGAAG AAEL000707

GATCGGGATGGCCTGAC AAEL002457

GATCGGGATTACTGTGC AAEL008490

GATCGGGATTCAAATCG SUPP_AEDES002189

GATCGGGATTCCCTTTT AAEL004088

GATCGGGCAATAAATGG AAEL010696,AAEL010693

GATCGGGCAGAGCAAAA AAEL001414

GATCGGGCCAGATTGAA AAEL003976

GATCGGGCCCGAGTAAA SUPP_AEDES002959

GATCGGGCCTGGAGGGA SUPP_AEDES010821,AAEL007133

GATCGGGCGGAAGATGT AAEL015645,AAEL004075

GATCGGGCGGAAGCCGT AAEL002802

GATCGGGCGGTGTCATT AAEL015575,AAEL010002

GATCGGGCGTCGTCACG AAEL004554

GATCGGGCGTCTCTCCG AAEL009057

GATCGGGCTCGAATCGG AAEL005732

GATCGGGGCAGCCTTGA AAEL006259

GATCGGGGCCGAAGGCA AAEL004010

GATCGGGGCTACGGTTT AAEL013596

GATCGGGGCTGCTATAG AAEL014812,AAEL014816

GATCGGGGCTTCGTACT AAEL001968

GATCGGGGTAGTTCTGT AAEL007477

GATCGGGGTCAACTTCC AAEL004364

GATCGGGTATTTATTGT AAEL004908
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GATCGGGTCATGCTCAC AAEL002503

GATCGGGTCCCGGTCGG AAEL012500

GATCGGGTGATTTTGTC AAEL011063,AAEL011066

GATCGGGTGCCTATGCA AAEL009406

GATCGGGTGTTTACGGC AAEL010781

GATCGGGTTCCGTAATG AAEL013421

GATCGGGTTCGGTTTCG AAEL004662

GATCGGGTTGGAATGGA SUPP_AEDES012595

GATCGGGTTTTTAGTTT AAEL013883

GATCGGGTTTTTCAGCT AAEL001691

GATCGGTAAACCCCACA AAEL010169,AAEL010168

GATCGGTAAATCGATTG AAEL007928,AAEL007923

GATCGGTAAGGAAATTC AAEL012301

GATCGGTAAGGTCGTCG AAEL013177,AAEL013176

GATCGGTAAGGTGGACG AAEL011391

GATCGGTACAAGTTTTG AAEL008843

GATCGGTACATGCTGAA AAEL000262

GATCGGTACGATTCGGA AAEL009806

GATCGGTACGCTGACCG AAEL011195

GATCGGTACGCTGACTG AAEL011184

GATCGGTACGGTGGCCT AAEL001241

GATCGGTACTATTTCAC AAEL004390

GATCGGTACTTCTACAG AAEL004401

GATCGGTAGTAGTCGAT AAEL004149

GATCGGTAGTAGTTCAC AAEL001082

GATCGGTAGTTGCTAGT AAEL007544

GATCGGTATCATCTCGC AAEL008661

GATCGGTATGACCCAAA AAEL013391

GATCGGTATTACGTCCT AAEL004805

GATCGGTATTTCCCGCG AAEL003202

GATCGGTATTTTGGGAC AAEL003184

GATCGGTCACAGGAAAT AAEL000461

GATCGGTCACCAGGGCA AAEL009653

GATCGGTCACCGCCAAA AAEL004378

GATCGGTCACCGCTGGG AAEL015061

GATCGGTCACGTCTCTC AAEL001351

GATCGGTCACTGCTGCC AAEL002542

GATCGGTCAGATACGGC AAEL010234

GATCGGTCATGCACAGA AAEL012666,AAEL007549

GATCGGTCCAGATTCCA AAEL005707

GATCGGTCCCATCCAGA AAEL001806,AAEL010280

GATCGGTCCCATCCTGC AAEL004375

GATCGGTCCCATTCCCA AAEL012621

GATCGGTCCCGACGGCT AAEL011655

GATCGGTCCCGGAACGC AAEL013610

GATCGGTCCCGTTTTGT SUPP_AEDES006118

GATCGGTCCGGTCAGAT AAEL006966

GATCGGTCCTGATGTAT AAEL001472

GATCGGTCGCATTCGCG AAEL003288

GATCGGTCGCTGACTAG AAEL009646

GATCGGTCGTGTGATGG AAEL002271

Page 89



GATCGGTCTACAGGCGT AAEL005122

GATCGGTCTACGTTTTG AAEL001411

GATCGGTCTGGTCGGCA AAEL010427

GATCGGTCTGTACCGTG AAEL014127,AAEL004855

GATCGGTCTTCGGAGGA AAEL000212

GATCGGTGAATTGTTTG AAEL003600

GATCGGTGACGACTTCT AAEL000442

GATCGGTGACTGGGTGG AAEL004369

GATCGGTGACTTCGTGG AAEL011810

GATCGGTGAGAACGAGG AAEL004347

GATCGGTGATGAAATAT AAEL001554

GATCGGTGATTCTCCTG AAEL006834

GATCGGTGCCCGTTTTG AAEL014070,AAEL012115

GATCGGTGCGAGACCAA AAEL007841

GATCGGTGCGATTTGTG AAEL011966

GATCGGTGCTCCACTTG AAEL000679

GATCGGTGCTGAACAAC AAEL009815

GATCGGTGCTGCCGCCC AAEL002526

GATCGGTGCTGTAGCAG AAEL012778

GATCGGTGGACAGTGCC AAEL009891

GATCGGTGGACCCTGAA AAEL007246

GATCGGTGGACGTTGCT AAEL002987

GATCGGTGGATTGCTGG AAEL002511

GATCGGTGGCGGCAGCG AAEL012420

GATCGGTGGTGACACGG AAEL001084

GATCGGTGTGATGTTTG AAEL002525

GATCGGTGTGGGGTGCC AAEL002905,AAEL009418

GATCGGTGTGTCTTGAT SUPP_AEDES007108

GATCGGTGTTGACGCTG AAEL001371,AAEL004266

GATCGGTGTTGCTCTGG AAEL001872

GATCGGTTACGGACCAC AAEL002832

GATCGGTTACGTACTAT AAEL007298

GATCGGTTACTGCGGTC AAEL005141

GATCGGTTCAACCACTC AAEL005262,SUPP_AEDES004938

GATCGGTTCAAGCTGCG AAEL011447

GATCGGTTCAAGGTGAT AAEL005004

GATCGGTTCACCGACGA AAEL008921

GATCGGTTCAGCTGGAA AAEL010576,SUPP_AEDES014444

GATCGGTTCCCACTCTA AAEL012230

GATCGGTTCGGATAGGG AAEL012568

GATCGGTTCGTTCCCCG AAEL013396

GATCGGTTCTCTATCAT AAEL003204,AAEL001852

GATCGGTTCTGAATCTG AAEL000181

GATCGGTTCTGGCTGGG AAEL013335

GATCGGTTCTGTGAACC AAEL004947

GATCGGTTGATGGGAGC AAEL007653

GATCGGTTGCAATCAGA AAEL015100

GATCGGTTGCCTTGGAC AAEL002813

GATCGGTTGCGAAGGAT AAEL006197

GATCGGTTGCGATGGGT AAEL010862

GATCGGTTGGAAAATGG AAEL011492
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GATCGGTTGGAGTCAGC SUPP_AEDES009521

GATCGGTTGGCCGATGT SUPP_AEDES014938,AAEL007471,AAEL007468

GATCGGTTGGGGCCGAC AAEL008784

GATCGGTTGGTAAGTTG AAEL006658

GATCGGTTGGTGTTCAC AAEL003114

GATCGGTTGTCAGCGTG SUPP_AEDES014284

GATCGGTTGTTGCTGAG AAEL007506

GATCGGTTTCACTGGAT AAEL006193

GATCGGTTTCATCCACC AAEL012944

GATCGGTTTCCACTTGG AAEL010521

GATCGGTTTCGCACACT AAEL003743

GATCGGTTTCGCCCGCG AAEL010576

GATCGGTTTGATTGTCT AAEL005454

GATCGGTTTGGCTGGTT AAEL012655

GATCGGTTTGGTGAAAC AAEL003954

GATCGGTTTGTCTCGGT AAEL005832

GATCGGTTTTGCGTTGT AAEL004497

GATCGGTTTTGTCTGGG AAEL010891

GATCGGTTTTTTTTCTA AAEL008266

GATCGTAAAACACAGCA AAEL010538,AAEL013226

GATCGTAAAACTCCTCA AAEL013329,AAEL012339

GATCGTAAAATCAACCA AAEL013356

GATCGTAAAATGTAGTG AAEL012607

GATCGTAAACAGAAGGG AAEL003942

GATCGTAAAGCATCATT AAEL001871,AAEL001838

GATCGTAAAGGCCTTGA AAEL014562

GATCGTAAATCGGTCAA AAEL006013

GATCGTAAATTTTCCGC AAEL007671

GATCGTAACACGAAAAA AAEL000858

GATCGTAACATTTTGTC AAEL003829

GATCGTAACGAATGTGC AAEL003125

GATCGTAACGAGTGACA AAEL014314

GATCGTAACGGAGGACA AAEL010794

GATCGTAACGGCGACGA AAEL003942

GATCGTAACTACTTGAT AAEL000477

GATCGTAACTAGAAGCG AAEL012731

GATCGTAAGAAGGGGAA AAEL012686

GATCGTAAGCCGGAATT AAEL005471

GATCGTAAGGAAAGTGC AAEL011385

GATCGTAAGTTTGCTTG AAEL009760

GATCGTAATAAACCAGT AAEL002737,AAEL011514

GATCGTAATCAAACGCG AAEL014318

GATCGTAATGACCCAAG SUPP_AEDES002187,AAEL002142

GATCGTACAAACAAGGT AAEL005793

GATCGTACAACAAGGGG AAEL000182

GATCGTACAACGGTGGT AAEL010793

GATCGTACAAGTGGCAC AAEL009507

GATCGTACAATCCATCT AAEL012195

GATCGTACACATATTTG AAEL004435

GATCGTACAGACTATTC AAEL001462

GATCGTACAGATACGCT AAEL004170
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GATCGTACAGTACCGGT AAEL002422

GATCGTACATAGATAGA AAEL012519

GATCGTACATCAGCGTA AAEL004713

GATCGTACCAACGGTGG AAEL007818

GATCGTACCAGCAGAAT AAEL002693

GATCGTACCATGCAATA AAEL011088

GATCGTACCCATTGTGG AAEL004287

GATCGTACCCTGCTCAT AAEL009682

GATCGTACCGGAACTGA AAEL007136

GATCGTACCGGAGCATG AAEL010592

GATCGTACCGTTGTTGA AAEL004370

GATCGTACCTCAGCGAT AAEL010416

GATCGTACCTTCCAGCA AAEL001052

GATCGTACGAAAATCAA AAEL002392

GATCGTACGAGTGTAAA AAEL000394

GATCGTACGCATGGCCA AAEL010904

GATCGTACGCCCTCCCG AAEL004176

GATCGTACGCGCATGAT AAEL014970

GATCGTACGCTGCTAGA AAEL004469

GATCGTACGGGTACTAT AAEL007029

GATCGTACTAAACGAAC AAEL014738,AAEL003579

GATCGTACTCCTTCACC AAEL011444

GATCGTACTGTGGGACA AAEL012234

GATCGTACTTACGCTTC AAEL011708,AAEL014845

GATCGTACTTTTGCGAA AAEL003143
GATCGTAGAACAGATTG SUPP_AEDES000452,SUPP_AEDES000488,

SUPP_AEDES000456

GATCGTAGAACATCTCA AAEL012076

GATCGTAGAAGTCTGTG SUPP_AEDES006534

GATCGTAGAGATAATCT AAEL009882

GATCGTAGCAAGGTTCA AAEL003511

GATCGTAGCAGATTCCA AAEL000105

GATCGTAGCCGGTAAGC SUPP_AEDES014284

GATCGTAGCGAGGATAT AAEL012272

GATCGTAGCTAACCTTG AAEL005426

GATCGTAGGACAACTGT SUPP_AEDES008046

GATCGTAGGCTAGGTTT AAEL002287

GATCGTAGGGTCCATTT SUPP_AEDES000466

GATCGTAGTAGGCTTCT AAEL003742,AAEL014321

GATCGTAGTCAATTGTA AAEL004431

GATCGTAGTGGCAATCG AAEL010097

GATCGTAGTGTTCAACG AAEL000825

GATCGTAGTGTTGTTCT AAEL001785,AAEL001781

GATCGTAGTTGATGACC AAEL014414

GATCGTAGTTTGAGTAT AAEL004120

GATCGTATCCCTACGAT AAEL012646

GATCGTATCCGTGCAGA AAEL013188

GATCGTATCCGTGCTGG SUPP_AEDES011765,SUPP_AEDES012646

GATCGTATCGTGGAGCA AAEL008782

GATCGTATCTGGGGCCA AAEL010153

GATCGTATCTTGAATTT AAEL011414
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GATCGTATCTTTCTACT AAEL007631

GATCGTATGGAGGCAGT AAEL010787

GATCGTATGTACAATTT AAEL003203

GATCGTATGTTGAGGCA AAEL000422

GATCGTATTACACCCTG AAEL013065

GATCGTATTCCTTGGCC AAEL009106

GATCGTATTCGGCCCTG AAEL001733,AAEL011192

GATCGTATTGCCAGCTG AAEL000667

GATCGTATTGCTACTTC AAEL009400

GATCGTATTGCTGTGCT AAEL008827

GATCGTATTGCTTTGGT AAEL000973

GATCGTATTTCCGAAAC AAEL004151

GATCGTATTTCGGTAGC AAEL012460

GATCGTATTTTCCCCTC SUPP_AEDES011731

GATCGTCAAAGCTGTCG AAEL004748

GATCGTCAAAGTGCTGA SUPP_AEDES003232

GATCGTCAACAACTACC AAEL005520

GATCGTCAACCCTATCG AAEL012502

GATCGTCAACCGGTGGA AAEL008837

GATCGTCAACCGTCTGA AAEL010586

GATCGTCAACGAGCAAC AAEL004881

GATCGTCAACGGAAGTA AAEL013727

GATCGTCAACGGCGGGG SUPP_AEDES001448

GATCGTCAAGAAAGCGG SUPP_AEDES010739,SUPP_AEDES010746,AAEL014104

GATCGTCAAGAAGCGGA AAEL003396

GATCGTCAAGAAGTTCT AAEL009744

GATCGTCAAGCAGAGCA AAEL004809

GATCGTCAAGGAGAAAC AAEL003755

GATCGTCAAGGAGTACA AAEL002851

GATCGTCAAGTTCGGAC AAEL009700

GATCGTCAATCGAACTG AAEL009347

GATCGTCAATCGGTGGT AAEL003435

GATCGTCAATCGTCTGA AAEL010990

GATCGTCACCATCATCT AAEL009747

GATCGTCACCGATTCGG AAEL011653

GATCGTCACCGCAGCCG AAEL010612,AAEL011687

GATCGTCACGCATTTTG AAEL002119

GATCGTCACTACTGCGG AAEL013536,SUPP_AEDES007662

GATCGTCACTCGCTCTT AAEL012215

GATCGTCACTCTGGCCA AAEL012861,AAEL009532

GATCGTCACTGGCATAA AAEL001946

GATCGTCAGAATCTCAA AAEL002744

GATCGTCAGTATGTGCT AAEL010343

GATCGTCAGTTGCTTTA AAEL014287

GATCGTCAGTTTCTCCA AAEL009235

GATCGTCATAAAACCGA AAEL013530

GATCGTCATAACCAGGA AAEL009386

GATCGTCATCAACGTCG AAEL009661,AAEL010983

GATCGTCATCAACTGAA AAEL010641

GATCGTCATCGTCATCG AAEL013985,AAEL004802

GATCGTCATGGGTCACC AAEL006000
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GATCGTCATTCGGTCCA AAEL005811

GATCGTCATTTGGACCG AAEL014296

GATCGTCATTTGGCTGT AAEL006002

GATCGTCATTTTGGCAG AAEL010140,AAEL002377

GATCGTCCAAATCTGGT AAEL004783

GATCGTCCAACGCGGAA AAEL001623

GATCGTCCAAGAATTGG AAEL003237,AAEL003214

GATCGTCCAAGTAATTG AAEL013136

GATCGTCCAAGTCCGAG AAEL008100

GATCGTCCACGACATGT AAEL010828

GATCGTCCAGCACCACC AAEL014673

GATCGTCCAGGAAAACC AAEL007772

GATCGTCCAGGAGCAAT AAEL007581

GATCGTCCAGTGGAATA AAEL010414

GATCGTCCATCTTGTAT AAEL001220,AAEL001157

GATCGTCCATTTGCCTG SUPP_AEDES014668

GATCGTCCCAGAGCACA AAEL012035

GATCGTCCCATTTGCTG AAEL001653

GATCGTCCCGACGCACC AAEL004546

GATCGTCCCGCGCCACC AAEL014889

GATCGTCCCGGATTTGA AAEL007383

GATCGTCCCGGTCGTTT AAEL000244

GATCGTCCCGTGTTGTT AAEL006968

GATCGTCCCTGCAGGCC SUPP_AEDES003678,AAEL015464,,SUPP_AEDES003660,

SUPP_AEDES003646,SUPP_AEDES003684

SUPP_AEDES003649,SUPP_AEDES003675

SUPP_AEDES003653,SUPP_AEDES003655

GATCGTCCCTTTAGTCT AAEL000602

GATCGTCCGATGAAGAT AAEL010118

GATCGTCCGCGCAAGAA AAEL009653

GATCGTCCGGAAAACGC SUPP_AEDES004200,AAEL004436

GATCGTCCGGAGAATGG SUPP_AEDES012322

GATCGTCCGGGTTACAC SUPP_AEDES005987

GATCGTCCGTACAATCC AAEL003656

GATCGTCCGTTCTTTCT SUPP_AEDES007797

GATCGTCCGTTTTGCGT SUPP_AEDES010401

GATCGTCCTAAGCACCC SUPP_AEDES003284

GATCGTCCTCAATCTCA AAEL013353

GATCGTCCTCCGAAAAC AAEL003258

GATCGTCCTCTTCTACC AAEL015122,AAEL011673

GATCGTCCTGCCACTGG AAEL013499

GATCGTCCTGCGCAACA AAEL007967

GATCGTCCTGTGAATGT AAEL012904

GATCGTCCTTACGTCAC AAEL015065

GATCGTCCTTCCTGGAT AAEL013639,AAEL014795,AAEL014794

GATCGTCCTTGGGGCAA AAEL011966

GATCGTCGAAATGTTTG AAEL013540

GATCGTCGAACAGTCCG AAEL011542

GATCGTCGAACCGGGTT AAEL006748

GATCGTCGAACGCTTGT SUPP_AEDES003672,AAEL015680,AAEL015679,

SUPP_AEDES003664,AAEL015681
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AAEL015678,SUPP_AEDES003657,SUPP_AEDES003670

GATCGTCGAACGGGCGG AAEL003968

GATCGTCGAAGAAGTGG AAEL004175

GATCGTCGAAGAGAAGC SUPP_AEDES007282,SUPP_AEDES004507,

SUPP_AEDES004508

GATCGTCGAAGAGGTTG AAEL008015

GATCGTCGAAGTGGCCA SUPP_AEDES009310

GATCGTCGAATACTACG AAEL007085

GATCGTCGACACATGCA AAEL002436

GATCGTCGACAGCGATT AAEL001085

GATCGTCGACGATTTCG AAEL009151

GATCGTCGAGAAAGACT AAEL012413

GATCGTCGAGCGCGCGA AAEL003396

GATCGTCGATTCAAGTT AAEL002825,AAEL002831

GATCGTCGCAAGTGCGA SUPP_AEDES004385

GATCGTCGCAGTGTAGT SUPP_AEDES008390

GATCGTCGCCCATTGCG AAEL001126

GATCGTCGCGAGGAGCG AAEL007078

GATCGTCGGAGGACGGG SUPP_AEDES001942,AAEL001815

GATCGTCGGAGGTGCCG AAEL006342

GATCGTCGGGGAAAGTT AAEL012280

GATCGTCGGTAGTTTTG AAEL001559

GATCGTCGGTGGAGGAG AAEL010071

GATCGTCGGTGGCGATG AAEL006903,AAEL014188,AAEL003060

GATCGTCGTAACAATGA SUPP_AEDES004908

GATCGTCGTCAAGAAGG AAEL000032

GATCGTCGTCCTGGCCC SUPP_AEDES005794,SUPP_AEDES005777

GATCGTCGTCGTCGTCG AAEL005258,SUPP_AEDES001510,AAEL012875,

SUPP_AEDES001132,SUPP_AEDES005804

GATCGTCGTGAAATGGA AAEL001467

GATCGTCGTGCTCCCAA AAEL013498,AAEL015116

GATCGTCGTTAAAATTA AAEL009859

GATCGTCGTTAATCGGC AAEL010506

GATCGTCGTTCTATTGT SUPP_AEDES004471

GATCGTCGTTCTGGCAA SUPP_AEDES001543

GATCGTCGTTGACCATT AAEL001113

GATCGTCGTTGGTCAGG AAEL006572

GATCGTCGTTTGTCATG AAEL013317

GATCGTCTAACTCGGCT AAEL003144

GATCGTCTAAGCACGCC AAEL008583

GATCGTCTACAAGAATC AAEL003434

GATCGTCTACGATGGAA AAEL012097,AAEL007738

GATCGTCTACGGAAGTG AAEL012964

GATCGTCTCCAACTCAG AAEL008609

GATCGTCTCCAATCGCT SUPP_AEDES005806

GATCGTCTCCAGTGGCG AAEL012408

GATCGTCTCCATCATTG AAEL002881

GATCGTCTCCCTTGGTG AAEL000068,AAEL010573

GATCGTCTCCGTCCGGG AAEL012571,AAEL014909

GATCGTCTGAGAAAAGA AAEL003735

GATCGTCTGAGAAGGCT AAEL003882
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GATCGTCTGCAACGACA AAEL001557

GATCGTCTGCCAGCTCG AAEL002448

GATCGTCTGCGAGTGAT SUPP_AEDES008346,AAEL008562

GATCGTCTGCGTCGGCC AAEL012260

GATCGTCTGGAAACCGC AAEL001872

GATCGTCTGGAGCAGGA SUPP_AEDES007876

GATCGTCTTACGACCTG SUPP_AEDES006938

GATCGTCTTCAGGTGGA AAEL010464

GATCGTCTTCCTGTCGG AAEL006538

GATCGTCTTCGGAGTGG AAEL005266

GATCGTCTTTTTTGCAT AAEL010097

GATCGTGAAATGACTCA AAEL013828

GATCGTGAAATTTTGCC SUPP_AEDES005219

GATCGTGAACAGAGGAT AAEL013079

GATCGTGAACCAAATGC AAEL010695

GATCGTGAACCTCATGT AAEL012020

GATCGTGAACGAAACGA SUPP_AEDES004208

GATCGTGAACGCACAGA SUPP_AEDES013839

GATCGTGAACGGAAACA AAEL011168,AAEL009037

GATCGTGAACTGGACCC AAEL010540

GATCGTGAAGCTGAAGA AAEL005817

GATCGTGAAGGAGCGGA AAEL009285

GATCGTGAATACGGTGC AAEL007741

GATCGTGAATCCAAGAG SUPP_AEDES001051

GATCGTGAATCTCAAAT AAEL013235

GATCGTGAATGGACAGA AAEL009760

GATCGTGACACGGGTCA AAEL000467

GATCGTGACCATCAACC AAEL014744

GATCGTGACCGTTTGTT AAEL001742

GATCGTGACGAGGCTTC AAEL005266

GATCGTGACGCTGAAGA AAEL002135,AAEL002148

GATCGTGACGCTGTTAA AAEL005217,AAEL005235

GATCGTGAGAAGGAAAA AAEL000478

GATCGTGAGAGAGGCAG AAEL001891

GATCGTGAGCACGGTCT AAEL000377

GATCGTGAGCAGCGGCG AAEL006259

GATCGTGAGCAGTTCCC AAEL003371

GATCGTGAGCGTCGCGA SUPP_AEDES001923

GATCGTGAGGAAGAAGA SUPP_AEDES001448

GATCGTGAGTGTCCAAA AAEL002589

GATCGTGAGTGTTTGTG AAEL011137

GATCGTGATACTGTTGC AAEL005383

GATCGTGATTGTCTTGT AAEL009968,AAEL011341

GATCGTGATTGTGACGC AAEL010615,AAEL007616

GATCGTGATTTTTGTTT AAEL011500

GATCGTGCAAAAAGTGA AAEL001564

GATCGTGCAAAACCCGT AAEL004661

GATCGTGCAACATATGT AAEL003739

GATCGTGCACTCAGTTG AAEL004869

GATCGTGCACTTTTCAT AAEL007787

GATCGTGCCAGGCACAG AAEL005939
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GATCGTGCCCGATGGGT AAEL012615

GATCGTGCCCGCAAAAG AAEL009524,AAEL000392

GATCGTGCCGCCCCGCC AAEL007242

GATCGTGCCTCGGACTT AAEL013898

GATCGTGCGACAGTTGT AAEL006794

GATCGTGCGCAAACAAT SUPP_AEDES010661

GATCGTGCGTGAAATTG AAEL003036

GATCGTGCGTGATTGGT AAEL008163

GATCGTGCTAATGTTCT AAEL012026,AAEL015512

GATCGTGCTCGGGATAC AAEL007043

GATCGTGCTCTGGGTCC SUPP_AEDES009310

GATCGTGCTGCCGAAGC AAEL007947

GATCGTGCTGCGTGCCA AAEL012410,AAEL015246

GATCGTGCTGCTGTACA AAEL009957

GATCGTGCTGGGAACGG AAEL008185

GATCGTGCTGGGAGTTG AAEL015275,AAEL011189

GATCGTGCTTTTGTTCC AAEL004501

GATCGTGGAAAACAGTG AAEL004908,AAEL015288

GATCGTGGAAAGTGAGA AAEL003445

GATCGTGGAACAACCGG SUPP_AEDES014426,AAEL012750,SUPP_AEDES010378

GATCGTGGACGCTTCTG AAEL009496

GATCGTGGACTATGTCT AAEL003551

GATCGTGGAGGAAACTG AAEL004176

GATCGTGGAGGGTGGCA AAEL014608,AAEL006811

GATCGTGGATATGGCTA AAEL011618,AAEL014384

GATCGTGGATGGACGGG AAEL002559

GATCGTGGATTGAATAC AAEL005756

GATCGTGGCAGTCATTC AAEL001190

GATCGTGGCAGTTGATA SUPP_AEDES005220

GATCGTGGCCACGTTCG AAEL014693,AAEL013955

GATCGTGGCCCTCGTCT AAEL003015,AAEL008194

GATCGTGGCCGAGAACC AAEL011930

GATCGTGGCCGATTTTC AAEL008162

GATCGTGGCGAAGCAAG AAEL014625

GATCGTGGCGGGACGTG AAEL003769

GATCGTGGCGTCGCTGC AAEL007661

GATCGTGGCGTCGGAAC AAEL005635

GATCGTGGGATGAGCAA AAEL013966

GATCGTGGGCGAAGTTA AAEL006135

GATCGTGGGCGATGTCC AAEL003661

GATCGTGGGGAGGCGGC AAEL013694,AAEL008083

GATCGTGGGGCAGTACT SUPP_AEDES010246,SUPP_AEDES004985

GATCGTGGTCACTTTCC AAEL000735,AAEL000744

GATCGTGGTCCCGTGCT AAEL002525

GATCGTGGTCTGGAAGA AAEL003754

GATCGTGGTGAACAACT AAEL002770,AAEL002766

GATCGTGGTGCCTGCTC AAEL007843

GATCGTGGTGGCTCTGT AAEL007971

GATCGTGGTTGAGGACA AAEL006098

GATCGTGGTTGTGGTCA AAEL015007

GATCGTGGTTTCTTCGA AAEL010956
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GATCGTGTAACTTGACT AAEL013230

GATCGTGTACGGAATCA AAEL005621,AAEL005625

GATCGTGTACGGACTGC AAEL009026

GATCGTGTACGTGGCCG AAEL002936,SUPP_AEDES010322

GATCGTGTAGACAACAA AAEL006654

GATCGTGTAGTAGTTAG AAEL001819

GATCGTGTATCCCAACT AAEL004728

GATCGTGTATGCTCATT AAEL011567

GATCGTGTATGGAAATG AAEL010612

GATCGTGTCACGCTGGA AAEL009627

GATCGTGTCCAAGAAGG AAEL007330,AAEL013769

GATCGTGTCCGGCTGTC SUPP_AEDES005630,SUPP_AEDES014526

SUPP_AEDES001903,SUPP_AEDES004098

SUPP_AEDES001877,SUPP_AEDES005646

GATCGTGTCGGTTTGAA AAEL013355

GATCGTGTCTTCGAGTT AAEL001539

GATCGTGTGATACTGTT AAEL009023

GATCGTGTGATGATGGT SUPP_AEDES007618

GATCGTGTGCGCTTCCA SUPP_AEDES011593

GATCGTGTGCGGGAGCT AAEL014108,AAEL014255

GATCGTGTGCGTCTTGA AAEL009287

GATCGTGTGCTACGACG AAEL007046,AAEL007058

GATCGTGTGCTTATTCG SUPP_AEDES012922,SUPP_AEDES012927

GATCGTGTGGGGTCGCA AAEL006251

GATCGTGTGTAAGCGGT AAEL001132

GATCGTGTGTCAGCTGT AAEL012247

GATCGTGTGTTAGCAGC AAEL008181

GATCGTGTGTTTTTTTG AAEL000299

GATCGTGTTACCGAGGA AAEL001052

GATCGTGTTAGTATGGT AAEL003908

GATCGTGTTCCCTAATA AAEL013871

GATCGTGTTCCGCTGCC AAEL010576

GATCGTGTTCCTTGTGT AAEL011778

GATCGTGTTCGAGGAAG AAEL012419

GATCGTGTTCGGATTGA SUPP_AEDES001180

GATCGTGTTCTGGATTC AAEL006514

GATCGTGTTGAACGTGG AAEL008801

GATCGTGTTGGTAGTTG SUPP_AEDES005964

GATCGTGTTGTGTTCTA AAEL000703

GATCGTGTTGTTGAGTT SUPP_AEDES009030,AAEL009242

GATCGTGTTTCATCACA AAEL007834

GATCGTGTTTCCTTGCC AAEL004042

GATCGTGTTTGGTGGAG AAEL012478

GATCGTGTTTGGTGGTA AAEL000867

GATCGTGTTTGTGATTG AAEL009995

GATCGTGTTTGTTGAAT AAEL011892

GATCGTTAACAATGCAC AAEL000923

GATCGTTAATCGCAATA AAEL010491

GATCGTTAATGCTAGGC AAEL002542

GATCGTTACAAATGTGT AAEL002119

GATCGTTACAACGAAAC AAEL014281,AAEL014282
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GATCGTTACCTCGAAAT AAEL001072,AAEL001096

GATCGTTACGTCGTTCT AAEL002103

GATCGTTACTGCGACTG AAEL011794,AAEL012336

GATCGTTACTTCCCGCT AAEL009510

GATCGTTAGAACAAGAC SUPP_AEDES009305,SUPP_AEDES009373

GATCGTTAGACTGTTGC AAEL000964

GATCGTTAGGTCCGTTG AAEL005879

GATCGTTAGTAAGAATG AAEL008543

GATCGTTATCACTCAGC AAEL004877

GATCGTTATCCTTCGAT AAEL006951

GATCGTTCAAAGTGCAA AAEL005647

GATCGTTCAAAGTGTAA AAEL005126,AAEL015303

GATCGTTCACACTTTTG AAEL001379

GATCGTTCACCTCACGT AAEL008742

GATCGTTCACCTGGCCC AAEL011746

GATCGTTCAGAAAGCAT AAEL014053

GATCGTTCAGATAGTCA AAEL014877,AAEL014874,AAEL009433

GATCGTTCAGTATGGTT AAEL003471

GATCGTTCAGTCTGTGC AAEL008581,SUPP_AEDES005187

GATCGTTCAGTTTGCCA AAEL010227

GATCGTTCATTTCGCTG AAEL007458

GATCGTTCCACCCAGAT AAEL012745

GATCGTTCCCGGTGCTG AAEL012064

GATCGTTCCGAAACCGG AAEL006838

GATCGTTCCGATTCCGG AAEL003454

GATCGTTCCTGGGAGTT AAEL007892

GATCGTTCCTTCCGCTG AAEL012310,AAEL001347

GATCGTTCGATTTCCAA AAEL004195

GATCGTTCGCAGTGCCA AAEL014616,AAEL014607

GATCGTTCGCGGTGCCT AAEL013441

GATCGTTCGCTTGGTAG AAEL007209

GATCGTTCGGTTGGGAG AAEL004853

GATCGTTCGTAAATGAC AAEL009074

GATCGTTCGTACTATCC AAEL013965

GATCGTTCGTGAGATTC AAEL008772

GATCGTTCGTGGTTATG AAEL011085

GATCGTTCTAACGACGA AAEL001845

GATCGTTCTAAGGAAGC AAEL000193

GATCGTTCTACTGTATC SUPP_AEDES003186

GATCGTTCTAGTTGCGT AAEL008680

GATCGTTCTCAGCATTT AAEL009658

GATCGTTCTCATTGTGG AAEL007699

GATCGTTCTCCAAGTCA AAEL002785,SUPP_AEDES014576,SUPP_AEDES001866,

SUPP_AEDES012222

GATCGTTCTCGTGAAAG AAEL000622

GATCGTTCTCTCTGCTA AAEL011015

GATCGTTCTGAACGCAG AAEL002163

GATCGTTCTGCCTGATG AAEL008936

GATCGTTCTTGCTCACC AAEL004101,AAEL008453

GATCGTTCTTGTAATGG AAEL004086

GATCGTTCTTTGCAGCA SUPP_AEDES001796
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GATCGTTCTTTTCACTA AAEL010235

GATCGTTGAAACCATTG AAEL006559

GATCGTTGAAACTTTAG AAEL002012

GATCGTTGAAGAACGAA AAEL009511

GATCGTTGAAGATATCC AAEL004386

GATCGTTGAAGGAAATC AAEL008170

GATCGTTGAATCCTGGA AAEL007037

GATCGTTGACCCCGCCC AAEL012345

GATCGTTGAGGGTTGAG AAEL010533

GATCGTTGATAATCCAC AAEL013875

GATCGTTGATGTTAAGA AAEL004065

GATCGTTGATGTTACTG AAEL012576,AAEL014913

GATCGTTGCAAGAAGAA AAEL013221

GATCGTTGCAGTGGTAG AAEL011301

GATCGTTGCCGTACTCG AAEL013446

GATCGTTGCGATGCAGT AAEL000973

GATCGTTGCGGCAATCC AAEL001992

GATCGTTGCTAACATTG AAEL001986

GATCGTTGCTACTGGCG AAEL002114

GATCGTTGGACGACGAA AAEL008883

GATCGTTGGAGGAGTCG AAEL013092,AAEL001942,AAEL001931,AAEL014500

GATCGTTGGATGAAACG AAEL003573

GATCGTTGGTTGTTAGC AAEL009081

GATCGTTGTCAAGGTGG AAEL014153

GATCGTTGTCACCCGCC AAEL006870

GATCGTTGTTCGGACCA AAEL002889

GATCGTTGTTGTAATGT AAEL004485

GATCGTTTAAGCGGATT AAEL002789

GATCGTTTAATTTGGAC AAEL002392

GATCGTTTAGTTTGTAA AAEL014364,AAEL014366

GATCGTTTATCTGCTGC AAEL005519

GATCGTTTATTGCAAAA AAEL014034

GATCGTTTCAATTGTTC AAEL012556

GATCGTTTCATTTGTCA AAEL007011

GATCGTTTCCAGCTCGA AAEL009877

GATCGTTTCCAGTGGCG AAEL014996

GATCGTTTCCATGTCCA AAEL010977

GATCGTTTCCGGGGCAG AAEL002477,SUPP_AEDES002484

GATCGTTTCCTGCCAGA AAEL012266

GATCGTTTCCTTCCTGA AAEL011426,AAEL006487

GATCGTTTCGAGGTACA AAEL000758

GATCGTTTCGCTGACGA AAEL007097

GATCGTTTCGGCTTCGG AAEL006917

GATCGTTTCGGTCAAGC AAEL006785

GATCGTTTCGTACCACG AAEL001960

GATCGTTTCGTACGGGG AAEL014137

GATCGTTTCGTTCGTAG AAEL015575,AAEL010002

GATCGTTTCTTCTATTC SUPP_AEDES000475

GATCGTTTCTTGATTCC AAEL014771

GATCGTTTCTTTGGGCC AAEL010008

GATCGTTTCTTTGGTTG AAEL013661
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GATCGTTTGAGGGCAGG AAEL009316

GATCGTTTGGATTTGCT AAEL007102,SUPP_AEDES006843,AAEL013083

GATCGTTTGGTGGGAAC AAEL009985

GATCGTTTGTACCATGT AAEL003998

GATCGTTTGTAGTTGAG AAEL007161

GATCGTTTGTCGCGGTT AAEL002175

GATCGTTTGTGATTTGT AAEL004981

GATCGTTTGTGCTCCTT AAEL007034

GATCGTTTGTGCTTCTG AAEL009092

GATCGTTTGTTCGTCCT AAEL011536

GATCGTTTGTTTATGTG SUPP_AEDES001468

GATCGTTTGTTTCGGAG AAEL012117

GATCGTTTGTTTCTGGT SUPP_AEDES002874,AAEL002910

GATCGTTTTCAACAGTG AAEL007921

GATCGTTTTCATCTCTC AAEL010449,AAEL014598,AAEL011022

GATCGTTTTCCCCTTCG AAEL003746

GATCGTTTTCCCTATCA AAEL002988

GATCGTTTTCGTAGGTT AAEL007949,AAEL008078

GATCGTTTTGATGTCCT AAEL008826

GATCGTTTTGCTAATAA AAEL013994

GATCGTTTTGTCGTGGG AAEL004497

GATCGTTTTTGAGTGTA AAEL012986

GATCTAAAACACGGGGA SUPP_AEDES002987

GATCTAAAACTGAGGAC AAEL004501

GATCTAAAATCCTGTCA AAEL002381,AAEL011414

GATCTAAACGCTTGGAT AAEL010139

GATCTAAAGGCAAATCT AAEL004930

GATCTAACAAGAAGAAC AAEL011478

GATCTAACAATGAAGGC AAEL004618

GATCTAACAATGTTGAA AAEL001767

GATCTAACACCTGCGAA AAEL013521,AAEL015601

GATCTAACCAAGAGACC AAEL011811

GATCTAACCCCGGAAAG AAEL012227

GATCTAACGAGGTTGCA AAEL002809

GATCTAACGCGAAAGTT AAEL000647

GATCTAACGCTGCAACT AAEL003913

GATCTAACTAAACGGTG AAEL005139

GATCTAACTTCAACAAT AAEL014799

GATCTAAGAAACCAATC AAEL002047

GATCTAAGAAAGAAGCT AAEL004484

GATCTAAGAACATCTCT AAEL009313

GATCTAAGAGTCTGCGT AAEL014484

GATCTAAGCAAAACATG AAEL003864

GATCTAAGCACAGTGCA AAEL009265

GATCTAAGCATGCGGTG AAEL009294

GATCTAAGCGTAGCACG AAEL001354,AAEL001334

GATCTAAGCTTAGAGGA AAEL005736

GATCTAAGTAGGTTCCT AAEL005886

GATCTAAGTTAACTGTG AAEL001496

GATCTAAGTTGAGACCG AAEL012585

GATCTAATAGTCTACCG SUPP_AEDES007806
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GATCTAATAGTGACATT AAEL008642

GATCTAATCCTCTCAAG AAEL012608

GATCTAATCGTGGGAAG AAEL013546

GATCTAATTGCGAAACC AAEL007258

GATCTACAAAAACTAAG SUPP_AEDES001883

GATCTACAAAAAGTCTG AAEL005001

GATCTACAAAAATGTGC AAEL000713

GATCTACAAAACAACGC AAEL010312

GATCTACAAAAGTTCGA AAEL001091

GATCTACAAACCCATAC SUPP_AEDES013487

GATCTACAAAGACTGGG AAEL011980

GATCTACAAAGTGGCCG AAEL007054

GATCTACAAATTTGTGC AAEL010543

GATCTACAACCGCAGCG AAEL003812

GATCTACAACGCGTCCA AAEL001047

GATCTACAACGGGTACC AAEL002299

GATCTACAACTCTTTCT AAEL002550

GATCTACAACTGCAGTA AAEL005262

GATCTACAAGAAGGCCG AAEL005269

GATCTACAAGCGACACG AAEL003723

GATCTACAAGGAGTTCC AAEL001979

GATCTACAATCCACACA SUPP_AEDES008242

GATCTACAATCCCCACA AAEL011297

GATCTACACACCACAGC SUPP_AEDES010005

GATCTACACACCACGGC AAEL011046

GATCTACACCGGAAGCT AAEL011842

GATCTACACGACCAGCG AAEL010412

GATCTACACGACCTACG AAEL003418

GATCTACACGCCTACAA AAEL007585

GATCTACACTCATCATC AAEL003015

GATCTACAGAACATCAA AAEL005408

GATCTACAGAAGATTAA AAEL001938

GATCTACAGACGGTGCG AAEL011334

GATCTACAGAGCCAAGT AAEL002627

GATCTACAGCAAGGTGA SUPP_AEDES000230

GATCTACAGCTTTTTAG SUPP_AEDES010677,SUPP_AEDES010681

GATCTACAGTAATGGCA AAEL010784

GATCTACATTGAGGATT AAEL004104

GATCTACCAAACGCGAT AAEL007065

GATCTACCAAGTTGGGA AAEL004081

GATCTACCACCCTATCC AAEL005774

GATCTACCATCGGTTCA AAEL004860

GATCTACCATGAGCAGC AAEL010097

GATCTACCATGTCCCGC AAEL005455

GATCTACCATTTCCCTA AAEL004668

GATCTACCCAAATCGAA AAEL009906

GATCTACCCACTGACTG AAEL010724

GATCTACCCCGCAAGTG AAEL008329

GATCTACCCGTGGAAAA AAEL008379

GATCTACCCTGTTCAAA AAEL013408

GATCTACCCTTCGGCTA AAEL013757
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GATCTACCGAAGTCTAA AAEL005432

GATCTACCGCACCCTGA AAEL013902,AAEL013904

GATCTACCGGAAAATAA AAEL005920

GATCTACCGGATGATGC SUPP_AEDES001931

GATCTACCGGCGATTGT AAEL008563,AAEL013677

GATCTACCGGCGGGGTT AAEL002295

GATCTACCGGTCCCTGC AAEL008542

GATCTACCGTTTCCTCA AAEL000685

GATCTACCTCGTGCGCA AAEL000137

GATCTACCTGAACTACA AAEL009201

GATCTACCTGAGAACGC AAEL003881

GATCTACCTGGCCAATA AAEL013652

GATCTACCTGTACTCTC AAEL010169,AAEL010168

GATCTACCTTCAGTACC AAEL003874

GATCTACGAAAACTACG AAEL013174,AAEL007572

GATCTACGAACGGTTCG AAEL004589

GATCTACGAAGGCACGT AAEL004127

GATCTACGAAGTCGAGG AAEL004886

GATCTACGAATGGTCTG SUPP_AEDES013572

GATCTACGACAAGACGA AAEL006645

GATCTACGACACCCTGG AAEL014903,AAEL014292

GATCTACGACAGCGCTT AAEL007962

GATCTACGACGAGATGG AAEL010023

GATCTACGACGATGATG AAEL008709

GATCTACGAGGAAACAC AAEL003673,AAEL003689

GATCTACGAGGAAACGC AAEL013709

GATCTACGAGGCGGCCC AAEL000622

GATCTACGAGTTGTCAA AAEL015447,AAEL003596

GATCTACGATGATTGTG AAEL012930

GATCTACGATGGGGACT AAEL007978

GATCTACGATTGGATGT AAEL008786

GATCTACGATTTTCTGA AAEL002580

GATCTACGCATACCAGG AAEL007417

GATCTACGCCATCCGCC AAEL003427

GATCTACGCCGACAAGG AAEL003606

GATCTACGCCGGAATCA AAEL003216

GATCTACGCCTTCATGC AAEL005340,SUPP_AEDES007988

GATCTACGCGTATGTAT AAEL010312

GATCTACGCTTTGACCA AAEL006499

GATCTACGGAATTCATC AAEL014606

GATCTACGGCTGGCTGG AAEL007951

GATCTACGGTGGCCGCC AAEL010756

GATCTACGGTTAGGTAT AAEL002286

GATCTACGTATACGGCT AAEL003899

GATCTACGTCAATGTGC AAEL008736

GATCTACGTTCGGCGGA AAEL007047,AAEL013915

GATCTACTAAATAATCT AAEL008363

GATCTACTACCTACCGA SUPP_AEDES004208

GATCTACTACCTGTGCG AAEL010778

GATCTACTACGGGAGGA AAEL002958

GATCTACTACTGCTGCT AAEL009042
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GATCTACTCAAGCGGCA AAEL006520,AAEL005589

GATCTACTCCAACTCGG AAEL014183

GATCTACTCCCGGTACG AAEL001749

GATCTACTCGAGGTTGG AAEL000029

GATCTACTCGCTCATAT AAEL007332

GATCTACTCGGAGATTC AAEL005204

GATCTACTCGTCGGAAA AAEL013960

GATCTACTGAAGCAGGT AAEL011925

GATCTACTGAAGTAGGT AAEL009724

GATCTACTGACCCTGCT AAEL012143

GATCTACTTACCCGGTT AAEL003799

GATCTACTTACGCGTGG AAEL001204

GATCTACTTAGGTAACA AAEL002979

GATCTACTTCCCCTCAC AAEL006934

GATCTACTTCGTTACGA SUPP_AEDES011100,SUPP_AEDES011102

GATCTACTTCGTTCACC AAEL012317

GATCTACTTGCATCTGA AAEL002089

GATCTACTTGTTCCTCT AAEL003355

GATCTAGCTTTATTGAA AAEL006175

GATCTATAACCGACAAG AAEL003404

GATCTATACCAACTGCA AAEL000149

GATCTATACGGGACGGC AAEL004891

GATCTATACTGTTCACG AAEL001432

GATCTATAGAATCTGTA AAEL011758

GATCTATAGGGTCTTCT SUPP_AEDES009808

GATCTATAGTAGAAATC AAEL008079,AAEL013629

GATCTATAGTTTTGCCT AAEL013568

GATCTATATGGCGCTCC AAEL010146,AAEL015524

GATCTATATGTGCTTGG AAEL000321,AAEL015010

GATCTATCAGCCCCGTA AAEL004562

GATCTATCAGGCATGGA AAEL011752

GATCTATCATTCCCCAC AAEL010543

GATCTATCCAAAGAGCA AAEL010461

GATCTATCCAATCTTAG AAEL012817

GATCTATCCCATCAAAC AAEL009839

GATCTATCCGAACCCGA AAEL003811

GATCTATCCGATTCACA SUPP_AEDES005681

GATCTATCCTACATCTT AAEL010389

GATCTATCCTCCGGAGA AAEL000963

GATCTATCCTTCGAGCG AAEL015272,AAEL003781

GATCTATCGAATCAGTC AAEL004522

GATCTATCGAGCTAAGC AAEL013852

GATCTATCGTAATTCGA AAEL002018

GATCTATCGTGCTGATA AAEL006249

GATCTATCGTTTTCCGA AAEL002048

GATCTATCTGAACTAGC AAEL003202

GATCTATCTGCTTCTGG AAEL012159,AAEL009677

GATCTATGAGTCTGTGA AAEL010337

GATCTATGATGGGTACC AAEL005882,AAEL005872

GATCTATGCAACAAAGT AAEL011606

GATCTATGCAATGGTTG AAEL006570
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GATCTATGTTAGCCAGT AAEL007236

GATCTATGTTGATGCTA AAEL006536,AAEL006544

GATCTATTACGAAGCAG AAEL013655

GATCTATTAGTCTTGGG AAEL007277

GATCTATTATGAAGCAG AAEL002350,AAEL002328

GATCTATTATGTAATCA AAEL008002

GATCTATTCAATGTGAG AAEL007810

GATCTATTCATTCTGGG SUPP_AEDES014227

GATCTATTCCTTGGAGA AAEL007066,AAEL007054

GATCTATTCGAAGGAGC AAEL007948

GATCTATTCTACGAACG AAEL003695

GATCTATTCTTCTACCG SUPP_AEDES000235,AAEL013694,AAEL008083

GATCTATTGAGTGGTCT AAEL003849

GATCTATTGCTAGGCGT AAEL010734,AAEL010735

GATCTATTGCTGGTGGT SUPP_AEDES011852

GATCTATTGGGCTGGAC AAEL003550

GATCTATTTCCACTGAG AAEL013965

GATCTATTTGTTGGAAA AAEL011719,AAEL014388

GATCTATTTTGCAACCT AAEL012207

GATCTATTTTGGGTTCC SUPP_AEDES014245

GATCTCAAAAGTGCGTA AAEL007323,AAEL012629

GATCTCAAACCATTGGC AAEL005270

GATCTCAACAATACAGT AAEL007382

GATCTCAACATTGATGA AAEL000185

GATCTCAACCAGAGCGT AAEL002550

GATCTCAACCAGATGTA SUPP_AEDES011579

GATCTCAACGCAGGATA AAEL010081

GATCTCAAGCAATGCAC AAEL010869,AAEL009979

GATCTCAAGGTCGTCGT AAEL004229

GATCTCAAGTGGCTCGA AAEL002207

GATCTCAAGTTTAACTA AAEL012421

GATCTCAATCAACGAGG AAEL012731

GATCTCAATCGCCACCA AAEL009428

GATCTCAATTGAGTCGT AAEL002081

GATCTCACAATTGGGCA SUPP_AEDES012151

GATCTCACACAAACGAG AAEL000005

GATCTCACACATACTAC AAEL010558

GATCTCACACCGACAAC SUPP_AEDES000865,SUPP_AEDES001374

GATCTCACAGTTCTGGC AAEL004603,AAEL004625

GATCTCACATTCGACAG AAEL009423

GATCTCACATTTGTCAA SUPP_AEDES001153

GATCTCACCGAACAAAG AAEL008370

GATCTCACGTTTGGTGT AAEL000178

GATCTCACTACGCTGCC AAEL005103,AAEL005158

GATCTCACTCACACACG AAEL012215

GATCTCACTCCCGAGCA AAEL001607,AAEL001614

GATCTCACTCTGACTCC AAEL002543,SUPP_AEDES000471

GATCTCACTGACGGCGC AAEL002874

GATCTCACTTACGCCGC AAEL009077

GATCTCACTTCGCGAGA AAEL007133,SUPP_AEDES010821

GATCTCAGAAACGACCC AAEL013139
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GATCTCAGCATAGTAGT AAEL008393

GATCTCAGCCATCACAA AAEL009022

GATCTCAGCGAGTTCGA AAEL013064,AAEL012843

GATCTCAGCTAAGCAAG AAEL012078

GATCTCAGCTCGGACAT AAEL012612

GATCTCAGCTCTCCTGG AAEL007399,AAEL007395

GATCTCAGTCAGGAGTG AAEL003950

GATCTCAGTCTGCAACA AAEL011602

GATCTCAGTTTTAGTTT SUPP_AEDES004159

GATCTCATACCGACAAC AAEL009322,AAEL000675

GATCTCATAGTCAATCA AAEL000604

GATCTCATCATACTTCG AAEL009572,SUPP_AEDES014649

GATCTCATCCACTTCAA AAEL006813

GATCTCATCCCTGGCGT AAEL007469

GATCTCATCCTAGGCGA AAEL010949

GATCTCATCCTGCTTTC AAEL010911

GATCTCATCGGCTGCGG AAEL010488

GATCTCATCTACCGAAC AAEL003493

GATCTCATCTCCGAGTA AAEL005084

GATCTCATGCCGGACTA AAEL013992

GATCTCATGGGAAGATG SUPP_AEDES004841

GATCTCATGGGTTTGCT AAEL000500

GATCTCATTACCAACGG AAEL011989

GATCTCATTCTGAGCTC AAEL012774

GATCTCATTGACAACAA SUPP_AEDES004127,SUPP_AEDES004130

GATCTCATTGTTTGTCA AAEL015143

GATCTCATTTGAGTTTG AAEL011434

GATCTCCAAAGTTTCCA AAEL004489

GATCTCCAACAACATGC AAEL010318

GATCTCCAAGAAGCTGT AAEL009604

GATCTCCAAGCAGGAAT AAEL005961,AAEL004631,AAEL004616,AAEL001951

GATCTCCAAGCAGGAGT AAEL011197

GATCTCCACAGACACAC AAEL012146

GATCTCCACGGGACAAG AAEL011778

GATCTCCACTGCTGTGG AAEL002813

GATCTCCAGAAGTCTCC AAEL001052

GATCTCCATCGGGACAC AAEL012107

GATCTCCCAACAGCAAC AAEL002231

GATCTCCCAATCGAATC AAEL000109

GATCTCCCACCAAGCCC AAEL013989

GATCTCCCAGCAGCAGC AAEL002246

GATCTCCCCAAGAAAGC AAEL005232

GATCTCCCGAGGGAAAT AAEL004983

GATCTCCCGATGCCGCA AAEL006925,AAEL014002

GATCTCCCGCTTATCAC AAEL011396

GATCTCCCGTGTCTTTT AAEL003988

GATCTCCCTATCTGGTG AAEL003193

GATCTCCCTGCCACCCT AAEL000330

GATCTCCCTTCGCCTGT AAEL001006

GATCTCCCTTTGAAGCG AAEL015099

GATCTCCGAAATCTTGG AAEL011985
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GATCTCCGAATTTGGAC AAEL007402

GATCTCCGACAGATGCC AAEL007841

GATCTCCGAGATGCTCA AAEL008781,AAEL001703

GATCTCCGAGCCAGTGT AAEL001683

GATCTCCGATGCCAGAG AAEL009313

GATCTCCGATTTCTCGT AAEL009882

GATCTCCGATTTGCCGG AAEL012370

GATCTCCGCCGATTACG AAEL013528

GATCTCCGGAAGAAGGG AAEL010823

GATCTCCGGAAGTTATG AAEL003539

GATCTCCGGGAAGAAAG AAEL009962

GATCTCCGGTGGGGCCA AAEL008257

GATCTCCGTGCCAAGTT AAEL010821

GATCTCCGTTCAACCGG AAEL010094

GATCTCCTAAAGGCGGA SUPP_AEDES009726,AAEL009846

GATCTCCTCGCGTTTCT AAEL004699

GATCTCCTCTACTGGAA AAEL012211

GATCTCCTGATGTGTTC AAEL007938

GATCTCCTGGGCGGACG AAEL005766

GATCTCCTTCTCGTTCT AAEL013759,AAEL011169

GATCTCCTTCTTTATTC AAEL013272

GATCTCCTTGCTTCACC AAEL007609

GATCTCCTTGTCGTGGG AAEL007310

GATCTCGAAAGGACTTC SUPP_AEDES011104

GATCTCGAAATTGTATG AAEL013072

GATCTCGAACAGCATCG AAEL001113

GATCTCGAAGATGTTAG AAEL011944

GATCTCGAAGGGTAGCA AAEL004995

GATCTCGAATACTTTCG AAEL004865,SUPP_AEDES004602,AAEL004887

GATCTCGAATGCATTTT AAEL002501

GATCTCGACCAGCAAAA AAEL000934

GATCTCGACCCACTCCA AAEL011068

GATCTCGACCGTAATTT AAEL013939

GATCTCGACGAGCGAGG AAEL008465

GATCTCGACTCGAAAGT AAEL006880

GATCTCGAGAAGCTAAA AAEL007898

GATCTCGAGGACGAACG AAEL009377

GATCTCGAGTACAAGCA AAEL007151

GATCTCGATGACGATGG AAEL002221

GATCTCGATGAGGACGG AAEL003174

GATCTCGATGAGGCTGC AAEL005552

GATCTCGATGATGTGGT AAEL010464

GATCTCGATGGGTGAGT AAEL007239

GATCTCGCAAAAACTTA AAEL007638

GATCTCGCAATACCCTA AAEL009041

GATCTCGCACTTTCTCA AAEL011568

GATCTCGCCAGAAATCT AAEL010814

GATCTCGCCCGTTGTGA AAEL007308

GATCTCGCCGTCGTTTT AAEL003648

GATCTCGCCTCGACGGG AAEL010812

GATCTCGCGAGGGAGTT AAEL011934
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GATCTCGCGCTCAAGCA AAEL001099

GATCTCGCGGTAGTAGA AAEL012621

GATCTCGCGGTCGAAGG AAEL013981,AAEL013983

GATCTCGCTTTAAATCG AAEL002089

GATCTCGGAGGTCCGCT AAEL008079,AAEL013629

GATCTCGGAGTGATAGC AAEL001600

GATCTCGGCGTTGGCAA AAEL005170,AAEL013009

GATCTCGGCTTCGGACC AAEL011715

GATCTCGGGACGAGCCG AAEL005401

GATCTCGGGCGTGGCGT AAEL002813

GATCTCGGTATGACGCC AAEL013372

GATCTCGGTCGCAAGAA AAEL002534

GATCTCGGTGCCGGTAA AAEL004381

GATCTCGGTTTGGGTTT SUPP_AEDES004436

GATCTCGTCAACAAACG AAEL007845

GATCTCGTCCAAACGTT AAEL001769

GATCTCGTTCATCCTGG AAEL004970

GATCTCGTTCCCTGTCT AAEL011101

GATCTCGTTCGCACTGC AAEL002833

GATCTCGTTCGCCAAGC AAEL009891

GATCTCGTTCGTGATGG AAEL004633

GATCTCGTTCTATCTTT AAEL007385

GATCTCGTTGTAGATAT AAEL001824

GATCTCGTTTGTAGTTG SUPP_AEDES002310

GATCTCGTTTGTCGGCA AAEL001266,AAEL001251

GATCTCTACATCTTGAA AAEL010229

GATCTCTACATTCCACT AAEL003541

GATCTCTACCATAATCG AAEL005721

GATCTCTCAAATGTTCT AAEL008475

GATCTCTCAACTGTTTC SUPP_AEDES002311

GATCTCTCAGCCCCAAC AAEL002435

GATCTCTCCAGCGTACA AAEL001729

GATCTCTCCCACACCGC AAEL004709

GATCTCTCCCACGACGA AAEL004450

GATCTCTCCCTATCTCG SUPP_AEDES013897

GATCTCTCGCTCTCTCA AAEL001421

GATCTCTCGGCGTCGGT AAEL013158,AAEL005901,AAEL006141

GATCTCTCGTCGTTATG AAEL002259

GATCTCTCTTCCCCACA AAEL011704

GATCTCTCTTCCCCCAC AAEL014843

GATCTCTCTTTCCTTTT SUPP_AEDES005710

GATCTCTCTTTGGTGGG AAEL003116

GATCTCTGCCAACCAAC AAEL005614,AAEL005607

GATCTCTGCCAACTACT AAEL005609

GATCTCTGCCAGCTCAC AAEL006056

GATCTCTGGCGGTGCTT AAEL000442

GATCTCTGTGACGAACT AAEL010798

GATCTCTTATTTGGACT SUPP_AEDES010161

GATCTCTTCCTCCCTTC AAEL010546

GATCTCTTCGACGAAGA AAEL001314

GATCTCTTCGAGCGTCG AAEL008303
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GATCTCTTGCTGATTCA AAEL013203

GATCTCTTTTCCGAATT AAEL010585

GATCTCTTTTCCGATTG AAEL006021

GATCTGAAAAAAGCCTA AAEL009832

GATCTGAAAATGGGCGG AAEL012196,AAEL000348

GATCTGAAAATTGTGTC AAEL000452

GATCTGAAACAAGCTCT AAEL004059

GATCTGAAACAGAGGCG AAEL002375

GATCTGAAACGGGAAGC AAEL003918

GATCTGAAACGGGACGT AAEL009922

GATCTGAAACTCCGCTT SUPP_AEDES005011

GATCTGAAAGAACTATC AAEL013250

GATCTGAAAGAACTGCT AAEL011780

GATCTGAAAGTGCTAAT AAEL001145

GATCTGAAATGGAATTC AAEL001264

GATCTGAACAAACTAGG AAEL003412

GATCTGAACAACCTGTA AAEL011995

GATCTGAACATGGAATC AAEL004306

GATCTGAACCGACTAAA AAEL007353

GATCTGAACTACTCGAT AAEL009971,SUPP_AEDES015248

GATCTGAACTCGGACCC AAEL006976

GATCTGAACTTCTGCAC AAEL011396

GATCTGAAGAAGCCAAA AAEL000411,AAEL000408

GATCTGAAGAAGCTGAA AAEL012703,AAEL012696

GATCTGAAGAAGTTGAA AAEL013233,AAEL005856

GATCTGAAGAATACCAA AAEL010765

GATCTGAAGAATTCAAA AAEL008843

GATCTGAAGAGGAAAAC AAEL005212

GATCTGAAGCAAATTGG AAEL000248

GATCTGAAGCGGCACCA AAEL009916

GATCTGAAGGAATGGAA SUPP_AEDES006662

GATCTGAAGGACGTTCA AAEL011130

GATCTGAAGGAGCTGCA AAEL002808

GATCTGAAGGAGGTCGT AAEL005901

GATCTGAAGTGGAACCC AAEL014268

GATCTGAAGTGTTTGGT AAEL011544,AAEL010453

GATCTGAATCCGAAGTC AAEL008412,AAEL012845

GATCTGAATCCGATTGA SUPP_AEDES003318

GATCTGAATCGATTCTT AAEL003067

GATCTGAATCGGTAAGA AAEL002833

GATCTGAATCGGTAGCC AAEL006485

GATCTGAATCTACACGT AAEL011133

GATCTGAATCTGCTGAA AAEL006373,AAEL006364

GATCTGAATCTGCTGAG AAEL006086

GATCTGAATCTTCACGT AAEL006240

GATCTGAATGGGTTCGT AAEL007390

GATCTGAATGTGTTGAC AAEL013285

GATCTGAATTCGATTGC SUPP_AEDES012726

GATCTGACACAGTTACA AAEL004110

GATCTGACCAAGTCCCT AAEL012196,AAEL000348

GATCTGACCGACTATCA SUPP_AEDES005486,AAEL004187
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GATCTGACCGAGCACTT AAEL003489,AAEL015667

GATCTGACCGAGCTGAT AAEL011527

GATCTGACCGAGTTGAC AAEL000752

GATCTGACCGTACGAGA AAEL004627

GATCTGACCGTGAATGG AAEL007632

GATCTGACCGTTGGCGG AAEL006785

GATCTGACGAATTACCG AAEL009868

GATCTGACGCTGTGCGA AAEL012939,AAEL015379

GATCTGACGGTTCTGCT AAEL006860

GATCTGACTATTGGCAT SUPP_AEDES002244

GATCTGACTGAAATACT AAEL004387,SUPP_AEDES004165

GATCTGACTGAGTCAAC AAEL014440

GATCTGAGAAAAAGCGG AAEL006813

GATCTGAGAAAAAGGCT AAEL011302

GATCTGAGATATTCGAA AAEL008041

GATCTGAGTACAGCAAA AAEL002834

GATCTGAGTGACCGTGA SUPP_AEDES006420,,AAEL015172,SUPP_AEDES000119,

SUPP_AEDES000832,SUPP_AEDES003775

SUPP_AEDES004782,SUPP_AEDES001732

GATCTGAGTGGCCGCCG AAEL013265,AAEL007155

GATCTGAGTTTGACAGA AAEL008056

GATCTGATGATGGAGTA AAEL010003

GATCTGATGATGTGTAG AAEL000839

GATCTGATGATTGTTAA AAEL005870,AAEL005848

GATCTGATGGCTGTTGT AAEL008808

GATCTGATGGTCCACTT AAEL006993

GATCTGATGGTTCGCCA AAEL008489

GATCTGATGTACGCCAA AAEL006642,AAEL013229

GATCTGATGTTCTACCT AAEL006150

GATCTGATTACCAACAT AAEL003530,AAEL005027

GATCTGATTCAACCAAA AAEL002917

GATCTGATTCAGCATTT AAEL012306

GATCTGATTCGGGGAAC AAEL010315

GATCTGATTGACGAATG AAEL007196

GATCTGATTGATGGACA AAEL008199

GATCTGATTGCCGAAAC AAEL011114,AAEL000451

GATCTGATTGGAGTCGT AAEL013338

GATCTGATTGTTGCCAC AAEL007926

GATCTGATTTCCGGCAA AAEL002687,AAEL002688

GATCTGATTTCGACCTC AAEL008645

GATCTGCAAACGCTGGC AAEL012676

GATCTGCAAATCGACAG AAEL009388,AAEL009413

GATCTGCAAATGTCGTT AAEL010434

GATCTGCAACAGGATGA AAEL002728

GATCTGCAACCGAATCG AAEL004200

GATCTGCAAGCTGCCGG AAEL005022

GATCTGCAAGGCGAACA AAEL003727

GATCTGCAAGTGCTGCG SUPP_AEDES009454,AAEL009630

GATCTGCAATAAAGAAG AAEL005428

GATCTGCAATATTTCCA AAEL002870

GATCTGCAATCTGTAAA AAEL010762,AAEL010753
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GATCTGCACCACTTCAA AAEL003382

GATCTGCACGACATCGA AAEL013455,AAEL011560

GATCTGCACGCCTACAA AAEL007599

GATCTGCACGCGGTGGA AAEL000812

GATCTGCACGCGTACAA AAEL015312

GATCTGCACTCGCTGCT AAEL003542

GATCTGCACTTCAAGGG AAEL003179

GATCTGCACTTCAAGTA AAEL013236

GATCTGCAGAAAATGCA AAEL000115,AAEL015658

GATCTGCAGAACTGGCA AAEL012240

GATCTGCAGAAGGGTCT AAEL004916

GATCTGCAGACCTGTTC AAEL000028

GATCTGCAGAGAGCTGT AAEL010359

GATCTGCAGATGCGGCG SUPP_AEDES012194

GATCTGCAGCAGAAGTC AAEL006931

GATCTGCAGCAGCGATG AAEL010648

GATCTGCAGCTCCCGGT AAEL001573

GATCTGCAGTATCTGTT AAEL000889,AAEL005739

GATCTGCAGTTCTTCAC AAEL003872

GATCTGCATCCAACAGA AAEL002720

GATCTGCATGGCCAGCT AAEL001390

GATCTGCATTCCTCTTC AAEL002645

GATCTGCATTTACCCTT AAEL011973

GATCTGCATTTCAATTA AAEL005078

GATCTGCCAAACCATCC AAEL005890

GATCTGCCAAAGTCGAG AAEL012441

GATCTGCCAAATGTGCT AAEL011536

GATCTGCCAACAAGGCA AAEL007565

GATCTGCCAATCGACTG SUPP_AEDES005011

GATCTGCCAGCCATCTC AAEL008699

GATCTGCCAGTATTGCA AAEL012176

GATCTGCCCAAAAGCAT AAEL004978

GATCTGCCCAACGCAAT AAEL004565

GATCTGCCCATTATGAA AAEL004120

GATCTGCCCCCGGCGCA AAEL011952

GATCTGCCCCGTGCCGT AAEL001061

GATCTGCCCTGGGAGCC AAEL000735

GATCTGCCGAACATCAC AAEL010500

GATCTGCCGACGAAGCC AAEL009911

GATCTGCCGATTCAAAA AAEL008413

GATCTGCCGCAAGTGCT AAEL006511

GATCTGCCGCAGTGGCT AAEL013253

GATCTGCCGCAGTTGAT AAEL012481,AAEL011941,AAEL001615

GATCTGCCGGATGAACC AAEL002867

GATCTGCCGGCTCCTCA AAEL008124

GATCTGCCTAATCCTGG AAEL014413

GATCTGCCTCCGGTTGG AAEL012440

GATCTGCCTCGACATCC AAEL005038

GATCTGCCTCTTGGCCT AAEL010024

GATCTGCCTGGCCATCT SUPP_AEDES002619

GATCTGCCTGGCCCTCT SUPP_AEDES001812
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GATCTGCCTGGGAAAGG AAEL005028

GATCTGCCTTGGGTGCA SUPP_AEDES010747,SUPP_AEDES012595

GATCTGCGAAAGTGGTG AAEL006983

GATCTGCGAACAGGAGT SUPP_AEDES012595

GATCTGCGAACCAGCAA AAEL007576,AAEL007572

GATCTGCGAACCGTACG AAEL004370

GATCTGCGAACCGTCCT AAEL002304

GATCTGCGAAGCAGAAC AAEL002981,AAEL011791

GATCTGCGAAGGGTGGT AAEL013905

GATCTGCGACAGGCTGC AAEL008353

GATCTGCGACTACGGCA AAEL000798

GATCTGCGACTTCGGGT AAEL000109

GATCTGCGAGAAGTGCG AAEL011022

GATCTGCGAGCAAACCA AAEL003771,AAEL003755

GATCTGCGAGCGTATGC AAEL012181

GATCTGCGAGGAAAGGT SUPP_AEDES001319

GATCTGCGAGGAACTGG AAEL010107

GATCTGCGAGGACATTG AAEL005435

GATCTGCGATAAATTGC AAEL011776

GATCTGCGATACAATTT AAEL012076

GATCTGCGATACGAAAT AAEL000386

GATCTGCGATATTCATG AAEL010123

GATCTGCGCAAGTCCTC SUPP_AEDES005220

GATCTGCGCACCAAATT AAEL001360

GATCTGCGCACTTTTAT AAEL007058

GATCTGCGCCACTATTC AAEL009309

GATCTGCGCCCCAAGAA AAEL005629

GATCTGCGCCGTGCTGA AAEL002992

GATCTGCGCTGCATTAT AAEL003990

GATCTGCGCTGGTTATG AAEL007818

GATCTGCGCTTCCAAAG AAEL011215,SUPP_AEDES011104,AAEL011424

GATCTGCGCTTCCAGAG AAEL003836,AAEL003850,AAEL012072,AAEL003852,

AAEL003856,AAEL003828,AAEL003827

GATCTGCGGAACCAGTC AAEL008952

GATCTGCGGAAGCAGTT AAEL013278,SUPP_AEDES012752

GATCTGCGGAATGGAAG AAEL001260

GATCTGCGGCACTCGGT AAEL003822

GATCTGCGGTAAATTTT AAEL000292

GATCTGCGGTTCACCCG AAEL012559

GATCTGCGTAAATGGGA AAEL008045

GATCTGCGTAGTTACAA AAEL014947

GATCTGCGTCTGTGACG AAEL014536

GATCTGCGTGCACAGTT AAEL012841

GATCTGCGTGTGTTTAA AAEL004356

GATCTGCGTTCCGCTGC AAEL010464

GATCTGCGTTTGATGGC AAEL015125,AAEL012152

GATCTGCTAAACATAAA SUPP_AEDES005151

GATCTGCTAACGGCCAT AAEL013338

GATCTGCTAATTTTTGT AAEL006454

GATCTGCTACAACTGAA AAEL001056

GATCTGCTACCGTATCT AAEL009503

Page 112



GATCTGCTACGAGTATT AAEL002363

GATCTGCTAGAAGTTTA AAEL013844

GATCTGCTAGTTCCAGT AAEL008249

GATCTGCTAGTTCTATA AAEL000508

GATCTGCTCAGTTCCAT AAEL000682

GATCTGCTCCCATCTAC AAEL012723

GATCTGCTCCGGGAGTA AAEL008175

GATCTGCTCCTTCACGT AAEL003582

GATCTGCTCGCCAGTCA AAEL014881,AAEL013592

GATCTGCTCGTCGGCTC AAEL011917

GATCTGCTCTACGGTAA SUPP_AEDES011265,AAEL011663

GATCTGCTCTTCCTCCA AAEL000343

GATCTGCTGAAATCATC AAEL009968,AAEL011341

GATCTGCTGAACCCAGT AAEL001976,AAEL001958

GATCTGCTGAACTTCAA AAEL011990

GATCTGCTGACCAACTT AAEL011741

GATCTGCTGACGACCAT AAEL009968,AAEL011341

GATCTGCTGACGATGAA AAEL001982,AAEL001972,SUPP_AEDES001763

GATCTGCTGAGCGGATT AAEL003857,AAEL003841

GATCTGCTGAGTGGGTT AAEL003832

GATCTGCTGATAGTAGG AAEL007089,AAEL007088

GATCTGCTGATGCGACT AAEL009291

GATCTGCTGATGGAGCT AAEL010440,AAEL010432

GATCTGCTGATGGAGTT AAEL011656

GATCTGCTGCGTGGAGT AAEL014211,AAEL004210

GATCTGCTGCTTCTCGG AAEL007151,AAEL011827

GATCTGCTGGACGCTAT AAEL014276

GATCTGCTGGATATTGA AAEL010330

GATCTGCTGGGAAGCAA AAEL013510,SUPP_AEDES006681

GATCTGCTGGGAGAACT AAEL011742

GATCTGCTGGTTCTGTT AAEL009899

GATCTGCTGTACCTGGA AAEL005798

GATCTGCTGTAGCTAAC AAEL001501

GATCTGCTGTATATTGA AAEL000006

GATCTGCTGTATCGGTC AAEL002329

GATCTGCTGTCCAGCTA AAEL001321

GATCTGCTGTCCATCTG AAEL005796

GATCTGCTGTCTTGCTG AAEL015312,AAEL012216

GATCTGCTGTGGAAATA AAEL001861

GATCTGCTGTGGCGAAA AAEL007799

GATCTGCTGTGTCATTG AAEL000951

GATCTGCTGTTCAAGAA AAEL014234,SUPP_AEDES013831

GATCTGCTGTTGTGGTT SUPP_AEDES000306

GATCTGCTTCTATGCGT AAEL010806

GATCTGCTTCTGCTGCT AAEL003423

GATCTGCTTGAAGCGCA AAEL007715

GATCTGCTTGAGAGATG AAEL006813

GATCTGCTTGCACCGCT AAEL003959

GATCTGCTTGCGCAAGT SUPP_AEDES012205

GATCTGCTTGCGCTTCT AAEL003396

GATCTGCTTGGAGGCAG AAEL014127,AAEL004855
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GATCTGCTTGGCAATGA AAEL009825

GATCTGCTTGGCTCGAG AAEL005043

GATCTGCTTTCATCGGT AAEL007526,AAEL007532

GATCTGCTTTGCAGGAT AAEL013139

GATCTGCTTTGGGACAG AAEL011711

GATCTGCTTTTTGACGA AAEL013538

GATCTGGAAAACATCCT AAEL010157

GATCTGGAAAACCAAAT AAEL007426,AAEL009509

GATCTGGAAAATACATG AAEL012695

GATCTGGAAACTGTCCG AAEL010403

GATCTGGAAATTCGCAC AAEL008430

GATCTGGAACGACTGAA AAEL009747

GATCTGGAACGGAAGGA AAEL004302

GATCTGGAACTGCGGGG AAEL007077

GATCTGGAACTGGAGCA AAEL011747,AAEL014895

GATCTGGAAGACTACGT AAEL007297

GATCTGGAAGATGGTGA AAEL005146,AAEL005141

GATCTGGAAGGCTTCAC AAEL011715

GATCTGGAATCCGCCAA AAEL007818

GATCTGGACACATTCGG AAEL011527

GATCTGGACCAGTTGAC AAEL001038

GATCTGGACGAGAAGGA AAEL010056,AAEL010065

GATCTGGACGAGATTTT AAEL009871

GATCTGGACGCGGCGAT AAEL009538,AAEL010213

GATCTGGACGGCAACGT AAEL013679,AAEL014722

GATCTGGACTCCGGTGC AAEL002504

GATCTGGACTGTAGCGG AAEL002182

GATCTGGACTTTTCGCC AAEL008595

GATCTGGAGCAAGCGCA AAEL000289

GATCTGGAGCGGAACGA AAEL013852,AAEL013569

GATCTGGAGTTCAACAG AAEL013221

GATCTGGATATCCGACC AAEL003078

GATCTGGATGGCTGTGG AAEL006694

GATCTGGCAATGGAAAC AAEL005528

GATCTGGCACAGGAACA AAEL014347

GATCTGGCATGCAAGAC AAEL013069

GATCTGGCCAAACCAGG AAEL008403

GATCTGGCCAAAGCTGG SUPP_AEDES008268,SUPP_AEDES008276

GATCTGGCCAATCTGCT AAEL005077,AAEL013158,AAEL005901

GATCTGGCCATCATTGC AAEL002160

GATCTGGCCATCATTGT AAEL002719,AAEL002714

GATCTGGCCATCTCAGA AAEL006082

GATCTGGCCCAGAATGT SUPP_AEDES003541

GATCTGGCCCGGAAAAT AAEL013675

GATCTGGCCCGTCTGCT AAEL009994

GATCTGGCCCTTGGCGG AAEL005336

GATCTGGCCGACAAGTG AAEL013739

GATCTGGCCGCCAAGTA AAEL010777

GATCTGGCCTACAATGC AAEL002960

GATCTGGCGAACGTTTT AAEL014501

GATCTGGCGAAGCTTTT AAEL004244
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GATCTGGCGACGGTTTG AAEL012564

GATCTGGCGCAGACGGA AAEL012585

GATCTGGCGCTACTATT AAEL014039

GATCTGGCGGAAGGAAA AAEL001810

GATCTGGCGGCCATGGT SUPP_AEDES001488

GATCTGGCGTCCTCCAG AAEL005594

GATCTGGCGTTCCAAAC AAEL003503

GATCTGGCGTTGAACTT AAEL010060

GATCTGGCTCAGACATT AAEL001264

GATCTGGCTCCATTCTG AAEL000445

GATCTGGCTCGGTTCGA AAEL006859

GATCTGGCTCTGATTGT AAEL001872

GATCTGGCTGATGGATT AAEL005129,AAEL009653

GATCTGGCTGGCCATCG SUPP_AEDES015067,SUPP_AEDES008358

GATCTGGCTGTTGAGCA AAEL004386

GATCTGGGAACACAATT AAEL008761

GATCTGGGACAGGTCTA AAEL009185

GATCTGGGACGGTTTGC AAEL010789

GATCTGGGAGTTGGAAG AAEL011116

GATCTGGGATGTGTTAC AAEL006788

GATCTGGGCTCCGGACA AAEL011724

GATCTGGGGACTGGTAT AAEL004356

GATCTGGGTAATGACGA AAEL001965

GATCTGGTCACCCTCCT AAEL014876,AAEL004090

GATCTGGTCATCCTGCT AAEL011708,AAEL014843,AAEL011704

GATCTGGTCATGTACTG SUPP_AEDES004897

GATCTGGTCCACCAAGC AAEL014505,AAEL010530,AAEL010519

GATCTGGTCCAGAGGGC AAEL003427

GATCTGGTCCGCACTCA AAEL000853

GATCTGGTCTTCCCGGC AAEL009496

GATCTGGTGAAACCCAT AAEL008131

GATCTGGTGAAGAATTT AAEL003704

GATCTGGTGCCAACCGT SUPP_AEDES004281,AAEL004537

GATCTGGTGCTACTGAA AAEL004121

GATCTGGTGCTCTCGAA AAEL002953

GATCTGGTGGAGTGCTT SUPP_AEDES004363

GATCTGGTGTCCGAATA AAEL002851,SUPP_AEDES002831

GATCTGGTGTGGCAGGT AAEL003991

GATCTGGTTAAAATGCT AAEL012989

GATCTGGTTAAACTTCT AAEL008723

GATCTGGTTCGGCATCC SUPP_AEDES012719,AAEL013258

GATCTGGTTCGTGTCCG AAEL000763

GATCTGGTTCTCCCGGA AAEL007550

GATCTGGTTCTGGGAGA AAEL013262

GATCTGGTTGAGGTCCG AAEL010821,AAEL010952

GATCTGGTTGGCGGTTT AAEL007581

GATCTGGTTGTACCTTC AAEL001102

GATCTGGTTTCTGGGTG AAEL006298

GATCTGTAAACTGATAA AAEL008207

GATCTGTAAAGCCGAAA AAEL005733

GATCTGTAAGACCAGTT AAEL012817
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GATCTGTAAGGACTGTG AAEL002510

GATCTGTAAGGCACCCT SUPP_AEDES012616

GATCTGTAAGTTGGAAT AAEL007474,AAEL009773

GATCTGTACAATGGCAA AAEL011470

GATCTGTACAGCGGAAA AAEL013845

GATCTGTACAGGATGGC AAEL007872,AAEL003601,AAEL003585

GATCTGTACATACTAGG AAEL010742

GATCTGTACCCGGAGGA AAEL013694,AAEL008083

GATCTGTACGAACTGCG AAEL007771

GATCTGTACGACGATGA AAEL014430,SUPP_AEDES014059

GATCTGTACGAGAAAAT AAEL003998

GATCTGTACGATAAGCT AAEL003469

GATCTGTACGGCGAGCG AAEL007691

GATCTGTACTCGAGCTG AAEL007457

GATCTGTACTGCCGGCG AAEL002891

GATCTGTACTTGATGTC AAEL002346

GATCTGTAGAAGTAGAG AAEL006870

GATCTGTAGATTCTCCT AAEL005400,SUPP_AEDES005113

GATCTGTAGTGGAAGAA SUPP_AEDES001594

GATCTGTATACGAATGC AAEL014079,AAEL005670

GATCTGTATCGGTATAG SUPP_AEDES002431

GATCTGTATCTACGGGA SUPP_AEDES003267

GATCTGTATTGGTGAAA AAEL000026

GATCTGTCAAACTGCAC SUPP_AEDES001003

GATCTGTCAACATTGCC AAEL006627

GATCTGTCACAAAACAA AAEL002761

GATCTGTCACAGTACTT AAEL004500

GATCTGTCAGTGTGATA AAEL002795

GATCTGTCATCATCAAA AAEL012175

GATCTGTCCATTAGTGC AAEL001511

GATCTGTCCCAGTTCTT AAEL013189

GATCTGTCCCATTGGTA AAEL002647

GATCTGTCCCGTTTCGT AAEL005722

GATCTGTCCCTTCTCTG AAEL001946

GATCTGTCCGGCAAGGA AAEL005266

GATCTGTCCGTATCTGC AAEL011476

GATCTGTCCTACGACAA AAEL015354,AAEL006014

GATCTGTCCTCCATCGA AAEL009653

GATCTGTCGACGCGACC AAEL001169

GATCTGTCGAGACATTG AAEL003449

GATCTGTCGAGTGTGGC AAEL003917

GATCTGTCGCAAAACGG AAEL011927

GATCTGTCGCAGCAAGC AAEL011711,AAEL009651

GATCTGTCGCAGGTGGG AAEL001412

GATCTGTCGCTGAGTCC SUPP_AEDES010702

GATCTGTCGCTTTATTT AAEL003006

GATCTGTCGGAACAGCC AAEL006116

GATCTGTCGGACAGAAA AAEL001385

GATCTGTCGGATATTTC AAEL012354

GATCTGTCTACCGGTGT AAEL000074

GATCTGTCTATCTATCG AAEL001751
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GATCTGTCTCGAGCAAT SUPP_AEDES010144

GATCTGTCTGCCGGTAG AAEL000084

GATCTGTCTGGGACGGA AAEL008375

GATCTGTCTTGTGTGAG AAEL010470

GATCTGTGACAATGCAA AAEL008489

GATCTGTGACTGAAAGA AAEL011627

GATCTGTGAGAACGTGT AAEL008351

GATCTGTGCAAGATTTC AAEL013240

GATCTGTGCAAGTATCT AAEL002170,SUPP_AEDES002186

GATCTGTGCAGGAGAGG AAEL011222

GATCTGTGCATAAGAGT AAEL003366

GATCTGTGCCGGTGGCG AAEL000038

GATCTGTGCCTGTCGGA AAEL003973

GATCTGTGCCTTGGGCG AAEL006674

GATCTGTGCGAGCAGAA AAEL002928,AAEL002926

GATCTGTGCGATTGCCG SUPP_AEDES007942

GATCTGTGCGGGATTTA SUPP_AEDES012306,AAEL013047

GATCTGTGCGTCCAGGT AAEL012359

GATCTGTGCTCCCAATA AAEL012125,SUPP_AEDES009130

GATCTGTGCTGCTCCGT SUPP_AEDES001448

GATCTGTGGAAAGTGTC SUPP_AEDES012435

GATCTGTGGAACATGCT AAEL010834

GATCTGTGGAAGGACCT AAEL010168

GATCTGTGGATGATGAG AAEL008969

GATCTGTGGATTTCTTT AAEL004485

GATCTGTGGGAAGGAAT AAEL009182

GATCTGTGGGAGAATCC AAEL012130

GATCTGTGGTCGTCAAT AAEL006121

GATCTGTGGTGGGCACA AAEL007707

GATCTGTGGTTGGTCTT AAEL000551

GATCTGTGTAAATCCTA AAEL007752

GATCTGTGTAGTATTTC AAEL009810

GATCTGTGTATGACAGT AAEL010558

GATCTGTGTCGCTCGGC AAEL009759

GATCTGTGTGCCAAGTA AAEL011738

GATCTGTGTTCAGGAGT AAEL002984

GATCTGTTACGACATAC AAEL006489

GATCTGTTACTCGATGT AAEL006346,AAEL006356

GATCTGTTACTCTCGAG AAEL007449

GATCTGTTAGGTTTGTT AAEL002078

GATCTGTTCAACAACGA AAEL014555,AAEL001605

GATCTGTTCAATCTTCT AAEL009313

GATCTGTTCCACGGCAA AAEL005970

GATCTGTTCCGTGAGGA AAEL010200

GATCTGTTCGAACTGAA AAEL006912

GATCTGTTCGAGTTACG AAEL011389

GATCTGTTCGCATCGAA AAEL002703

GATCTGTTCGCCAAGAT AAEL008397

GATCTGTTCGCGGGCAG AAEL002381,AAEL011414

GATCTGTTCGCGTAAAT AAEL009959

GATCTGTTCGGAGGCGA AAEL011112
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GATCTGTTCGGGCGCGC SUPP_AEDES009749

GATCTGTTCTATCCCTC AAEL012114

GATCTGTTCTCCGACGA AAEL004650

GATCTGTTGATAGTAGG AAEL010836,AAEL010831

GATCTGTTGATTTTGCT AAEL010240

GATCTGTTGCGATAATT AAEL001016

GATCTGTTGGAAAGCAA AAEL012312

GATCTGTTGGCCGATGA AAEL013291

GATCTGTTGGGGTTTTT AAEL003619

GATCTGTTTAGCCATTG AAEL006895,AAEL006892

GATCTGTTTCAGCAGTA AAEL014248

GATCTGTTTCCACTGTT AAEL007521,AAEL009773

GATCTGTTTCCTTTTTT SUPP_AEDES004823

GATCTGTTTCTATCGGT AAEL015504,AAEL000761

GATCTGTTTCTCGTCGC AAEL003957

GATCTGTTTGACGTGCG SUPP_AEDES002874,AAEL002910

GATCTGTTTGGCAACCC AAEL003311

GATCTGTTTGGGGACGG AAEL011254

GATCTGTTTGGTCCGCA AAEL001082

GATCTGTTTGTATGTTA AAEL012703

GATCTGTTTGTTAGGCT AAEL007072,AAEL001013

GATCTGTTTTCAGTGTT AAEL009427

GATCTGTTTTCGGATGA AAEL010954,AAEL010945

GATCTGTTTTTCGGACA AAEL007778

GATCTTAAGATTCCAGA AAEL003835

GATCTTAAGTGGAAAGG AAEL012116,AAEL012115

GATCTTAAGTTTTCTCA AAEL011478

GATCTTACCAAAACCAA AAEL001429,AAEL007193

GATCTTACCAAGGATTA AAEL000200

GATCTTACCAAGGTCGC AAEL011195

GATCTTACCCGGATTCG AAEL008741

GATCTTACCGCAACCGA AAEL003210

GATCTTACCTCCCCACT AAEL008481

GATCTTACGCTGCACAT AAEL010813

GATCTTACGCTTACCCA AAEL003162

GATCTTACGTAGAGGGT AAEL012964

GATCTTACTACGGTTGT AAEL012440

GATCTTACTATGCATGA AAEL005699,AAEL005688

GATCTTACTCGCTGGTT AAEL009791,AAEL015363,AAEL015163,AAEL009800,

AAEL009790,AAEL009807,AAEL009802,AAEL009801

AAEL009783,AAEL009796,AAEL009784,AAEL015364,

GATCTTACTCGGTGAAT AAEL003624

GATCTTACTCGTTGGTT AAEL009793

GATCTTAGATAATTCTG AAEL002363

GATCTTAGCAAGGCGAC AAEL008729,AAEL011532

GATCTTAGTATGTAGAA AAEL008630

GATCTTAGTGATGATGT AAEL007554

GATCTTAGTGTGGAACA AAEL011949

GATCTTATAATCGACAT AAEL006081,AAEL006075

GATCTTATCACAGTTTT AAEL000982

GATCTTATCCTCACGGT AAEL012585
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GATCTTATGAACTCTGG SUPP_AEDES014797

GATCTTATGGCGCCCCA AAEL003936

GATCTTATGTGCGGTGG AAEL002586

GATCTTATTCCAGCAGT SUPP_AEDES008763

GATCTTATTCTTCGTTT AAEL007763

GATCTTATTGCCGTAAC AAEL012022

GATCTTATTTTACCCGT AAEL008928

GATCTTCAAACCAACCA AAEL011458

GATCTTCAAATTATGTC AAEL010306

GATCTTCAACAAAACTC AAEL002551

GATCTTCAACAGGGCGA SUPP_AEDES010917

GATCTTCAACGGCACGT AAEL009067

GATCTTCAAGCGCACAG AAEL009995

GATCTTCAATTCCGCAT AAEL001759

GATCTTCACAACAACGG AAEL010038,AAEL013689

GATCTTCACCGGGAAGC AAEL006663,AAEL014558

GATCTTCACGCTCACAT AAEL009603

GATCTTCACGTCGTTGT AAEL008093,AAEL008085

GATCTTCACTGCCGAAG AAEL014057

GATCTTCACTTAAATTC AAEL012733

GATCTTCACTTATGATT AAEL005238

GATCTTCAGACGAAACG AAEL006621

GATCTTCAGAGAGTGTT AAEL006839

GATCTTCAGATAGCTTA AAEL010698

GATCTTCAGCCAGAATA AAEL011871

GATCTTCAGGTTGTAAT AAEL008611

GATCTTCAGTAAGTAAA AAEL006931

GATCTTCATTATGCCTC AAEL008328

GATCTTCCAAACCTACA AAEL010464

GATCTTCCACCGCTAGT AAEL003901

GATCTTCCACGTCAACT AAEL000080

GATCTTCCAGGACAAGA AAEL004325

GATCTTCCATACCTGGA AAEL004012,AAEL005775

GATCTTCCATCTACGAA AAEL001235

GATCTTCCATTTTCTTT SUPP_AEDES012232,SUPP_AEDES009662,

SUPP_AEDES005499,SUPP_AEDES002842

GATCTTCCCAAGAAAGA AAEL003779

GATCTTCCCCAAGTATT SUPP_AEDES015291

GATCTTCCCCGAGTGAT AAEL001294

GATCTTCCCGGAATTAT AAEL012280

GATCTTCCCGGTGTTGA AAEL006586,AAEL015432

GATCTTCCCTCGGCTCA AAEL012227

GATCTTCCCTTGCTTGT AAEL004523

GATCTTCCGAGGTGGAC AAEL005665

GATCTTCCGCATCCGGG AAEL012736,AAEL001488

GATCTTCCGGTCGAAGG AAEL005457

GATCTTCCGGTCTTGCA AAEL009314

GATCTTCCTAGAGGCAC AAEL002594

GATCTTCCTCGTCCGGA AAEL014733

GATCTTCCTCTGCATGA AAEL001803

GATCTTCCTCTGTAAGC AAEL004300
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GATCTTCCTCTTGGCTT AAEL009825,SUPP_AEDES009107

GATCTTCCTTTTTTGCG AAEL003064

GATCTTCGAAACGGTGG AAEL010514,AAEL005307

GATCTTCGAAATTTGTA AAEL001465,AAEL015520

GATCTTCGAAGCCGTGG SUPP_AEDES002636

GATCTTCGAAGTAGCCC AAEL013458

GATCTTCGACATGACAC AAEL005991

GATCTTCGACGTCATAA SUPP_AEDES006224

GATCTTCGAGCGAAGTG AAEL003801

GATCTTCGAGGGTTCCT AAEL015449,AAEL001917

GATCTTCGATGATGGAC AAEL000271

GATCTTCGCAAAACGAT AAEL003149

GATCTTCGCACGTTGTG AAEL000461

GATCTTCGCCAACATCC AAEL015065,AAEL013197

GATCTTCGCCGGTAAGC AAEL003877,AAEL003888

GATCTTCGCCTTTCCAC AAEL009707

GATCTTCGCTGCCTCCG AAEL011289,SUPP_AEDES011930

GATCTTCGCTTAGCAGA AAEL013995

GATCTTCGGAACGGCGG AAEL009957

GATCTTCGGAATAGCTT AAEL014180

GATCTTCGGAGGTTTCG AAEL006256

GATCTTCGGCCATTCTT AAEL010605

GATCTTCGGCGGAAACG AAEL014452

GATCTTCGGCTGATGCA AAEL002791

GATCTTCGGGACAGTGT SUPP_AEDES002880

GATCTTCGGGAGAACCC AAEL012830

GATCTTCGGTAGCGCCG AAEL006409

GATCTTCGGTGCCAAAC AAEL001102

GATCTTCGTCAAGGAGC AAEL010716,AAEL004523

GATCTTCGTCTCGAAGA AAEL002534

GATCTTCGTCTCGTGGG AAEL004855

GATCTTCGTCTTATTCT AAEL010872

GATCTTCTACGTGGCCG SUPP_AEDES009489,AAEL010980

GATCTTCTAGTGATTGA AAEL009422,SUPP_AEDES009200,SUPP_AEDES001368

GATCTTCTATGAGGAAG AAEL012853

GATCTTCTATTTTTCGC AAEL013291

GATCTTCTCAAAGGAGA AAEL010319

GATCTTCTCCAACAGTT AAEL007917,AAEL013453

GATCTTCTCCACGGCCC AAEL012189,AAEL012395

GATCTTCTCCCAGTTCG AAEL002980,AAEL014167

GATCTTCTCCTGCAGCT AAEL000951,AAEL011720

GATCTTCTCGAACTCCT AAEL004112,AAEL008901

GATCTTCTCGCATAGCT AAEL002160

GATCTTCTCGCTCGTGG AAEL013359

GATCTTCTCGCTGAATA SUPP_AEDES013391,AAEL009782

GATCTTCTCGGCCAGCT AAEL007385

GATCTTCTCGGCCATAG AAEL014159

GATCTTCTCGTCCTAGA AAEL002860

GATCTTCTCTCGTCTTC AAEL011384,SUPP_AEDES011060

GATCTTCTCTTGAAATT AAEL000804

GATCTTCTGCAACTCAA AAEL002983
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GATCTTCTGGAGATGTT AAEL012238

GATCTTCTGGATGTTCT AAEL008848

GATCTTCTGTCAAACAT AAEL006589

GATCTTCTGTTTAGCTT AAEL001218

GATCTTCTTAGAGGACA AAEL010145

GATCTTCTTCAATGCGT AAEL002389

GATCTTCTTCACAACAG AAEL008188

GATCTTCTTCACGTGGT AAEL009774

GATCTTCTTCAGTGGTT AAEL013338

GATCTTCTTCCGGAAAA AAEL012019

GATCTTCTTCCTGAGTG AAEL003764

GATCTTCTTCGAAATGT AAEL004911

GATCTTCTTCGTGCTCT AAEL003896

GATCTTCTTCTCTAATG AAEL013536

GATCTTCTTGAGCAGGG AAEL010737

GATCTTCTTGGGGGTGG AAEL013536

GATCTTCTTGGTGGCAC AAEL002504

GATCTTCTTGTCGGTAA AAEL003986

GATCTTGAAAACAAGTG AAEL006053

GATCTTGAACAACAACT AAEL007044

GATCTTGAACTGGACAT AAEL009992

GATCTTGAAGAGTTCGA AAEL011615

GATCTTGACCTTGATTC AAEL008192

GATCTTGAGGAGTAGGA AAEL000947

GATCTTGATGATGTTGT AAEL012307

GATCTTGATGTCACTGT AAEL001188

GATCTTGCAAAAAACTC SUPP_AEDES006354

GATCTTGCAATCGATGA AAEL014141,AAEL005849

GATCTTGCACTGCATGT AAEL013203

GATCTTGCAGTGTAGCC SUPP_AEDES009227

GATCTTGCATACTAGTT AAEL014960

GATCTTGCATCGGAAAC AAEL007551

GATCTTGCATTTGCTGT AAEL003821,AAEL003848

GATCTTGCCAGTGAACA AAEL002318

GATCTTGCCATTAGTCG AAEL008631

GATCTTGCCGACGAGTC AAEL012359

GATCTTGCCGGTCTTAC AAEL012944

GATCTTGCCTACTCGGG AAEL011745

GATCTTGCCTTGCTTCT AAEL000852

GATCTTGCGAAGTGATG AAEL013885

GATCTTGCGCACACCCA AAEL006393,AAEL006387

GATCTTGCGCAGGGCAG SUPP_AEDES006319

GATCTTGCGGTGAGGGT AAEL013703

GATCTTGCTATTGTTCC AAEL000143

GATCTTGGAAAGTGACG AAEL009985

GATCTTGGACAGCTTGG AAEL005629

GATCTTGGAGAACACGG AAEL011919,AAEL011913

GATCTTGGAGGGGGAAT AAEL013270

GATCTTGGAGTATCGGC AAEL012778

GATCTTGGATGATACTT AAEL006548

GATCTTGGCCAGGAAGT AAEL004325
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GATCTTGGCCTTCGGGT AAEL007715

GATCTTGGGATGGTTTT AAEL010368

GATCTTGGGTGCCTTGG AAEL000032

GATCTTGGTGTTCCGCC AAEL005638

GATCTTGTAGTCGATGC AAEL005192

GATCTTGTCACCAAGTT AAEL012279

GATCTTGTCCTGGGGGA AAEL008166,AAEL007605

GATCTTGTCTTCGAAAT AAEL013676,AAEL014723

GATCTTGTGCGGTAAGT AAEL012438

GATCTTGTGGCGGTTTC AAEL011516,AAEL006706

GATCTTGTTCATTGTTG SUPP_AEDES012449

GATCTTGTTCTGCTACT AAEL001246

GATCTTGTTGGTGGATT AAEL000343

GATCTTGTTGTCGCTTC AAEL007089,AAEL010831

GATCTTTAACGGGGGAA AAEL011345,AAEL009967

GATCTTTAAGTGTGAAT AAEL007651

GATCTTTACCATGAGCT AAEL009863

GATCTTTACGAGGAATT AAEL003483

GATCTTTACGGAAAGGT AAEL003675

GATCTTTACTTAGCACC AAEL001951

GATCTTTAGATAGGTGA SUPP_AEDES008331

GATCTTTCAAAACCCGG SUPP_AEDES000430

GATCTTTCAGAGAGGGA SUPP_AEDES000679

GATCTTTCAGTTTCCTT AAEL006249

GATCTTTCATATTGCAT AAEL009670

GATCTTTCCAATAGATA AAEL012472

GATCTTTCCACATTCCA AAEL011414

GATCTTTCCAGGGTACG AAEL009883

GATCTTTCCAGTTAAGA AAEL002572

GATCTTTCCCAAACGAT SUPP_AEDES009560

GATCTTTCCGAGTATTC AAEL009649

GATCTTTCCGCGGACAC AAEL007715

GATCTTTCCGGATTTGG AAEL006889

GATCTTTCCTAGTTTAG AAEL008510,AAEL004285

GATCTTTCGCAATTTGC AAEL005846

GATCTTTCGCATTCAGT AAEL006551

GATCTTTCGCCCGGCAA AAEL004334

GATCTTTCGCTGTTGTA AAEL004738

GATCTTTCGGTAAAATG AAEL003417

GATCTTTCTACCTGCAG AAEL012218

GATCTTTCTTCGAGGAA AAEL013071

GATCTTTCTTGTGTTCC AAEL001968

GATCTTTGAAACCCTGA AAEL008345

GATCTTTGAGGAAGCAA AAEL009621

GATCTTTGCACGGACAG AAEL007031

GATCTTTGCATGAAGGA AAEL013147

GATCTTTGCCCTGATAA AAEL000999

GATCTTTGCCGGAGGAA AAEL001388

GATCTTTGCCGGATTTG AAEL008515

GATCTTTGCGTTTGTGC AAEL010814

GATCTTTGCTGGTGAAT AAEL013535
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GATCTTTGCTGTGATAT AAEL010095

GATCTTTGGAAGGCTAG AAEL000392

GATCTTTGGACGATTTT AAEL001024

GATCTTTGTATTCTACG AAEL002435

GATCTTTGTCGATAATG AAEL002748,AAEL011518

GATCTTTGTGTGGCTCA AAEL008740

GATCTTTGTTCCCCGTA AAEL007167

GATCTTTGTTGAAGTAG AAEL009083,SUPP_AEDES008822

GATCTTTTAAGCAGAGA AAEL001187

GATCTTTTACTGTTCGT AAEL010893

GATCTTTTAGCAAGGCA AAEL001551

GATCTTTTAGGCCGATA AAEL013390

GATCTTTTAGTCTCTGT SUPP_AEDES008654

GATCTTTTAGTGCAAGT AAEL008315

GATCTTTTCCCTTCGGA AAEL004818

GATCTTTTCGCCGGCCT SUPP_AEDES012276

GATCTTTTCGCTCAGCA AAEL011985

GATCTTTTCGGACACCT AAEL001056

GATCTTTTCGGGTTGGA SUPP_AEDES005193

GATCTTTTCGTAAAGGA AAEL009167,SUPP_AEDES000551,SUPP_AEDES002479

GATCTTTTCTCGCATCC AAEL001005,AAEL011773

GATCTTTTCTGTAGCGT AAEL000507

GATCTTTTCTTCCATGT AAEL012023

GATCTTTTGGATGATTT AAEL009691

GATCTTTTGGCGTCAGA AAEL013461

GATCTTTTGGGTTCCAA SUPP_AEDES004327,AAEL004586

GATCTTTTGTTGAACCC AAEL006582

GATCTTTTTCAACGCTA AAEL006704

GATCTTTTTCAAGTGAG AAEL000053

GATCTTTTTCGATGAAA SUPP_AEDES015282,AAEL002166

GATCTTTTTCGTCTTCC AAEL008629

GATCTTTTTCGTTGGAT AAEL009085

GATCTTTTTGGATAGAT AAEL007874

GATCTTTTTTCAGTTCA AAEL014522
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Table S8. Transcript validation of Aedes aegypti AaegL1.1 gene set 
 

 
a genes lack a translation start codon 
b genes lack a translation stop codon 
c genes lack translation start and stop codon 

 Number 
of genes 

Microarray 
validation 

PASA (EST) 
validation 

MPSS 
validation 

Validation 
rate* 

Release 1.0 15419 9143 9270 3984 80% 
Hypothetical genes 2796 1484 1450 429 76% 

Conserved hypothetical genes 5027 2886 2880 1222 78% 
Partial 5’ genesa 1103 577 495 216 74% 
Partial 3’ genesb 344 146 142 24 68% 
Partial 5’ and 3’ genesc 338 136 44 16 48% 
Genes (200-500 bp in length) 2394 1478 1083 492 77% 
Genes (< 200 bp in length) 264 147 103 28 73% 



Table S9. Microarray analysis of developmental stages vs adult female

Locus log2ratio Locus name
a

AAEL000002-RA 0.071258417 hypothetical protein

AAEL000003-RA 0.09797357 conserved hypothetical protein

AAEL000005-RA 0.392868093 hypothetical protein

AAEL000005-RB 0.392868093 hypothetical protein

AAEL000006-RA -0.26422011 phosphoenolpyruvate carboxykinase

AAEL000020-RA -0.96497468 conserved hypothetical protein

AAEL000021-RA 0.151528102 conserved hypothetical protein

AAEL000021-RB 0.151528102 conserved hypothetical protein

AAEL000026-RA 0.340834322 dynein light chain, putative

AAEL000028-RA 0.132322117 serine protease

AAEL000028-RB -0.04489679 serine protease

AAEL000029-RA -0.97817465 dopachrome-conversion enzyme (DCE), putative

AAEL000030-RA -0.37284715 clip-domain serine protease, putative

AAEL000032-RA -0.02228601 ribosomal protein S6

AAEL000035-RA 0.064547211 Odorant-binding protein 56e, putative

AAEL000036-RA 1.176005418 hypothetical protein

AAEL000037-RA -0.58996706 serine protease

AAEL000038-RA -0.45475764 serine protease

AAEL000044-RA -0.27099035 ornithine decarboxylase

AAEL000044-RB 0.021772412 ornithine decarboxylase

AAEL000046-RA -0.13625177 conserved hypothetical protein

AAEL000048-RA 0.053982416 gustatory receptor for trehalose (trehalose receptor)

AAEL000049-RA 0.112156379 three prime repair exonuclease 1, putative

AAEL000051-RA -0.68564195 Odorant-binding protein 56e, putative

AAEL000054-RA -0.33183559 mixed-lineage leukemia protein, mll

AAEL000055-RA -0.35627349 conserved hypothetical protein

AAEL000057-RA 1.541473165 toll

AAEL000059-RA 0.435482352 proacrosin, putative

AAEL000064-RA 0.596248497 dopachrome-conversion enzyme (DCE) isoenzyme, putative

AAEL000074-RA -0.30367252 serine protease

AAEL000076-RA 0.087035533 dimethyladenosine transferase

AAEL000077-RA -0.20642646 cation efflux protein/ zinc transporter

AAEL000080-RA -0.62961093 phosphoenolpyruvate carboxykinase

AAEL000081-RA -0.35424871 peroxisome assembly factor-2 (peroxisomal-type atpase 1)

AAEL000085-RA -0.15586012 pupal cuticle protein, putative
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AAEL000087-RA -0.6552188 macroglobulin/complement

AAEL000089-RA 0.698133257 conserved hypothetical protein

AAEL000090-RA 0.171014985 secretory carrier-associated membrane protein (scamp)

AAEL000092-RA 0.215185778 glutathione-s-transferase theta, gst

AAEL000093-RA 0.056565174 conserved hypothetical protein

AAEL000094-RA 0.468892424 hypothetical protein

AAEL000098-RA 0.226146055 hypothetical protein

AAEL000101-RA -0.56710051 AMP dependent coa ligase

AAEL000102-RA -0.13161578 conserved hypothetical protein

AAEL000102-RB 0.080643826 conserved hypothetical protein

AAEL000105-RA -0.11920147 beta-alanine synthase, putative

AAEL000107-RA -0.30936393 hypothetical protein

AAEL000110-RA 0.270961399 conserved hypothetical protein

AAEL000111-RA -0.4648897 nitrilase, putative

AAEL000115-RA 0.127013866 conserved hypothetical protein

AAEL000115-RB 0.127013866 conserved hypothetical protein

AAEL000117-RA 0.656859722 conserved hypothetical protein

AAEL000118-RA 0.106311833 cleavage and polyadenylation specificity factor

AAEL000119-RA 0.246194338 AMP dependent coa ligase

AAEL000124-RA -0.22454806 conserved hypothetical protein

AAEL000125-RA -0.28327587 hypothetical protein

AAEL000127-RA -0.66343601 AMP dependent coa ligase

AAEL000128-RA -0.00018825 P130

AAEL000130-RA -0.22460091 nucleoprotein, putative

AAEL000135-RA -0.31175463 sterol desaturase

AAEL000136-RA -0.08944469 conserved hypothetical protein

AAEL000137-RA 0.050163978 conserved hypothetical protein

AAEL000138-RA -0.21062659 NADH dehydrogenase, putative

AAEL000139-RA 0.200062554 conserved hypothetical protein

AAEL000143-RA 0.304231721 conserved hypothetical protein

AAEL000147-RA 0.366104771 single-stranded DNA binding protein, putative

AAEL000149-RA -0.21350864 sap30

AAEL000153-RA 0.355588045 conserved hypothetical protein

AAEL000157-RA -0.28327587 hypothetical protein

AAEL000159-RA 0.459511704 nipsnap

AAEL000163-RA -1.07863156 mitochondrial inner membrane protein translocase, 22kD-subunit

AAEL000165-RA -0.4848687 conserved hypothetical protein
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AAEL000165-RB -1.36965205 conserved hypothetical protein

AAEL000169-RA -0.02431753 t-box transcription factor tbx2

AAEL000173-RA 0.431169834 chromatin assembly factor-I p150 subunit, putative

AAEL000175-RA 0.011541443 translation initiation factor 3, subunit S8, putative

AAEL000177-RA 0.018508592 conserved hypothetical protein

AAEL000178-RA -0.0882733 ubiquinone/menaquinone biosynthesis methyltransferase

AAEL000179-RA -0.69500111 ubiquitin-conjugating enzyme E2 l

AAEL000180-RA 0.011739541 mitochondrial ribosomal protein, L17, putative

AAEL000182-RA -0.48119838 conserved hypothetical protein

AAEL000184-RA -0.29877714 conserved hypothetical protein

AAEL000185-RA -0.29881603 eukaryotic translation initiation factor

AAEL000186-RA 0.028212921 conserved hypothetical protein

AAEL000191-RA 0.628604438 conserved hypothetical protein

AAEL000193-RA 0.995701942 histone-lysine n-methyltransferase

AAEL000194-RA 0.430292967 phosphatidylinositol 4-kinase

AAEL000197-RA 0.268029504 hypothetical protein

AAEL000199-RA -0.238977 arginyl-tRNA synthetase

AAEL000200-RA -0.08783502 conserved hypothetical protein

AAEL000204-RA 0.31516292 conserved hypothetical protein

AAEL000206-RA 0.360719505 ninjurin A, putative

AAEL000208-RA -0.32704815 copii-coated vesicle membrane protein P24

AAEL000210-RA -0.19105771 mitochondrial ribosomal protein L2

AAEL000211-RA 0.047337791 conserved hypothetical protein

AAEL000212-RA 0.6061552 conserved hypothetical protein

AAEL000213-RA -0.35162063 d-amino acid oxidase

AAEL000215-RA 0.610606759 ribonuclease P, 29kD-subunit, putative

AAEL000216-RA -0.18384333 elongase, putative

AAEL000219-RA 0.314639945 lactoylglutathione lyase

AAEL000221-RA -0.06093364 mediator complex, subunit, putative

AAEL000222-RA -0.5352043 conserved hypothetical protein

AAEL000226-RA 0.359622278 conserved hypothetical protein

AAEL000227-RA -0.33318164 epithelial membrane protein

AAEL000229-RA 0.456689854 conserved hypothetical protein

AAEL000230-RA -0.00737336 conserved hypothetical protein

AAEL000233-RA 0.291545869 membrane-associated guanylate kinase, putative

AAEL000234-RA -0.28241666 antigen CD36, putative

AAEL000235-RA 0.098591291 hypothetical protein
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AAEL000236-RA -0.32210683 hypothetical protein

AAEL000240-RA 0.100765839 conserved hypothetical protein

AAEL000241-RA -0.94507118 conserved hypothetical protein

AAEL000242-RA 0.123856831 voltage-gated potassium channel

AAEL000245-RA -0.47715146 conserved hypothetical protein

AAEL000248-RA -0.1035151 GTP binding protein

AAEL000249-RA 0.140557395 mitochondrial carrier protein

AAEL000252-RA 0.546215365 hypothetical protein

AAEL000255-RA 0.793898639 conserved hypothetical protein

AAEL000256-RA -0.43606072 epithelial membrane protein

AAEL000257-RA 0.204380699 hypothetical protein

AAEL000257-RB 0.204380699 hypothetical protein

AAEL000258-RA 0.079188414 conserved hypothetical protein

AAEL000258-RB 0.079188414 conserved hypothetical protein

AAEL000262-RA 0.319854512 conserved hypothetical protein

AAEL000264-RA 0.488453785 phopholipase d

AAEL000265-RA 0.368986091 ubiquitin conjugating enzyme, putative

AAEL000267-RA 0.088840066 conserved hypothetical protein

AAEL000270-RA -0.46950097 26S proteasome regulatory subunit 7, psd7

AAEL000271-RA 0.263809911 gamma-glutamyl hydrolase, putative

AAEL000271-RB 0.263809911 gamma-glutamyl hydrolase, putative

AAEL000271-RC -0.2697348 gamma-glutamyl hydrolase, putative

AAEL000272-RA 0.053669442 conserved hypothetical protein

AAEL000274-RA 0.054129811 superoxide dismutase

AAEL000277-RA -0.15871578 conserved hypothetical protein

AAEL000279-RA -0.17006319 N-formylmethionylaminoacyl-tRNA deformylase, putative

AAEL000281-RA -0.32584435 conserved hypothetical protein

AAEL000282-RA 0.002983968 syntaxin, putative

AAEL000283-RA -1.03888377 galactose-specific C-type lectin, putative

AAEL000284-RA 0.071505383 conserved hypothetical protein

AAEL000287-RA 0.094106314 hypothetical protein

AAEL000288-RA -0.67863076 conserved hypothetical protein

AAEL000290-RA -0.05767603 conserved hypothetical protein

AAEL000291-RA 0.385624626 Vacuolar ATP synthase 16 kDa proteolipid subunit

AAEL000292-RA 0.053104286 conserved hypothetical protein

AAEL000293-RA -0.56806717 ebna2 binding protein P100

AAEL000294-RA -0.28844432 conserved hypothetical protein
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AAEL000295-RA 0.116700777 hypothetical protein

AAEL000298-RA 0.389002584 sodium/shloride dependent amino acid transporter

AAEL000299-RA 0.334086883 hypothetical protein

AAEL000300-RA -0.82594632 wd-repeat protein

AAEL000301-RA -0.15245574 heat shock protein

AAEL000304-RA -1.99968454 conserved hypothetical protein

AAEL000304-RB -1.99968454 conserved hypothetical protein

AAEL000304-RC -1.99968454 conserved hypothetical protein

AAEL000304-RD -1.99968454 conserved hypothetical protein

AAEL000304-RE -1.99968454 conserved hypothetical protein

AAEL000308-RA 0.064729776 conserved hypothetical protein

AAEL000310-RA 0.683948993 hypothetical protein

AAEL000311-RA -0.42760404 conserved hypothetical protein

AAEL000315-RA -0.15618248 pigeon protein (linotte protein)

AAEL000316-RA 0.52761803 hypothetical protein

AAEL000320-RA 1.315940386 cytochrome P450

AAEL000322-RA 0.316623986 hypothetical protein

AAEL000323-RA -1.2137437 cysteine-rich venom protein, putative

AAEL000328-RA 0.906205534 conserved hypothetical protein

AAEL000331-RA 0.034568474 elongation factor ts

AAEL000332-RA -0.24482069 conserved hypothetical protein

AAEL000335-RA 0.052293694 lamin

AAEL000337-RA 0.400554396 hypothetical protein

AAEL000339-RA 0.192727848 paxillin, putative

AAEL000348-RA 0.088305471 conserved hypothetical protein

AAEL000349-RA 0.25945301 conserved hypothetical protein

AAEL000350-RA 0.213978551 conserved hypothetical protein

AAEL000352-RA -0.17694128 hypothetical protein

AAEL000354-RA 0.031014769 dimeric dihydrodiol dehydrogenase

AAEL000364-RA -0.0491627 glycine cleavage system h protein

AAEL000368-RA -0.31882423 conserved hypothetical protein

AAEL000372-RA -0.32317965 myo inositol monophosphatase

AAEL000373-RA -0.84136335 conserved hypothetical protein

AAEL000378-RA 0.004780662 integrin-linked protein kinase 2 (ilk-2)

AAEL000384-RA 0.97971086 vesicular acetylcholine transporter

AAEL000387-RA 0.243603413 hypothetical protein

AAEL000388-RA 0.650377828 isoleucyl tRNA synthetase
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AAEL000392-RA 0.412479806 alpha-amylase

AAEL000392-RB 0.412479806 alpha-amylase

AAEL000393-RA -0.32454463 suppressors of cytokine signalling

AAEL000395-RA -0.23468017 retinoid x receptor (rxr)

AAEL000396-RA 0.179415519 hypothetical protein

AAEL000399-RA 1.13181313 conserved hypothetical protein

AAEL000404-RA 0.402580214 DNA repair helicase rad3/xp-d

AAEL000406-RA 0.041258751 conserved hypothetical protein

AAEL000407-RA -0.9048095 conserved hypothetical protein

AAEL000408-RA 0.625911209 conserved hypothetical protein

AAEL000411-RA 0.508714368 conserved hypothetical protein

AAEL000412-RA 0.041211704 conserved hypothetical protein

AAEL000415-RA 0.3110351 AMP dependent coa ligase

AAEL000416-RA -0.09258383 hypothetical protein

AAEL000417-RA -0.14737131 monocarboxylate transporter

AAEL000418-RA -0.04607702 conserved hypothetical protein

AAEL000420-RA -0.35895035 cathepsin o

AAEL000421-RA -0.1991208 protein farnesyltransferase alpha subunit/rab geranylgeranyl transferase alpha subunit

AAEL000422-RA 0.300319342 U3 small nucleolar RNA-associated protein, putative

AAEL000424-RA -0.30522591 leucine aminopeptidase

AAEL000425-RA 0.331865159 conserved hypothetical protein

AAEL000428-RA -0.60126067 tryptophan 2,3-dioxygenase

AAEL000430-RA 0.347731772 hypothetical protein

AAEL000431-RA 0.163733707 conserved hypothetical protein

AAEL000433-RA 0.638188927 glypican

AAEL000434-RA -0.35957058 lipid a export ATP-binding/permease protein msba

AAEL000435-RA -0.27856191 THO complex, putative

AAEL000436-RA 0.045597843 conserved hypothetical protein

AAEL000439-RA 0.184637576 hypothetical protein

AAEL000440-RA 0.320591246 DNA repair/transcription protein met18/mms19

AAEL000442-RA 0.427110846 conserved hypothetical protein

AAEL000444-RA -0.12888293 UDP-glucose glycoprotein:glucosyltransferase

AAEL000445-RA 0.532404208 conserved hypothetical protein

AAEL000445-RB 0.532404208 conserved hypothetical protein

AAEL000446-RA 0.187796808 tight junction protein

AAEL000451-RA -0.04549615 beta1,4 mannosyltransferase

AAEL000453-RA 0.552948145 conserved hypothetical protein
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AAEL000454-RA 0.141192341 isocitrate dehydrogenase

AAEL000454-RB 0.141192341 isocitrate dehydrogenase

AAEL000457-RA -0.06862016 conserved hypothetical protein

AAEL000459-RA 0.090482255 conserved hypothetical protein

AAEL000460-RA 0.122423834 conserved hypothetical protein

AAEL000464-RA -0.80234183 conserved hypothetical protein

AAEL000465-RA -0.56541631 conserved hypothetical protein

AAEL000466-RA -0.02911002 voltage and ligand gated potassium channel

AAEL000467-RA -0.45174944 mitochondrial ribosomal protein, L49, putative

AAEL000472-RA -0.5189817 zinc finger protein, putative

AAEL000475-RA -0.14690988 conserved hypothetical protein

AAEL000475-RB -0.14690988 conserved hypothetical protein

AAEL000477-RA -0.14039097 nadph fad oxidoreductase

AAEL000478-RA -0.1346156 Sm protein G, putative

AAEL000485-RA -0.09008366 paramyosin, putative

AAEL000485-RB 0.292054188 paramyosin, putative

AAEL000486-RA -0.03271644 chaperonin

AAEL000494-RA 0.228501947 histone h2a

AAEL000495-RA -1.1112283 secreted glutathione peroxidase, putative

AAEL000497-RA 0.228501947 histone h2a

AAEL000498-RA 0.13946376 defective proboscis extension response, putative

AAEL000499-RA 0.480422123 Sp?tzle 1B (Spz1B)

AAEL000500-RA 0.118314467 conserved hypothetical protein

AAEL000502-RA -0.32142086 nadph fad oxidoreductase

AAEL000508-RA 0.161614681 fibrinogen and fibronectin

AAEL000509-RA -0.08415654 rho gtpase activating protein

AAEL000510-RA -0.07493447 conserved hypothetical protein

AAEL000515-RA 0.336607802 Juvenile hormone-inducible protein, putative

AAEL000516-RA 0.266061258 Juvenile hormone-inducible protein, putative

AAEL000518-RA 0.228501947 histone h2a

AAEL000520-RA 0.127395491 conserved hypothetical protein

AAEL000521-RA -0.04791061 hypothetical protein

AAEL000525-RA 0.228501947 histone h2a

AAEL000531-RA 0.451917077 conserved hypothetical protein

AAEL000533-RA 0.213637996 antifreeze protein, putative

AAEL000535-RA -0.16836749 conserved hypothetical protein

AAEL000539-RA 0.227449173 hypothetical protein
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AAEL000541-RA 0.221667997 fasciclin, putative

AAEL000541-RB -0.41507656 fasciclin, putative

AAEL000544-RA 0.272330466 hypothetical protein

AAEL000545-RA 0.337341084 carboxylesterase

AAEL000548-RA 0.49972275 conserved hypothetical protein

AAEL000549-RA 0.008479319 fibulin 1 and

AAEL000550-RA 0.232659232 werner helicase interacting protein

AAEL000551-RA -0.47065023 hypothetical protein

AAEL000554-RA -0.11280648 fasciclin, putative

AAEL000556-RA 0.421239749 galactose-specific C-type lectin, putative

AAEL000561-RA -0.16027321 hypothetical protein

AAEL000562-RA 0.267395121 conserved hypothetical protein

AAEL000567-RA -0.03398547 sugar transporter

AAEL000568-RA -0.24403366 26S proteasome non-atpase regulatory subunit

AAEL000570-RA -0.00293886 conserved hypothetical protein

AAEL000572-RA 0.139395371 AMP dependent ligase

AAEL000574-RA 0.416811283 conserved hypothetical protein

AAEL000574-RB 0.416811283 conserved hypothetical protein

AAEL000575-RA -0.61475702 apyrase, putative

AAEL000579-RA 0.243576431 conserved hypothetical protein

AAEL000583-RA 0.190853339 peroxisome assembly factor-2 (peroxisomal-type atpase 1)

AAEL000586-RA 0.184466552 hypothetical protein

AAEL000587-RA 0.230168568 hypothetical protein

AAEL000588-RA 0.01495823 conserved hypothetical protein

AAEL000590-RA 0.313276066 conserved hypothetical protein

AAEL000594-RA -0.17564491 conserved hypothetical protein

AAEL000597-RA -0.30741259 cadherin

AAEL000598-RA 0.447652652 antibacterial peptide, putative

AAEL000599-RA -0.22208155 wingless protein, putative

AAEL000602-RA 0.602111719 conserved hypothetical protein

AAEL000604-RA -0.03463831 hypothetical protein

AAEL000605-RA -0.43385814 rab geranylgeranyl transferase alpha subunit

AAEL000608-RA 1.114188105 conserved hypothetical protein

AAEL000611-RA -0.28147204 antibacterial peptide, putative

AAEL000616-RA 0.820501445 odorant receptor

AAEL000620-RA -0.29133943 hypothetical protein

AAEL000629-RA -0.54224558 adenylate kinase 3, putative
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AAEL000632-RA -0.10985245 WNT4 precursor, putative

AAEL000633-RA 2.446126771 toll

AAEL000634-RA 0.044337413 ceramide glucosyltransferase

AAEL000635-RA 0.203031542 cop9 complex subunit 7a

AAEL000635-RB 0.203031542 cop9 complex subunit 7a

AAEL000635-RC 0.203031542 cop9 complex subunit 7a

AAEL000636-RA -0.00641872 conserved hypothetical protein

AAEL000638-RA 0.167952506 hypothetical protein

AAEL000639-RA -0.12377653 n-acetylgalactosaminyltransferase

AAEL000640-RA 0.181218928 alanine-glyoxylate aminotransferase

AAEL000640-RB 0.059513977 alanine-glyoxylate aminotransferase

AAEL000641-RA 0.485594651 protein disulfide isomerase

AAEL000641-RB 0.485594651 protein disulfide isomerase

AAEL000645-RA 0.549315077 hypothetical protein

AAEL000647-RA -0.27328307 predicted protein

AAEL000648-RA 0.269674904 hypothetical protein

AAEL000649-RA 0.207504281 conserved hypothetical protein

AAEL000650-RA 0.45578024 conserved hypothetical protein

AAEL000651-RA 1.088458202 alpha-amylase

AAEL000655-RA 0.113205976 conserved hypothetical protein

AAEL000657-RA -1.38467426 hypothetical protein

AAEL000657-RB -1.38467426 hypothetical protein

AAEL000659-RA 0.333659972 exosome complex exonuclease rrp43 (ribosomal RNA processing protein 43

AAEL000662-RA 0.304977939 conserved hypothetical protein

AAEL000665-RA -1.51591681 adult cuticle protein, putative

AAEL000666-RA 0.322191468 pmp22 peroxisomal membrane protein, putative

AAEL000666-RB 0.322191468 pmp22 peroxisomal membrane protein, putative

AAEL000667-RA 0.36633128 alpha-amylase

AAEL000667-RB 0.36633128 alpha-amylase

AAEL000668-RA -0.24110745 conserved hypothetical protein

AAEL000669-RA 1.04493252 conserved hypothetical protein

AAEL000670-RA -0.10536897 methionine sulfoxide reductase

AAEL000673-RA -0.12395807 conserved hypothetical protein

AAEL000674-RA -0.04404105 RNA m5u methyltransferase

AAEL000675-RA 0.31280562 hypothetical protein

AAEL000677-RA -0.45247808 DNA-directed RNA polymerase subunit rpb8

AAEL000679-RA -0.15809 NEDD8, putative
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AAEL000681-RA 0.11184412 hypothetical protein

AAEL000685-RA -0.07187715 conserved hypothetical protein

AAEL000687-RA -0.13617388 glucosyl/glucuronosyl transferases

AAEL000689-RA 0.134022652 steroid dehydrogenase

AAEL000692-RA -1.04563485 partner of sld5

AAEL000697-RA 0.42345593 hypothetical protein

AAEL000697-RB 0.231856631 hypothetical protein

AAEL000698-RA -0.03349732 conserved hypothetical protein

AAEL000699-RA -0.13220735 conserved hypothetical protein

AAEL000701-RA -0.57216052 50S ribosomal protein L4

AAEL000702-RA 0.277935397 hypothetical protein

AAEL000703-RA -0.47031817 glycogen phosphorylase

AAEL000704-RA -0.24078808 synaptotagmin, putative

AAEL000706-RA -0.16630912 serine palmitoyltransferase

AAEL000708-RA -0.0151192 hiv-1 rev binding protein

AAEL000711-RA -0.12313593 hypothetical protein

AAEL000711-RB -0.12313593 hypothetical protein

AAEL000711-RC -0.12313593 hypothetical protein

AAEL000713-RA 0.213708841 reticulon/nogo

AAEL000718-RA 0.390042515 virus-induced RNA, putative

AAEL000726-RA 0.229837182 fibrinogen and fibronectin

AAEL000730-RA 0.247684618 conserved hypothetical protein

AAEL000731-RA 0.174648239 hypothetical protein

AAEL000732-RA 0.429704372 conserved hypothetical protein

AAEL000735-RA 0.16925694 acyl-CoA oxidase

AAEL000737-RA 0.728380937 rab6 gtpase activating protein, gapcena (rabgap1 protein)

AAEL000737-RB 0.58477528 rab6 gtpase activating protein, gapcena (rabgap1 protein)

AAEL000739-RA 0.318776511 hypothetical protein

AAEL000740-RA -0.13161047 conserved hypothetical protein

AAEL000744-RA -0.37732556 troponin C

AAEL000745-RA 0.685321405 hypothetical protein

AAEL000746-RA -0.22252308 nadp-specific isocitrate dehydrogenase

AAEL000749-RA 0.330959165 conserved hypothetical protein

AAEL000750-RA 0.007587319 hypothetical protein

AAEL000757-RA 0.097881886 anterior fat body protein

AAEL000757-RB -0.44227059 anterior fat body protein

AAEL000758-RA -0.02261866 ubiquitin-activating enzyme E1
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AAEL000759-RA 0.110957716 gamma-glutamylcysteine synthetase, putative

AAEL000760-RA -0.12814679 serine protease

AAEL000762-RA 0.029164266 lumican, putative

AAEL000767-RA 0.360384191 phospholipid-transporting atpase 1 (aminophospholipid flippase 1)

AAEL000770-RA 0.347107846 platelet-activating factor acetylhydrolase isoform 1b alpha subunit

AAEL000775-RA -0.86439876 antibacterial peptide, putative

AAEL000776-RA 0.060621786 conserved hypothetical protein

AAEL000777-RA -2.27283883 antibacterial peptide, putative

AAEL000782-RA -0.0313313 conserved hypothetical protein

AAEL000783-RA 0.205356562 conserved hypothetical protein

AAEL000785-RA 0.006229475 conserved hypothetical protein

AAEL000786-RA 0.080411482 hypothetical protein

AAEL000787-RA 0.178087381 ubiquitin c-terminal hydrolase x4

AAEL000790-RA 0.433660453 conserved hypothetical protein

AAEL000792-RA 0.334126626 conserved hypothetical protein

AAEL000793-RA -0.06636825 venom allergen

AAEL000794-RA -0.23234987 eukaryotic translation initiation factor 3 subunit (eif-3)

AAEL000796-RA 0.316860071 conserved hypothetical protein

AAEL000797-RA -0.2014341 dimethylaniline monooxygenase

AAEL000798-RA 0.600071112 sterol regulatory element binding protein cleavage-activating protein 

AAEL000800-RA 0.671448317 microsomal dipeptidase

AAEL000805-RA -0.09308492 conserved hypothetical protein

AAEL000811-RA 0.73455813 conserved hypothetical protein

AAEL000813-RA -1.20112495 dimethylaniline monooxygenase

AAEL000815-RA -0.17141988 conserved hypothetical protein

AAEL000816-RA 0.254134599 carbonic anhydrase

AAEL000820-RA 0.39871503 dimethylaniline monooxygenase

AAEL000825-RA -0.19229621 eukaryotic peptide chain release factor GTP-binding subunit (erf2) 

AAEL000829-RA -0.47289554 dimethylaniline monooxygenase

AAEL000834-RA -0.31316012 dimethylaniline monooxygenase

AAEL000834-RB -0.31316012 dimethylaniline monooxygenase

AAEL000836-RA -0.13842471 spermatogenesis associated factor

AAEL000842-RA -0.5825028 microsomal dipeptidase

AAEL000844-RA -1.00766104 ad-003

AAEL000847-RA -0.14559143 conserved hypothetical protein

AAEL000848-RA 0.198217353 poly(a) polymerase

AAEL000852-RA -1.50992555 peptidyl-prolyl cis/trans isomerase, putative
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AAEL000853-RA -0.12174843 skinny hedgehog/sightless/rasp

AAEL000854-RA 0.174437339 fumarylacetoacetate hydrolase

AAEL000855-RA -0.06754531 mannosyltransferase 1, putative

AAEL000856-RA 0.97990975 germ cell-less protein

AAEL000859-RA -0.07468603 hypothetical protein

AAEL000864-RA 0.097512094 sex-determining region y protein, sry

AAEL000865-RA -0.02261898 hypothetical protein

AAEL000866-RA 0.109587796 hypothetical protein

AAEL000870-RA -0.26944098 conserved hypothetical protein

AAEL000878-RA 0.48498806 cuticle protein, putative

AAEL000879-RA -0.06100209 cuticle protein, putative

AAEL000881-RA 0.410370032 conserved hypothetical protein

AAEL000882-RA 0.127344818 conserved hypothetical protein

AAEL000886-RA 0.108665173 hypothetical protein

AAEL000888-RA 0.617503257 single stranded DNA binding protein

AAEL000888-RB 0.617503257 single stranded DNA binding protein

AAEL000890-RA -0.40189892 conserved hypothetical protein

AAEL000893-RA -0.30352067 sex-determining region y protein, sry

AAEL000895-RA 0.32196341 peroxisome biogenesis factor 1 (peroxin-1)

AAEL000899-RA 0.035387918 glycosyltransferase

AAEL000901-RA -0.58243974 conserved hypothetical protein

AAEL000902-RA -0.10785212 sugar transporter

AAEL000903-RA -0.29079942 hypothetical protein

AAEL000904-RA 0.039865358 carboxylesterase

AAEL000908-RA 1.471585728 conserved hypothetical protein

AAEL000909-RA 0.125297212 histone H1, putative

AAEL000910-RA -0.39029186 conserved hypothetical protein

AAEL000913-RA -0.17436586 conserved hypothetical protein

AAEL000914-RA -0.22887423 conserved hypothetical protein

AAEL000915-RA 0.652675127 hypothetical protein

AAEL000916-RA 0.37429279 conserved hypothetical protein

AAEL000921-RA -0.10497645 conserved hypothetical protein

AAEL000922-RA -0.07085493 polyribonucleotide nucleotidyltransferase

AAEL000923-RA 0.140920788 conserved hypothetical protein

AAEL000924-RA -0.07428679 eukaryotic translation initiation factor 2-alpha kinase

AAEL000927-RA -0.18389755 hypothetical protein

AAEL000931-RA -0.37226178 alkaline phosphatase
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AAEL000933-RA -0.78156943 conserved hypothetical protein

AAEL000934-RA 0.144058792 clathrin light chain

AAEL000934-RB 0.144058792 clathrin light chain

AAEL000934-RC 0.144058792 clathrin light chain

AAEL000934-RD 0.144058792 clathrin light chain

AAEL000934-RE 0.144058792 clathrin light chain

AAEL000936-RA 0.010064752 hypothetical protein

AAEL000937-RA 0.309394621 conserved hypothetical protein

AAEL000938-RA -0.4113613 conserved hypothetical protein

AAEL000940-RA 0.383172466 conserved hypothetical protein

AAEL000941-RA 0.010176214 mitochondrial inner membrane protein translocase, 8kD-subunit, putative

AAEL000942-RA -0.38025036 conserved hypothetical protein

AAEL000942-RB -0.38025036 conserved hypothetical protein

AAEL000945-RA 0.188692834 conserved hypothetical protein

AAEL000947-RA -0.3056124 microsomal signal peptidase 23 kd subunit (spc22/23)

AAEL000948-RA 0.472201532 conserved hypothetical protein

AAEL000950-RA 0.3937953 conserved hypothetical protein

AAEL000951-RA 0.010725033 elongation factor 1-beta2

AAEL000951-RB 0.010725033 elongation factor 1-beta2

AAEL000953-RA -0.220048 conserved hypothetical protein

AAEL000955-RA -0.1735097 conserved hypothetical protein

AAEL000956-RA -0.32522407 conserved hypothetical protein

AAEL000958-RA -0.27731074 conserved hypothetical protein

AAEL000959-RA -0.64411571 arginine or creatine kinase

AAEL000961-RA 0.445812931 conserved hypothetical protein

AAEL000963-RA 0.214433044 conserved hypothetical protein

AAEL000965-RA -0.28041445 conserved hypothetical protein

AAEL000972-RA 0.266204692 conserved hypothetical protein

AAEL000977-RA 0.235343979 hypothetical protein

AAEL000978-RA -0.95982644 conserved hypothetical protein

AAEL000981-RA 0.728290935 hypothetical protein

AAEL000983-RA -0.12926859 clathrin coat assembly protein ap19

AAEL000983-RB -0.12926859 clathrin coat assembly protein ap19

AAEL000983-RC -0.12926859 clathrin coat assembly protein ap19

AAEL000983-RD -0.12926859 clathrin coat assembly protein ap19

AAEL000983-RE -0.12926859 clathrin coat assembly protein ap19

AAEL000986-RB 0.026704127 NADH-ubiquinone oxidoreductase ashi subunit
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AAEL000987-RA -0.01596854 60S ribosomal protein L8

AAEL000996-RA -0.00897286 conserved hypothetical protein

AAEL000999-RA -0.16351873 DNA replication licensing factor MCM7

AAEL001001-RA -0.24844557 hypothetical protein

AAEL001005-RA 0.376699978 calreticulin

AAEL001016-RA -0.0427572 zinc finger protein

AAEL001020-RA -0.14889711 anterior fat body protein

AAEL001022-RA -0.1985757 anterior fat body protein

AAEL001022-RB -0.1985757 anterior fat body protein

AAEL001023-RA -0.21187762 p15-2b protein, putative

AAEL001024-RA 0.692216593 mitochondrial carrier protein

AAEL001028-RA -1.19356955 hypothetical protein

AAEL001029-RA 0.429209444 conserved hypothetical protein

AAEL001030-RA -1.07955464 S-formylglutathione hydrolase, putative

AAEL001031-RA -0.04171056 conserved hypothetical protein

AAEL001033-RA 0.136632956 methyl-cpg binding protein, mbd

AAEL001036-RA 0.355640326 ikappab kinase complex-associated protein

AAEL001037-RA 0.147087981 ribosomal RNA methyltransferase

AAEL001038-RA 0.411166095 cak1

AAEL001042-RA -0.56454503 hypothetical protein

AAEL001044-RA 0.092231049 tyrosyl-tRNA synthetase

AAEL001047-RA -0.30412561 adenylate cyclase

AAEL001048-RA 0.234714105 short-chain dehydrogenase

AAEL001054-RA -0.51093614 glutathione-s-transferase theta, gst

AAEL001057-RA -0.43793451 lipase

AAEL001058-RA 0.510727681 jun activation domain binding protein

AAEL001062-RA -0.03343074 hypothetical protein

AAEL001063-RA -0.39165086 hypothetical protein

AAEL001066-RA 0.066195482 mitochondrial ribosomal protein, L22, putative

AAEL001071-RA -0.62010426 glutathione-s-transferase theta, gst

AAEL001072-RA -0.89901974 lipase

AAEL001078-RA -0.63684615 glutathione-s-transferase theta, gst

AAEL001080-RA -0.083057 RNA 3' terminal phosphate cyclase

AAEL001082-RA 0.426628345 conserved hypothetical protein

AAEL001084-RA -0.10447584 conserved hypothetical protein

AAEL001085-RA 0.014327133 conserved hypothetical protein

AAEL001087-RA 0.138295713 synaptic vesicle protein
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AAEL001089-RA -0.00149625 conserved hypothetical protein

AAEL001092-RA -0.35847371 UDP-glucose pyrophosphatase

AAEL001093-RA 0.466384445 phd finger protein

AAEL001094-RA 0.780962541 conserved hypothetical protein

AAEL001096-RA -0.89901974 lipase

AAEL001098-RA -0.56116412 clip-domain serine protease, putative

AAEL001101-RA -0.86038845 ATP-dependent transporter

AAEL001102-RA 0.429567869 adenosine kinase

AAEL001103-RA 0.100699092 prefoldin, subunit, putative

AAEL001105-RA -0.20618324 von Hippel-Lindau disease tumor suppressor, putative

AAEL001105-RB -0.20618324 von Hippel-Lindau disease tumor suppressor, putative

AAEL001105-RC -0.20618324 von Hippel-Lindau disease tumor suppressor, putative

AAEL001107-RA -0.30616778 hypothetical protein

AAEL001109-RA -0.03705547 glutaredoxin

AAEL001111-RA 0.046629812 zinc finger protein

AAEL001113-RA -0.08923999 inorganic phosphate cotransporter, putative

AAEL001114-RA 0.220600718 amino acid transporter

AAEL001118-RA 0.056503132 conserved hypothetical protein

AAEL001124-RA -0.24080414 conserved hypothetical protein

AAEL001126-RB 0.124869533 rest corepressor (corest) protein

AAEL001127-RA -0.1551933 defective proboscis extension response, putative

AAEL001129-RA -1.2253655 conserved hypothetical protein

AAEL001131-RA -0.13441129 splicing factor, putative

AAEL001132-RA 0.623754484 conserved hypothetical protein

AAEL001138-RA 0.278845444 hypothetical protein

AAEL001141-RA 0.029198451 transcriptional regulator ATRX (X-linked helicase II)

AAEL001142-RA 0.181452791 rab gdp/gtp exchange factor

AAEL001149-RA -0.00264782 conserved hypothetical protein

AAEL001151-RA 0.058336101 n-acetylgalactosaminyltransferase

AAEL001152-RA 0.182081485 beta-1,3-galactosyltransferase-6

AAEL001154-RA 0.093005643 conserved hypothetical protein

AAEL001156-RA -0.00013656 conserved hypothetical protein

AAEL001157-RA 1.249811237 light protein

AAEL001158-RA -0.14058558 fructose-1,6-bisphosphatase

AAEL001158-RB -0.14058558 fructose-1,6-bisphosphatase

AAEL001162-RA -0.00022992 conserved hypothetical protein

AAEL001163-RA -0.91150553 macroglobulin/complement
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AAEL001164-RA -0.51101171 NADH:ubiquinone dehydrogenase, putative

AAEL001165-RA 0.722531071 ras GTP exchange factor, son of sevenless

AAEL001166-RA 0.206843512 protein phosphatases pp1 regulatory subunit

AAEL001168-RA 0.330231633 hypothetical protein

AAEL001169-RA 0.151678026 ribosome biogenesis protein bop1 (block of proliferation 1 protein)

AAEL001171-RA -0.53126519 tRNA-dihydrouridine synthase

AAEL001172-RA -0.6964839 conserved hypothetical protein

AAEL001175-RA 0.429146774 DNA photolyase

AAEL001177-RA -0.33590314 signal recognition particle, 14kD, putative

AAEL001182-RA 0.268608847 phosphotyrosyl phosphatase activator

AAEL001183-RA 0.127553702 zinc binding dehydrogenase

AAEL001186-RA 0.086992866 hypothetical protein

AAEL001190-RA -0.2687489 conserved hypothetical protein

AAEL001194-RA -0.36627677 fatty acid synthase

AAEL001195-RA -0.76068947 Juvenile hormone-inducible protein, putative

AAEL001199-RA 0.106221677 Putative GTP-binding protein 5

AAEL001202-RA -0.1329524 conserved hypothetical protein

AAEL001204-RA -0.14140187 sterol o-acyltransferase

AAEL001206-RA 0.121049217 threonyl-tRNA synthetase

AAEL001209-RA 0.354289601 sodium-dependent phosphate transporter

AAEL001210-RA -0.20998089 NADH ubiquinone oxidoreductase subunit, putative

AAEL001211-RA -0.07079858 COMPASS component SWD2, putative

AAEL001216-RA 0.551174576 DEAD box ATP-dependent RNA helicase

AAEL001218-RA 0.553012688 alanyl-tRNA synthetase

AAEL001222-RA 1.374561784 hypothetical protein

AAEL001232-RA -0.27732384 tubulointerstitial nephritis antigen

AAEL001233-RA 0.32120774 hypothetical protein

AAEL001235-RA -0.39562101 palmitoyl-protein thioesterase

AAEL001238-RA 0.710801743 bap28

AAEL001246-RA -0.35583295 Thymidylate kinase, putative

AAEL001246-RB -0.35583295 Thymidylate kinase, putative

AAEL001247-RA 0.166574019 conserved hypothetical protein

AAEL001248-RA 0.076352825 hypothetical protein

AAEL001248-RB 0.076352825 hypothetical protein

AAEL001249-RA 0.474507718 conserved hypothetical protein

AAEL001250-RA 0.163472401 conserved hypothetical protein

AAEL001251-RA -0.12994261 nsfl1 cofactor P47
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AAEL001251-RB -0.12994261 nsfl1 cofactor P47

AAEL001252-RA 0.530998849 rap1 gtpase-gdp dissociation stimulator

AAEL001257-RA -0.31232675 sugar transporter

AAEL001260-RA -0.15192699 conserved hypothetical protein

AAEL001261-RA 0.687805083 hypothetical protein

AAEL001263-RA -0.0785998 predicted protein

AAEL001264-RA 0.416940698 conserved hypothetical protein

AAEL001264-RB 0.416940698 conserved hypothetical protein

AAEL001265-RA -0.27080036 conserved hypothetical protein

AAEL001271-RA -0.18099123 conserved hypothetical protein

AAEL001272-RA -0.1796203 hypothetical protein

AAEL001273-RA 0.228411969 Sec24B protein, putative

AAEL001278-RA -0.02096799 hypothetical protein

AAEL001279-RA 0.041621468 merozoite surface protein, putative

AAEL001279-RB 0.309121228 merozoite surface protein, putative

AAEL001280-RA -0.52417586 28S ribosomal protein S15, mitochondrial precursor

AAEL001281-RA 0.201708402 hypothetical protein

AAEL001282-RA -0.7613583 hypothetical protein

AAEL001285-RA -0.1085046 conserved hypothetical protein

AAEL001286-RA -0.39656952 predicted protein

AAEL001287-RA 0.80460178 conserved hypothetical protein

AAEL001287-RB 0.418818908 conserved hypothetical protein

AAEL001290-RA -0.34643588 conserved hypothetical protein

AAEL001291-RA -0.17767269 conserved hypothetical protein

AAEL001293-RA -0.44402308 conserved hypothetical protein

AAEL001293-RB -0.44402308 conserved hypothetical protein

AAEL001294-RA 0.6806359 conserved hypothetical protein

AAEL001294-RB 0.6806359 conserved hypothetical protein

AAEL001297-RA 0.143123773 conserved hypothetical protein

AAEL001300-RA -0.56547534 conserved hypothetical protein

AAEL001301-RA -0.07390484 conserved hypothetical protein

AAEL001305-RA -0.22916182 conserved hypothetical protein

AAEL001306-RA -0.21838836 conserved hypothetical protein

AAEL001307-RA -0.70836319 SEC14, putative

AAEL001308-RA 0.326505186 CRAL/TRIO domain-containing protein

AAEL001310-RA -0.03496353 Odorant receptor 92a, putative

AAEL001312-RA -0.02900392 cytochrome P450
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AAEL001314-RA 0.249024602 conserved hypothetical protein

AAEL001315-RA 0.109188384 conserved hypothetical protein

AAEL001319-RA -0.41487214 hypothetical protein

AAEL001322-RA 0.370078956 hypothetical protein

AAEL001323-RA 0.431472193 conserved hypothetical protein

AAEL001327-RA 0.826268405 conserved hypothetical protein

AAEL001329-RA -0.24298712 mitochondrial carrier protein

AAEL001332-RA -0.09305717 conserved hypothetical protein

AAEL001334-RA 0.145102347 geranylgeranyl transferase type ii beta subunit

AAEL001336-RA 0.514917419 charged multivesicular body protein 2a

AAEL001341-RA -0.26553644 conserved hypothetical protein

AAEL001348-RA 0.826268405 conserved hypothetical protein

AAEL001350-RA -0.24279426 hypothetical protein

AAEL001351-RA 0.164326783 hypothetical protein

AAEL001352-RA -0.09895841 scaffold attachment factor b

AAEL001356-RA -0.72714892 RNA-binding protein

AAEL001360-RA -0.0375871 coronin

AAEL001360-RB -0.0375871 coronin

AAEL001361-RA -0.42890775 Brahma associated protein 170kD, putative

AAEL001363-RA -1.08682403 small nuclear ribonucleoprotein Sm D1, putative

AAEL001366-RA 0.604433192 conserved hypothetical protein

AAEL001368-RA 0.430819657 kek1

AAEL001369-RA -0.33274403 conserved hypothetical protein

AAEL001372-RA 0.301662303 sentrin/sumo-specific protease senp7

AAEL001372-RB 0.062400461 sentrin/sumo-specific protease senp7

AAEL001375-RA 0.116883856 Y-box binding protein

AAEL001376-RA 0.108544949 hypothetical protein

AAEL001382-RA -0.14413866 small nuclear ribonucleoprotein sm d1

AAEL001385-RA -0.14153058 conserved hypothetical protein

AAEL001388-RA 0.140196488 hypothetical protein

AAEL001390-RA 0.091139262 conserved hypothetical protein

AAEL001391-RA -0.57069964 hypothetical protein

AAEL001392-RA -1.97039572 hypothetical protein

AAEL001393-RA 0.456929665 triple functional domain, trio

AAEL001396-RA 0.259092819 mandelate racemase

AAEL001397-RA -1.05351914 ribonuclease

AAEL001398-RA 0.088016557 guanine nucleotide exchange factor
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AAEL001399-RA 0.921201147 conserved hypothetical protein

AAEL001401-RA 0.573826296 conserved hypothetical protein

AAEL001406-RA -0.31150265 conserved hypothetical protein

AAEL001407-RA 0.026394519 cdk4/6

AAEL001408-RA -0.26954168 hypothetical protein

AAEL001411-RA 0.355841893 myosin heavy chain, nonmuscle or smooth muscle

AAEL001411-RB 0.355841893 myosin heavy chain, nonmuscle or smooth muscle

AAEL001412-RA -0.08117654 conserved hypothetical protein

AAEL001414-RA 0.906438912 conserved hypothetical protein

AAEL001414-RB 0.906438912 conserved hypothetical protein

AAEL001415-RA 0.19609164 hypothetical protein

AAEL001416-RA -0.09924907 conserved hypothetical protein

AAEL001418-RA -0.78995353 conserved hypothetical protein

AAEL001419-RA 0.608089688 nocturnin

AAEL001420-RA 0.177446837 conserved hypothetical protein

AAEL001422-RA 0.118897049 proteasome inhibitor

AAEL001423-RA -1.34075272 acid phosphatase-1

AAEL001424-RB 0.137467018 mitochondrial inner membrane protease subunit

AAEL001425-RA 0.400469317 conserved hypothetical protein

AAEL001427-RA -1.83310502 short-chain dehydrogenase

AAEL001428-RA 0.020229842 transcription factor Hairy, putative

AAEL001429-RA 0.100753601 amino acid transporter

AAEL001431-RA 0.171272535 hypothetical protein

AAEL001432-RA -0.08337381 protein disulfide isomerase

AAEL001439-RA -0.45460773 mitochondrial ribosomal protein, L22, putative

AAEL001440-RA 0.616877623 E1a binding protein P400

AAEL001447-RA 0.237440263 conserved hypothetical protein

AAEL001449-RA 0.131688829 conserved hypothetical protein

AAEL001451-RA 0.237033867 DNA repair protein Rad62, putative

AAEL001455-RA 0.402773453 hypothetical protein

AAEL001457-RA 0.188174054 guanylatte cyclase alpha 1 subunit

AAEL001459-RA 0.45381953 deltex, putative

AAEL001460-RA -0.10913825 hypothetical protein

AAEL001462-RA 0.155612145 protein phosphatase 2c gamma

AAEL001464-RA 0.710135537 conserved hypothetical protein

AAEL001471-RA -0.26319832 hypothetical protein

AAEL001472-RA 0.240407544 phosphatidyltransferase
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AAEL001478-RA 0.46552299 bile acid beta-glucosidase, putative

AAEL001479-RA 0.613089742 protoheme ix farnesyltransferase

AAEL001480-RA 0.00234999 phosphoglucomutase

AAEL001484-RA 0.391891111 chromosome region maintenance protein 1/exportin

AAEL001484-RB 0.391891111 chromosome region maintenance protein 1/exportin

AAEL001488-RA 0.000209783 ribosomal protein L15

AAEL001490-RA 0.206990581 acylphosphatase, putative

AAEL001492-RA -0.12567663 cgmp-dependent 3,5-cyclic phosphodiesterase

AAEL001495-RA 0.480097403 conserved hypothetical protein

AAEL001495-RB 0.480097403 conserved hypothetical protein

AAEL001496-RA 0.160426505 transcription elongation factor s-ii

AAEL001499-RA 0.214578744 conserved hypothetical protein

AAEL001500-RA -0.11509219 insulinprotein enhancer protein isl

AAEL001501-RA -0.84680778 anamorsin, putative

AAEL001506-RA -0.25760116 U3 small nucleolar ribonucleoprotein protein mpp10

AAEL001507-RA 0.211060066 conserved hypothetical protein

AAEL001508-RA -0.2338318 conserved hypothetical protein

AAEL001511-RA 0.254635516 conserved hypothetical protein

AAEL001514-RA -1.13898894 conserved hypothetical protein

AAEL001515-RA 0.643005148 Bcl-2 associated protein, putative

AAEL001517-RA 0.518660395 carboxylesterase

AAEL001519-RA -0.32415004 hypothetical protein

AAEL001521-RA 0.270898256 death executioner Bcl-2, putative

AAEL001522-RA -0.13575059 conserved hypothetical protein

AAEL001528-RA 0.118419067 hypothetical protein

AAEL001530-RA -0.01415989 hypothetical protein

AAEL001533-RA -0.37519377 glucosyl/glucuronosyl transferases

AAEL001540-RA 0.26901401 ubiquitin specific protease

AAEL001541-RA 0.339960198 component of oligomeric golgi complex

AAEL001548-RA -0.29286674 glucosyl/glucuronosyl transferases

AAEL001551-RB 0.041542294 conserved hypothetical protein

AAEL001551-RC 0.041542294 conserved hypothetical protein

AAEL001554-RA 0.302256887 phd finger protein

AAEL001555-RA 0.658231468 conserved hypothetical protein

AAEL001556-RA 0.146775509 conserved hypothetical protein

AAEL001561-RA 0.480810049 conserved hypothetical protein

AAEL001561-RB 0.480810049 conserved hypothetical protein
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AAEL001561-RC 0.480810049 conserved hypothetical protein

AAEL001561-RD 0.480810049 conserved hypothetical protein

AAEL001563-RA -0.20814328 conserved hypothetical protein

AAEL001568-RA 0.632351462 glycine receptor beta precursor, putative

AAEL001569-RA 0.217590171 conserved hypothetical protein

AAEL001572-RA 0.087630612 hypothetical protein

AAEL001575-RA -0.45573796 monocarboxylate transporter

AAEL001576-RA -0.0428938 conserved hypothetical protein

AAEL001579-RA -0.50338488 hypothetical protein

AAEL001587-RA -0.06353423 hypothetical protein

AAEL001588-RA -0.13973167 glutamate carboxypeptidase

AAEL001589-RA 0.620423913 hypothetical protein

AAEL001593-RA 0.699536826 glycerol-3-phosphate dehydrogenase

AAEL001593-RB 0.699536826 glycerol-3-phosphate dehydrogenase

AAEL001593-RC 0.699536826 glycerol-3-phosphate dehydrogenase

AAEL001596-RA -0.25833773 conserved hypothetical protein

AAEL001598-RB 0.514444213 conserved hypothetical protein

AAEL001599-RA 0.128714591 conserved hypothetical protein

AAEL001601-RA -0.97400977 conserved hypothetical protein

AAEL001606-RA 0.304649562 g protein-coupled receptor

AAEL001607-RA 0.129079693 galactose-1-phosphate uridylyltransferase

AAEL001608-RA 0.844895811 vitamin K-dependent protein C precursor, putative

AAEL001609-RA 0.17074226 hypothetical protein

AAEL001610-RA 0.105381636 hypothetical protein

AAEL001611-RA -0.04760619 conserved hypothetical protein

AAEL001613-RA -0.08189093 organic anion transporter

AAEL001614-RA -0.91075947 conserved hypothetical protein

AAEL001615-RA 0.230138632 mitochondrial ribosomal protein, S18C, putative

AAEL001619-RA -0.3558166 conserved hypothetical protein

AAEL001620-RA 0.127478965 conserved hypothetical protein

AAEL001622-RA 0.423580362 dual specificity mitogen-activated protein kinase kinase MAPKK

AAEL001623-RA 0.078347867 proteasome subunit

AAEL001624-RA 0.331638264 hypothetical protein

AAEL001625-RA 0.069617049 conserved hypothetical protein

AAEL001626-RA -0.55701221 zinc/iron transporter

AAEL001627-RA 0.263954221 UDP-n-acteylglucosamine pyrophosphorylase

AAEL001635-RA 0.33999818 conserved hypothetical protein
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AAEL001636-RA 0.058486598 nuclear transcription factor, x-box binding 1 (nfx1)

AAEL001637-RA 0.696828397 conserved hypothetical protein

AAEL001641-RA -0.40111423 deoxyribonuclease I, putative

AAEL001642-RA -0.36835987 6-pyruvoyltetrahydropterin synthase, putative

AAEL001642-RB -0.36835987 6-pyruvoyltetrahydropterin synthase, putative

AAEL001646-RA -0.12056688 inward rectifier potassium channel, putative

AAEL001649-RA 0.090381354 leucine aminopeptidase

AAEL001653-RA -0.10114122 fetal globin-inducing factor

AAEL001655-RA 0.356737834 structural maintenance of chromosomes smc4

AAEL001656-RA -0.17814061 sodium-dependent phosphate transporter

AAEL001666-RA 0.361470603 conserved hypothetical protein

AAEL001667-RA -0.36260495 multicopper oxidase

AAEL001668-RA 0.090834532 enolase

AAEL001670-RA 0.132557659 conserved hypothetical protein

AAEL001672-RA -0.75322376 multicopper oxidase

AAEL001673-RA -0.46166186 actin

AAEL001675-RA 0.240773889 serine protease

AAEL001677-RA 0.390181946 conserved hypothetical protein

AAEL001683-RA -0.69389867 conserved hypothetical protein

AAEL001684-RA -0.01152719 boule protein, putative

AAEL001686-RA 0.246889487 conserved hypothetical protein

AAEL001688-RA 0.221913007 hypothetical protein

AAEL001690-RA -0.04889848 serine-type enodpeptidase, putative

AAEL001691-RA 0.131297054 adenylate cyclase

AAEL001692-RA -0.36227566 conserved hypothetical protein

AAEL001693-RA 0.220247832 serine-type enodpeptidase, putative

AAEL001696-RA 0.911835818 paired box protein, putative

AAEL001701-RA 0.078470136 serine-type enodpeptidase, putative

AAEL001704-RA 0.456432508 conserved hypothetical protein

AAEL001705-RA -0.55525334 odorant response protein ODR-4, putative

AAEL001706-RA -0.64397779 p15-2a protein, putative

AAEL001708-RA -0.32238955 conserved hypothetical protein

AAEL001708-RB -0.32238955 conserved hypothetical protein

AAEL001714-RA -0.24754539 p15-2a protein, putative

AAEL001715-RA -0.26353634 chaperonin

AAEL001717-RA 0.130037269 hypothetical protein

AAEL001718-RA -0.09503769 conserved hypothetical protein

Page 22



AAEL001719-RA 0.047588121 ATP-dependent RNA helicase

AAEL001720-RA 0.192507145 hypothetical protein

AAEL001728-RA 0.442798893 conserved hypothetical protein

AAEL001733-RA -0.46926305 vacuolar sorting protein vps29

AAEL001735-RA -1.08146641 pupal cuticle protein 78E, putative

AAEL001737-RA 0.152078284 conserved hypothetical protein

AAEL001739-RA -0.16556379 bric-a-brac

AAEL001745-RA 0.02669891 candidate tumor suppressor protein

AAEL001752-RB -0.15846281 chloride channel protein 3

AAEL001754-RA 0.042085161 conserved hypothetical protein

AAEL001756-RA 0.358716879 anaphase-promoting complex subunit

AAEL001761-RA 0.047768317 exonuclease

AAEL001763-RA 0.6080787 hypothetical protein

AAEL001764-RA -0.35137559 histone-fold protein CHRAC subunit, putative

AAEL001767-RA -0.28347739 conserved hypothetical protein

AAEL001767-RB 0.108925857 conserved hypothetical protein

AAEL001767-RC -0.28347739 conserved hypothetical protein

AAEL001769-RA -0.21467229 DEAD box ATP-dependent RNA helicase

AAEL001774-RA 0.375631887 hypothetical protein

AAEL001778-RA 0.171789108 zinc finger protein, putative

AAEL001779-RA -0.08453951 bax inhibitor

AAEL001781-RA 1.215172522 origin recognition complex subunit

AAEL001782-RA -0.10029861 conserved hypothetical protein

AAEL001784-RA -0.11792573 cytidine and deoxycytidylate deaminase zinc-binding region

AAEL001785-RA 1.215172522 origin recognition complex subunit

AAEL001794-RA 0.106026202 macroglobulin/complement

AAEL001794-RB 0.65931906 macroglobulin/complement

AAEL001795-RA -0.14733909 orfY, putative

AAEL001797-RA 0.064191552 endopeptidase clp, putative

AAEL001798-RA -0.37888882 protein tyrosine phosphatase prl

AAEL001798-RB -0.37888882 protein tyrosine phosphatase prl

AAEL001800-RA 0.23431254 hsp70 binding protein

AAEL001800-RB -0.34738271 hsp70 binding protein

AAEL001802-RA 0.202542006 macroglobulin/complement

AAEL001804-RA -1.01411915 glucosyl/glucuronosyl transferases

AAEL001805-RA -0.22497438 conserved hypothetical protein

AAEL001806-RA 0.063412775 conserved hypothetical protein

Page 23



AAEL001807-RA -0.23438907 cytochrome P450

AAEL001810-RA -0.18188185 conserved hypothetical protein

AAEL001811-RA 0.655072811 conserved hypothetical protein

AAEL001813-RA -0.24318765 sodium/solute symporter

AAEL001814-RA -0.61968102 conserved hypothetical protein

AAEL001816-RA -0.65573872 glucosyl/glucuronosyl transferases

AAEL001822-RA 0.135824022 glucosyl/glucuronosyl transferases

AAEL001826-RA -0.43480162 Odorant-binding protein 56a, putative

AAEL001830-RA 0.43163815 geranylgeranyl transferase type i beta subunit

AAEL001833-RA 0.0308154 Juvenile hormone-inducible protein, putative

AAEL001835-RA -0.03226991 sodium/solute symporter

AAEL001837-RA -0.09945164 lipase

AAEL001839-RA -0.0966653 zinc carboxypeptidase

AAEL001840-RA 0.089503769 zinc carboxypeptidase

AAEL001843-RA 0.684695887 ski oncogene

AAEL001844-RA -1.08574561 zinc carboxypeptidase

AAEL001845-RA 0.228654174 short-chain dehydrogenase

AAEL001847-RA 0.144990357 conserved hypothetical protein

AAEL001851-RA -0.2740225 conserved hypothetical protein

AAEL001852-RA -0.48793819 conserved hypothetical protein

AAEL001854-RA 0.429961977 hypothetical protein

AAEL001856-RA -0.48571209 adenosine kinase

AAEL001859-RA -0.01075312 vesicle protein sorting-associated

AAEL001865-RA 0.061450934 NADH dehydrogenase, putative

AAEL001865-RB 0.061450934 NADH dehydrogenase, putative

AAEL001866-RA 0.104830439 hypothetical protein

AAEL001870-RA -0.3918792 glycerate kinase

AAEL001871-RA -0.09170634 conserved hypothetical protein

AAEL001872-RA -0.27086396 voltage-dependent anion-selective channel

AAEL001874-RA -0.1372812 cop9 complex subunit

AAEL001877-RA 0.198409446 fucosyltransferase 11 (fut11)

AAEL001879-RA 0.310959603 conserved hypothetical protein

AAEL001882-RA -0.39960113 conserved hypothetical protein

AAEL001886-RA 0.386946138 zinc finger protein, putative

AAEL001887-RA -0.92456943 glutamine synthetase 1, 2 (glutamate-amonia ligase) (gs)

AAEL001887-RB -0.92456943 glutamine synthetase 1, 2 (glutamate-amonia ligase) (gs)

AAEL001888-RA -0.36542368 hypothetical protein
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AAEL001888-RB -0.36542368 hypothetical protein

AAEL001892-RA -0.58365585 conserved hypothetical protein

AAEL001892-RB -0.16322653 conserved hypothetical protein

AAEL001892-RC -0.58365585 conserved hypothetical protein

AAEL001895-RA -1.5951574 lactosylceramide 4-alpha-galactosyltransferase (alpha- 1,4-galactosyltransferase)

AAEL001896-RA 0.051030707 UDP-N-acetylglucosamine: polypeptide-N-acetylglucosaminyl transferase, putative

AAEL001896-RB 0.051030707 UDP-N-acetylglucosamine: polypeptide-N-acetylglucosaminyl transferase, putative

AAEL001897-RA -1.69482226 conserved hypothetical protein

AAEL001898-RA -0.0199872 conserved hypothetical protein

AAEL001899-RA 0.965065063 Juvenile hormone-inducible protein, putative

AAEL001902-RA -0.18734875 glutamate decarboxylase

AAEL001904-RA 0.660161994 arp2/3

AAEL001905-RA 0.287157947 conserved hypothetical protein

AAEL001909-RA -0.27452248 mitochondrial ribosomal protein, S21, putative

AAEL001912-RA -0.01441293 forkhead protein/ forkhead protein domain

AAEL001914-RA 0.501529712 scavenger receptor, putative

AAEL001916-RA 0.198532215 eukaryotic translation initiation factor 4e

AAEL001916-RB 0.198532215 eukaryotic translation initiation factor 4e

AAEL001917-RA 0.299080958 ribosome biogenesis protein brix

AAEL001920-RA -0.79292639 conserved hypothetical protein

AAEL001921-RA 0.077705173 hypothetical protein

AAEL001922-RA 0.731330472 hypothetical protein

AAEL001924-RA -0.32331594 zinc finger protein

AAEL001927-RA 0.511408363 hypothetical protein

AAEL001928-RA -0.18855223 actin

AAEL001930-RA -0.14450088 pra1 protein

AAEL001930-RB -0.14450088 pra1 protein

AAEL001932-RA -0.23733461 conserved hypothetical protein

AAEL001934-RA 0.663465731 hypothetical protein

AAEL001937-RA -0.27783171 selenium-binding protein

AAEL001939-RA 0.706683876 hypothetical protein

AAEL001940-RA 0.238713635 phosphatidate cytidylyltransferase

AAEL001941-RA -0.26372686 hypothetical protein

AAEL001943-RA -0.02102837 mitochondrial ribosomal protein, S34, putative

AAEL001944-RA -0.55425971 conserved hypothetical protein

AAEL001945-RA -0.17140423 conserved hypothetical protein

AAEL001946-RA -0.13694512 four and a half lim domains
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AAEL001947-RA 0.10168453 conserved hypothetical protein

AAEL001950-RA 0.018518822 conserved hypothetical protein

AAEL001951-RA 0.135499547 actin

AAEL001952-RA 0.038392789 28 kDa heat- and acid-stable phosphoprotein (PDGF-associated protein), putative

AAEL001952-RB 0.038392789 28 kDa heat- and acid-stable phosphoprotein (PDGF-associated protein), putative

AAEL001953-RA 0.768877133 conserved hypothetical protein

AAEL001955-RA 0.243586361 conserved hypothetical protein

AAEL001958-RA 0.54603584 hypothetical protein

AAEL001964-RA 0.164067885 protein serine/threonine kinase, putative

AAEL001965-RA -0.81212924 imaginal disc growth factor

AAEL001966-RA -0.19244808 zinc finger protein

AAEL001969-RA 0.262301095 protein serine/threonine kinase, putative

AAEL001972-RA -0.09817941 TATA box binding protein (TBP)-associated factor, putative

AAEL001974-RA -0.12131675 conserved hypothetical protein

AAEL001975-RA -1.0493237 protein serine/threonine kinase, putative

AAEL001976-RA 0.051361932 camp-dependent protein kinase catalytic subunit

AAEL001977-RA 0.089647361 conserved hypothetical protein

AAEL001978-RA 0.140680845 uroporphyrinogen iii synthase

AAEL001981-RA -0.86687128 protein serine/threonine kinase, putative

AAEL001982-RA -0.72638507 endoplasmic reticulum-resident kdel protein

AAEL001989-RA -0.50502586 protein serine/threonine kinase, putative

AAEL001992-RA 0.163569166 hypothetical protein

AAEL001994-RA -0.63042062 protein serine/threonine kinase, putative

AAEL001996-RA 0.387936598 predicted protein

AAEL001998-RA 0.279836677 conserved hypothetical protein

AAEL002003-RA -1.03484078 protein serine/threonine kinase, putative

AAEL002005-RA 0.272102299 cytochrome P450

AAEL002010-RA -0.21686117 conserved hypothetical protein

AAEL002014-RA 0.174749341 conserved hypothetical protein

AAEL002016-RA -0.49272937 disulfide oxidoreductase

AAEL002019-RA 0.200804342 conserved hypothetical protein

AAEL002020-RA 0.036871624 hypothetical protein

AAEL002022-RA -0.71006501 protein serine/threonine kinase, putative

AAEL002023-RA 0.024218349 imaginal disc growth factor

AAEL002024-RA -0.29042412 protein serine/threonine kinase, putative

AAEL002025-RA 0.543700417 conserved hypothetical protein

AAEL002026-RA -0.26514755 protein serine/threonine kinase, putative

Page 26



AAEL002027-RA -1.18305261 protein serine/threonine kinase, putative

AAEL002028-RA -0.96606152 protein serine/threonine kinase, putative

AAEL002029-RA -1.0471684 protein serine/threonine kinase, putative

AAEL002031-RA 0.151314052 cytochrome P450

AAEL002034-RA -0.83120872 protein serine/threonine kinase, putative

AAEL002035-RA -0.86691149 protein serine/threonine kinase, putative

AAEL002036-RA 0.333389413 hypothetical protein

AAEL002040-RA -0.41473799 protein serine/threonine kinase, putative

AAEL002042-RA 0.537769362 deoxyribonuclease I, putative

AAEL002044-RA 0.232632658 hypothetical protein

AAEL002045-RA -0.14558673 hypothetical protein

AAEL002046-RA 0.244763767 cytochrome P450

AAEL002047-RA -0.47074958 40S ribosomal protein S10

AAEL002049-RA -0.11644208 circadian protein clock/arnt/bmal/pas

AAEL002049-RB -0.11644208 circadian protein clock/arnt/bmal/pas

AAEL002050-RA -0.03818091 conserved hypothetical protein

AAEL002050-RB -0.03818091 conserved hypothetical protein

AAEL002057-RA 0.133750056 conserved hypothetical protein

AAEL002059-RA 0.240845024 hypothetical protein

AAEL002062-RA 0.554976334 nuclear hormone receptor ftz-f1 (ftz-f1 alpha)

AAEL002063-RA 0.119631023 cationic amino acid transporter

AAEL002064-RA 0.359146188 conserved hypothetical protein

AAEL002065-RA -1.1043035 hydroxymethylglutaryl-coa lyase

AAEL002067-RA 0.740617875 cytochrome P450

AAEL002068-RA -0.53775175 mitochondrial processing peptidase alpha subunit

AAEL002069-RA -0.05573202 malonyl coa-acyl carrier protein transacylase

AAEL002074-RA -0.63432241 hypothetical protein

AAEL002078-RA 0.225204132 conserved hypothetical protein

AAEL002080-RA -0.73541036 septin interacting protein, putative

AAEL002081-RA 0.349203069 conserved hypothetical protein

AAEL002081-RB 0.349203069 conserved hypothetical protein

AAEL002082-RA -0.05637387 latent nuclear antigen, putative

AAEL002083-RA 0.650470178 DEAD box ATP-dependent RNA helicase

AAEL002086-RA 0.022042123 er lumen protein retaining receptor

AAEL002089-RA 0.609703743 conserved hypothetical protein

AAEL002090-RA 0.275909377 conserved hypothetical protein

AAEL002091-RA 0.284092272 conserved hypothetical protein
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AAEL002092-RA 0.188738838 cuticle protein, putative

AAEL002098-RA -0.20364709 DNA repair endonuclease xp-f / mei-9 / rad1

AAEL002101-RA -0.04906725 hypothetical protein

AAEL002103-RA 0.163725987 histone H1, putative

AAEL002105-RA 0.531351476 conserved hypothetical protein

AAEL002107-RA -0.39983727 sulfide quinone reductase

AAEL002108-RA 0.13854039 nucleolar essential protein 1 (nep1)

AAEL002111-RA 0.38134927 cuticle protein, putative

AAEL002113-RA 0.417695065 3-oxoacyl-[acyl-carrier-protein] synthase

AAEL002114-RA 0.467032974 conserved hypothetical protein

AAEL002115-RA 0.140332516 hypothetical protein

AAEL002116-RA 0.008001328 supercoiling factor, putative

AAEL002118-RA 0.391430311 ubiquitin-conjugating enzyme rad6

AAEL002120-RA -0.07536167 zinc finger protein

AAEL002121-RA -0.38927211 conserved hypothetical protein

AAEL002124-RA -0.84908061 serine protease

AAEL002126-RA 0.048876238 masquerade

AAEL002129-RA -0.14551019 conserved hypothetical protein

AAEL002133-RA -0.54612148 Juvenile hormone-inducible protein, putative

AAEL002134-RA 0.4335424 conserved hypothetical protein

AAEL002135-RA 0.375921698 tubulin-specific chaperone b (tubulin folding cofactor b)

AAEL002136-RA 0.095821518 hypothetical protein

AAEL002137-RB -0.16072382 transcriptional adaptor 2 (ada2)

AAEL002139-RA 0.011063029 conserved hypothetical protein

AAEL002140-RA -0.49907622 transcription initiation factor IIA (TFIIA), gamma chain

AAEL002146-RA 0.020615803 hypothetical protein

AAEL002148-RA -0.14602514 conserved hypothetical protein

AAEL002151-RA 0.680793412 conserved hypothetical protein

AAEL002154-RA -0.49907622 transcription initiation factor IIA (TFIIA), gamma chain

AAEL002157-RA -0.72809655 conserved hypothetical protein

AAEL002158-RA -0.47174567 secreted ferritin G subunit precursor, putative

AAEL002158-RB -0.47174567 secreted ferritin G subunit precursor, putative

AAEL002159-RA 0.197110131 conserved hypothetical protein

AAEL002160-RA -0.37909208 GTP-binding protein

AAEL002161-RA 0.052282028 conserved hypothetical protein

AAEL002165-RA -0.01991592 conserved hypothetical protein

AAEL002168-RA 0.680749382 conserved hypothetical protein
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AAEL002171-RA 0.398810041 ubiquitin specific proteinase

AAEL002172-RA 0.031614609 tyrosine-protein kinase

AAEL002174-RA 0.341532154 dolichyl-diphosphooligosaccharide protein glycosyltransferase

AAEL002176-RA -0.27593493 inosine-uridine preferring nucleoside hydrolase

AAEL002177-RA -0.00091915 serine-type enodpeptidase, putative

AAEL002182-RA 0.081791253 t-diRNAhydrouridine synthase

AAEL002183-RA -0.1521434 oligosaccharyl transferase, subunit, putative

AAEL002185-RA 0.064259923 cuticle protein, putative

AAEL002187-RA -0.34920954 conserved hypothetical protein

AAEL002189-RA -0.52040733 conserved hypothetical protein

AAEL002190-RA -0.45088222 conserved hypothetical protein

AAEL002191-RA 0.104060198 cuticle protein, putative

AAEL002193-RA 0.066438082 hypothetical protein

AAEL002194-RA -0.21513974 uricase

AAEL002194-RB -0.21513974 uricase

AAEL002195-RA 0.472047339 conserved hypothetical protein

AAEL002197-RA 0.396616002 cuticle protein, putative

AAEL002198-RA -0.08673228 conserved hypothetical protein

AAEL002199-RA 0.463432786 conserved hypothetical protein

AAEL002200-RA -0.00785054 fatty acid synthase

AAEL002201-RA -1.9564957 hypothetical protein

AAEL002202-RA -1.63340376 conserved hypothetical protein

AAEL002204-RA -0.76990713 fatty acid synthase

AAEL002206-RA 0.592459731 rap gtpase-activating protein

AAEL002207-RA 0.432204764 conserved hypothetical protein

AAEL002208-RA -0.7140925 conserved hypothetical protein

AAEL002214-RA 0.114004117 amino acid transporter

AAEL002214-RB 0.114004117 amino acid transporter

AAEL002215-RA -0.43761995 conserved hypothetical protein

AAEL002218-RA -0.81119944 hypothetical protein

AAEL002221-RA 0.31919423 calcium and integrin-binding protein 1

AAEL002222-RA -1.18713296 hypothetical protein

AAEL002223-RA -0.41369804 conserved hypothetical protein

AAEL002225-RA -0.94481909 5-oxoprolyl-peptidase, putative

AAEL002226-RA 0.208304972 casein kinase

AAEL002228-RA 0.742236735 fatty acid synthase

AAEL002229-RA -0.56645074 cuticle protein, putative
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AAEL002230-RA 0.354578157 chromodomain helicase DNA binding protein

AAEL002231-RA -0.6750556 cuticle protein, putative

AAEL002232-RA 0.070146989 conserved hypothetical protein

AAEL002233-RA 0.607053022 conserved hypothetical protein

AAEL002236-RA -0.25537841 sodium/shloride dependent amino acid transporter

AAEL002237-RA -0.39950012 fatty acid synthase

AAEL002238-RA 0.214583529 hypothetical protein

AAEL002239-RA -0.6550634 conserved hypothetical protein

AAEL002241-RA -0.83416766 cuticle protein, putative

AAEL002243-RA -0.35858153 conserved hypothetical protein

AAEL002245-RA -0.19942755 hypothetical protein

AAEL002246-RA -0.20355222 cuticle protein, putative

AAEL002250-RA 0.144517675 terminal deoxycytidyl transferase rev1

AAEL002256-RA -0.15206469 collagen alpha 1(xviii) chain

AAEL002258-RA 0.577337379 conserved hypothetical protein

AAEL002259-RA 0.566335272 hypothetical protein

AAEL002261-RA -0.05924466 GTP cyclohydrolase i

AAEL002263-RA 0.424845873 conserved hypothetical protein

AAEL002263-RB 0.424845873 conserved hypothetical protein

AAEL002264-RA 0.241215758 conserved hypothetical protein

AAEL002265-RA 0.193893632 conserved hypothetical protein

AAEL002266-RA -0.03315587 p15-2b protein, putative

AAEL002267-RA -0.07130855 conserved hypothetical protein

AAEL002268-RA 0.649616848 hypothetical protein

AAEL002269-RA 0.408025297 purine nucleoside phosphorylase

AAEL002272-RA -0.25309536 splicing factor yt521-b

AAEL002281-RA 0.43031834 hypothetical protein

AAEL002283-RA -0.01524067 hypothetical protein

AAEL002284-RA -0.26101351 mediator complex, subunit, putative

AAEL002287-RA 0.364926708 trans-prenyltransferase

AAEL002288-RB 0.176625248 serine protease

AAEL002290-RA -0.11806004 zinc finger protein

AAEL002293-RA -0.43732983 conserved hypothetical protein

AAEL002294-RA 0.362339569 sulfate transporter

AAEL002295-RA -0.01519237 leucine-rich transmembrane protein

AAEL002296-RA 0.338569673 trifunctional enzyme beta subunit (tp-beta)

AAEL002297-RA -0.26402904 hypothetical protein
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AAEL002298-RA -0.13369274 hypothetical protein

AAEL002301-RA -0.01936701 serine protease

AAEL002303-RA 0.992634094 conserved hypothetical protein

AAEL002306-RA 0.34858652 hect E3 ubiquitin ligase

AAEL002309-RA -0.81395373 peroxiredoxin 6, prx-6

AAEL002310-RA 0.515085623 conserved hypothetical protein

AAEL002315-RA 0.11353412 hypothetical protein

AAEL002316-RA 0.010868002 hypothetical protein

AAEL002318-RA 0.27420604 conserved hypothetical protein

AAEL002318-RB 0.27420604 conserved hypothetical protein

AAEL002322-RA 0.51401759 conserved hypothetical protein

AAEL002325-RA 0.179766125 conserved hypothetical protein

AAEL002327-RA 0.59772291 hypothetical protein

AAEL002328-RA 0.142198122 conserved hypothetical protein

AAEL002329-RA 1.100940494 alpha-1,3-mannosyl-glycoprotein beta-1, 2-n-acetylglucosaminyltransferase

AAEL002330-RA 0.270716739 conserved hypothetical protein

AAEL002331-RA -0.72589966 mannose-6-phosphate isomerase

AAEL002334-RA 0.188467258 eukaryotic translation initiation factor 3 subunit

AAEL002337-RA 0.284906682 prefoldin, subunit, putative

AAEL002337-RB 0.203835278 prefoldin, subunit, putative

AAEL002339-RA -0.46536323 conserved hypothetical protein

AAEL002347-RA 0.365619156 serine-type enodpeptidase, putative

AAEL002349-RA 0.294208037 conserved hypothetical protein

AAEL002350-RA 0.035343225 conserved hypothetical protein

AAEL002352-RA -0.0771452 hypothetical protein

AAEL002355-RA 0.187612143 conserved hypothetical protein

AAEL002359-RA -0.06113865 homeobox protein onecut

AAEL002362-RA 0.04676088 conserved hypothetical protein

AAEL002366-RA 0.421353642 conserved hypothetical protein

AAEL002371-RA 0.439896948 conserved hypothetical protein

AAEL002371-RB 0.439896948 conserved hypothetical protein

AAEL002375-RA 0.023114053 NBP2b protein, putative

AAEL002381-RA -0.08608098 conserved hypothetical protein

AAEL002382-RA -0.00513343 conserved hypothetical protein

AAEL002384-RA 0.08701875 conserved hypothetical protein

AAEL002385-RA -0.38376961 carboxylesterase

AAEL002386-RA -0.26491816 conserved hypothetical protein
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AAEL002387-RA -0.58166336 conserved hypothetical protein

AAEL002388-RA -0.36535674 zinc finger protein

AAEL002389-RA 0.250227121 gamma-secretase subunit aph-1

AAEL002397-RA -0.18472737 conserved hypothetical protein

AAEL002400-RA 0.603987252 hypothetical protein

AAEL002401-RA -0.05900378 proteasome subunit beta type

AAEL002404-RA 0.795290979 receptor protein tyrosine kinase

AAEL002406-RA 0.418548601 conserved hypothetical protein

AAEL002407-RA -0.06578377 DNA repair protein xp-e

AAEL002407-RB 0.333848287 DNA repair protein xp-e

AAEL002411-RA 0.19958878 conserved hypothetical protein

AAEL002411-RB 0.19958878 conserved hypothetical protein

AAEL002415-RA 0.165849838 pinch

AAEL002415-RB 0.165849838 pinch

AAEL002415-RC 0.165849838 pinch

AAEL002416-RA -0.06741376 short-chain dehydrogenase

AAEL002416-RB -0.06741376 short-chain dehydrogenase

AAEL002418-RA -0.69322975 mitochondrial ribosomal protein, L27, putative

AAEL002421-RA 0.517055752 hypothetical protein

AAEL002422-RA 0.567024206 cytoplasmic polyadenylation element binding protein (cpeb)

AAEL002426-RA -0.03650805 conserved hypothetical protein

AAEL002427-RA -0.29118554 transcription factor IIIB 90 kDa subunit (TFIIIB90)

AAEL002427-RB -0.29118554 transcription factor IIIB 90 kDa subunit (TFIIIB90)

AAEL002428-RA 0.273333624 conserved hypothetical protein

AAEL002429-RA 0.174059716 hypothetical protein

AAEL002430-RA -0.22693483 n-acetylglucosamine-6-phosphate deacetylase

AAEL002431-RA -0.13161047 conserved hypothetical protein

AAEL002432-RA -0.66453845 conserved hypothetical protein

AAEL002433-RA -0.1145047 conserved hypothetical protein

AAEL002435-RA 0.410376231 conserved hypothetical protein

AAEL002435-RB 0.273153796 conserved hypothetical protein

AAEL002435-RE -0.12815181 conserved hypothetical protein

AAEL002436-RA 0.405819843 conserved hypothetical protein

AAEL002436-RB 0.405819843 conserved hypothetical protein

AAEL002436-RC 0.405819843 conserved hypothetical protein

AAEL002437-RA 0.245488786 symplekin

AAEL002441-RA -0.56865177 larval cuticle protein, putative

Page 32



AAEL002442-RA -0.17677554 conserved hypothetical protein

AAEL002443-RA 0.680793412 conserved hypothetical protein

AAEL002444-RA 0.033312087 zinc finger protein

AAEL002449-RA -1.02766451 conserved hypothetical protein

AAEL002452-RA -0.30947821 larval cuticle protein, putative

AAEL002453-RA 0.988387624 conserved hypothetical protein

AAEL002454-RA -0.35571087 conserved hypothetical protein

AAEL002457-RA 0.055747435 conserved hypothetical protein

AAEL002457-RB 0.055747435 conserved hypothetical protein

AAEL002460-RA 0.266872457 conserved hypothetical protein

AAEL002461-RA 0.174657329 RNA-binding protein, putative

AAEL002462-RA -0.39434394 hypothetical protein

AAEL002464-RA -0.23573238 vacuolar ATP synthase subunit f

AAEL002465-RA 0.105073077 conserved hypothetical protein

AAEL002468-RA -0.3608055 lipid a export ATP-binding/permease protein msba

AAEL002470-RA -0.27723989 hypothetical protein

AAEL002473-RA 0.493630947 hypothetical protein

AAEL002473-RB 0.493630947 hypothetical protein

AAEL002483-RA 0.207866381 conserved hypothetical protein

AAEL002486-RA -0.76624861 mitochondrial inner membrane protein translocase, 9kD-subunit, putative

AAEL002487-RA -0.01381913 P53 regulated pa26 nuclear protein sestrin

AAEL002489-RA -0.22745211 conserved hypothetical protein

AAEL002493-RA -0.02871762 short-chain dehydrogenase

AAEL002496-RA 0.351486564 hypothetical protein

AAEL002501-RA -0.14521552 protein disulfide isomerase

AAEL002503-RA -0.49914196 yippee protein

AAEL002504-RB -0.23641364 ATP synthase delta chain, mitochondrial

AAEL002505-RA 0.320658351 tryptase, putative

AAEL002506-RA 0.006013436 glutamate receptor, ionotropic kainate 1, 2, 3 (glur5, glur6, glur7)

AAEL002508-RA 0.576943168 26S protease regulatory subunit 6a

AAEL002511-RA 0.133647364 ionotropic glutamate receptor subunit ia

AAEL002512-RA -0.33111869 conserved hypothetical protein

AAEL002516-RA 0.203387815 conserved hypothetical protein

AAEL002517-RA 0.391884989 nucleoprotein, putative

AAEL002517-RB 0.391884989 nucleoprotein, putative

AAEL002518-RA 0.234436826 glutamate receptor, ionotropic kainate 1, 2, 3 (glur5, glur6, glur7)

AAEL002521-RA 0.282253206 conserved hypothetical protein
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AAEL002523-RA -1.20544444 mitochondrial inner membrane protein translocase, 9kD-subunit, putative

AAEL002524-RA 0.316407177 conserved hypothetical protein

AAEL002527-RA -0.21290643 conserved hypothetical protein

AAEL002534-RA -0.22110801 60S ribosomal protein L10

AAEL002535-RA -0.03272566 nucleoprotein, putative

AAEL002540-RA 0.365175789 conserved hypothetical protein

AAEL002541-RA 0.070175623 cystinosin

AAEL002542-RA -0.62029258 triosephosphate isomerase

AAEL002543-RA 0.155594384 conserved hypothetical protein

AAEL002544-RA 0.000750545 conserved hypothetical protein

AAEL002551-RA -0.16373907 DNA topoisomerase type I

AAEL002554-RB 0.104446417 anosmin, putative

AAEL002557-RA 0.439275271 cationic amino acid transporter

AAEL002559-RA -0.05783552 conserved hypothetical protein

AAEL002560-RA 0.055728975 conserved hypothetical protein

AAEL002560-RB 0.055728975 conserved hypothetical protein

AAEL002565-RA 0.344184417 titin

AAEL002568-RA -0.34606771 conserved hypothetical protein

AAEL002569-RA 0.123664315 serine/threonine kinase

AAEL002570-RA 0.472896304 hypothetical protein

AAEL002572-RA -0.30727501 myosin regulatory light chain 2 (mlc-2)

AAEL002578-RA -0.4368136 conserved hypothetical protein

AAEL002584-RA 0.854030651 hypothetical protein

AAEL002585-RA -1.33098732 serine protease

AAEL002586-RA 0.620870926 hypothetical protein

AAEL002587-RA -0.34364874 Odorant-binding protein 56e, putative

AAEL002588-RA -0.78511857 conserved hypothetical protein

AAEL002589-RA -1.83024514 conserved hypothetical protein

AAEL002590-RA -0.06329315 serine protease, putative

AAEL002591-RA -0.57449944 Odorant-binding protein 56e, putative

AAEL002593-RA -0.60323087 serine protease

AAEL002593-RB -0.4406839 serine protease

AAEL002595-RA -0.07196179 serine protease

AAEL002596-RA -1.06064912 Odorant-binding protein 56e, putative

AAEL002597-RA 0.001661338 conserved hypothetical protein

AAEL002597-RB -0.25141045 conserved hypothetical protein

AAEL002599-RA 0.329043584 hypothetical protein
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AAEL002601-RA -0.39891025 serine protease, putative

AAEL002605-RA -0.33379561 Odorant-binding protein 56e, putative

AAEL002606-RA -0.83872138 Odorant-binding protein 56e, putative

AAEL002607-RA -0.16360425 conserved hypothetical protein

AAEL002610-RA -0.17831501 serine protease

AAEL002611-RA -0.04159915 conserved hypothetical protein

AAEL002613-RA -0.2130408 conserved hypothetical protein

AAEL002615-RA 0.275111415 leucine-rich transmembrane protein

AAEL002616-RA -0.06458947 conserved hypothetical protein

AAEL002616-RB -0.06458947 conserved hypothetical protein

AAEL002617-RA -0.2225426 Odorant-binding protein 56e, putative

AAEL002618-RA -2.00739887 Odorant-binding protein 56e, putative

AAEL002619-RA -0.24307446 conserved hypothetical protein

AAEL002620-RA -0.4554476 conserved hypothetical protein

AAEL002623-RA -0.21290221 conserved hypothetical protein

AAEL002626-RA -0.26045648 Odorant-binding protein 56e, putative

AAEL002628-RA 0.572006084 hypothetical protein

AAEL002629-RA 0.326229644 serine protease

AAEL002638-RA 0.103127968 cytochrome P450

AAEL002644-RA 0.177517632 conserved hypothetical protein

AAEL002646-RA -0.30210401 cytohesin 1, 2, 3, 4 (guanine nucleotide-exchange protein)

AAEL002647-RA -0.00606566 steroid receptor-interacting snf2 domain protein

AAEL002649-RA 0.121061916 hypothetical protein

AAEL002651-RB 0.420614002 hypothetical protein

AAEL002652-RA 0.501517579 hypothetical protein

AAEL002653-RA -0.16841847 semaphorin

AAEL002654-RA 0.907479574 hypothetical protein

AAEL002656-RA 0.205577457 conserved hypothetical protein

AAEL002658-RA 0.2776958 AMP dependent ligase

AAEL002658-RB -1.17504996 AMP dependent ligase

AAEL002664-RA -0.06281658 hypothetical protein

AAEL002668-RA -0.02814226 AMP dependent ligase

AAEL002675-RA 0.038833187 arginase

AAEL002678-RA -0.06461428 ras suppressor protein 1, rsu1

AAEL002681-RA 0.467004648 Vanin-like protein 1 precursor, putative

AAEL002683-RA 0.299380553 aldehyde oxidase

AAEL002686-RA 1.139595549 testisin precursor, putative

Page 35



AAEL002687-RA -0.45416028 sterol carrier protein-2, putative

AAEL002693-RA 0.235893521 venom allergen

AAEL002699-RA -0.50228172 serine protease inhibitor, serpin

AAEL002700-RA 0.181033762 conserved hypothetical protein

AAEL002700-RB 0.181033762 conserved hypothetical protein

AAEL002703-RA -0.2024443 pyridoxamine 5'-phosphate oxidase

AAEL002703-RB -0.04946658 pyridoxamine 5'-phosphate oxidase

AAEL002704-RA 0.514086801 serine protease inhibitor (serpin-4), putative

AAEL002704-RC 0.514086801 serine protease inhibitor (serpin-4), putative

AAEL002705-RA -0.56275938 nucleolar protein c7b

AAEL002707-RA 0.022020251 hypothetical protein

AAEL002715-RA 0.605876118 serine protease inhibitor (serpin-6), putative

AAEL002719-RA 0.337188006 conserved hypothetical protein

AAEL002722-RA -0.08153039 protein kinase C inhibitor, putative

AAEL002728-RA 0.098619805 conserved hypothetical protein

AAEL002729-RA 0.005979265 hypothetical protein

AAEL002730-RA -0.46825841 serine protease inhibitor (serpin-4), putative

AAEL002731-RA -0.47514692 serine protease inhibitor, serpin

AAEL002733-RA -0.51965396 conserved hypothetical protein

AAEL002734-RA 0.177159655 conserved hypothetical protein

AAEL002735-RA 0.817731726 sodium/hydrogen exchanger 7, 9 (nhe7, nhe9)

AAEL002736-RA -0.36938887 conserved hypothetical protein

AAEL002737-RA 0.148552199 cytochrome c oxidase, subunit VIIC, putative

AAEL002737-RB 0.148552199 cytochrome c oxidase, subunit VIIC, putative

AAEL002738-RA 0.20302009 synaptic vesicle protein

AAEL002739-RA -0.65349115 conserved hypothetical protein

AAEL002743-RA 0.106409506 synaptic vesicle protein

AAEL002744-RA -0.46211583 hypothetical protein

AAEL002745-RA 0.23997223 nucleoprotein, putative

AAEL002747-RA -0.03264737 zinc finger protein

AAEL002749-RA 0.23997223 nucleoprotein, putative

AAEL002750-RA -0.59018405 conserved hypothetical protein

AAEL002751-RA 0.483706111 conserved hypothetical protein

AAEL002753-RA 0.738344614 zinc finger protein

AAEL002755-RA -0.13177879 nucleoprotein, putative

AAEL002758-RA 0.242000112 conserved hypothetical protein

AAEL002759-RA 0.266085442 tropomyosin invertebrate
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AAEL002759-RB 0.266085442 tropomyosin invertebrate

AAEL002759-RC 0.266085442 tropomyosin invertebrate

AAEL002759-RD 0.266085442 tropomyosin invertebrate

AAEL002760-RA 0.216183827 conserved hypothetical protein

AAEL002761-RA -0.17352134 tropomyosin invertebrate

AAEL002761-RB -0.17352134 tropomyosin invertebrate

AAEL002761-RC -0.18580635 tropomyosin invertebrate

AAEL002761-RD -0.17352134 tropomyosin invertebrate

AAEL002761-RE -0.17352134 tropomyosin invertebrate

AAEL002761-RF 0.491915331 tropomyosin invertebrate

AAEL002761-RG -0.18580635 tropomyosin invertebrate

AAEL002761-RH -0.17352134 tropomyosin invertebrate

AAEL002764-RA -0.19951481 dihydrolipoamide succinyltransferase component of 2-oxoglutarate dehydrogenase

AAEL002764-RB -0.19951481 dihydrolipoamide succinyltransferase component of 2-oxoglutarate dehydrogenase

AAEL002766-RA 0.313387929 glutamyl-tRNA(Gln) amidotransferase subunit A

AAEL002767-RA -0.70952955 conserved hypothetical protein

AAEL002771-RA 0.420840974 microtubule binding protein, putative

AAEL002773-RA 0.035567159 conserved hypothetical protein

AAEL002774-RB 0.335617334 slender lobes, putative

AAEL002776-RA 0.041954753 conserved hypothetical protein

AAEL002777-RA 0.057450431 conserved hypothetical protein

AAEL002779-RA 0.231338246 ribokinase

AAEL002782-RA -0.16716951 conserved hypothetical protein

AAEL002783-RA -1.33272965 mitochondrial ribosomal protein, L37, putative

AAEL002784-RA 0.216395125 zinc finger protein

AAEL002788-RA -0.17871314 conserved hypothetical protein

AAEL002789-RA 0.076786602 26S proteasome non-atpase regulatory subunit

AAEL002794-RA -2.04037038 hypothetical protein

AAEL002796-RA 0.007150652 l-asparaginase i

AAEL002797-RA 0.007977994 conserved hypothetical protein

AAEL002802-RA 0.440125942 wd-repeat protein

AAEL002805-RA -0.1890975 conserved hypothetical protein

AAEL002807-RA 0.305502225 hypothetical protein

AAEL002809-RA -0.00630385 down syndrome critical region protein

AAEL002809-RB -0.00630385 down syndrome critical region protein

AAEL002810-RA 0.308442496 DNA replication licensing factor MCM5

AAEL002812-RA 0.769574067 conserved hypothetical protein
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AAEL002813-RA -0.40521317 coupling factor, putative

AAEL002818-RA 0.343833333 splicing factor u2af large subunit

AAEL002822-RA -0.16559314 actin

AAEL002823-RA 0.597335826 conserved hypothetical protein

AAEL002825-RA -0.17521767 NADH:ubiquinone dehydrogenase, putative

AAEL002828-RA -0.48859543 hypothetical protein

AAEL002828-RB -0.48859543 hypothetical protein

AAEL002831-RA 0.237977946 conserved hypothetical protein

AAEL002833-RA -0.27968762 cathepsin l

AAEL002834-RA -0.247935 myo-inositol-1 phosphate synthase

AAEL002834-RB -0.247935 myo-inositol-1 phosphate synthase

AAEL002836-RA 0.506016846 carbon catabolite repressor protein

AAEL002837-RA 0.250092408 radical sam proteins

AAEL002841-RA -0.0089039 3-hydroxyacyl-coa dehyrogenase

AAEL002843-RA 0.112312127 conserved hypothetical protein

AAEL002844-RA -0.18100062 conserved hypothetical protein

AAEL002851-RA 0.280656327 tubulin beta chain

AAEL002853-RA 0.080634376 ccaat/enhancer binding protein

AAEL002854-RA -0.45994824 hypothetical protein

AAEL002857-RA -1.0243029 conserved hypothetical protein

AAEL002860-RA 0.444383525 conserved hypothetical protein

AAEL002861-RA 0.118257142 conserved hypothetical protein

AAEL002861-RB 0.118257142 conserved hypothetical protein

AAEL002863-RA 0.256661201 zinc finger protein

AAEL002866-RA 0.206785447 cyclin l

AAEL002867-RA 0.308330975 phenylalanyl-tRNA synthetase alpha chain

AAEL002870-RA -0.57634069 dipeptidyl peptidase iii

AAEL002870-RB -0.57634069 dipeptidyl peptidase iii

AAEL002875-RA -0.2493686 conserved hypothetical protein

AAEL002876-RA -0.33634449 conserved hypothetical protein

AAEL002879-RA 0.494209332 heterogeneous nuclear ribonucleoprotein r

AAEL002880-RA 0.003242267 conserved hypothetical protein

AAEL002885-RA -0.07021962 protein kinase c zeta and iota isoform

AAEL002886-RA -0.34331545 thioredoxin reductase

AAEL002886-RB -0.34331545 thioredoxin reductase

AAEL002888-RA -0.45809594 williams-beuren syndrome critical region protein

AAEL002889-RA -0.47864346 hypothetical protein
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AAEL002894-RA 0.823724904 adenosine A2 receptor

AAEL002895-RA 0.400573217 conserved hypothetical protein

AAEL002896-RA -0.13929837 conserved hypothetical protein

AAEL002898-RA -1.1474662 conserved hypothetical protein

AAEL002899-RA 0.07768945 hypothetical protein

AAEL002900-RA -0.11934827 conserved hypothetical protein

AAEL002901-RA 0.05915084 short-chain dehydrogenase

AAEL002906-RA -0.23234695 26S proteasome regulatory subunit rpn2

AAEL002907-RA -0.05659923 conserved hypothetical protein

AAEL002912-RA -0.37979949 wd-repeat protein

AAEL002913-RA -0.13639279 peroxisomal membrane protein 70 abcd3

AAEL002917-RA -0.45649855 conserved hypothetical protein

AAEL002920-RA -0.10332152 hypothetical protein

AAEL002921-RA 0.483435717 conserved hypothetical protein

AAEL002923-RA -0.14952098 hypothetical protein

AAEL002927-RA -0.09855288 hypothetical protein

AAEL002929-RA -0.18599356 AMP dependent ligase

AAEL002931-RA 0.139240634 hypothetical protein

AAEL002933-RA -0.44550982 conserved hypothetical protein

AAEL002934-RA 0.264485793 conserved hypothetical protein

AAEL002934-RB 0.264485793 conserved hypothetical protein

AAEL002935-RA 0.114941753 conserved hypothetical protein

AAEL002935-RB 0.114941753 conserved hypothetical protein

AAEL002939-RA 0.377599735 conserved hypothetical protein

AAEL002945-RA -0.12188541 conserved hypothetical protein

AAEL002946-RA 0.230778351 conserved hypothetical protein

AAEL002949-RA -0.41449776 Osiris, putative

AAEL002950-RB 0.39874147 conserved hypothetical protein

AAEL002951-RA 0.469111168 forkhead protein/ forkhead protein domain

AAEL002955-RA -0.20708478 conserved hypothetical protein

AAEL002955-RB -0.20708478 conserved hypothetical protein

AAEL002956-RA 0.594940278 citrate synthase

AAEL002958-RA -0.43083693 conserved hypothetical protein

AAEL002958-RB -0.43083693 conserved hypothetical protein

AAEL002959-RA 0.027020788 brain chitinase and chia

AAEL002960-RA 0.136713632 conserved hypothetical protein

AAEL002962-RA -0.24489956 conserved hypothetical protein

Page 39



AAEL002965-RA -0.09054099 conserved hypothetical protein

AAEL002966-RA -0.13953216 conserved hypothetical protein

AAEL002968-RA 0.339656137 conserved hypothetical protein

AAEL002969-RA -0.022172 brain chitinase and chia

AAEL002970-RA -0.5883302 conserved hypothetical protein

AAEL002973-RA -0.13014682 zinc finger protein

AAEL002976-RA -0.09677369 Aspartyl beta-hydroxylase, putative

AAEL002978-RA -0.32442025 leucyl aminopeptidase, putative

AAEL002980-RA 0.114158805 U1 small nuclear ribonucleoprotein A

AAEL002981-RA 0.409846584 conserved hypothetical protein

AAEL002985-RA -0.06899613 mitchondrial carnitine/acylcarnitine carrier protein CACL, putative

AAEL002985-RB -0.06899613 mitchondrial carnitine/acylcarnitine carrier protein CACL, putative

AAEL002989-RA 0.095331161 hypothetical protein

AAEL002992-RA 0.869530756 sphingolipid delta 4 desaturase/c-4 hydroxylase protein des2

AAEL002997-RA -0.7804726 serine protease

AAEL003003-RA 0.091102551 glutamate-gated chloride channel

AAEL003006-RA -0.61753987 2-deoxyglucose-6-phosphate phosphatase

AAEL003008-RA 0.04270736 hypothetical protein

AAEL003010-RA 0.213988832 hypothetical protein

AAEL003011-RA -0.27647199 NADH dehydrogenase, putative

AAEL003017-RA 0.130222512 hypothetical protein

AAEL003018-RA -0.00974236 conserved hypothetical protein

AAEL003019-RA -0.2888304 conserved hypothetical protein

AAEL003027-RA 0.262757119 conserved hypothetical protein

AAEL003028-RA 0.225526482 histamine-gated chloride channel subunit

AAEL003032-RA 0.077029114 phd finger protein

AAEL003034-RA -0.17634756 conserved hypothetical protein

AAEL003035-RA 0.148005155 ultraviolet-sensitive opsin

AAEL003039-RA -0.03684659 nonsense-mediated mrna decay protein

AAEL003041-RA 0.031970953 conserved hypothetical protein

AAEL003046-RA 0.050749721 saposin

AAEL003048-RA 0.09959052 netrin

AAEL003049-RA 0.842963638 pupal cuticle protein 78E, putative

AAEL003053-RA 0.366644981 allergen, putative

AAEL003053-RB -0.0642074 allergen, putative

AAEL003053-RC 0.425765527 allergen, putative

AAEL003053-RD 0.409928525 allergen, putative
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AAEL003053-RE 0.973686253 allergen, putative

AAEL003053-RF -0.0642074 allergen, putative

AAEL003054-RA -0.21272048 conserved hypothetical protein

AAEL003055-RA -0.04628485 conserved hypothetical protein

AAEL003056-RA 0.245902905 brain chitinase and chia

AAEL003057-RA 0.452441405 allergen, putative

AAEL003057-RB 0.452441405 allergen, putative

AAEL003058-RA 0.714442421 glucosyl/glucuronosyl transferases

AAEL003059-RA 0.146925009 conserved hypothetical protein

AAEL003065-RA 0.282409565 conserved hypothetical protein

AAEL003066-RA 0.576800747 brain chitinase and chia

AAEL003066-RB 0.576800747 brain chitinase and chia

AAEL003067-RA -1.03263124 conserved hypothetical protein

AAEL003067-RB -1.03263124 conserved hypothetical protein

AAEL003071-RA 0.191466353 tRNA pseudouridine synthase D

AAEL003076-RA 0.788746797 glucosyl/glucuronosyl transferases

AAEL003078-RA 0.189491903 conserved hypothetical protein

AAEL003079-RA 0.612256363 glucosyl/glucuronosyl transferases

AAEL003080-RA 0.440976097 hypothetical protein

AAEL003081-RA -0.00335726 conserved hypothetical protein

AAEL003084-RA -0.93855826 dolichyl-phosphate beta-D-mannosyltransferase, putative

AAEL003087-RA -0.05554806 conserved hypothetical protein

AAEL003088-RA -0.32886267 hypothetical protein

AAEL003089-RA 0.674269311 conserved hypothetical protein

AAEL003090-RA 0.81243905 malate synthase

AAEL003091-RA -0.44483175 glucosyl/glucuronosyl transferases

AAEL003095-RA -0.39075656 hypothetical protein

AAEL003099-RA -0.85488342 glucosyl/glucuronosyl transferases

AAEL003103-RA -0.03195225 ubiquitin-conjugating enzyme E2

AAEL003108-RA -0.04354671 protein-tyrosine phosphatase, non-receptor type nt5

AAEL003112-RA 0.023724021 conserved hypothetical protein

AAEL003112-RB 0.023724021 conserved hypothetical protein

AAEL003114-RA -1.54416706 conserved hypothetical protein

AAEL003116-RA 0.185582306 phosrestin i (arrestin b) (arrestin 2)

AAEL003118-RA 0.279553874 conserved hypothetical protein

AAEL003118-RB 0.279553874 conserved hypothetical protein

AAEL003119-RA 1.433923388 conserved hypothetical protein
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AAEL003120-RA 1.13205113 conserved hypothetical protein

AAEL003123-RA 0.295930117 deoxyribonuclease I, putative

AAEL003125-RA -0.92366724 acyl-coa dehydrogenase

AAEL003126-RA -0.11817374 conserved hypothetical protein

AAEL003128-RA -0.34497372 conserved hypothetical protein

AAEL003131-RA -0.28028448 conserved hypothetical protein

AAEL003135-RA 0.407267245 conserved hypothetical protein

AAEL003136-RA -0.42318418 copper chaperone Atox1, putative

AAEL003137-RA -0.01831358 conserved hypothetical protein

AAEL003139-RA -0.38588667 short-chain dehydrogenase

AAEL003139-RB -0.38588667 short-chain dehydrogenase

AAEL003140-RA -0.08571835 retinoblastoma binding protein

AAEL003141-RA 0.114188601 hypothetical protein

AAEL003142-RA 0.128429916 conserved hypothetical protein

AAEL003145-RA -0.44302802 bestrophin 2,3,4

AAEL003146-RA 0.232777925 conserved hypothetical protein

AAEL003149-RA 0.243542361 conserved hypothetical protein

AAEL003151-RA -0.48347137 conserved hypothetical protein

AAEL003153-RA -0.97487606 hypothetical protein

AAEL003154-RA -0.56232622 aldo-keto reductase

AAEL003157-RA 0.021748528 conserved hypothetical protein

AAEL003160-RA -0.32362648 conserved hypothetical protein

AAEL003161-RA 0.248743275 adenylosuccinate synthetase

AAEL003162-RA 0.389169771 formin 1,2/cappuccino

AAEL003163-RA 0.730785251 forkhead protein/ forkhead protein domain

AAEL003165-RA -0.0929507 low molecular weight protein-tyrosine-phosphatase

AAEL003166-RA 0.264371423 hypothetical protein

AAEL003170-RA -0.26066581 mitochondrial translational initiation factor

AAEL003176-RA 0.025128598 conserved hypothetical protein

AAEL003178-RA 0.102483511 conserved hypothetical protein

AAEL003179-RA 0.044187314 protein arginine n-methyltransferase 1, putative

AAEL003180-RA -1.2295769 prefoldin subunit

AAEL003181-RA -0.82096906 carboxylesterase

AAEL003182-RA 0.838136367 SERPIN1 protein precursor, putative

AAEL003182-RB 0.136529594 SERPIN1 protein precursor, putative

AAEL003183-RA -0.16939196 oxidoreductase

AAEL003184-RB 0.121454953 mfs transporter
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AAEL003185-RA 1.039880221 hypothetical protein

AAEL003187-RA -0.42020703 carboxylesterase

AAEL003188-RA -0.39922642 sphingosine phosphate lyase

AAEL003190-RA -0.18771569 hypothetical protein

AAEL003192-RA -0.43223135 mfs transporter

AAEL003193-RA -0.4487932 inorganic pyrophosphatase

AAEL003193-RB -0.4487932 inorganic pyrophosphatase

AAEL003194-RA 0.372627528 xaa-pro aminopeptidase

AAEL003196-RA -1.56851379 carboxylesterase

AAEL003197-RA 0.047334408 hypothetical protein

AAEL003199-RA 0.361828412 conserved hypothetical protein

AAEL003200-RA 0.438685617 hypothetical protein

AAEL003200-RB 0.438685617 hypothetical protein

AAEL003201-RA -0.01890782 carboxylesterase

AAEL003202-RA 0.175120113 cyclohex-1-ene-1-carboxyl-CoA hydratase, putative

AAEL003203-RA 0.132540699 fatty acid desaturase, putative

AAEL003203-RB 0.132540699 fatty acid desaturase, putative

AAEL003204-RA -0.48793819 conserved hypothetical protein

AAEL003205-RA 0.123702856 conserved hypothetical protein

AAEL003206-RA 0.156855426 glutaredoxin, grx

AAEL003208-RA 0.553286113 Tubby, putative

AAEL003210-RA -0.34693342 tetraspanin 29fa

AAEL003210-RB -0.34693342 tetraspanin 29fa

AAEL003210-RC -0.34693342 tetraspanin 29fa

AAEL003210-RD -0.34693342 tetraspanin 29fa

AAEL003210-RE -0.34693342 tetraspanin 29fa

AAEL003212-RA 0.453507222 protease m1 zinc metalloprotease

AAEL003215-RA 0.180694887 heat shock factor binding protein, putative

AAEL003220-RA 0.171268356 rho-type gtpase activating protein

AAEL003222-RA -1.50963403 conserved hypothetical protein

AAEL003222-RB -0.19700932 conserved hypothetical protein

AAEL003223-RA -0.0771049 hypothetical protein

AAEL003225-RA -0.32633379 conserved hypothetical protein

AAEL003226-RA 0.436333897 pupal cuticle protein 78E, putative

AAEL003227-RA -0.62884192 protease m1 zinc metalloprotease

AAEL003229-RA 0.199978333 hypothetical protein

AAEL003230-RA -0.39425069 conserved hypothetical protein
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AAEL003232-RA -0.63011076 conserved hypothetical protein

AAEL003232-RB -0.63011076 conserved hypothetical protein

AAEL003234-RA -0.0742705 cytochrome c oxidase, subunit VIA, putative

AAEL003235-RA 0.478953673 conserved hypothetical protein

AAEL003235-RB 0.478953673 conserved hypothetical protein

AAEL003236-RA 0.204977754 hypothetical protein

AAEL003237-RA -0.42564124 low molecular weight protein-tyrosine-phosphatase

AAEL003239-RA -0.80648929 Pupal cuticle protein, putative

AAEL003240-RA 0.247170446 conserved hypothetical protein

AAEL003241-RA -0.43406038 conserved hypothetical protein

AAEL003242-RA -1.03904073 Pupal cuticle protein, putative

AAEL003243-RA -0.23988662 serine protease

AAEL003246-RA -0.56475067 deoxyribose-phosphate aldolase

AAEL003247-RA -0.01268081 hypothetical protein

AAEL003249-RA 0.302543677 hypothetical protein

AAEL003250-RA 0.876058671 conserved hypothetical protein

AAEL003251-RA -0.16475862 serine protease snake, putative

AAEL003254-RA 0.28026151 atpase n2b

AAEL003255-RA 0.292029871 hypothetical protein

AAEL003259-RA -0.20632889 pupal cuticle protein 78E, putative

AAEL003262-RA 0.49896654 leucine-rich transmembrane protein

AAEL003264-RA -0.21811261 conserved hypothetical protein

AAEL003267-RA 0.195015591 conserved hypothetical protein

AAEL003270-RA 0.189128873 conserved hypothetical protein

AAEL003271-RA 0.632283252 conserved hypothetical protein

AAEL003274-RA -1.03123207 conserved hypothetical protein

AAEL003279-RA -0.0289693 clip-domain serine protease, putative

AAEL003280-RA -0.00531916 serine protease

AAEL003281-RA -0.51226567 adp-ribosylation factor, arf

AAEL003282-RA -0.34304554 ezrin-binding protein pace-1

AAEL003283-RA 0.375523516 bitesize isoform

AAEL003284-RA 0.055419265 conserved hypothetical protein

AAEL003285-RA -0.06854866 translocation associated membrane protein

AAEL003286-RA 0.415163301 alkaline phosphatase

AAEL003287-RB 0.406885189 arsenite-resistance protein

AAEL003290-RA 0.955308956 cell wall protein DAN4 precursor, putative

AAEL003293-RA 0.243187132 GTP-binding protein
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AAEL003294-RA -0.22517635 fibrinogen and fibronectin

AAEL003303-RA -0.09831553 conserved hypothetical protein

AAEL003306-RA -0.24107431 MRAS2, putative

AAEL003309-RA -1.67950471 alkaline phosphatase

AAEL003310-RA 0.215768599 conserved hypothetical protein

AAEL003313-RA -0.78569117 alkaline phosphatase

AAEL003317-RA 0.256966207 alkaline phosphatase

AAEL003318-RA -0.12176865 oligopeptide transporter

AAEL003319-RA -0.09797673 hypothetical protein

AAEL003325-RA 0.156645021 niemann-pick C1

AAEL003327-RA 0.268715593 zinc finger protein

AAEL003335-RA 0.428137745 conserved hypothetical protein

AAEL003336-RA 0.074104301 conserved hypothetical protein

AAEL003338-RA -0.35924978 hypothetical protein

AAEL003341-RA -0.10221645 hypothetical protein

AAEL003343-RA 0.407310998 conserved hypothetical protein

AAEL003344-RA -0.07945621 metaxin

AAEL003345-RA -0.27264835 argininosuccinate lyase

AAEL003352-RA 0.002507391 ribosomal protein l7ae

AAEL003358-RA -1.52765458 predicted protein

AAEL003361-RA 0.380079344 hypothetical protein

AAEL003362-RA 0.096203305 hypothetical protein

AAEL003363-RA -0.77763778 phosphatidic acid phosphatase

AAEL003364-RA 0.626360758 hypothetical protein

AAEL003366-RA 0.755072984 DNA-J, putative

AAEL003371-RA 0.093788522 f-box and wd-40 domain protein

AAEL003377-RA 0.325496279 signal recognition particle

AAEL003385-RA 0.004960918 conserved hypothetical protein

AAEL003386-RA 0.496392595 hypothetical protein

AAEL003387-RA 0.362059789 cationic amino acid transporter

AAEL003389-RA -0.16234272 antibacterial peptide, putative

AAEL003393-RA 0.265595306 ATP synthase beta subunit

AAEL003394-RA -0.45957689 conserved hypothetical protein

AAEL003396-RA -0.76118089 60S ribosomal protein L32

AAEL003404-RA 0.696208712 hypothetical protein

AAEL003404-RB 0.445605087 hypothetical protein

AAEL003405-RA -0.31137643 conserved hypothetical protein
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AAEL003405-RB -0.31137643 conserved hypothetical protein

AAEL003406-RA -0.09273158 conserved hypothetical protein

AAEL003409-RA -0.11728386 60S ribosomal protein L10, mitochondrial

AAEL003413-RA 0.148755308 f-spondin

AAEL003416-RA 0.129359541 sorting nexin

AAEL003417-RA -0.20536319 mitochondrial ATPase inhibitor, putative

AAEL003418-RA -0.28794396 microsomal signal peptidase 25 kda subunit

AAEL003423-RA -0.25464159 NADH dehydrogenase, putative

AAEL003423-RB -0.25464159 NADH dehydrogenase, putative

AAEL003424-RA -0.25073307 zinc carboxypeptidase

AAEL003426-RA -1.28254588 sodium-dependent phosphate transporter

AAEL003428-RA 0.151846353 conserved hypothetical protein

AAEL003430-RA 0.020394705 conserved hypothetical protein

AAEL003431-RA 0.244084466 proteasome subunit beta type 7,10

AAEL003432-RA 0.488233648 hypothetical protein

AAEL003433-RA -0.20095301 copper-transporting atpase 1, 2 (copper pump 1, 2)

AAEL003434-RA 0.134306102 alpha-amylase

AAEL003444-RA -1.1110757 caspase-1

AAEL003445-RA -0.42959831 conserved hypothetical protein

AAEL003449-RA -0.01737095 structural maintenance of chromosomes smc2

AAEL003452-RA 0.228312363 conserved hypothetical protein

AAEL003452-RB 0.112950405 conserved hypothetical protein

AAEL003454-RA 0.650954215 Phocein protein, putative

AAEL003457-RA 0.019837398 conserved hypothetical protein

AAEL003461-RA 0.227067876 mitochondrial intermediate peptidase

AAEL003463-RA 0.420637506 hypothetical protein

AAEL003466-RA 0.299652232 cullin

AAEL003466-RB 0.299652232 cullin

AAEL003467-RA 0.651111139 conserved hypothetical protein

AAEL003469-RA 0.222229608 NHP2 protein, putative

AAEL003469-RB 0.222229608 NHP2 protein, putative

AAEL003470-RA 0.011875923 conserved hypothetical protein

AAEL003471-RA 0.180819764 hypothetical protein

AAEL003474-RA 0.094879029 conserved hypothetical protein

AAEL003474-RB 0.094879029 conserved hypothetical protein

AAEL003477-RA 0.048000763 peptidyl-prolyl cis-trans isomerase h, ppih

AAEL003478-RA 0.240733631 hypothetical protein
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AAEL003479-RA -0.2187255 conserved hypothetical protein

AAEL003480-RA -0.08400349 hypothetical protein

AAEL003481-RA -0.12990074 conserved hypothetical protein

AAEL003483-RA -0.08467106 conserved hypothetical protein

AAEL003484-RA 0.219621241 hypothetical protein

AAEL003488-RA -0.40208106 site-1 protease (sterol-regulated, cleaves sterol regulatory element binding proteins)

AAEL003489-RA -0.08764837 conserved hypothetical protein

AAEL003492-RA -0.31285182 ribonuclease, putative

AAEL003494-RA 0.295444985 goodpasture antigen-binding protein

AAEL003495-RA 0.795324592 conserved hypothetical protein

AAEL003503-RA 0.21136412 ras-related protein Rab-7

AAEL003504-RA 0.454649769 emx homeobox protein

AAEL003508-RA 0.376674769 serine-pyruvate aminotransferase

AAEL003508-RB 0.376674769 serine-pyruvate aminotransferase

AAEL003509-RA -0.15175277 smap1

AAEL003510-RA 0.267920098 ribonuclease hi large subunit

AAEL003514-RA -0.21028408 centromere/microtubule binding protein cbf5

AAEL003515-RA 0.001339033 hypothetical protein

AAEL003515-RB 0.001339033 hypothetical protein

AAEL003516-RA -0.43061486 conserved hypothetical protein

AAEL003519-RA 0.098905905 conserved hypothetical protein

AAEL003521-RA -0.2986598 hypothetical protein

AAEL003522-RA 0.560219061 protein arginine n-methyltransferase

AAEL003536-RA -0.09131778 conserved hypothetical protein

AAEL003537-RA -0.01073431 nuclear inhibitor of protein phosphatase-1

AAEL003538-RA 0.875442481 conserved hypothetical protein

AAEL003540-RA 0.589362335 conserved hypothetical protein

AAEL003541-RA 0.696654945 galectin

AAEL003542-RA -0.23956987 conserved hypothetical protein

AAEL003543-RA -0.06531277 conserved hypothetical protein

AAEL003546-RA 0.587062922 gamma-tubulin complex component 4 (gcp-4)

AAEL003550-RA 0.324466563 aquaporin

AAEL003551-RA 0.068064775 hypothetical protein

AAEL003552-RA -0.5672125 DNA-directed RNA polymerase subunit rpb6

AAEL003553-RA -0.22513798 hypothetical protein

AAEL003554-RA 0.168235327 leucine rich repeat protein

AAEL003559-RA 0.671414321 conserved hypothetical protein
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AAEL003562-RA 0.0502707 polypeptide of 976 aa, putative

AAEL003563-RA -0.1260079 conserved hypothetical protein

AAEL003563-RB 0.039450233 conserved hypothetical protein

AAEL003564-RA -0.44492006 threonine dehydratase/deaminase

AAEL003568-RA -1.39511164 threonine dehydratase/deaminase

AAEL003569-RA 0.399312742 acyl-coa thioesterase

AAEL003570-RA -0.1668193 conserved hypothetical protein

AAEL003571-RA 0.067563607 factor for adipocyte differentiation

AAEL003572-RA 0.591258971 rnase h (70)

AAEL003573-RA 0.808775518 transportin

AAEL003574-RA 0.567820478 hypothetical protein

AAEL003577-RA 0.098612197 conserved hypothetical protein

AAEL003584-RA 0.468073378 hypothetical protein

AAEL003586-RA -0.00701128 neuronal cell adhesion molecule

AAEL003589-RA 0.179391539 transcription factor, putative

AAEL003590-RA -0.12859543 hypothetical protein

AAEL003593-RA 1.10811687 hypothetical protein

AAEL003596-RA -0.04559843 hypothetical protein

AAEL003600-RA 0.309035189 conserved hypothetical protein

AAEL003601-RA 0.419582195 conserved hypothetical protein

AAEL003603-RA -0.15776707 transcription factor, putative

AAEL003605-RA 0.396982626 U2 small nuclear ribonucleoprotein, putative

AAEL003608-RA 0.933382067 inositol 1,4,5-trisphosphate receptor

AAEL003610-RA -0.77780613 serine protease

AAEL003611-RA 0.034253458 stearoyl-coa desaturase

AAEL003613-RA -0.49532245 conserved hypothetical protein

AAEL003614-RA -0.1217765 clip-domain serine protease, putative

AAEL003619-RA 0.851883522 sodium/shloride dependent amino acid transporter

AAEL003621-RA -1.64804352 Pupal cuticle protein, putative

AAEL003622-RA -1.90508202 delta(9)-desaturase, putative

AAEL003623-RA 0.413536363 conserved hypothetical protein

AAEL003623-RB 0.413536363 conserved hypothetical protein

AAEL003625-RA 0.23038727 clip-domain serine protease, putative

AAEL003628-RA -0.62539049 clip-domain serine protease, putative

AAEL003630-RA -0.20626715 conserved hypothetical protein

AAEL003631-RA -0.31934688 clip-domain serine protease, putative

AAEL003634-RA 0.319074159 Hsp70-interacting protein, putative
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AAEL003635-RA -0.49590732 hypothetical protein

AAEL003636-RA 0.924821795 hypothetical protein

AAEL003640-RA 0.398393591 sodium/shloride dependent amino acid transporter

AAEL003643-RA 0.058471526 AMP dependent ligase

AAEL003645-RA 0.275772937 stearoyl-coa desaturase

AAEL003646-RA 0.12592035 conserved hypothetical protein

AAEL003647-RA 0.736116529 g-protein coupled receptor

AAEL003649-RA 0.690826541 conserved hypothetical protein

AAEL003651-RA -0.20629356 conserved hypothetical protein

AAEL003654-RA 0.191883488 conserved hypothetical protein

AAEL003656-RA -0.00932652 hypothetical protein

AAEL003658-RA 0.033556759 laminin beta-2 chain

AAEL003659-RA -0.13755305 histone H3

AAEL003660-RA 0.368058389 vacuolar protein sorting (vps33)

AAEL003661-RA 0.581442738 translation initiation factor

AAEL003662-RA 0.077486998 puckered protein, putative

AAEL003663-RA 0.125064913 hypothetical protein

AAEL003664-RA 0.574105562 lupus la ribonucleoprotein

AAEL003664-RB 0.354753426 lupus la ribonucleoprotein

AAEL003665-RA -0.17632376 hypothetical protein

AAEL003666-RA -0.66563405 leukotriene a-4 hydrolase

AAEL003667-RA -0.79377063 hypothetical protein

AAEL003667-RB -0.79377063 hypothetical protein

AAEL003667-RC -0.10494269 hypothetical protein

AAEL003668-RA 0.192631971 hypothetical protein

AAEL003670-RA -0.07023868 myelinprotein expression factor

AAEL003672-RA -0.09246138 hypothetical protein

AAEL003673-RA -0.19957152 histone H4

AAEL003674-RA 0.026678551 conserved hypothetical protein

AAEL003675-RA 0.017309563 ubiquinol-cytochrome c reductase iron-sulfur subunit

AAEL003675-RB 0.017309563 ubiquinol-cytochrome c reductase iron-sulfur subunit

AAEL003676-RA -0.04577928 myosin I, putative

AAEL003676-RB -0.04766679 myosin I, putative

AAEL003677-RA 0.432009001 hypothetical protein

AAEL003678-RA 0.529896085 diphosphoinositol polyphosphate phosphohydrolase, putative

AAEL003681-RA 0.222611931 hypothetical protein

AAEL003682-RA -0.44341426 tropomyosin, putative
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AAEL003684-RA 0.141927039 ku P80 DNA helicase

AAEL003685-RA 0.265791048 histone H3

AAEL003686-RA -0.63736856 serine protease inhibitor, serpin

AAEL003687-RA 0.305096937 histone h2a

AAEL003689-RA 0.344709977 histone H4

AAEL003690-RA 0.228187862 hypothetical protein

AAEL003692-RA 0.139008637 conserved hypothetical protein

AAEL003695-RA -0.94344998 conserved hypothetical protein

AAEL003697-RA 0.561138376 serine protease inhibitor, serpin

AAEL003704-RA -0.38663846 39S ribosomal protein L13, mitochondrial

AAEL003705-RA 0.352191731 seven transmembrane protein, putative

AAEL003706-RA 0.305096937 histone h2a

AAEL003708-RA -0.07840187 ninjurin a

AAEL003709-RA -0.15738598 crotonobetainyl-CoA-hydratase, putative

AAEL003712-RA 0.196396004 lysozyme P, putative

AAEL003716-RA 0.060451061 ribonuclease UK114, putative

AAEL003716-RB 0.060451061 ribonuclease UK114, putative

AAEL003717-RA 0.915999136 hypothetical protein

AAEL003718-RA 0.04147774 glucose transporter

AAEL003721-RA -0.75481458 heterogeneous nuclear ribonucleoprotein, putative

AAEL003722-RA -0.90664643 ribonuclease UK114, putative

AAEL003722-RB -0.90664643 ribonuclease UK114, putative

AAEL003723-RA 0.388877415 lysozyme P, putative

AAEL003729-RA -0.37022013 conserved hypothetical protein

AAEL003729-RB -0.37022013 conserved hypothetical protein

AAEL003730-RA -0.83382802 mitochondrial ribosomal protein, S28, putative

AAEL003734-RA 0.385577954 aconitase, mitochondrial

AAEL003735-RA 0.548646259 conserved hypothetical protein

AAEL003741-RA 1.249552714 hypothetical protein

AAEL003742-RA 0.237226522 glucosylceramidase

AAEL003743-RA -0.05252683 vacuolar proton atpases

AAEL003746-RA -0.1428778 4-Hydroxybutyrate CoA-transferase, putative

AAEL003748-RA -0.40655085 cytochrome P450

AAEL003749-RA 0.135845893 conserved hypothetical protein

AAEL003750-RA -0.30315548 conserved hypothetical protein

AAEL003750-RB -0.30315548 conserved hypothetical protein

AAEL003752-RA -0.02402771 conserved hypothetical protein
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AAEL003754-RA 0.864744471 actin binding

AAEL003756-RA 0.588853194 conserved hypothetical protein

AAEL003761-RA 0.211378292 hypothetical protein

AAEL003764-RA -0.17468387 hypothetical protein

AAEL003769-RA 0.113210082 methionine aminopeptidase

AAEL003770-RA -0.55491914 conserved hypothetical protein

AAEL003771-RA -0.08733709 trithorax protein ash2

AAEL003774-RA 0.020271935 conserved hypothetical protein

AAEL003776-RA -0.11383457 conserved hypothetical protein

AAEL003778-RA 0.293576564 conserved hypothetical protein

AAEL003779-RA 0.11477871 hypothetical protein

AAEL003784-RA 0.475399537 conserved hypothetical protein

AAEL003785-RA 0.151502138 conserved hypothetical protein

AAEL003789-RA 0.229073809 Exportin, putative

AAEL003790-RA -0.24521024 conserved hypothetical protein

AAEL003791-RA -0.19495006 conserved hypothetical protein

AAEL003797-RA 0.163274222 hypothetical protein

AAEL003798-RA 0.261808852 hypothetical protein

AAEL003800-RA 0.116897729 5'-3' exoribonuclease, putative

AAEL003801-RA -0.83181484 28S ribosomal protein S5

AAEL003809-RA -0.21362281 sugar transporter

AAEL003811-RA -0.25544275 hypothetical protein

AAEL003816-RA -0.77059526 hypothetical protein

AAEL003816-RB -0.11523375 hypothetical protein

AAEL003817-RA -0.34600902 kappa b-ras

AAEL003818-RA 0.343028267 histone h2a

AAEL003820-RA 0.343028267 histone h2a

AAEL003822-RA -0.43954059 conserved hypothetical protein

AAEL003823-RA 0.711554971 histone H4

AAEL003826-RA 0.343028267 histone h2a

AAEL003829-RA 0.525745685 dynamin

AAEL003831-RA 0.034259985 fatty acid hydroxylase

AAEL003832-RA -0.66815111 conserved hypothetical protein

AAEL003833-RA 0.711554971 histone H4

AAEL003835-RA 0.195287943 initiation factor 5a

AAEL003835-RB 0.195287943 initiation factor 5a

AAEL003835-RC 0.195287943 initiation factor 5a
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AAEL003838-RA 0.711554971 histone H4

AAEL003840-RA -0.58000186 keratinocyte lectin, putative

AAEL003841-RA -0.83951367 conserved hypothetical protein

AAEL003843-RA -1.11472428 hypothetical protein

AAEL003844-RA 0.044850888 galectin

AAEL003846-RA 0.711554971 histone H4

AAEL003848-RA -0.76311233 hypothetical protein

AAEL003849-RA 0.15168009 conserved hypothetical protein

AAEL003851-RA 0.343028267 histone h2a

AAEL003857-RA -0.83951367 conserved hypothetical protein

AAEL003862-RA -0.01682537 histone h2a

AAEL003863-RA 0.711554971 histone H4

AAEL003864-RA 0.158470992 conserved hypothetical protein

AAEL003866-RA 0.711554971 histone H4

AAEL003870-RA -0.58208667 conserved hypothetical protein

AAEL003871-RA -0.22330474 proteasome subunit alpha type

AAEL003873-RA 0.474707428 glycerol-3-phosphate dehydrogenase

AAEL003873-RB 0.474707428 glycerol-3-phosphate dehydrogenase

AAEL003876-RA 0.486170847 conserved hypothetical protein

AAEL003878-RA -1.45307125 hypothetical protein

AAEL003879-RA -0.24742591 conserved hypothetical protein

AAEL003880-RA -0.62210321 hypothetical protein

AAEL003881-RA -0.42724966 anopheles stephensi ubiquitin, putative

AAEL003882-RA 0.054901364 conserved hypothetical protein

AAEL003883-RA -0.15270742 conserved hypothetical protein

AAEL003885-RA 0.784355823 conserved hypothetical protein

AAEL003888-RA -0.47059478 ubiquitin

AAEL003889-RA -1.01502032 gram-negative bacteria binding protein

AAEL003897-RA -0.20668264 DNA repair protein xp-c / rad4

AAEL003898-RA 0.276104054 conserved hypothetical protein

AAEL003899-RA 0.416899386 sugar transporter

AAEL003900-RA 0.535552085 hypothetical protein

AAEL003902-RA 0.586547499 d(1a,b) dopamine receptor

AAEL003903-RA 0.356754141 acid phosphatase-1

AAEL003908-RA -0.67329588 nuclear pore complex protein nup107

AAEL003912-RA -0.02780608 trafficking protein particle complex subunit 6b

AAEL003912-RB -0.20602167 trafficking protein particle complex subunit 6b
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AAEL003921-RA -0.20258594 anopheles stephensi ubiquitin, putative

AAEL003922-RA -0.65249033 conserved hypothetical protein

AAEL003924-RB -0.03438378 hypothetical protein

AAEL003925-RA 0.23139127 conserved hypothetical protein

AAEL003926-RA -0.38653099 GTP-binding protein lepa

AAEL003929-RA 0.818501387 conserved hypothetical protein

AAEL003933-RA 0.59256402 oxidase/peroxidase

AAEL003938-RA -1.09711388 mRNA cleavage stimulating factor, 50kD-subunit, putative

AAEL003939-RA 0.391659338 eukaryotic translation initiation factor 2-alpha kinase 3 (pancreatic eif2-alpha kinase)

AAEL003943-RA -0.17572686 hypothetical protein

AAEL003944-RA -0.0486825 conserved hypothetical protein

AAEL003945-RA 0.106389582 Transcription initiation factor IIF alpha subunit

AAEL003946-RA -1.06504246 mitochondrial ribosomal protein S33, putative

AAEL003947-RA 0.220161549 hypothetical protein

AAEL003949-RA 0.145595116 conserved hypothetical protein

AAEL003950-RA 0.623050369 helicase

AAEL003954-RA 0.001063436 Juvenile hormone-inducible protein, putative

AAEL003957-RA 0.058193097 conserved hypothetical protein

AAEL003957-RB 0.058193097 conserved hypothetical protein

AAEL003957-RC 0.058193097 conserved hypothetical protein

AAEL003959-RA -0.15222572 short-chain dehydrogenase

AAEL003961-RA 0.180219582 short-chain dehydrogenase

AAEL003962-RA 0.565576045 hypothetical protein

AAEL003963-RA 0.338650402 calpain, putative

AAEL003970-RA 0.235764568 amino acid transporter

AAEL003972-RA 1.141295458 conserved hypothetical protein

AAEL003973-RA 0.101744101 conserved hypothetical protein

AAEL003979-RA -0.34315805 deadenylation factor EDEN-BP, putative

AAEL003980-RA 0.037040013 component of oligomeric golgi complex

AAEL003984-RA 0.570348775 hypothetical protein

AAEL003985-RA -0.19964265 small nuclear ribonucleoprotein, core, putative

AAEL003986-RA 0.388181034 conserved hypothetical protein

AAEL003986-RB 0.388181034 conserved hypothetical protein

AAEL003986-RC 0.388181034 conserved hypothetical protein

AAEL003986-RD 0.388181034 conserved hypothetical protein

AAEL003986-RE 0.388181034 conserved hypothetical protein

AAEL003987-RA 0.133783312 hypothetical protein
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AAEL003989-RA -0.72606473 GTP-binding  protein alpha subunit, gna

AAEL003990-RA 0.080762888 myeloid leukemia factor, putative

AAEL003990-RB 0.013272006 myeloid leukemia factor, putative

AAEL003990-RC 0.232671935 myeloid leukemia factor, putative

AAEL003990-RD 0.080762888 myeloid leukemia factor, putative

AAEL003992-RA 0.231555682 conserved hypothetical protein

AAEL003993-RA -0.00480119 cyclohex-1-ene-1-carboxyl-CoA hydratase, putative

AAEL003994-RA -0.31621075 phenylalanyl-tRNA synthetase mitochondrial

AAEL003995-RA 0.300483315 zinc binding dehydrogenase

AAEL003996-RA -0.44488845 conserved hypothetical protein

AAEL003998-RA 0.641226478 conserved hypothetical protein

AAEL004000-RA 0.525863524 toll

AAEL004001-RA 0.068352373 conserved hypothetical protein

AAEL004007-RA -0.35341097 GTP binding protein (mitochondrial), putative

AAEL004010-RA -0.20153136 splicing factor, putative

AAEL004010-RB -0.20153136 splicing factor, putative

AAEL004010-RC -0.20153136 splicing factor, putative

AAEL004010-RD -0.20153136 splicing factor, putative

AAEL004014-RA 0.155498804 glucose dehydrogenase

AAEL004017-RA -0.07100726 DNA polymerase v

AAEL004019-RA 0.408608264 hypothetical protein

AAEL004023-RA -1.25876427 Juvenile hormone-inducible protein, putative

AAEL004025-RA -0.38755744 glucose dehydrogenase

AAEL004027-RA 0.000521097 glucose dehydrogenase

AAEL004034-RA -0.46366171 mitochondrial ribosomal protein, S6, putative

AAEL004035-RA 0.038328178 importin 11 (imp11) (ran-binding protein 11)

AAEL004037-RA 0.118659374 p15-2b protein, putative

AAEL004038-RA 0.631090591 hypothetical protein

AAEL004039-RA 0.240665968 blooms syndrome DNA helicase

AAEL004042-RA 0.297498277 conserved hypothetical protein

AAEL004042-RB 0.297498277 conserved hypothetical protein

AAEL004042-RC 0.297498277 conserved hypothetical protein

AAEL004045-RA 0.425031392 conserved hypothetical protein

AAEL004048-RA -0.12071175 UNC93A protein, putative

AAEL004050-RA -0.54423701 diphosphomevalonate decarboxylase

AAEL004053-RA -0.30934135 conserved hypothetical protein

AAEL004054-RA 0.08224553 cytochrome P450
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AAEL004055-RA 0.192613439 conserved hypothetical protein

AAEL004056-RA -0.21365655 conserved hypothetical protein

AAEL004056-RB 0.07338738 conserved hypothetical protein

AAEL004057-RA 0.350558011 conserved hypothetical protein

AAEL004058-RA -0.39436823 hypothetical protein

AAEL004062-RA -0.14170851 conserved hypothetical protein

AAEL004063-RA 0.179543259 wd-repeat protein

AAEL004064-RA -0.54105334 meiotic checkpoint regulator cut4

AAEL004065-RA -0.00831918 conserved hypothetical protein

AAEL004066-RA 1.051819447 conserved hypothetical protein

AAEL004067-RA 0.008819818 mitochondrial benzodiazepine receptor, putative

AAEL004068-RA 0.493033493 hypothetical protein

AAEL004069-RA 0.060448455 mitochondrial 28S ribosomal protein S14 (s14mt)

AAEL004070-RA -0.37370214 hypothetical protein

AAEL004071-RA -0.20182885 nitrogen fixation protein nifu

AAEL004074-RA -0.58543885 conserved hypothetical protein

AAEL004075-RA 0.224816815 RNA binding motif protein

AAEL004076-RA -0.8330446 ubiquitin-activating enzyme E1

AAEL004081-RA 0.025005557 dj-1 protein (park7)

AAEL004086-RA -1.09732475 aldo-keto reductase

AAEL004086-RB -1.09732475 aldo-keto reductase

AAEL004088-RA -0.1472636 aldo-keto reductase

AAEL004088-RB -0.1472636 aldo-keto reductase

AAEL004088-RC -0.1472636 aldo-keto reductase

AAEL004088-RD -0.1472636 aldo-keto reductase

AAEL004088-RE -0.1472636 aldo-keto reductase

AAEL004090-RA -0.87269943 conserved hypothetical protein

AAEL004092-RA -0.07929576 deoxyribonuclease I, putative

AAEL004094-RA 0.396359351 pou domain

AAEL004095-RA 0.082629125 aldo-keto reductase

AAEL004096-RA -0.6096666 aldo-keto reductase

AAEL004100-RA -0.26978825 hypothetical protein

AAEL004101-RA 0.94278007 hypothetical protein

AAEL004102-RA 0.299616752 aldo-keto reductase

AAEL004104-RA 0.489478093 hypothetical protein

AAEL004107-RA -0.14037855 nucleoside diphosphate kinase, putative

AAEL004108-RA 0.500854165 hypothetical protein
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AAEL004111-RA -0.00783985 hypothetical protein

AAEL004112-RA 0.137969552 peroxiredoxins, prx-1, prx-2, prx-3

AAEL004113-RA -0.03969568 conserved hypothetical protein

AAEL004114-RA 0.576834348 UNC93A protein, putative

AAEL004117-RA 0.030178289 ATP-dependent RNA helicase

AAEL004118-RA -0.49012704 aldo-keto reductase

AAEL004119-RA 0.098733981 ribonuclease p/mrp subunit

AAEL004120-RA -0.18365653 Niemann-Pick Type C-2, putative

AAEL004121-RA -0.07613627 ubiquitin-conjugating enzyme E2 q

AAEL004121-RB -0.07613627 ubiquitin-conjugating enzyme E2 q

AAEL004124-RA 0.018443393 Mitochondrial glutamate carrier, putative

AAEL004124-RB 0.018443393 Mitochondrial glutamate carrier, putative

AAEL004125-RA 0.651083374 signal transduction protein lnk-realted

AAEL004126-RA -0.90784131 sterol desaturase

AAEL004126-RB -0.90784131 sterol desaturase

AAEL004132-RA -0.13629947 mediator complex, subunit, putative

AAEL004132-RB -0.13629947 mediator complex, subunit, putative

AAEL004132-RC -0.13629947 mediator complex, subunit, putative

AAEL004132-RD -0.13629947 mediator complex, subunit, putative

AAEL004138-RA 0.860216629 signal peptide peptidase

AAEL004140-RA 0.155554641 hypothetical protein

AAEL004141-RA 0.260993442 phosphatidylinositol transfer protein/retinal degeneration b protein

AAEL004146-RA 0.077761341 DNA photolyase

AAEL004148-RA -0.74092033 heat shock protein 70 (hsp70)-interacting protein

AAEL004149-RA 0.36477235 hypothetical protein

AAEL004150-RA 0.714369147 fibrinogen and fibronectin

AAEL004152-RA 0.483582423 ubiquitin-conjugating enzyme E2-25kD

AAEL004153-RA 0.656980846 conserved hypothetical protein

AAEL004156-RA -0.2134748 fibrinogen and fibronectin

AAEL004157-RA -0.46745364 hypothetical protein

AAEL004161-RA -0.11470356 conserved hypothetical protein

AAEL004170-RA -0.00839434 hypothetical protein

AAEL004170-RB -0.00839434 hypothetical protein

AAEL004172-RA 0.255536261 tubulin alpha chain

AAEL004173-RA -0.24403366 26S proteasome non-atpase regulatory subunit

AAEL004175-RA -0.06068274 40S ribosomal protein S17

AAEL004178-RA 0.219572988 ribose-phosphate pyrophosphokinase 1, putative
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AAEL004178-RB 0.219572988 ribose-phosphate pyrophosphokinase 1, putative

AAEL004179-RA -0.08229653 conserved hypothetical protein

AAEL004182-RA 0.441334215 conserved hypothetical protein

AAEL004183-RA -0.1038062 conserved hypothetical protein

AAEL004186-RA 0.004281289 conserved hypothetical protein

AAEL004196-RA -0.22773723 conserved hypothetical protein

AAEL004198-RA 0.228234869 conserved hypothetical protein

AAEL004205-RA -0.70856165 hypothetical protein

AAEL004206-RA -0.91228235 hypothetical protein

AAEL004208-RA 0.24043521 hypothetical protein

AAEL004209-RA 0.715355179 opioid-binding protein/cell adhesion molecule, putative

AAEL004210-RA 0.513870047 conserved hypothetical protein

AAEL004216-RA -0.08457332 hypothetical protein

AAEL004221-RA 0.084699737 glycogen synthase

AAEL004222-RA 0.325497202 voltage-dependent p/q type calcium channel

AAEL004223-RA 0.178803017 antibacterial peptide, putative

AAEL004224-RA 0.302856233 hypothetical protein

AAEL004227-RA -0.34142141 myosin vi

AAEL004228-RA 0.545412392 oligosaccharyl transferase

AAEL004232-RA 0.320850951 pre-mrna splicing factor prp17

AAEL004234-RA 0.072008865 conserved hypothetical protein

AAEL004237-RA 0.109680284 vacuolar protein sorting 18 (deep orange protein)

AAEL004242-RA -0.19159588 Juvenile hormone-inducible protein, putative

AAEL004246-RB 1.298974585 still life, putative

AAEL004247-RA 0.614017057 Sialin, Sodium/sialic acid cotransporter, putative

AAEL004248-RA 0.345424013 neuronal calcium sensor

AAEL004249-RB -0.79564296 conserved hypothetical protein

AAEL004250-RA -0.33274403 conserved hypothetical protein

AAEL004251-RA 0.095785496 map kinase phosphatase

AAEL004257-RA 0.712153818 conserved hypothetical protein

AAEL004263-RA -0.14413866 small nuclear ribonucleoprotein sm d1

AAEL004264-RA 0.030969531 conserved hypothetical protein

AAEL004274-RA 1.286920811 hypothetical protein

AAEL004275-RA 0.388222176 Osiris, putative

AAEL004276-RA -0.35687578 conserved hypothetical protein

AAEL004278-RA 0.476109095 conserved hypothetical protein

AAEL004280-RA -0.01248616 Osiris, putative
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AAEL004282-RA -1.44168331 protein-(glutamine-N5) methyl transferase, putative

AAEL004286-RA -0.02971222 hypothetical protein

AAEL004288-RA -1.05376293 protein phsophatase-2a

AAEL004289-RA 0.530988196 stromal antigen

AAEL004290-RA 0.358590032 histone-lysine n-methyltransferase

AAEL004294-RA 0.028355707 dihydrolipoamide acetyltransferase component of pyruvate dehydrogenase

AAEL004297-RA 0.208488941 ATP-citrate synthase

AAEL004299-RA 0.326131589 angiotensin-converting-relatedenzyme

AAEL004301-RA 0.595489031 conserved hypothetical protein

AAEL004302-RA 0.154504942 conserved hypothetical protein

AAEL004304-RA 0.206559122 hypothetical protein

AAEL004308-RA 0.150503835 proteasome subunit alpha type

AAEL004308-RB 0.150503835 proteasome subunit alpha type

AAEL004309-RA 0.085376576 hypothetical protein

AAEL004310-RA 0.12560155 p15-2a protein, putative

AAEL004313-RA -0.31745679 fk506-binding protein

AAEL004315-RA 0.390035183 hypothetical protein

AAEL004316-RA 0.164900334 hypothetical protein

AAEL004325-RA -0.55346581 ribosomal protein L5

AAEL004327-RA -0.39693234 valyl-trna synthetase

AAEL004328-RA -0.57674454 origin recognition complex subunit

AAEL004334-RA -0.08127112 hypothetical protein

AAEL004335-RA -0.72892419 secreted ferritin G subunit precursor, putative

AAEL004338-RA -0.13008785 pyruvate dehydrogenase

AAEL004342-RA -1.88732359 conserved hypothetical protein

AAEL004343-RA -1.25382553 conserved hypothetical protein

AAEL004345-RA -0.55911934 cysteinyl-tRNA synthetase

AAEL004346-RA 0.02584071 hypothetical protein

AAEL004347-RA 0.258682119 dendritic cell protein

AAEL004348-RA -0.03382775 NF-180, putative

AAEL004350-RA 0.015759893 janus A, putative

AAEL004351-RB 0.210865659 casein kinase

AAEL004353-RA -0.29665627 hypothetical protein

AAEL004354-RA 0.356721844 hypothetical protein

AAEL004356-RA 0.857269317 hypothetical protein

AAEL004358-RA -0.24435241 conserved hypothetical protein

AAEL004359-RA 0.29539014 conserved hypothetical protein
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AAEL004365-RA -0.06016614 hypothetical protein

AAEL004368-RA -0.15672217 nucleolar RNA-associated protein

AAEL004369-RA 0.516560824 alpha-glucosidase

AAEL004371-RA 0.277556801 SWI/SNF related matrix associated actin dependent regulator chromatin subfamily B

AAEL004372-RA 0.309478499 hypothetical protein

AAEL004378-RA -0.19945503 eukaryotic translation initiation factor 1A (eIF-1A)

AAEL004379-RA 0.092057477 phosphatidylinositol 4-kinase type-ii

AAEL004386-RA 0.795680933 peroxinectin

AAEL004387-RA -0.29259279 hypothetical protein

AAEL004388-RA 0.505269225 peroxinectin

AAEL004390-RA 0.479423184 peroxinectin

AAEL004392-RA 0.387409141 hypothetical protein

AAEL004401-RA 0.873938985 peroxinectin

AAEL004404-RA -0.1286371 HIG1 domain family member 2A, putative

AAEL004406-RA 0.12446263 conserved hypothetical protein

AAEL004406-RB 0.12446263 conserved hypothetical protein

AAEL004407-RB 0.452060809 allergen, putative

AAEL004412-RA -0.25206883 polo kinase kinase

AAEL004413-RA 0.068088766 hypothetical protein

AAEL004415-RA -0.15432252 fuse-binding protein-interacting repressor siahbp1

AAEL004416-RA 0.21081163 histone deacetylase

AAEL004419-RA 0.014251376 ATP-dependent RNA helicase

AAEL004420-RA 0.184861506 conserved hypothetical protein

AAEL004420-RB 0.184861506 conserved hypothetical protein

AAEL004420-RC 0.184861506 conserved hypothetical protein

AAEL004421-RA 0.083468671 hypothetical protein

AAEL004422-RA 0.359817113 conserved hypothetical protein

AAEL004423-RA -0.66372583 mitochondrial F0 ATP synthase D chain, putative

AAEL004423-RB -0.66372583 mitochondrial F0 ATP synthase D chain, putative

AAEL004425-RA -0.20073044 ctg4a

AAEL004427-RA 0.034147842 prefoldin subunit

AAEL004429-RA 0.0313778 conserved hypothetical protein

AAEL004430-RA 0.073497977 mitochondrial ribosomal protein, L30, putative

AAEL004431-RA -0.161218 phospholipase c gamma

AAEL004433-RA 0.020728379 mitochondrial ribosomal protein, L14, putative

AAEL004434-RA 0.023914327 transketolase

AAEL004436-RA 0.205516957 conserved hypothetical protein
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AAEL004437-RA -0.039332 dual-specificity protein phosphatase, putative

AAEL004438-RA 0.053925657 conserved hypothetical protein

AAEL004439-RA 0.579362607 conserved hypothetical protein

AAEL004440-RA 0.444447974 tubulin-specific chaperone e

AAEL004441-RA 0.054350752 importin 9 (imp9) (ran-binding protein 9)

AAEL004444-RA -0.20677811 zinc finger protein

AAEL004445-RA -0.10389432 DEAD box ATP-dependent RNA helicase

AAEL004447-RA 0.193021634 hypothetical protein

AAEL004448-RA -0.33626454 torsin a

AAEL004449-RA -0.50447647 conserved hypothetical protein

AAEL004450-RA 0.087086135 cytochrome b5, putative

AAEL004450-RB -0.2515665 cytochrome b5, putative

AAEL004451-RA 0.151406467 organic cation transporter

AAEL004453-RA 0.437493404 DEAD box ATP-dependent RNA helicase

AAEL004454-RA 0.088277012 hypothetical protein

AAEL004455-RA -0.18466005 conserved hypothetical protein

AAEL004457-RA -0.1921059 cytochrome c

AAEL004457-RB -0.1921059 cytochrome c

AAEL004457-RC -0.1921059 cytochrome c

AAEL004460-RA 0.091039773 sulfatase

AAEL004465-RA -0.48722012 conserved hypothetical protein

AAEL004465-RB -0.48722012 conserved hypothetical protein

AAEL004467-RA -0.0731847 predicted protein

AAEL004468-RA 0.649797302 hypothetical protein

AAEL004469-RA -0.02609033 adaptin, alpha/gamma/epsilon

AAEL004470-RA -0.01193325 hypothetical protein

AAEL004472-RA 0.437493404 hypothetical protein

AAEL004474-RA -0.12825425 non-receptor serine/threonine protein kinase

AAEL004475-RA -0.07376006 arp2/3 complex 21 kd subunit

AAEL004475-RB -0.07376006 arp2/3 complex 21 kd subunit

AAEL004482-RA -0.30826946 conserved hypothetical protein

AAEL004484-RA 0.0453832 predicted protein

AAEL004486-RA -0.41680311 valacyclovir hydrolase

AAEL004489-RA -0.35440131 hypothetical protein

AAEL004492-RA 0.049247241 cyclin-dependent kinases regulatory subunit. putative

AAEL004493-RA -0.00415649 ribosome biogenesis protein tsr1 (20S rrna accumulation protein 1)

AAEL004501-RA -0.16114595 s-adenosylmethionine synthetase
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AAEL004502-RA -0.13605948 conserved hypothetical protein

AAEL004504-RA -0.67272408 valacyclovir hydrolase

AAEL004504-RB -0.67272408 valacyclovir hydrolase

AAEL004505-RA -0.95902515 serine collagenase 1 precursor, putative

AAEL004508-RA 0.42412348 hypothetical protein

AAEL004516-RA 0.060251588 conserved hypothetical protein

AAEL004517-RA 0.392269855 conserved hypothetical protein

AAEL004518-RA 0.363189392 serine protease snake, putative

AAEL004521-RA 0.007256359 conserved hypothetical protein

AAEL004522-RA 0.524781755 conserved hypothetical protein

AAEL004523-RA -0.02674139 preprotein translocase secy subunit (sec61)

AAEL004524-RA 0.034875767 proacrosin, putative

AAEL004526-RA -0.35115499 conserved hypothetical protein

AAEL004527-RA -0.24999718 mitochondrial ribosomal protein S7

AAEL004529-RA 0.339985159 glyoxylate/hydroxypyruvate reductase

AAEL004530-RA 0.050487288 zinc finger protein

AAEL004532-RA 0.301913853 glyoxylate/hydroxypyruvate reductase

AAEL004535-RA -0.11807393 hypothetical protein

AAEL004536-RA -0.50233306 conserved hypothetical protein

AAEL004540-RA 0.382946188 tryptase, putative

AAEL004541-RA 0.198669242 conserved hypothetical protein

AAEL004545-RA 0.380036121 conserved hypothetical protein

AAEL004546-RA 0.794593736 coatomer beta subunit

AAEL004547-RA -0.52173695 conserved hypothetical protein

AAEL004547-RB -0.52173695 conserved hypothetical protein

AAEL004548-RA 0.417235882 conserved hypothetical protein

AAEL004549-RA 0.394665533 synapsin

AAEL004552-RA -0.2098957 conserved hypothetical protein

AAEL004553-RA -0.5175942 conserved hypothetical protein

AAEL004554-RA -0.19758683 conserved hypothetical protein

AAEL004554-RB -0.19758683 conserved hypothetical protein

AAEL004554-RC -0.16177239 conserved hypothetical protein

AAEL004555-RA 0.489446565 hypothetical protein

AAEL004555-RB 0.489446565 hypothetical protein

AAEL004558-RA 0.39330182 conserved hypothetical protein

AAEL004559-RA -0.04612017 synaptosomal associated protein

AAEL004562-RA 0.224203702 DNA polymerase eta
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AAEL004563-RA -0.65717041 26S protease regulatory subunit S10b

AAEL004565-RA -0.6214947 adp-ribosylation factor, arf

AAEL004569-RA -0.11760924 hypothetical protein

AAEL004570-RA 0.500917159 conserved hypothetical protein

AAEL004574-RA -0.32442786 conserved hypothetical protein

AAEL004575-RA 0.08661478 beta-galactosidase

AAEL004577-RA 0.78452976 pmp22 peroxisomal membrane protein, putative

AAEL004579-RA -0.07155098 short-chain dehydrogenase

AAEL004580-RA -1.26472652 beta-galactosidase

AAEL004581-RA 0.276169918 conserved hypothetical protein

AAEL004583-RB -0.09810081 conserved hypothetical protein

AAEL004583-RC -0.09810081 conserved hypothetical protein

AAEL004585-RA 0.890853386 hypothetical protein

AAEL004586-RA 0.586330073 histone deacetylase

AAEL004588-RA -0.05957372 conserved hypothetical protein

AAEL004591-RA -0.06955519 hypothetical protein

AAEL004591-RB -0.1821707 hypothetical protein

AAEL004591-RC -0.06955519 hypothetical protein

AAEL004593-RA 0.479693612 hypothetical protein

AAEL004594-RA -0.13167418 UDP-galactose transporter

AAEL004596-RA 0.081163311 conserved hypothetical protein

AAEL004597-RA 0.245394213 conserved hypothetical protein

AAEL004603-RA -0.99093186 signal peptidase 12kDa subunit, putative

AAEL004604-RA -0.50580061 hypothetical protein

AAEL004606-RA 0.275940972 Mod(mdg4)-54.5, putative

AAEL004607-RA -0.04869892 molybdopterin biosynthesis moeb protein

AAEL004611-RA 0.650408951 hypothetical protein

AAEL004613-RA 0.097685441 phenylalanyl-tRNA synthetase beta chain

AAEL004615-RA 0.113433327 hypothetical protein

AAEL004616-RA -0.47132258 actin

AAEL004622-RA -0.13671248 conserved hypothetical protein

AAEL004633-RA -0.10123118 nicastrin, putative

AAEL004651-RA -0.14412081 multiple ankyrin repeats single kh domain protein

AAEL004653-RA -0.34255358 elongation factor SIII p15 subunit, putative

AAEL004657-RA -0.13688559 conserved hypothetical protein

AAEL004659-RA 0.026232655 conserved hypothetical protein

AAEL004661-RA -0.00924279 beta-hexosaminidase
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AAEL004663-RA -0.61177987 pseudouridylate synthase

AAEL004664-RA 0.238113132 conserved hypothetical protein

AAEL004665-RA -0.38161092 conserved hypothetical protein

AAEL004669-RA 1.031844316 conserved hypothetical protein

AAEL004670-RA -0.09503769 conserved hypothetical protein

AAEL004675-RA -0.00256037 conserved hypothetical protein

AAEL004676-RA 0.318662144 (s)-2-hydroxy-acid oxidase

AAEL004681-RA 0.050479881 conserved hypothetical protein

AAEL004682-RA 0.127612866 conserved hypothetical protein

AAEL004685-RA -0.33550551 succinate semialdehyde dehydrogenase

AAEL004686-RA -0.38861946 TATA-binding protein, putative

AAEL004690-RA -0.0263564 conserved hypothetical protein

AAEL004693-RA 0.159371762 otopetrin

AAEL004694-RA -0.6182152 munc13-4

AAEL004695-RA -1.88566438 hypothetical protein

AAEL004699-RA -0.10867188 conserved hypothetical protein

AAEL004700-RA 0.207965849 cdkl1/4

AAEL004701-RA -0.59681652 argininosuccinate synthase

AAEL004703-RA -0.64727472 conserved hypothetical protein

AAEL004707-RA 1.032009518 conserved hypothetical protein

AAEL004709-RA 0.413660413 protein phosphatase type 2c

AAEL004712-RA 0.212619371 conserved hypothetical protein

AAEL004713-RA 0.434444646 hypothetical protein

AAEL004716-RA -0.12734813 chromodomain helicase DNA binding protein

AAEL004716-RB -0.13324352 chromodomain helicase DNA binding protein

AAEL004724-RA -0.09313495 carboxylesterase

AAEL004726-RA -0.04165385 conserved hypothetical protein

AAEL004728-RA -0.14979442 5-methyltetrahydrofolate:homocysteine methyltransferase

AAEL004732-RA -0.08893503 hypothetical protein

AAEL004733-RA 0.211573399 jun activation domain binding protein

AAEL004738-RA -0.56578543 methionine aminopeptidase

AAEL004739-RA -0.24652487 acyl-coa dehydrogenase

AAEL004740-RA 0.46738026 35 kDa GTP-binding protein, putative

AAEL004741-RA -0.01172198 aquaporin transporter

AAEL004747-RA -0.98451134 pupal cuticle protein, putative

AAEL004748-RA -0.17812858 pupal cuticle protein, putative

AAEL004749-RA 0.062375673 pupal cuticle protein, putative
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AAEL004751-RA 0.151361639 pupal cuticle protein, putative

AAEL004752-RA -0.82432741 pupal cuticle protein, putative

AAEL004753-RA 0.125263213 potassium-dependent sodium-calcium exchanger

AAEL004754-RA 0.427469906 hypothetical protein

AAEL004755-RA -0.35341303 3-2trans-enoyl-CoA isomerase, putative

AAEL004757-RA -0.20984229 cleavage and polyadenylation specificity factor

AAEL004758-RA 0.467695812 pupal cuticle protein, putative

AAEL004759-RA -0.85240354 pupal cuticle protein, putative

AAEL004760-RA 0.260142725 pupal cuticle protein, putative

AAEL004762-RA 0.345219595 pupal cuticle protein, putative

AAEL004763-RA -0.12738918 conserved hypothetical protein

AAEL004769-RA -0.06785528 pupal cuticle protein, putative

AAEL004771-RA -1.91954244 pupal cuticle protein, putative

AAEL004772-RA -1.06185569 pupal cuticle protein, putative

AAEL004773-RA 0.399785392 leucine carboxyl methyltransferase

AAEL004775-RA 0.404201309 conserved hypothetical protein

AAEL004776-RA 0.154127604 pupal cuticle protein, putative

AAEL004780-RA 0.087830036 pupal cuticle protein, putative

AAEL004781-RA -0.44363954 pupal cuticle protein, putative

AAEL004782-RA -0.60687453 pupal cuticle protein, putative

AAEL004783-RA -0.07362639 ornithine decarboxylase antizyme, putative

AAEL004789-RA -0.17694128 hypothetical protein

AAEL004790-RA 0.029030031 ubiquitin-protein ligase

AAEL004792-RA 0.692588933 hypothetical protein

AAEL004798-RA 0.121150104 conserved hypothetical protein

AAEL004802-RA 0.081784101 conserved hypothetical protein

AAEL004804-RA -0.17496049 hexaprenyldihydroxybenzoate methyltransferase

AAEL004805-RA 0.438262637 potassium-dependent sodium-calcium exchanger, putative

AAEL004806-RA -0.08149209 conserved hypothetical protein

AAEL004808-RA 0.081499044 conserved hypothetical protein

AAEL004809-RA -0.32317296 conserved hypothetical protein

AAEL004813-RA 0.103722098 M-phase phosphoprotein, putative

AAEL004814-RA 0.319401259 potassium-dependent sodium-calcium exchanger, putative

AAEL004815-RA -0.19455401 zinc finger protein

AAEL004817-RA 0.197846411 conserved hypothetical protein

AAEL004818-RA 0.129573359 conserved hypothetical protein

AAEL004820-RA -0.49787259 zinc finger protein
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AAEL004821-RA -0.30872371 potassium-dependent sodium-calcium exchanger, putative

AAEL004822-RA -0.03629875 conserved hypothetical protein

AAEL004823-RA 0.201414175 superoxide dismutase, Mn

AAEL004823-RB 0.311194756 superoxide dismutase, Mn

AAEL004826-RA -0.41517761 conserved hypothetical protein

AAEL004827-RA -0.61775367 conserved hypothetical protein

AAEL004828-RA 0.539577459 conserved hypothetical protein

AAEL004829-RA -0.20468017 NADH dehydrogenase, putative

AAEL004831-RA 0.660286465 hypothetical protein

AAEL004832-RA 0.490410525 conserved hypothetical protein

AAEL004837-RA 0.033457509 hypothetical protein

AAEL004838-RA -0.08098254 conserved hypothetical protein

AAEL004839-RA 0.547194155 cyclin t

AAEL004841-RA 0.249488931 conserved hypothetical protein

AAEL004841-RB 0.249488931 conserved hypothetical protein

AAEL004842-RA 0.463716744 conserved hypothetical protein

AAEL004848-RA -0.15477146 small nuclear ribonucleoprotein, core, putative

AAEL004849-RA 0.576418088 hypothetical protein

AAEL004852-RA 0.685011279 conserved hypothetical protein

AAEL004858-RA 0.155705784 conserved hypothetical protein

AAEL004859-RA 0.313053441 ATP-dependent RNA helicase

AAEL004861-RA -0.07485316 peroxisomal integral membrane protein Per8p, putative

AAEL004863-RA 0.272694467 conserved hypothetical protein

AAEL004867-RA -0.30921359 NBP2b protein, putative

AAEL004868-RA -0.54530753 hemomucin

AAEL004871-RA -0.03682742 hypothetical protein

AAEL004873-RA -0.12551727 conserved hypothetical protein

AAEL004875-RA -0.4088107 f-box only protein

AAEL004879-RA 0.371361179 conserved hypothetical protein

AAEL004883-RA -0.35627094 guanylate cyclase

AAEL004884-RA -0.16551087 hemomucin

AAEL004887-RA -0.01344708 hypothetical protein

AAEL004891-RA 0.364849786 hypothetical protein

AAEL004892-RA 0.76507031 conserved hypothetical protein

AAEL004896-RA -0.41554937 conserved hypothetical protein

AAEL004901-RA 0.410687644 hypothetical protein

AAEL004902-RA 0.03270632 ras-related protein Rab-2A, putative
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AAEL004914-RA -0.01390237 conserved hypothetical protein

AAEL004915-RA -0.28655737 hypothetical protein

AAEL004917-RA 1.006677797 hypothetical protein

AAEL004920-RA 0.091101315 conserved hypothetical protein

AAEL004921-RA -0.57216469 conserved hypothetical protein

AAEL004923-RA -0.11861626 nicotinic acetylcholine receptor, putative

AAEL004926-RA 0.445251768 conserved hypothetical protein

AAEL004927-RA -0.042938 conserved hypothetical protein

AAEL004931-RA -0.03705841 beta-hexosaminidase b

AAEL004931-RB -0.03705841 beta-hexosaminidase b

AAEL004933-RA -0.27246327 lysosomal acid lipase, putative

AAEL004935-RA -0.35391059 nicotinic acetylcholine receptor, beta-2 subunit, putative

AAEL004936-RA 0.27062861 conserved hypothetical protein

AAEL004945-RA 0.224247715 hypothetical protein

AAEL004947-RA 0.044202786 elongase, putative

AAEL004948-RA -1.16634336 conserved hypothetical protein

AAEL004952-RA 0.381587946 protein N-terminal asparagine amidohydrolase, putative

AAEL004953-RA 0.193887267 elongase, putative

AAEL004955-RA 0.589598943 hypothetical protein

AAEL004957-RA 0.207322315 conserved hypothetical protein

AAEL004958-RA -0.3980895 conserved hypothetical protein

AAEL004960-RA 0.194045593 hypothetical protein

AAEL004967-RA -0.04140053 myo inositol monophosphatase

AAEL004970-RA -0.39184086 conserved hypothetical protein

AAEL004971-RA -0.16727332 membralin

AAEL004972-RA -0.27658799 hypothetical protein

AAEL004972-RB 0.083162784 hypothetical protein

AAEL004974-RA -0.23600396 beta-1,3-glucuronyltransferase s, p

AAEL004974-RB -0.23600396 beta-1,3-glucuronyltransferase s, p

AAEL004976-RA 0.721619099 conserved hypothetical protein

AAEL004978-RA 0.449678389 DEAD box ATP-dependent RNA helicase

AAEL004979-RA 0.617696239 oviductin

AAEL004980-RA 0.452765119 conserved hypothetical protein

AAEL004981-RA 0.03592188 cation-transporting atpase

AAEL004983-RA 0.35232991 Inhibitor of growth proteining, ing4

AAEL004983-RB 0.35232991 Inhibitor of growth proteining, ing4

AAEL004985-RA 0.433309603 house keepingprotein, putative
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AAEL004985-RB 0.433309603 house keepingprotein, putative

AAEL004987-RA -0.15819712 conserved hypothetical protein

AAEL004988-RA 0.302770556 phosphoglycerate kinase

AAEL004989-RA -0.90688925 RNA-binding protein

AAEL004990-RA -0.99574865 conserved hypothetical protein

AAEL004993-RA 0.095626398 hypothetical protein

AAEL004995-RA -0.45818341 caspase-activated nuclease, putative

AAEL004997-RA -0.72001472 U3 small nucleolar ribonucleoprotein protein imp4

AAEL005000-RA -0.16024203 conserved hypothetical protein

AAEL005001-RA 0.199818968 aquaporin

AAEL005007-RA 0.57935222 hypothetical protein

AAEL005008-RA 0.057045264 aquaporin

AAEL005008-RB 0.057045264 aquaporin

AAEL005008-RC 0.057045264 aquaporin

AAEL005009-RA -0.21528569 groucho protein (enhancer of split)

AAEL005012-RA 0.386055283 conserved hypothetical protein

AAEL005013-RA 0.176084786 conserved hypothetical protein

AAEL005025-RA -0.51513705 U1 small nuclear ribonucleoprotein, putative

AAEL005028-RA 0.068205319 conserved hypothetical protein

AAEL005029-RA -0.28564663 hypothetical protein

AAEL005036-RA 0.557059578 conserved hypothetical protein

AAEL005037-RA -0.22741334 seryl-tRNA synthetase

AAEL005038-RA 0.195531912 ubiquitin-conjugating enzyme E2

AAEL005040-RA 0.337293317 conserved hypothetical protein

AAEL005041-RA -0.25487921 wd-repeat protein

AAEL005042-RA 0.234058166 hypothetical protein

AAEL005043-RA -0.12382357 ATP-dependent bile acid permease

AAEL005044-RA 0.58649738 hypothetical protein

AAEL005046-RA -0.17713873 splicing factor

AAEL005048-RA -0.09835214 conserved hypothetical protein

AAEL005048-RB -0.09835214 conserved hypothetical protein

AAEL005049-RA -0.04395434 heterogeneous nuclear ribonucleoprotein

AAEL005050-RA 0.137873848 conserved hypothetical protein

AAEL005052-RA 0.052852308 tubulin beta chain

AAEL005052-RB 0.052852308 tubulin beta chain

AAEL005054-RA 0.126257069 pap-inositol-1,4-phosphatase

AAEL005056-RA -0.2789103 electron transfer flavoprotein beta-subunit
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AAEL005057-RA 0.72134941 hypothetical protein

AAEL005059-RA 0.610635856 ptpla domain protein

AAEL005060-RA 0.491147538 serine protease

AAEL005061-RA -0.92142166 sec10

AAEL005062-RA -0.47264536 AMP dependent coa ligase

AAEL005064-RA 0.373155826 serine protease

AAEL005069-RA 0.445900777 ras-related protein Rab-1A, putative

AAEL005070-RA 0.574114472 conserved hypothetical protein

AAEL005070-RB 0.574114472 conserved hypothetical protein

AAEL005071-RA 0.196951297 GTP binding protein

AAEL005072-RA -0.45680022 MRAS2, putative

AAEL005074-RA 0.2897904 hypothetical protein

AAEL005077-RA -0.10036584 segmentation protein cap'n'collar

AAEL005078-RA 0.570895752 zinc finger protein

AAEL005083-RA -0.24868779 conserved hypothetical protein

AAEL005088-RA 0.06962885 conserved hypothetical protein

AAEL005093-RA 1.02255927 serine protease

AAEL005100-RA 0.153986526 hypothetical protein

AAEL005101-RA 0.470959308 carboxylesterase

AAEL005102-RA -0.28913756 conserved hypothetical protein

AAEL005103-RA -0.15814427 conserved hypothetical protein

AAEL005104-RA 0.654303804 conserved hypothetical protein

AAEL005106-RA 0.372854891 conserved hypothetical protein

AAEL005107-RA -0.70566424 hypothetical protein

AAEL005111-RA 0.385396603 hypothetical protein

AAEL005113-RA -0.65682837 alpha-esterase

AAEL005118-RA 0.187243875 hypothetical protein

AAEL005124-RA 1.112949992 conserved hypothetical protein

AAEL005125-RA -0.02696835 conserved hypothetical protein

AAEL005127-RA 0.387980623 ribonuclease UK114, putative

AAEL005132-RA 0.442649457 hypothetical protein

AAEL005141-RA -0.79201019 conserved hypothetical protein

AAEL005143-RA -0.11437934 ubiquinone binding protein, putative

AAEL005143-RB 0.070537868 ubiquinone binding protein, putative

AAEL005144-RA -0.1394114 conserved hypothetical protein

AAEL005145-RA -0.02996803 conserved hypothetical protein

AAEL005146-RA 0.366611072 conserved hypothetical protein
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AAEL005150-RA 0.142710382 mitochondrial ribosomal protein, L23, putative

AAEL005152-RA -0.34237328 hypothetical protein

AAEL005153-RA 0.908077531 hypothetical protein

AAEL005156-RA 0.388419471 hypothetical protein

AAEL005158-RA -0.15814427 conserved hypothetical protein

AAEL005159-RA 0.044794625 latent nuclear antigen, putative

AAEL005162-RA -1.47110653 50S robosomal protein L11

AAEL005163-RA -0.92472832 conserved hypothetical protein

AAEL005165-RA 0.042910673 chaperone protein dnaj

AAEL005165-RB 0.042910673 chaperone protein dnaj

AAEL005165-RC 0.042910673 chaperone protein dnaj

AAEL005169-RA 0.208874396 carnitine o-acyltransferase

AAEL005171-RA -0.42643074 conserved hypothetical protein

AAEL005173-RA -0.06634586 vacuolar ATP synthase subunit c

AAEL005179-RA 0.198247475 hypothetical protein

AAEL005180-RA 0.390757673 conserved hypothetical protein

AAEL005181-RA 0.438896908 aspartyl/asparaginyl beta-hydroxylase

AAEL005182-RA -3.15042262 juvenile hormone esterase

AAEL005185-RA 0.218076285 conserved hypothetical protein

AAEL005187-RA -0.88043642 laminin gamma 1 chain

AAEL005188-RA -0.31174659 alpha-galactosidase/alpha-n-acetylgalactosaminidase

AAEL005190-RA 0.187072068 mitochondrial ribosomal protein, L42, putative

AAEL005197-RA -0.32014281 conserved hypothetical protein

AAEL005199-RA 0.006818508 hypothetical protein

AAEL005201-RA 0.176816253 hydroxymethylglutaryl-coa synthase

AAEL005203-RA 0.159157328 conserved hypothetical protein

AAEL005206-RA -0.11412785 c-terminal pdz ligand of neuronal nitric oxide synthase protein

AAEL005208-RA 0.52871343 conserved hypothetical protein

AAEL005210-RA -0.65996361 juvenile hormone esterase

AAEL005211-RA 0.387357204 microtubule associated-protein orbit

AAEL005213-RA -0.34284273 hypothetical protein

AAEL005214-RA 0.018942471 hypothetical protein

AAEL005216-RA -0.06527385 conserved hypothetical protein

AAEL005217-RA -0.36643045 membrin

AAEL005219-RA -0.15995166 hypothetical protein

AAEL005221-RA 0.540249567 internalin A, putative

AAEL005223-RA 0.011189654 ptpla domain protein

Page 69



AAEL005224-RA 0.66161497 conserved hypothetical protein

AAEL005225-RA -0.74205715 conserved hypothetical protein

AAEL005229-RA 0.610635856 ptpla domain protein

AAEL005235-RA 0.229289656 conserved hypothetical protein

AAEL005237-RA 0.06962885 conserved hypothetical protein

AAEL005238-RA -0.20867055 mck1

AAEL005241-RA 0.540225646 lateral signaling target protein

AAEL005245-RA 0.262293023 DNA repair protein rad50

AAEL005250-RA 1.017599891 t-cell leukemia homeobox protein

AAEL005252-RA 0.149835565 hypothetical protein

AAEL005254-RA 0.475532892 dynactin P62 subunit

AAEL005254-RB 0.524417972 dynactin P62 subunit

AAEL005255-RA 0.32758791 par domain protein

AAEL005258-RA 0.099905892 syntaxin, putative

AAEL005258-RB -0.35470411 syntaxin, putative

AAEL005260-RA -0.00314443 conserved hypothetical protein

AAEL005261-RA 0.173621538 conserved hypothetical protein

AAEL005262-RA -0.40644767 conserved hypothetical protein

AAEL005263-RA -0.44343389 U3 small nucleolar ribonucleoprotein protein IMP3 (U3 snoRNP protein IMP3), putative

AAEL005265-RA -0.56079209 conserved hypothetical protein

AAEL005266-RA -0.31982685 40S ribosomal protein S14

AAEL005266-RB -0.31982685 40S ribosomal protein S14

AAEL005269-RA -0.09573311 ubiquinol-cytochrome c reductase complex core protein

AAEL005269-RB -0.09573311 ubiquinol-cytochrome c reductase complex core protein

AAEL005269-RC -0.09573311 ubiquinol-cytochrome c reductase complex core protein

AAEL005270-RA 0.096453995 conserved hypothetical protein

AAEL005275-RA 0.104096888 hypothetical protein

AAEL005277-RA -0.40025753 conserved hypothetical protein

AAEL005281-RA 0.170961512 hypothetical protein

AAEL005284-RA 0.366551608 receptor tyrosine phosphatase type r2a

AAEL005288-RA -0.06685029 conserved hypothetical protein

AAEL005289-RA -0.30633359 ornithine aminotransferase

AAEL005293-RA -1.06138683 galectin

AAEL005293-RB -1.06138683 galectin

AAEL005294-RA -2.30506873 keratinocyte lectin, putative

AAEL005296-RA -0.518214 conserved hypothetical protein

AAEL005304-RA 0.194770479 conserved hypothetical protein
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AAEL005305-RA -0.23995832 conserved hypothetical protein

AAEL005306-RA -0.51778629 conserved hypothetical protein

AAEL005307-RA 0.377073075 aminoacyl-tRNA synthetase auxiliary protein, 43kD, putative

AAEL005308-RA 0.04067116 pyruvate dehydrogenase

AAEL005308-RB 0.04067116 pyruvate dehydrogenase

AAEL005309-RA 0.494334881 conserved hypothetical protein

AAEL005313-RA -1.82772016 conserved hypothetical protein

AAEL005316-RA -0.12505054 conserved hypothetical protein

AAEL005317-RB -0.11315057 titin (connectin)

AAEL005323-RA 0.426474227 kinesin motor protein, putative

AAEL005325-RA -0.28495065 dopachrome-conversion enzyme (DCE) isoenzyme, putative

AAEL005336-RA 0.369296869 d-3-phosphoglycerate dehydrogenase

AAEL005339-RA 0.389492244 hepatocyte growth factor-regulated tyrosine kinase substrate (hgs)

AAEL005342-RA 0.326489924 conserved hypothetical protein

AAEL005344-RA -0.14181934 ras association domain protein, putative

AAEL005348-RA 0.755206042 hypothetical protein

AAEL005349-RA 0.290129273 conserved hypothetical protein

AAEL005353-RA 0.128084423 conserved hypothetical protein

AAEL005354-RA -0.01105099 dynein light chain, putative

AAEL005356-RA 0.53460746 poly a polymerase

AAEL005358-RB 0.53841371 conserved hypothetical protein

AAEL005360-RA 0.276996692 hypothetical protein

AAEL005363-RA 0.118387539 galactosyltransferase

AAEL005368-RA 0.422662793 transcription initiation factor TFIIB

AAEL005368-RB 0.422662793 transcription initiation factor TFIIB

AAEL005369-RA 0.499657076 zinc finger protein

AAEL005369-RB 0.804400451 zinc finger protein

AAEL005370-RA 1.084584016 conserved hypothetical protein

AAEL005374-RA 0.669041113 sensory neuron membrane protein-1

AAEL005376-RA 0.208424593 predicted protein

AAEL005380-RA 0.870091115 mixed-lineage leukemia protein, mll

AAEL005381-RA 0.03117816 Dissatisfaction (Dsf)

AAEL005384-RA 0.565133117 phosphoribosylformylglycinamidine synthase, putative

AAEL005385-RA -1.17440978 hypothetical protein

AAEL005386-RA 0.208424593 collagen alpha chain, anopheles

AAEL005391-RA -0.31725188 syntenin

AAEL005391-RB -0.31725188 syntenin
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AAEL005393-RA 0.499203264 hypothetical protein

AAEL005394-RA 0.12103598 conserved hypothetical protein

AAEL005397-RA 0.016795487 conserved hypothetical protein

AAEL005400-RA 0.027113543 2-hydroxyacid dehydrogenase

AAEL005400-RB 0.36032216 2-hydroxyacid dehydrogenase

AAEL005400-RC 0.36032216 2-hydroxyacid dehydrogenase

AAEL005400-RD 0.36032216 2-hydroxyacid dehydrogenase

AAEL005401-RA 0.077730129 conserved hypothetical protein

AAEL005401-RB 0.077730129 conserved hypothetical protein

AAEL005401-RC 0.077730129 conserved hypothetical protein

AAEL005405-RA -0.08122227 hypothetical protein

AAEL005412-RA -0.62947435 annexin x

AAEL005413-RA 0.351133812 mitochondrial ribosomal protein, S11, putative

AAEL005413-RB -0.34712824 mitochondrial ribosomal protein, S11, putative

AAEL005414-RA 0.060380702 conserved hypothetical protein

AAEL005415-RA -0.19232987 ferrochelatase

AAEL005416-RA 0.374345172 oxidase/peroxidase

AAEL005418-RA 0.55325205 hypothetical protein

AAEL005420-RA 0.12560155 p15-2a protein, putative

AAEL005423-RA -0.39557971 conserved hypothetical protein

AAEL005426-RA -1.33480432 annexin x

AAEL005427-RA 0.500041134 hypothetical protein

AAEL005428-RA -0.11804377 conserved hypothetical protein

AAEL005431-RA -1.73749289 clip-domain serine protease, putative

AAEL005432-RA 0.372921993 conserved hypothetical protein

AAEL005433-RA 0.702043854 conserved hypothetical protein

AAEL005435-RA -0.6127894 mitochondrial processing peptidase beta subunit

AAEL005435-RB -0.6127894 mitochondrial processing peptidase beta subunit

AAEL005439-RA 0.060070178 mical

AAEL005443-RA 0.561605442 conserved hypothetical protein

AAEL005445-RA 0.504330246 hypothetical protein

AAEL005446-RA 0.178378932 6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase

AAEL005452-RA 1.107556318 conserved hypothetical protein

AAEL005454-RA -0.90485624 aaa atpase

AAEL005455-RA 0.365913491 ctp synthase

AAEL005456-RA 0.070012898 nucleoprotein, putative

AAEL005457-RA -0.5385523 conserved hypothetical protein
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AAEL005458-RA 0.097919178 carnitine o-acyltransferase

AAEL005462-RA 0.262106525 hypothetical protein

AAEL005466-RA 0.487945966 conserved hypothetical protein

AAEL005471-RA 0.036682288 Sec61 protein complex gamma subunit, putative

AAEL005472-RA -0.28122896 calpain

AAEL005474-RA 0.023183335 hypothetical protein

AAEL005475-RA 0.311511278 conserved hypothetical protein

AAEL005480-RA 0.923004345 hairy protein

AAEL005481-RA -0.21575472 alpha-glucosidase

AAEL005482-RA -0.39141301 conserved hypothetical protein

AAEL005496-RA -0.66870927 zinc/iron transporter

AAEL005499-RA 0.500648719 ATP-binding cassette transporter

AAEL005500-RA -0.12486783 conserved hypothetical protein

AAEL005504-RA 0.133877987 conserved hypothetical protein

AAEL005504-RB 0.133877987 conserved hypothetical protein

AAEL005508-RA -0.03999768 NADH-ubiquinone oxidoreductase 24 kda subunit

AAEL005508-RB -0.03999768 NADH-ubiquinone oxidoreductase 24 kda subunit

AAEL005510-RA 0.150892574 wd-repeat protein

AAEL005515-RA 0.425616583 heterogeneous nuclear ribonucleoprotein

AAEL005515-RC 0.425045291 heterogeneous nuclear ribonucleoprotein

AAEL005515-RD 0.425616583 heterogeneous nuclear ribonucleoprotein

AAEL005515-RF -0.26888272 heterogeneous nuclear ribonucleoprotein

AAEL005515-RG 0.425045291 heterogeneous nuclear ribonucleoprotein

AAEL005517-RA 0.495918077 hypothetical protein

AAEL005521-RA 0.248828159 prolylcarboxypeptidase

AAEL005523-RA -0.36026863 Selenoprotein G, putative

AAEL005524-RA 0.026126634 adenosylhomocysteinase

AAEL005528-RA 0.093386429 conserved hypothetical protein

AAEL005530-RA 0.549713864 conserved hypothetical protein

AAEL005531-RA -0.39901309 venom allergen

AAEL005535-RA 0.634592196 conserved hypothetical protein

AAEL005536-RA -0.00306021 tetraspanin 29fb

AAEL005536-RB -0.00306021 tetraspanin 29fb

AAEL005537-RA -0.51982119 conserved hypothetical protein

AAEL005541-RA 0.115894518 peptidyl-prolyl cis-trans isomerase (cyclophilin)

AAEL005545-RA -0.13192767 tetraspanin, putative

AAEL005546-RA 1.13205113 conserved hypothetical protein
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AAEL005548-RA -0.68260679 tetraspanin, putative

AAEL005550-RA 0.734842842 hypothetical protein

AAEL005556-RA 0.080124685 hypothetical protein

AAEL005556-RB 0.080124685 hypothetical protein

AAEL005557-RA 0.24140755 hypothetical protein

AAEL005559-RA 0.207298823 myosin light chain kinase

AAEL005561-RA -0.12597173 plasma membrane calcium-transporting atpase 3 (pmca3) (isoform 3)

AAEL005562-RA -0.30071308 receptor for activated protein kinase c (rack1)

AAEL005564-RA 0.133624227 ubiquitin specific protease 52 / poly(a) ribonuclease subunit pan2

AAEL005565-RA 0.015275217 hypothetical protein

AAEL005565-RB 0.015275217 hypothetical protein

AAEL005567-RA 0.432857282 nucleosome assembly protein

AAEL005567-RB 0.432857282 nucleosome assembly protein

AAEL005568-RA 0.393373742 hypothetical protein

AAEL005570-RA 0.594733238 hypothetical protein

AAEL005573-RA -0.35843472 GTP-binding protein era

AAEL005575-RA 0.367796739 transient receptor potential channel 4, putative

AAEL005577-RA -0.30986242 conserved hypothetical protein

AAEL005578-RA 0.494208681 conserved hypothetical protein

AAEL005579-RA 0.056412522 developmentally regulated GTP-binding protein 1 (drg 1)

AAEL005583-RA 0.768680653 c3f

AAEL005584-RA -0.0066749 hypothetical protein

AAEL005588-RA 0.120017014 conserved hypothetical protein

AAEL005590-RA 0.851591152 autotransporter adhesin precursor, putative

AAEL005591-RA 0.347539476 hypothetical protein

AAEL005593-RA -0.14510936 conserved hypothetical protein

AAEL005596-RA 0.100896732 trypsin-epsilon, putative

AAEL005601-RA 0.056419584 conserved hypothetical protein

AAEL005601-RB 0.056419584 conserved hypothetical protein

AAEL005602-RA 0.642621958 conserved hypothetical protein

AAEL005603-RA -1.71165476 trypsin

AAEL005604-RA -0.77096525 trypsin-epsilon, putative

AAEL005605-RA 0.138913222 adenylsulfate kinase

AAEL005606-RA 0.638120226 conserved hypothetical protein

AAEL005608-RA -0.33668659 hypothetical protein

AAEL005610-RA -0.17442022 mitochondrial ATP synthase b chain

AAEL005613-RA -0.15831866 hypothetical protein
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AAEL005615-RA 0.322374628 conserved hypothetical protein

AAEL005616-RA -0.19685028 trypsin

AAEL005617-RA -0.27524403 utp-glucose-1-phosphate uridylyltransferase 2

AAEL005618-RA 0.236418856 chitin synthase

AAEL005620-RA -0.05590757 conserved hypothetical protein

AAEL005621-RA -0.0871649 rhodopsin

AAEL005622-RA -0.08887199 conserved hypothetical protein

AAEL005625-RA 0.08066678 rhodopsin

AAEL005626-RA -0.31328394 exostosin-2

AAEL005628-RA -0.25960958 conserved hypothetical protein

AAEL005628-RB -0.25960958 conserved hypothetical protein

AAEL005629-RA -0.48974228 ribosomal protein L35, putative

AAEL005632-RA -0.59017811 hypothetical protein

AAEL005633-RA 0.681615673 conserved hypothetical protein

AAEL005635-RA 0.156740942 nucleoporin

AAEL005636-RA -0.47745564 eukariotic translation initiation factor 2b, epsilon subunit

AAEL005637-RA -0.72725049 vegetatible incompatibility protein HET-E-1, putative

AAEL005638-RA -0.05635196 conserved hypothetical protein

AAEL005639-RA 0.210779439 conserved hypothetical protein

AAEL005643-RB 0.745198494 guanine nucleotide exchange factor

AAEL005644-RA -0.49404397 chymotrypsin, putative

AAEL005646-RA 0.202775448 vitellogenin, putative

AAEL005651-RA 0.14656451 ethanolamine-phosphate cytidylyltransferase

AAEL005653-RA 0.122039705 leukocyte receptor cluster (lrc) member 4 protein

AAEL005656-RA -0.21247391 myosin heavy chain, nonmuscle or smooth muscle

AAEL005665-RA -0.05523151 serine protease inhibitor, serpin

AAEL005670-RA -0.88055339 serine protease inhibitor, serpin

AAEL005672-RA -0.07084395 adenosine deaminase

AAEL005673-RA 0.226065078 serine protease inhibitor, serpin

AAEL005676-RA 0.081860153 adenosine deaminase

AAEL005677-RA 0.294491864 hypothetical protein

AAEL005679-RA -0.07194198 hypothetical protein

AAEL005687-RA -0.53890366 protein serine/threonine kinase, putative

AAEL005689-RA 0.793202639 trypsin

AAEL005690-RA -0.14889401 cyclophilin-6

AAEL005692-RA -0.46158968 hypothetical protein

AAEL005693-RA -0.16612848 mitochondrial NADH:ubiquinone oxidoreductase B16.6 subunit, putative
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AAEL005693-RB -0.16612848 mitochondrial NADH:ubiquinone oxidoreductase B16.6 subunit, putative

AAEL005699-RA -0.36241379 membrane protein tms1d

AAEL005699-RB -0.36241379 membrane protein tms1d

AAEL005705-RA -0.54395204 glucosaminephosphotransferase

AAEL005708-RA 0.987662026 wd-repeat protein

AAEL005709-RA 0.0664233 n-acetyltransferase separation anxiety

AAEL005710-RA -1.05171909 protein serine/threonine kinase, putative

AAEL005711-RA -1.26248354 protein serine/threonine kinase, putative

AAEL005715-RA -0.18912144 conserved hypothetical protein

AAEL005717-RA -0.43478981 conserved hypothetical protein

AAEL005721-RA -0.00804132 conserved hypothetical protein

AAEL005721-RB -0.00804132 conserved hypothetical protein

AAEL005722-RA 0.142953856 60S ribosomal protein L7a

AAEL005725-RA -0.06313718 conserved hypothetical protein

AAEL005727-RA -0.1536477 hypothetical protein

AAEL005728-RA 0.154343508 glycyl-tRNA synthetase

AAEL005733-RA -0.15400528 myosin heavy chain, nonmuscle or smooth muscle

AAEL005733-RB 0.232341294 myosin heavy chain, nonmuscle or smooth muscle

AAEL005736-RA 0.140111866 conserved hypothetical protein

AAEL005736-RB -0.06188107 conserved hypothetical protein

AAEL005736-RC 0.140111866 conserved hypothetical protein

AAEL005739-RA 0.14444737 conserved hypothetical protein

AAEL005741-RA 0.119488589 forkhead protein/ forkhead protein domain

AAEL005742-RA 1.019527731 transcription initiation factor TFIID subunit 10, putative

AAEL005744-RA -0.40641064 DEAD box ATP-dependent RNA helicase

AAEL005745-RA 0.656980846 neurokinin-3 receptor, putative

AAEL005749-RA -0.77881422 lysosomal alpha-mannosidase (mannosidase alpha class 2b member 1)

AAEL005755-RA 0.16612978 hypothetical protein

AAEL005756-RA 0.642276682 conserved hypothetical protein

AAEL005756-RC -0.06786773 conserved hypothetical protein

AAEL005760-RA 0.296772566 hypothetical protein

AAEL005765-RA 0.303465177 conserved hypothetical protein

AAEL005766-RA -0.0885611 fructose-bisphosphate aldolase

AAEL005766-RB -0.37950332 fructose-bisphosphate aldolase

AAEL005768-RA 0.149505772 hypothetical protein

AAEL005776-RA 0.475334974 Odorant receptor 83b, putative

AAEL005781-RA -0.27562435 hypothetical protein
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AAEL005782-RA 0.62645467 conserved hypothetical protein

AAEL005783-RA -0.67751963 conserved hypothetical protein

AAEL005790-RA 0.255199368 malic enzyme

AAEL005793-RA 0.089999474 AMP dependent ligase

AAEL005796-RA -0.1815774 eukaryotic translation initiation factor 4e type

AAEL005796-RB 0.113029043 eukaryotic translation initiation factor 4e type

AAEL005797-RA -0.29071627 BRI1-KD interacting protein, putative

AAEL005799-RA -0.02784467 peptidyl-prolyl cis-trans isomerase g, ppig

AAEL005801-RA 0.202381062 bifunctional aminoacyl-tRNA synthetase

AAEL005802-RA 0.100167814 structural maintenance of chromosomes smc1

AAEL005805-RA 0.443175934 alanyl aminopeptidase

AAEL005808-RA 0.057137138 alanyl aminopeptidase

AAEL005810-RA 0.060306639 conserved hypothetical protein

AAEL005815-RA 0.117541119 vitellogenin, putative

AAEL005816-RA 0.484186645 chromatin regulatory protein sir2

AAEL005817-RA -0.49646988 60S ribosomal protein L26

AAEL005819-RA -0.13261457 l-allo-threonine aldolase

AAEL005821-RA 0.226944536 alanyl aminopeptidase

AAEL005823-RA -0.36628959 Trypsin, putative

AAEL005824-RA 0.082916714 hypothetical protein

AAEL005826-RA -1.19203067 conserved hypothetical protein

AAEL005830-RA -0.21532575 proteasome subunit alpha type

AAEL005837-RA 0.064034259 neutral sphingomyelinase (n-smase) activation associated factor fan

AAEL005838-RA 0.359018839 hypothetical protein

AAEL005841-RA -0.06035001 hypothetical protein

AAEL005843-RA 0.110130012 conserved hypothetical protein

AAEL005843-RB 0.231638909 conserved hypothetical protein

AAEL005845-RA -0.10558726 beta chain spectrin

AAEL005848-RA -0.79893065 conserved hypothetical protein

AAEL005849-RA 0.061222956 synaptic vesicle protein

AAEL005851-RA -0.31493145 exosome complex exonuclease rrp42 (ribosomal RNA processing protein 42

AAEL005852-RA 0.942807766 oxysterol-binding protein 1, putative

AAEL005854-RA 0.445445968 amino acid transporter

AAEL005856-RA -0.47248067 signal recognition particle receptor alpha subunit (sr-alpha)

AAEL005857-RA -1.19656539 conserved hypothetical protein

AAEL005861-RA 0.324334531 vacuolar sorting protein (vps)

AAEL005863-RA -0.32077033 conserved hypothetical protein
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AAEL005866-RA -0.06228681 conserved hypothetical protein

AAEL005870-RA 0.190436045 flap endonuclease-1

AAEL005872-RA 0.305765924 hypothetical protein

AAEL005872-RB 0.305765924 hypothetical protein

AAEL005876-RA 0.44786065 hypothetical protein

AAEL005877-RA 0.333893055 conserved hypothetical protein

AAEL005877-RB 0.333893055 conserved hypothetical protein

AAEL005877-RC 0.333893055 conserved hypothetical protein

AAEL005878-RA 0.063908341 conserved hypothetical protein

AAEL005880-RA -0.0302886 conserved hypothetical protein

AAEL005881-RA -0.49543612 autocrine motility factor receptor, amfr

AAEL005882-RA 0.257361709 hypothetical protein

AAEL005884-RA -0.25039156 conserved hypothetical protein

AAEL005885-RA 0.061873725 arginyltransferase, putative

AAEL005885-RC 0.061873725 arginyltransferase, putative

AAEL005890-RA -0.25361392 conserved hypothetical protein

AAEL005892-RA 0.155174337 hypothetical protein

AAEL005893-RA -0.06589076 hypothetical protein

AAEL005895-RA 0.505516893 conserved hypothetical protein

AAEL005896-RA 0.389494976 hypothetical protein

AAEL005896-RB 0.389494976 hypothetical protein

AAEL005897-RA -0.6494193 conserved hypothetical protein

AAEL005897-RB -0.6494193 conserved hypothetical protein

AAEL005898-RA -0.37375411 tRNA-dihydrouridine synthase

AAEL005900-RA -0.89996438 conserved hypothetical protein

AAEL005903-RA 0.048896165 UDP-glucuronosyltransferase, putative

AAEL005904-RA -0.07152532 conserved hypothetical protein

AAEL005905-RA 0.34860454 conserved hypothetical protein

AAEL005908-RA -0.36289901 rolling pebbles

AAEL005909-RA 0.281006462 splicing factor SC35, putative

AAEL005911-RA -0.05655495 mitochondrial carrier protein

AAEL005914-RA 0.115761725 conserved hypothetical protein

AAEL005914-RB 0.115761725 conserved hypothetical protein

AAEL005916-RA -0.01175262 hypothetical protein

AAEL005917-RA -0.55324511 conserved hypothetical protein

AAEL005918-RA -0.04941868 ATP-binding cassette transporter

AAEL005922-RA 0.170573996 hypothetical protein
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AAEL005922-RB 0.170573996 hypothetical protein

AAEL005923-RA 0.679808371 conserved hypothetical protein

AAEL005924-RA -0.42084602 hypothetical protein

AAEL005926-RA -1.00220809 er lumen protein retaining receptor

AAEL005926-RB -1.00220809 er lumen protein retaining receptor

AAEL005926-RC -1.00220809 er lumen protein retaining receptor

AAEL005928-RA -0.49556455 conserved hypothetical protein

AAEL005928-RB -0.49556455 conserved hypothetical protein

AAEL005928-RC -0.49556455 conserved hypothetical protein

AAEL005931-RA 0.00150163 6-phosphogluconate dehydrogenase

AAEL005932-RA 0.285582706 conserved hypothetical protein

AAEL005934-RA 0.173170248 mediator complex, subunit, putative

AAEL005935-RA 0.903873195 hypothetical protein

AAEL005937-RA -0.0766483 ATP-binding cassette transporter

AAEL005939-RA -0.85732994 mpv17 protein

AAEL005939-RB -0.85732994 mpv17 protein

AAEL005941-RA -0.93482311 hypothetical protein

AAEL005944-RA -0.0217378 mitochondrial ribosomal protein, S23, putative

AAEL005945-RA 0.611455532 beta adrenergic receptor

AAEL005946-RA 0.104626159 NADH-ubiquinone oxidoreductase subunit B14.5b

AAEL005950-RA 0.609155145 chloride channel protein 2

AAEL005950-RB -0.24147488 chloride channel protein 2

AAEL005951-RA 0.622233535 lipid storage droplets surface binding protein

AAEL005951-RB 0.622233535 lipid storage droplets surface binding protein

AAEL005956-RA 0.407736588 Caspase-3 precursor

AAEL005960-RA 0.813550773 conserved hypothetical protein

AAEL005963-RA 0.077798111 Caspase-3 precursor

AAEL005964-RA -0.40356471 actin

AAEL005965-RA -1.22040178 presenilin enhancer, putative

AAEL005968-RA -0.81778973 conserved hypothetical protein

AAEL005971-RA -0.45240614 conserved hypothetical protein

AAEL005976-RA 0.199394037 adenine phosphoribosyltransferase, putative

AAEL005986-RA 0.080466037 hypothetical protein

AAEL005988-RA 0.258770743 conserved hypothetical protein

AAEL005991-RA 0.105066839 tricarboxylate transport protein

AAEL005997-RA -0.08323487 allergen, putative

AAEL006001-RA 0.077248144 conserved hypothetical protein
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AAEL006001-RB 0.077248144 conserved hypothetical protein

AAEL006001-RD -0.46601548 conserved hypothetical protein

AAEL006009-RA 0.446832789 conserved hypothetical protein

AAEL006010-RA 0.168320546 conserved hypothetical protein

AAEL006011-RA -0.88558089 conserved hypothetical protein

AAEL006012-RA 0.834168847 factor for adipocyte differentiation

AAEL006013-RA -0.06150309 huntingtin interacting protein

AAEL006021-RA 0.441100314 hypothetical protein

AAEL006023-RA -0.01641433 Vanin-like protein 1 precursor, putative

AAEL006024-RA 0.445868923 Vanin-like protein 2 precursor, putative

AAEL006031-RA -0.11952339 conserved hypothetical protein

AAEL006033-RA 0.052297561 dihydroorotate dehydrogenase

AAEL006034-RA -0.19652437 Vanin-like protein 1 precursor, putative

AAEL006035-RA -0.10145862 hypothetical protein

AAEL006036-RA -0.18559566 phosphatase SSU72, putative

AAEL006039-RA 0.310516713 dehydrodolichyl diphosphate synthase (dedol-pp synthase)

AAEL006042-RA -0.04118503 arginine or creatine kinase

AAEL006048-RA 0.274076424 interleukin enhancer binding factor

AAEL006048-RB 0.274076424 interleukin enhancer binding factor

AAEL006049-RA -0.50153464 mitochondrial ribosomal protein, S10, putative

AAEL006050-RA -0.86337421 nuclear RNA export factor 2 (NXF2), putative

AAEL006053-RA -0.22581925 conserved hypothetical protein

AAEL006059-RA 0.339135808 conserved hypothetical protein

AAEL006061-RA 0.028449174 proteasome subunit alpha type

AAEL006063-RA 0.243729913 U3 small nucleolar ribonucleoprotein protein imp4

AAEL006065-RA -0.34342606 s-adenosyl-methyltransferase mraw

AAEL006066-RA -0.03308927 peptidyl-trna hydrolase

AAEL006069-RA -0.5146503 conserved hypothetical protein

AAEL006073-RA 0.032009194 ubiquitin-conjugating enzyme E2-230k

AAEL006075-RA -0.11816945 wd-repeat protein

AAEL006081-RA -0.38477023 nadph fad oxidoreductase

AAEL006082-RA 0.293402448 transcription initiation factor TFIID subunit 1

AAEL006085-RA -0.10871046 methylenetetrahydrofolate dehydrogenase

AAEL006087-RA 0.278893447 conserved hypothetical protein

AAEL006089-RA 0.310232494 carboxylesterase

AAEL006090-RB 0.27188595 Gelsolin precursor

AAEL006093-RA -0.52197999 tartan
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AAEL006094-RA -1.00582114 conserved hypothetical protein

AAEL006095-RA 0.212874282 Gelsolin precursor

AAEL006097-RA -0.91330056 carboxylesterase

AAEL006101-RA 0.449577384 carboxylesterase

AAEL006102-RA -0.27555425 Gelsolin precursor

AAEL006105-RA -1.00582114 conserved hypothetical protein

AAEL006108-RA 0.710233177 conserved hypothetical protein

AAEL006111-RA 0.595809951 hypothetical protein

AAEL006111-RB 0.595809951 hypothetical protein

AAEL006113-RB 0.015326527 cystinosin

AAEL006115-RA -0.02631221 conserved hypothetical protein

AAEL006115-RB -0.02631221 conserved hypothetical protein

AAEL006117-RA 0.059177086 mitochondrial 60S ribosomal protein L7/L12

AAEL006118-RA -0.14386174 mitochondrial ribosomal protein, L55, putative

AAEL006121-RA 0.520301419 Trypsin, putative

AAEL006123-RA -0.11135136 Trypsin, putative

AAEL006124-RA 0.05389269 conserved hypothetical protein

AAEL006125-RA 0.446918362 conserved hypothetical protein

AAEL006126-RA 0.619224405 conserved hypothetical protein

AAEL006129-RA 0.153624182 conserved hypothetical protein

AAEL006131-RA -0.80727458 hypothetical protein

AAEL006143-RA 0.235471598 conserved hypothetical protein

AAEL006144-RA 0.530155014 isopentenyl-diphosphate delta isomerase

AAEL006146-RA 0.36664739 hypothetical protein

AAEL006147-RA 0.057167229 brain chitinase and chia

AAEL006150-RA -0.17562417 brca1-associated protein (brap2)

AAEL006153-RA -0.76544372 conserved hypothetical protein

AAEL006154-RA 0.266628787 conserved hypothetical protein

AAEL006155-RA 0.069619394 conserved hypothetical protein

AAEL006158-RA -0.05919622 histone H3.3

AAEL006163-RA -0.08985344 aldehyde oxidase

AAEL006166-RA 0.002887394 DNA (cytosine-5)-methyltransferase

AAEL006168-RA -0.28444651 serine carboxypeptidase, putative

AAEL006174-RA -0.35791034 proteasome subunit beta type

AAEL006175-RA 0.019741664 conserved hypothetical protein

AAEL006176-RA -0.38341366 Odorant-binding protein 56e, putative

AAEL006177-RA 0.241771917 histone acetyltransferase type b catalytic subunit
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AAEL006179-RA -0.22356462 tubulin alpha chain

AAEL006184-RA -0.60900059 hypothetical protein

AAEL006185-RA 0.434236041 exocyst componenet sec8

AAEL006186-RA 0.000893727 conserved hypothetical protein

AAEL006188-RA 0.276137052 conserved hypothetical protein

AAEL006188-RB 0.276137052 conserved hypothetical protein

AAEL006188-RC 0.276137052 conserved hypothetical protein

AAEL006190-RA 0.177392517 conserved hypothetical protein

AAEL006193-RA 0.014152116 mediator complex, subunit, putative

AAEL006207-RA -0.51914119 conserved hypothetical protein

AAEL006221-RA -0.16620639 o-sialoglycoprotein endopeptidase

AAEL006223-RA 0.132837873 replication factor C, 37kD-subunit, putative

AAEL006226-RA 0.000512791 sam/hd domain protein

AAEL006227-RA -0.21705782 conserved hypothetical protein

AAEL006238-RA 0.307063147 conserved hypothetical protein

AAEL006238-RB 0.307063147 conserved hypothetical protein

AAEL006243-RA 0.266265773 hypothetical protein

AAEL006244-RA 0.133452524 cyclophilin

AAEL006247-RA 0.01494999 conserved hypothetical protein

AAEL006248-RA 0.307956876 p37NB protein, putative

AAEL006255-RA 0.237184962 conserved hypothetical protein

AAEL006259-RA -0.07723709 rhodopsin

AAEL006260-RA -0.14586677 serine protease, putative

AAEL006262-RA 0.426571002 mitochondrial carrier protein

AAEL006262-RB 0.426571002 mitochondrial carrier protein

AAEL006262-RC 0.426571002 mitochondrial carrier protein

AAEL006263-RA 0.067030545 conserved hypothetical protein

AAEL006264-RA -0.23078249 glucose transporter (sugar transporter

AAEL006270-RA -0.31917539 conserved hypothetical protein

AAEL006271-RA -0.02491923 superoxide dismutase

AAEL006271-RB 0.449422292 superoxide dismutase

AAEL006271-RC 0.449422292 superoxide dismutase

AAEL006271-RD 0.215857388 superoxide dismutase

AAEL006272-RA 0.260443806 conserved hypothetical protein

AAEL006275-RA -0.0626027 conserved hypothetical protein

AAEL006279-RA 0.473315663 hypothetical protein

AAEL006281-RA 0.254885757 glucose transporter (sugar transporter
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AAEL006284-RA 0.040916026 hypothetical protein

AAEL006285-RA 0.195363821 hypothetical protein

AAEL006286-RA -0.01514834 conserved hypothetical protein

AAEL006294-RA -0.37438011 hypothetical protein

AAEL006294-RB -0.37438011 hypothetical protein

AAEL006295-RA -1.20050132 synbindin

AAEL006296-RA 0.528012327 conserved hypothetical protein

AAEL006298-RA 0.477149789 conserved hypothetical protein

AAEL006299-RA -0.05424138 methyltransferase, putative

AAEL006300-RA 0.03137951 P53 induced protein

AAEL006301-RA -0.2972611 fruitless

AAEL006303-RA -0.25536795 integral membrane protein, Tmp21-I (p23), putative

AAEL006304-RA -0.07113924 hypothetical protein

AAEL006306-RA 0.297662727 conserved hypothetical protein

AAEL006311-RA 0.04952366 nucleoporin, putative

AAEL006311-RB 0.04952366 nucleoporin, putative

AAEL006313-RA -0.20740707 conserved hypothetical protein

AAEL006315-RA -0.33744636 26S proteasome regulatory subunit rpn1

AAEL006316-RA -0.01865949 ketohexokinase

AAEL006317-RA -0.37980286 short-chain dehydrogenase

AAEL006317-RB -0.37980286 short-chain dehydrogenase

AAEL006318-RA -0.038204 short-chain dehydrogenase

AAEL006322-RA 0.283131819 conserved hypothetical protein

AAEL006324-RA 0.069910251 conserved hypothetical protein

AAEL006326-RA -0.39505294 deoxyribonuclease I, putative

AAEL006327-RA -0.43261708 sulfotransferase (sult)

AAEL006328-RA -0.04542219 conserved hypothetical protein

AAEL006333-RA 0.829744094 salivary apyrase, putative

AAEL006337-RA 0.297449052 conserved hypothetical protein

AAEL006338-RA -0.0195524 sulfotransferase (sult)

AAEL006340-RA 0.160508796 conserved hypothetical protein

AAEL006342-RA -0.02841084 epoxide hydrolase

AAEL006342-RB -0.02841084 epoxide hydrolase

AAEL006342-RC -0.02841084 epoxide hydrolase

AAEL006343-RA 0.262387037 conserved hypothetical protein

AAEL006347-RA 0.429385039 apyrase, putative

AAEL006351-RA 0.415651094 conserved hypothetical protein
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AAEL006353-RA -2.19970023 sulfotransferase (sult)

AAEL006354-RA 0.516925801 epoxide hydrolase

AAEL006355-RA -0.32681279 conserved hypothetical protein

AAEL006359-RA -0.19553598 sulfotransferase (sult)

AAEL006362-RA -0.10933828 mitochondrial solute carrier

AAEL006363-RA 0.88232638 ribose-phosphate pyrophosphokinase 1,2

AAEL006363-RB 0.88232638 ribose-phosphate pyrophosphokinase 1,2

AAEL006364-RA -0.27198197 conserved hypothetical protein

AAEL006365-RA -0.32082339 trypsin-alpha, putative

AAEL006367-RA -0.04384337 conserved hypothetical protein

AAEL006368-RA -1.61327026 trypsin-beta, putative

AAEL006371-RA -0.00735602 oviductin

AAEL006375-RA 0.450513725 sphingomyelin phosphodiesterase

AAEL006376-RA 0.108191183 Trypsin, putative

AAEL006377-RA 0.429260888 conserved hypothetical protein

AAEL006378-RA -0.38975112 trypsin, putative

AAEL006381-RA 0.000920372 sphingomyelin phosphodiesterase

AAEL006383-RA 1.152370275 chymotrypsin, putative

AAEL006384-RA -0.09257672 Trypsin, putative

AAEL006386-RA 0.092537148 mitochondrial 39S ribosomal protein L39

AAEL006386-RB 0.092537148 mitochondrial 39S ribosomal protein L39

AAEL006387-RA -0.35656621 conserved hypothetical protein

AAEL006389-RA -0.19788528 cathepsin l

AAEL006390-RA -0.10372189 vacuolar proton atpases

AAEL006392-RA 0.340083714 hypothetical protein

AAEL006395-RA 0.398174873 hypothetical protein

AAEL006397-RA 0.475277441 serine protease inhibitor

AAEL006400-RA -0.11771868 elongator component, putative

AAEL006401-RA -0.04939894 mitosis protein dim1

AAEL006406-RA 0.788713024 conserved hypothetical protein

AAEL006406-RB 0.788713024 conserved hypothetical protein

AAEL006406-RC 0.788713024 conserved hypothetical protein

AAEL006406-RD 0.788713024 conserved hypothetical protein

AAEL006406-RE 0.228728679 conserved hypothetical protein

AAEL006406-RF 0.788713024 conserved hypothetical protein

AAEL006407-RA 0.023298392 conserved hypothetical protein

AAEL006408-RA 0.244228899 conserved hypothetical protein
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AAEL006409-RA 0.283987215 Sialin, Sodium/sialic acid cotransporter, putative

AAEL006411-RA 0.41280611 timeless protein

AAEL006411-RB 0.41280611 timeless protein

AAEL006415-RA 0.031729438 leucyl-tRNA synthetase

AAEL006417-RA 0.354706245 D7 protein, putative

AAEL006420-RA -0.07468438 conserved hypothetical protein

AAEL006422-RA -0.08636318 conserved hypothetical protein

AAEL006423-RA 0.582273442 conserved hypothetical protein

AAEL006425-RA 0.069859974 trypsin

AAEL006426-RA -0.2741835 beta-1,4-galactosyltransferase

AAEL006428-RA -0.56291624 ferredoxin, putative

AAEL006432-RA -0.61331709 sugar transporter

AAEL006433-RA 0.383786069 conserved hypothetical protein

AAEL006435-RA -0.45393878 mevalonate kinase

AAEL006436-RA 0.161809656 phosphorylase b kinase beta, kpbb

AAEL006437-RA 0.346128997 conserved hypothetical protein

AAEL006441-RA -0.87875264 proteasome subunit beta type 6,9

AAEL006445-RA 0.505625681 conserved hypothetical protein

AAEL006446-RA 0.245727698 trehalose-6-phosphate synthase

AAEL006449-RA 0.419242252 ser/thr protein kinase-lyk4

AAEL006450-RA -0.16608642 integral membrane protein, putative

AAEL006453-RA 0.914911638 B-cell lymphoma/leukaemia 11A extra long form, putative

AAEL006457-RA -0.4882272 asparagine synthetase

AAEL006459-RA 0.615300742 conserved hypothetical protein

AAEL006462-RA 0.339743016 TFIID subunit TAFII55, putative

AAEL006463-RA -0.00610377 conserved hypothetical protein

AAEL006467-RA 0.069470884 alcohol dehydrogenase

AAEL006469-RA -0.88433232 conserved hypothetical protein

AAEL006474-RA -0.68166719 ATP-dependent Lon protease, putative

AAEL006476-RA 0.199540586 zinc finger protein, putative

AAEL006478-RA -0.06498575 lachesin, putative

AAEL006481-RA 0.149582782 conserved hypothetical protein

AAEL006482-RA -0.60752735 sugar transporter

AAEL006483-RA 0.014785514 conserved hypothetical protein

AAEL006484-RA -1.04876514 rhodopsin

AAEL006485-RA 0.352821298 inosine-uridine preferring nucleoside hydrolase

AAEL006485-RB 0.352821298 inosine-uridine preferring nucleoside hydrolase
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AAEL006485-RC 0.352821298 inosine-uridine preferring nucleoside hydrolase

AAEL006486-RA 0.038405756 hypothetical protein

AAEL006488-RA 0.166357345 nucleoporin, p88, putative

AAEL006492-RA -0.60020644 centrin, putative

AAEL006493-RA 0.241569642 hypothetical protein

AAEL006493-RB 0.241569642 hypothetical protein

AAEL006494-RA -1.67752796 conserved hypothetical protein

AAEL006496-RA -0.17990452 steroid dehydrogenase

AAEL006498-RA 0.205463157 rhodopsin

AAEL006501-RA 0.212038905 conserved hypothetical protein

AAEL006507-RA -1.45260405 conserved hypothetical protein

AAEL006510-RA -0.58329966 conserved hypothetical protein

AAEL006514-RA 0.137865716 sodium-dependent phosphate transporter

AAEL006515-RA 0.148144754 conserved hypothetical protein

AAEL006516-RA 0.346418 vacuolar ATP synthase subunit h

AAEL006521-RA -0.26474592 conserved hypothetical protein

AAEL006523-RA 0.118306175 crk

AAEL006524-RA -0.27135219 venom allergen

AAEL006526-RA -0.28480087 neurotransmitter gated ion channel

AAEL006528-RA -0.34002252 hypothetical protein

AAEL006530-RA -0.09074724 tubulin folding cofactor c

AAEL006531-RA 0.206697151 heat shock protein 70 (hsp70)-interacting protein

AAEL006531-RB 0.206697151 heat shock protein 70 (hsp70)-interacting protein

AAEL006537-RA 0.215482274 hypothetical protein

AAEL006538-RA 0.084517194 peroxisomal membrane protein 2, pxmp2

AAEL006538-RB 0.084517194 peroxisomal membrane protein 2, pxmp2

AAEL006538-RC 0.084517194 peroxisomal membrane protein 2, pxmp2

AAEL006542-RA 0.7382773 retinoid-inducible serine carboxypeptidase (serine carboxypeptidase

AAEL006544-RA 0.35494362 nucleoporin P54

AAEL006545-RA 0.697606279 hypothetical protein

AAEL006547-RA -0.88605713 THO complex, putative

AAEL006549-RA 0.509426044 conserved hypothetical protein

AAEL006550-RA -0.03678922 rnf5

AAEL006551-RA 0.011712202 conserved hypothetical protein

AAEL006554-RA 0.786975542 conserved hypothetical protein

AAEL006555-RA 0.359395682 hypothetical protein

AAEL006557-RA 0.976715669 conserved hypothetical protein
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AAEL006560-RA -0.14261748 cop-coated vesicle membrane protein P24

AAEL006566-RA 0.213776361 suppressor of ty

AAEL006567-RA 0.771990339 max binding protein, mnt

AAEL006569-RA 0.08190305 hypothetical protein

AAEL006569-RB 0.432034721 hypothetical protein

AAEL006570-RA 0.069951584 conserved hypothetical protein

AAEL006572-RA 0.092012966 troponin C

AAEL006572-RB 0.092012966 troponin C

AAEL006572-RC 0.092012966 troponin C

AAEL006575-RA 0.20087207 troponin C

AAEL006575-RB 0.20087207 troponin C

AAEL006575-RC 0.20087207 troponin C

AAEL006576-RA -0.13725262 clip-domain serine protease, putative

AAEL006576-RB -0.13725262 clip-domain serine protease, putative

AAEL006577-RA 0.020771246 aspartyl-tRNA synthetase

AAEL006580-RA 0.260770542 conserved hypothetical protein

AAEL006587-RA -0.04392673 conserved hypothetical protein

AAEL006590-RA 0.476294292 hypothetical protein

AAEL006594-RA 0.198606051 serine-type enodpeptidase, putative

AAEL006595-RA -0.37601205 conserved hypothetical protein

AAEL006599-RA 0.179766125 conserved hypothetical protein

AAEL006603-RA -0.54992021 conserved hypothetical protein

AAEL006606-RA -0.69232787 hypothetical protein

AAEL006607-RA 0.302678386 Juvenile hormone-inducible protein, putative

AAEL006610-RA -0.07332188 conserved hypothetical protein

AAEL006617-RA -0.58305067 conserved hypothetical protein

AAEL006619-RA 0.575350816 conserved hypothetical protein

AAEL006620-RA 0.432061391 conserved hypothetical protein

AAEL006621-RA 0.12657272 conserved hypothetical protein

AAEL006627-RA -0.0052615 serine-type enodpeptidase, putative

AAEL006629-RA -0.20472757 conserved hypothetical protein

AAEL006630-RA -0.44053508 conserved hypothetical protein

AAEL006633-RA 0.606367884 inhibitor of apoptosis 1, diap1

AAEL006634-RA -0.20963002 acetyl-coa acetyltransferase, mitochondrial (acetoacetyl-coa thiolase)

AAEL006637-RA 0.45418302 conserved hypothetical protein

AAEL006638-RA 0.92936053 n-acetyllactosaminide beta-1,3-n-acetylglucosaminyltransferase

AAEL006640-RA 0.176674605 DEAD box ATP-dependent RNA helicase

Page 87



AAEL006641-RA -0.26273944 conserved hypothetical protein

AAEL006645-RA -0.372451 conserved hypothetical protein

AAEL006647-RA -0.0924815 dynein light chain, putative

AAEL006648-RA 0.03228481 pantothenate kinase

AAEL006649-RA 0.657618482 tnf receptor associated factor

AAEL006651-RA -0.1176182 dystrophin

AAEL006652-RA -0.05012308 conserved hypothetical protein

AAEL006652-RB -0.05012308 conserved hypothetical protein

AAEL006652-RC -0.05012308 conserved hypothetical protein

AAEL006654-RA 0.061484166 conserved hypothetical protein

AAEL006659-RA -0.2900125 apyrase

AAEL006660-RA -0.18950423 conserved hypothetical protein

AAEL006661-RA 0.390666286 histone acetyltransferase, putative

AAEL006662-RA 0.211711679 hypothetical protein

AAEL006666-RA 0.291978286 cmp-sialic acid transporter

AAEL006667-RA 0.776634506 phosphatidyltransferase

AAEL006668-RA -0.09258053 conserved hypothetical protein

AAEL006670-RA -0.35317518 conserved hypothetical protein

AAEL006671-RA 1.171788195 hypothetical protein

AAEL006674-RA 0.169572637 clip-domain serine protease, putative

AAEL006677-RA -1.14223512 phospholipase a-2-activating protein

AAEL006678-RA -0.28430017 conserved hypothetical protein

AAEL006686-RA 0.024092406 conserved hypothetical protein

AAEL006687-RA 0.199256604 exportin

AAEL006688-RA -0.38895069 conserved hypothetical protein

AAEL006691-RA -0.19308384 fibrinogen and fibronectin

AAEL006693-RA 0.03725805 uroporphyrinogen decarboxylase

AAEL006693-RB 0.913220282 uroporphyrinogen decarboxylase

AAEL006693-RC 0.03725805 uroporphyrinogen decarboxylase

AAEL006694-RA 0.0226648 hypothetical protein

AAEL006697-RA 0.256291333 conserved hypothetical protein

AAEL006699-RA 0.966116751 fibrinogen and fibronectin

AAEL006700-RA -1.30632231 Trypsin, putative

AAEL006701-RA -0.76197428 conserved hypothetical protein

AAEL006702-RA 0.815311534 fibrinogen and fibronectin

AAEL006702-RB 0.438624529 fibrinogen and fibronectin

AAEL006704-RA -0.2121353 fibrinogen and fibronectin
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AAEL006706-RA -0.22579486 conserved hypothetical protein

AAEL006711-RA 0.285038605 conserved hypothetical protein

AAEL006712-RA -0.31772739 serine/threonine protein kinase

AAEL006713-RA 0.044320288 U2 snrnp auxiliary factor, small subunit

AAEL006715-RA 0.268702757 DNA polymerase iota

AAEL006717-RA -0.65383046 abc transporter

AAEL006717-RB -0.65383046 abc transporter

AAEL006718-RA 0.384738343 conserved hypothetical protein

AAEL006724-RA 0.326217656 conserved hypothetical protein

AAEL006725-RA 0.193751532 U2 small nuclear ribonucleoprotein, putative

AAEL006726-RA 0.253697329 innexin

AAEL006727-RA -0.13566999 multisynthetase complex, auxiliary protein, p38, putative

AAEL006727-RB -0.13566999 multisynthetase complex, auxiliary protein, p38, putative

AAEL006728-RA 0.381761961 ubiquitin-conjugating enzyme E2 c

AAEL006731-RA 0.183274488 conserved hypothetical protein

AAEL006731-RB 0.183274488 conserved hypothetical protein

AAEL006733-RA 0.194048181 fad nadph dehydrogenase

AAEL006734-RA -0.25328879 cytochrome oxidase biogenesis protein (oxa1 mitochondrial)

AAEL006735-RA -0.67140392 conserved hypothetical protein

AAEL006739-RA -0.49147115 adult cuticle protein, putative

AAEL006741-RA -1.03938302 hypothetical protein

AAEL006743-RA -0.21117561 n-terminal acetyltransferase complex ard1 subunit

AAEL006744-RA 0.28088649 exonuclease nef-sp

AAEL006746-RA -1.89169134 conserved hypothetical protein

AAEL006748-RA 0.162307366 ss-DNA binding protein 12RNP2 precursor, putative

AAEL006751-RA 0.022029579 hypothetical protein

AAEL006756-RA -0.57396051 conserved hypothetical protein

AAEL006762-RA 0.441541611 conserved hypothetical protein

AAEL006771-RA 0.119523659 conserved hypothetical protein

AAEL006773-RA -0.09242223 hypothetical protein

AAEL006777-RA 0.438736851 hypothetical protein

AAEL006778-RA -0.26115354 frizzled

AAEL006779-RA 0.241051753 cytochrome c oxidase assembly protein cox11

AAEL006781-RA -0.13598675 hypothetical protein

AAEL006782-RA -0.09812326 protein arginine n-methyltransferase

AAEL006783-RA 0.436911569 histone h3 methyltransferase

AAEL006786-RA 0.322459504 gtpase_rho
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AAEL006786-RB 0.322459504 gtpase_rho

AAEL006786-RC 0.322459504 gtpase_rho

AAEL006787-RA 0.294244074 conserved hypothetical protein

AAEL006788-RA 0.398046952 replication factor C, 37-kDa subunit, putative

AAEL006793-RA -0.4520363 cytochrome P450

AAEL006795-RA -0.50440658 cytochrome P450

AAEL006798-RA 0.316228031 cytochrome P450

AAEL006799-RA 0.419029025 conserved hypothetical protein

AAEL006802-RA -0.12681111 cytochrome P450

AAEL006808-RA 0.252661294 conserved hypothetical protein

AAEL006810-RA -0.42760734 cytochrome P450

AAEL006811-RA -1.28730132 cytochrome P450

AAEL006813-RA 0.074196232 hypothetical protein

AAEL006815-RA 0.322070547 cytochrome P450

AAEL006819-RA -0.1962064 conserved hypothetical protein

AAEL006820-RA 0.051090093 lipid storage droplets surface binding protein 2 (lsd2)

AAEL006823-RA 0.255547157 AMP dependent ligase

AAEL006824-RA 0.204476105 cytochrome P450

AAEL006829-RA -0.26759213 microsomal glutathione s-transferase

AAEL006830-RA -0.5005453 yellow protein precursor

AAEL006833-RA -0.18614116 succinyl-CoA synthetase small subunit, putative

AAEL006833-RB -0.18614116 succinyl-CoA synthetase small subunit, putative

AAEL006833-RC -0.18614116 succinyl-CoA synthetase small subunit, putative

AAEL006834-RA 0.235672733 glutamate semialdehyde dehydrogenase

AAEL006836-RA -0.09385496 dihydropteridine reductase

AAEL006836-RB -0.19574481 dihydropteridine reductase

AAEL006838-RA 0.829132937 hypothetical protein

AAEL006839-RB 0.514314042 ring finger protein

AAEL006845-RA -0.10179622 conserved hypothetical protein

AAEL006845-RB -0.0168829 conserved hypothetical protein

AAEL006851-RA -0.39035215 eukaryotic translation initiation factor

AAEL006853-RA -0.23708712 conserved hypothetical protein

AAEL006854-RA 0.558158893 Niemann-Pick Type C-2, putative

AAEL006855-RA 0.466772408 UDP-galactose transporter

AAEL006855-RB 0.466772408 UDP-galactose transporter

AAEL006856-RA 0.050591782 conserved hypothetical protein

AAEL006859-RA 0.38562301 Myb-interacting protein, putative
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AAEL006862-RA 0.397435625 conserved hypothetical protein

AAEL006863-RA -0.32438173 hypothetical protein

AAEL006863-RB -0.32438173 hypothetical protein

AAEL006866-RA 0.090739208 muscle lim protein

AAEL006872-RA 0.151879635 calponin/transgelin

AAEL006873-RA 0.422212962 hypothetical protein

AAEL006877-RA -0.39268087 prophenoloxidase

AAEL006879-RA -0.01508694 folate carrier protein

AAEL006879-RB 0.552499382 folate carrier protein

AAEL006880-RA -0.07713278 rab32

AAEL006880-RB -0.07713278 rab32

AAEL006880-RC -0.07713278 rab32

AAEL006883-RA 0.352195219 conserved hypothetical protein

AAEL006885-RA -0.0585444 14-3-3 protein sigma, gamma, zeta, beta/alpha

AAEL006887-RA 0.031909895 mrna turnover protein 4 mrt4

AAEL006888-RA -0.46284981 hypothetical protein

AAEL006890-RA 0.200530189 conserved hypothetical protein

AAEL006896-RA -9.9279E-05 hypothetical protein

AAEL006900-RA -0.11987584 conserved hypothetical protein

AAEL006902-RA -0.81954961 serine-type enodpeptidase, putative

AAEL006903-RA -0.13282011 trypsin

AAEL006904-RA -0.06457413 hypothetical protein

AAEL006905-RA 0.132810147 conserved hypothetical protein

AAEL006908-RA 0.177498621 conserved hypothetical protein

AAEL006909-RA 0.149750295 hypothetical protein

AAEL006910-RA 0.594424475 ubiquitination factor E4

AAEL006915-RA -0.26481752 conserved hypothetical protein

AAEL006915-RB -0.26481752 conserved hypothetical protein

AAEL006918-RA 0.380394532 conserved hypothetical protein

AAEL006918-RB 0.380394532 conserved hypothetical protein

AAEL006920-RA 0.195591174 conserved hypothetical protein

AAEL006922-RA -0.09503855 calponin/transgelin

AAEL006922-RB -0.09503855 calponin/transgelin

AAEL006928-RA 0.095985359 dihydrolipoamide dehydrogenase

AAEL006929-RA 0.064841423 cullin

AAEL006934-RA 0.320880499 mediator complex, subunit, putative

AAEL006936-RA 0.104998856 conserved hypothetical protein
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AAEL006937-RA -0.159298 structural maintenance of chromosomes smc3

AAEL006938-RA -0.22265151 conserved hypothetical protein

AAEL006942-RA 0.220980489 conserved hypothetical protein

AAEL006945-RA 0.444549545 Golgi SNAP receptor complex member, putative

AAEL006945-RB 0.444549545 Golgi SNAP receptor complex member, putative

AAEL006946-RA 0.115916637 chaperonin

AAEL006948-RA -0.79070839 tomosyn

AAEL006949-RA -0.11943726 hypothetical protein

AAEL006950-RA 0.419845923 conserved hypothetical protein

AAEL006951-RA -0.29308216 protein phosphatase 2c

AAEL006952-RA 0.191600002 conserved hypothetical protein

AAEL006953-RA 0.179728901 conserved hypothetical protein

AAEL006956-RA 1.169407749 suppressor of ty

AAEL006957-RA -0.1899485 hypothetical protein

AAEL006959-RA -0.27847755 hypothetical protein

AAEL006964-RA -0.1328072 conserved hypothetical protein

AAEL006965-RA -0.09969359 NBP2b protein, putative

AAEL006966-RA -0.44928451 vitellogenin, putative

AAEL006966-RB -0.44928451 vitellogenin, putative

AAEL006966-RC -0.44928451 vitellogenin, putative

AAEL006966-RD -0.44928451 vitellogenin, putative

AAEL006966-RE -0.44928451 vitellogenin, putative

AAEL006968-RA 0.342054996 hypothetical protein

AAEL006971-RA -0.25085876 conserved hypothetical protein

AAEL006975-RA -0.015606 leucine aminopeptidase

AAEL006976-RA 0.305900637 conserved hypothetical protein

AAEL006977-RA 0.364848199 serine/threonine protein phosphatase 2a regulatory subunit a

AAEL006979-RA 0.342126132 hypothetical protein

AAEL006980-RA -0.96379904 lipase

AAEL006983-RA 0.241986733 hypothetical protein

AAEL006985-RA -0.52559011 dopachrome-conversion enzyme (DCE), putative

AAEL006987-RA -0.55906864 conserved hypothetical protein

AAEL006989-RA -0.62540299 cytochrome P450

AAEL006992-RA 0.030059125 cytochrome P450

AAEL006993-RA 0.268464967 synapse-associated protein

AAEL006996-RA 0.307063147 conserved hypothetical protein

AAEL006999-RA 0.472348735 hypothetical protein
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AAEL007001-RA -0.35017246 mitochondrial import receptor subunit tom40

AAEL007005-RA -0.39713516 histone h2a

AAEL007007-RA 0.101662916 DNA replication licensing factor MCM2

AAEL007008-RA 0.161861362 cyclophilin

AAEL007009-RA -0.24654359 conserved hypothetical protein

AAEL007009-RB -0.24654359 conserved hypothetical protein

AAEL007011-RA 0.424769942 conserved hypothetical protein

AAEL007012-RA 0.155795732 hypothetical protein

AAEL007013-RA 0.553835843 RNA-binding protein precursor, putative

AAEL007017-RA 0.378505136 conserved hypothetical protein

AAEL007018-RA 0.024523186 UDP-glucose 4-epimerase

AAEL007019-RA 0.002239539 phosphate transporter

AAEL007020-RA 0.739053128 hypothetical protein

AAEL007022-RA 0.165939999 tfiia large subunit

AAEL007023-RA -0.23330876 estradiol 17 beta-dehydrogenase

AAEL007024-RA -0.21527945 cytochrome P450

AAEL007027-RA -0.31427914 sodium/solute symporter

AAEL007028-RA -1.09541927 ceramidase

AAEL007031-RA 0.244686247 conserved hypothetical protein

AAEL007033-RA -0.24458541 pyrroline-5-carboxylate reductase

AAEL007035-RA 0.412960061 tak1

AAEL007037-RA -0.37327058 peptidoglycan recognition protein sc2

AAEL007039-RA -0.60649089 peptidoglycan recognition protein sc2

AAEL007041-RA -0.15247889 low-density lipoprotein receptor (ldl)

AAEL007046-RA 0.153130481 mitochondrial brown fat uncoupling protein

AAEL007048-RA -0.26185712 hypothetical protein

AAEL007048-RB -0.26185712 hypothetical protein

AAEL007049-RA 0.194466888 proteasome subunit beta type

AAEL007051-RA -0.64801237 lipase

AAEL007054-RA 0.065756588 NADH dehydrogenase, putative

AAEL007055-RA 0.415528087 lipase

AAEL007056-RA -0.11231805 btf

AAEL007059-RA -0.27267793 conserved hypothetical protein

AAEL007061-RA -0.30064137 cyclophilin

AAEL007063-RA -1.12735067 lipase

AAEL007064-RA 0.36689199 gram-negative bacteria binding protein

AAEL007065-RA -0.35204918 adp-ribosylation factor, arf
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AAEL007067-RA -0.01659837 wd-repeat protein

AAEL007068-RA -0.79705623 lipase

AAEL007069-RA 0.522794325 conserved hypothetical protein

AAEL007070-RA -0.05101487 lipase

AAEL007073-RA -0.2250487 hypothetical protein

AAEL007074-RA -1.34718138 hypothetical protein

AAEL007077-RA -0.23903429 integrin beta 1 binding protein (melusin)

AAEL007080-RA -0.42784417 glycerol-3-phosphate acyltransferase

AAEL007082-RA -0.38295399 conserved hypothetical protein

AAEL007083-RA 0.1699234 conserved hypothetical protein

AAEL007084-RA 0.412496287 conserved hypothetical protein

AAEL007084-RB 0.412496287 conserved hypothetical protein

AAEL007088-RA -1.17478276 ribitol kinase

AAEL007089-RA 0.208047724 conserved hypothetical protein

AAEL007090-RA 1.1177932 4-nitrophenylphosphatase

AAEL007091-RA -0.06457962 single-stranded DNA-binding protein mssp-1

AAEL007092-RA 0.30401409 conserved hypothetical protein

AAEL007093-RA 0.049456318 conserved hypothetical protein

AAEL007095-RA -0.31499703 adult cuticle protein, putative

AAEL007097-RA 0.429953331 4-nitrophenylphosphatase

AAEL007099-RA 0.327655156 environmental stress-induced protein, putative

AAEL007101-RA -0.29811566 adult cuticle protein, putative

AAEL007103-RA 0.563317568 p37NB protein, putative

AAEL007107-RA -0.19259089 serine protease, putative

AAEL007113-RA 0.191997918 selenophosphate synthase

AAEL007113-RB 0.191997918 selenophosphate synthase

AAEL007114-RA -0.54603858 conserved hypothetical protein

AAEL007117-RA -0.02711599 conserved hypothetical protein

AAEL007125-RA -0.0850081 PET117 polypeptide, putative

AAEL007126-RA -0.09100419 sugar transporter

AAEL007127-RA -0.01784317 conserved hypothetical protein

AAEL007128-RA 0.497823422 sugar transporter

AAEL007129-RA 0.45702819 defective proboscis extension response, putative

AAEL007130-RA 0.125640616 leucyl-tRNA synthetase

AAEL007131-RA -0.20510031 sugar transporter

AAEL007132-RA 0.320847497 dynein heavy chain

AAEL007133-RA 0.197303847 conserved hypothetical protein
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AAEL007135-RA 0.861897354 peroxiredoxin 5, prdx5

AAEL007136-RA -0.79831951 sugar transporter

AAEL007137-RA -0.50480805 conserved hypothetical protein

AAEL007138-RA 0.163324673 sugar transporter

AAEL007143-RA -0.53138701 voltage-gated potassium channel

AAEL007150-RA -0.68974373 ATP-dependent RNA helicase

AAEL007151-RA 0.051466307 paramyosin, putative

AAEL007151-RB 0.575568656 paramyosin, putative

AAEL007151-RC 0.575568656 paramyosin, putative

AAEL007151-RE 0.575568656 paramyosin, putative

AAEL007153-RA 0.296186538 5'-AMP-activated protein kinase, catalytic alpha-1 chain

AAEL007155-RA 0.292542813 conserved hypothetical protein

AAEL007157-RA -0.11709853 conserved hypothetical protein

AAEL007158-RA 0.340258742 nnp-1 protein (novel nuclear protein 1) (nop52)

AAEL007158-RB 0.340258742 nnp-1 protein (novel nuclear protein 1) (nop52)

AAEL007158-RC -0.23950108 nnp-1 protein (novel nuclear protein 1) (nop52)

AAEL007159-RA 0.238892234 conserved hypothetical protein

AAEL007162-RA 0.080162534 gaba(a) receptor-associated protein

AAEL007164-RA -0.20452583 conserved hypothetical protein

AAEL007167-RA 0.133173598 conserved hypothetical protein

AAEL007168-RA 0.028910662 conserved hypothetical protein

AAEL007171-RA 0.468868438 protein phosphatase 2c

AAEL007173-RA 0.291451449 conserved hypothetical protein

AAEL007173-RB 0.291451449 conserved hypothetical protein

AAEL007173-RC 0.291451449 conserved hypothetical protein

AAEL007176-RA 0.107567037 rabkinesin-6

AAEL007184-RA 0.409101319 vacuolar ATP synthase subunit g

AAEL007185-RA -0.18768688 synbindin

AAEL007193-RA 0.579834081 amino acid transporter

AAEL007196-RA -0.08587274 conserved hypothetical protein

AAEL007199-RA 0.918994116 hypothetical protein

AAEL007201-RA -0.35684831 glutamyl aminopeptidase

AAEL007212-RA 0.136245847 expressed protein (HR96)

AAEL007216-RA 1.1414978 elongase, putative

AAEL007218-RA 0.093189165 conserved hypothetical protein

AAEL007219-RA -0.35016012 conserved hypothetical protein

AAEL007220-RA -1.54606304 conserved hypothetical protein
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AAEL007225-RA -0.02059504 dynein heavy chain

AAEL007226-RA -0.05734058 nidogen

AAEL007229-RA 0.039292587 conserved hypothetical protein

AAEL007230-RA 0.217332801 mediator complex, subunit, putative

AAEL007234-RA 0.628057732 conserved hypothetical protein

AAEL007236-RA 0.10039831 conserved hypothetical protein

AAEL007242-RA 0.676016967 conserved hypothetical protein

AAEL007243-RA 0.22897309 valacyclovir hydrolase

AAEL007246-RA 0.517959795 conserved hypothetical protein

AAEL007247-RA 0.010471194 conserved hypothetical protein

AAEL007248-RA -0.50591911 hypothetical protein

AAEL007251-RA 0.524067565 zinc finger protein, putative

AAEL007256-RA -0.20214724 DNA helicase recq1

AAEL007257-RA 0.626732606 hypothetical protein

AAEL007259-RA 0.242095798 conserved hypothetical protein

AAEL007259-RB 0.242095798 conserved hypothetical protein

AAEL007262-RA -0.52316429 hypothetical protein

AAEL007263-RA -0.17469777 hypothetical protein

AAEL007265-RA -0.39520257 hypothetical protein

AAEL007269-RA -0.20989585 hypothetical protein

AAEL007271-RA -0.1249953 basic helix-loop-helix zip transcription factor

AAEL007273-RA -0.33226637 peptidyl-prolyl cis-trans isomerase e, ppie

AAEL007274-RA 0.373644073 DEAD box ATP-dependent RNA helicase

AAEL007277-RA -0.3014687 tRNA-specific adenosine deaminase

AAEL007280-RA -0.04397487 conserved hypothetical protein

AAEL007282-RA 0.54628038 syntaxin binding protein-1,2,3

AAEL007282-RB -0.0077865 syntaxin binding protein-1,2,3

AAEL007284-RA -0.22758471 serine/threonine-protein kinase pk61c

AAEL007286-RA -0.94987276 arginine-rich protein, putative

AAEL007287-RA 0.093080431 conserved hypothetical protein

AAEL007288-RA 0.224295937 dynamin

AAEL007288-RB 0.424378599 dynamin

AAEL007289-RA 0.029987116 NBP2b protein, putative

AAEL007290-RA -0.16273547 conserved hypothetical protein

AAEL007290-RB -0.23486929 conserved hypothetical protein

AAEL007290-RC -0.20236741 conserved hypothetical protein

AAEL007291-RA -0.43774018 replication factor A, 14kD-subunit, putative
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AAEL007292-RA 0.023252213 conserved hypothetical protein

AAEL007293-RA 0.108086047 camp-dependent protein kinase catalytic subunit

AAEL007293-RB 0.108086047 camp-dependent protein kinase catalytic subunit

AAEL007293-RC 0.108086047 camp-dependent protein kinase catalytic subunit

AAEL007295-RA 0.19234875 hypothetical protein

AAEL007296-RA -0.22857101 conserved hypothetical protein

AAEL007298-RA 0.467469074 conserved hypothetical protein

AAEL007298-RB 0.467469074 conserved hypothetical protein

AAEL007300-RA 0.285874684 syntaxin binding protein-1,2,3

AAEL007301-RA 0.38538318 conserved hypothetical protein

AAEL007302-RA -0.17627447 conserved hypothetical protein

AAEL007305-RA -0.23934781 conserved hypothetical protein

AAEL007306-RA 0.270676399 alpha-actinin

AAEL007307-RA 0.006392548 conserved hypothetical protein

AAEL007308-RA -0.2610139 glycosyltransferase

AAEL007309-RA 0.403940755 conserved hypothetical protein

AAEL007310-RA 0.040935854 conserved hypothetical protein

AAEL007313-RA 0.463091719 conserved hypothetical protein

AAEL007316-RA -0.00904344 conserved hypothetical protein

AAEL007317-RA -0.31106558 conserved hypothetical protein

AAEL007318-RA 0.248351721 hypothetical protein

AAEL007320-RA -0.13792083 conserved hypothetical protein

AAEL007322-RA 0.629389037 phosphatidate phosphatase

AAEL007323-RA -0.22401965 deoxyuridine 5'-triphosphate nucleotidohydrolase

AAEL007325-RA 0.222094853 Mob3B protein, putative

AAEL007330-RA -0.72762365 exocyst complex component sec6

AAEL007331-RA -0.0056744 attractin

AAEL007331-RB -0.00066049 attractin

AAEL007332-RA 0.768236486 cornichon protein, putative

AAEL007333-RA -0.02686366 hypothetical protein

AAEL007336-RA -0.42397588 ubiquitin-conjugating enzyme E2 q

AAEL007337-RA -0.42397588 ubiquitin-conjugating enzyme E2 q

AAEL007338-RA 0.187556187 hypothetical protein

AAEL007342-RA 0.37034797 conserved hypothetical protein

AAEL007343-RA -0.02137367 conserved hypothetical protein

AAEL007344-RA 1.172623873 conserved hypothetical protein

AAEL007347-RA 0.032366081 conserved hypothetical protein
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AAEL007349-RA 0.334798072 conserved hypothetical protein

AAEL007351-RA -0.51389864 conserved hypothetical protein

AAEL007354-RA -0.52271424 pseudouridylate synthase

AAEL007355-RA -0.73159194 mitochondrial ribosomal protein, S18A, putative

AAEL007363-RA 0.370587024 leucine-rich transmembrane protein

AAEL007366-RA -0.41518215 conserved hypothetical protein

AAEL007367-RA -0.15022737 conserved hypothetical protein

AAEL007368-RA 0.17723882 hypothetical protein

AAEL007370-RA -0.55038219 conserved hypothetical protein

AAEL007371-RA -0.02825986 hypothetical protein

AAEL007372-RA 0.728493186 gaba-b receptor

AAEL007374-RA -0.40961626 yellow protein precursor, putative

AAEL007375-RA 0.239532741 pyruvate dehydrogenase

AAEL007375-RB 0.239532741 pyruvate dehydrogenase

AAEL007375-RC 0.239532741 pyruvate dehydrogenase

AAEL007375-RD 0.239532741 pyruvate dehydrogenase

AAEL007377-RA -1.05361076 ammonium transporter

AAEL007379-RA -0.21139273 conserved hypothetical protein

AAEL007381-RA -0.07866733 conserved hypothetical protein

AAEL007382-RA 0.113699076 serine-threonine kinase receptor-associated protein (strap)

AAEL007382-RB 0.113699076 serine-threonine kinase receptor-associated protein (strap)

AAEL007383-RA -0.13279935 secreted ferritin G subunit precursor, putative

AAEL007383-RB -0.13279935 secreted ferritin G subunit precursor, putative

AAEL007383-RD -0.13279935 secreted ferritin G subunit precursor, putative

AAEL007384-RA 0.004589223 activin receptor type ii

AAEL007385-RA -0.36303093 ferritin subunit 1, putative

AAEL007385-RB -0.36303093 ferritin subunit 1, putative

AAEL007389-RA -0.22905564 rhodopsin

AAEL007390-RA -0.03452899 UDP-glucose 4-epimerase

AAEL007392-RA 0.281791633 mitochondrial import receptor subunit tom20

AAEL007394-RA -0.12526253 conserved hypothetical protein

AAEL007394-RB -0.12526253 conserved hypothetical protein

AAEL007399-RB -0.02601738 conserved hypothetical protein

AAEL007402-RA -0.36574457 peroxisome proliferator-activated receptor binding protein

AAEL007403-RA 0.201330315 conserved hypothetical protein

AAEL007404-RA -0.40097229 conserved hypothetical protein

AAEL007405-RA 0.890291752 conserved hypothetical protein
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AAEL007407-RA -0.15034922 hypothetical protein

AAEL007407-RB 0.901077407 hypothetical protein

AAEL007408-RA 0.255219648 conserved hypothetical protein

AAEL007410-RA -0.01660205 Inhibitor-2, putative

AAEL007414-RA -0.92370785 conserved hypothetical protein

AAEL007416-RA -0.10806718 cysteine dioxygenase

AAEL007420-RA 0.606722743 antithrombin, putative

AAEL007420-RB 0.643921989 antithrombin, putative

AAEL007422-RA 0.025741879 cp27, putative

AAEL007423-RA -0.24149826 conserved hypothetical protein

AAEL007426-RA 0.680687815 zinc finger protein

AAEL007427-RA -0.44626408 zinc finger protein

AAEL007427-RC -0.44626408 zinc finger protein

AAEL007429-RA 0.526572548 thyroid receptor interacting protein

AAEL007431-RA 0.047059057 conserved hypothetical protein

AAEL007432-RA 0.661956472 serine collagenase 1 precursor, putative

AAEL007433-RA 0.647595054 conserved hypothetical protein

AAEL007435-RA -0.2323801 hypothetical protein

AAEL007439-RA -0.34910364 myosin light chain 1, putative

AAEL007439-RB -0.34910364 myosin light chain 1, putative

AAEL007441-RA 0.415781073 translocon-associated protein, gamma subunit

AAEL007441-RB 0.415781073 translocon-associated protein, gamma subunit

AAEL007442-RA 0.477857134 f-box/leucine rich repeat protein

AAEL007444-RA -0.06336689 conserved hypothetical protein

AAEL007444-RB -0.06336689 conserved hypothetical protein

AAEL007447-RA 0.613061755 conserved hypothetical protein

AAEL007449-RA -0.3803987 hypothetical protein

AAEL007451-RA 0.311689511 wd-repeat protein

AAEL007452-RA -0.0517522 conserved hypothetical protein

AAEL007454-RA 1.190996441 conserved hypothetical protein

AAEL007456-RA 0.125018261 zinc finger protein, putative

AAEL007457-RA -0.09319412 insect origin recognition complex subunit

AAEL007459-RA 0.548573191 microfibrillar-associated protein, putative

AAEL007461-RA 0.104938535 conserved hypothetical protein

AAEL007466-RA 0.22633276 histone-fold protein CHRAC subunit, putative

AAEL007467-RA -0.25085534 hypothetical protein

AAEL007470-RA 0.366133778 staufen
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AAEL007472-RA 0.059663414 conserved hypothetical protein

AAEL007473-RA -0.12611193 cytochrome P450

AAEL007474-RA 0.484695691 geminin, putative

AAEL007477-RA 0.058400774 ubiquitin-conjugating enzyme E2 i

AAEL007481-RA -0.36894063 GDP-fucose transporter, putative

AAEL007484-RA -0.34804461 protein transport protein sec23

AAEL007484-RB -0.34804461 protein transport protein sec23

AAEL007485-RA -0.22457923 sodium-dependent phosphate transporter

AAEL007490-RA -0.41798792 conserved hypothetical protein

AAEL007490-RB -0.41798792 conserved hypothetical protein

AAEL007491-RA -0.43305339 hypothetical protein

AAEL007493-RA 0.313778214 conserved hypothetical protein

AAEL007494-RA -0.15540723 calcineurin b subunit

AAEL007496-RA 0.559728306 DNA-directed RNA polymerase III, 62-kS-subunit, putative

AAEL007498-RA 0.115167269 conserved hypothetical protein

AAEL007500-RA -0.16289802 conserved hypothetical protein

AAEL007518-RA -0.23700296 complexin, putative

AAEL007519-RA -0.6353405 oviductin

AAEL007521-RA 0.106718918 importin beta-2

AAEL007521-RB 0.204381298 importin beta-2

AAEL007523-RA 0.665832179 peroxisomal n1-acetyl-spermine/spermidine oxidase

AAEL007525-RA 0.144987252 rab 19, 41 and

AAEL007526-RA 0.41379577 electron transfer flavoprotein-ubiquinone oxidoreductase

AAEL007526-RB 0.41379577 electron transfer flavoprotein-ubiquinone oxidoreductase

AAEL007527-RA -0.09887292 conserved hypothetical protein

AAEL007529-RA 1.064174016 nucleoprotein, putative

AAEL007530-RA 0.236258193 hypothetical protein

AAEL007536-RA -0.61486367 carnitine o-acyltransferase

AAEL007537-RA -0.17522752 conserved hypothetical protein

AAEL007539-RA 0.221323208 hypothetical protein

AAEL007542-RA -0.1392914 glutamate decarboxylase

AAEL007543-RA -0.62012161 hypothetical protein

AAEL007546-RA -0.88342142 actin-related protein 2/3 complex subunit 1A

AAEL007550-RA -0.0655674 conserved hypothetical protein

AAEL007551-RA -0.28702582 vacuolar protein sorting-associated protein (vps13d)

AAEL007554-RA -0.20352527 conserved hypothetical protein

AAEL007555-RA -0.60113163 acyl-coa dehydrogenase
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AAEL007556-RA 0.444738335 hypothetical protein

AAEL007558-RA -0.31138813 helicase

AAEL007559-RA -0.29204977 guanyl-nucleotide exchange factor, putative

AAEL007560-RA 0.058404265 core 1 UDP-galactose:n-acetylgalactosamine-alpha-r beta 1,3- galactosy

AAEL007562-RA -0.06012449 conserved hypothetical protein

AAEL007563-RA 0.622689172 dual oxidase 1

AAEL007565-RA 0.128024327 leucine rich protein, putative

AAEL007566-RA -0.43571062 dynactin subunit P25

AAEL007568-RA 0.294177636 DNA-directed RNA polymerase

AAEL007572-RA -0.68423138 fidipidine

AAEL007572-RB 0.18917191 fidipidine

AAEL007576-RA 0.133160193 conserved hypothetical protein

AAEL007578-RA -0.04640609 shk1 kinase-binding protein

AAEL007580-RA 0.121061916 hypothetical protein

AAEL007581-RA 0.265276236 Rfc5p, putative

AAEL007586-RA 0.562828478 nuclear pore complex protein nup98

AAEL007587-RA -0.17723496 conserved hypothetical protein

AAEL007593-RA 0.139715746 lumbrokinase-3(1) precursor, putative

AAEL007594-RA -0.18313538 conserved hypothetical protein

AAEL007596-RA -0.33898713 Trypsin, putative

AAEL007597-RA 0.40943238 serine protease

AAEL007603-RA 0.383824665 Odorant-binding protein 56a, putative

AAEL007607-RA -0.7227786 conserved hypothetical protein

AAEL007609-RA 0.158627273 histone h2a

AAEL007611-RA -0.38140636 hypothetical protein

AAEL007612-RA -0.13025622 hypothetical protein

AAEL007613-RA 0.141722914 toll

AAEL007615-RA 0.15937471 hypothetical protein

AAEL007616-RA -0.33399243 conserved hypothetical protein

AAEL007623-RA 0.516043532 conserved hypothetical protein

AAEL007624-RA -0.12461613 conserved hypothetical protein

AAEL007627-RA 0.158569557 hypothetical protein

AAEL007632-RA 0.736275389 myosin light chain kinase

AAEL007634-RA -0.22730299 conserved hypothetical protein

AAEL007635-RA 0.446636213 conserved hypothetical protein

AAEL007636-RA 0.557574188 hypothetical protein

AAEL007638-RA 0.229498526 conserved hypothetical protein
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AAEL007639-RA -0.58290448 conserved hypothetical protein

AAEL007640-RA -0.20554361 molybdopterin synthase large subunit, putative

AAEL007642-RA 0.148551572 protein kinase, putative

AAEL007646-RA -0.29824418 conserved hypothetical protein

AAEL007647-RA 0.141542229 conserved hypothetical protein

AAEL007650-RA 0.385944396 chaperonin

AAEL007653-RA -0.10760592 allantoinase

AAEL007655-RA 0.189403865 conserved hypothetical protein

AAEL007656-RA -0.27289295 receptor for activated C kinase, putative

AAEL007657-RA 0.773828243 low-density lipoprotein receptor (ldl)

AAEL007658-RA 0.137461896 partitioning defective 3, par-3

AAEL007662-RA -0.27514006 casein kinase

AAEL007665-RA 0.634674558 hypothetical protein

AAEL007666-RA 0.423782737 hypothetical protein

AAEL007668-RA 0.50710745 mitochondrial ribosomal protein, S29, putative

AAEL007669-RA 0.303005647 oxidoreductase

AAEL007671-RA -0.27859064 hypothetical protein

AAEL007673-RA -0.05962084 alpha-amylase

AAEL007674-RA 0.21431878 conserved hypothetical protein

AAEL007675-RA 0.168945173 alpha-amylase

AAEL007680-RA -0.45790228 hypothetical protein

AAEL007681-RA -0.5151007 NADH-ubiquinone oxidoreductase flavoprotein 1 (ndufv1)

AAEL007684-RA 0.21081244 tektin, putative

AAEL007686-RA 0.610434939 conserved hypothetical protein

AAEL007690-RA 0.166135497 conserved hypothetical protein

AAEL007691-RA -0.54848242 organic anion transporter

AAEL007692-RA 0.463793712 conserved hypothetical protein

AAEL007693-RA -0.1147449 organic anion transporter

AAEL007696-RA -0.11531736 embryonic polarity dorsal

AAEL007697-RA -0.71652406 conserved hypothetical protein

AAEL007698-RA -0.09316439 PIWI

AAEL007701-RA 0.441907396 conserved hypothetical protein

AAEL007702-RA 0.098709581 chaperonin

AAEL007703-RA 0.415375015 conserved hypothetical protein

AAEL007703-RB 0.415375015 conserved hypothetical protein

AAEL007705-RA 0.360361269 hect E3 ubiquitin ligase

AAEL007707-RA -0.57382131 malate dehydrogenase
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AAEL007708-RA 0.415837687 wd-repeat protein

AAEL007711-RA -0.94855389 conserved hypothetical protein

AAEL007712-RA 0.200686868 tuberous sclerosis complex 2 (TSC2)

AAEL007713-RA 0.155406359 viral IAP-associated factor, putative

AAEL007714-RA 0.427347544 hypothetical protein

AAEL007715-RA -0.13548424 60S ribosomal protein L21

AAEL007715-RB -0.13548424 60S ribosomal protein L21

AAEL007717-RA 0.69480445 alpha-endosulfine, putative

AAEL007718-RA -0.33234242 translation initiation factor 3, subunit S9, putative

AAEL007722-RA 0.100106554 hypothetical protein

AAEL007725-RA -1.18339054 reticulocalbin

AAEL007729-RA 0.671602436 conserved hypothetical protein

AAEL007734-RA 0.036284338 conserved hypothetical protein

AAEL007736-RA 0.105854655 forkhead protein/ forkhead protein domain

AAEL007738-RA -0.27719518 app binding protein

AAEL007741-RA -1.62437238 sterol desaturase

AAEL007743-RA 0.777975681 hypothetical protein

AAEL007748-RA -0.26735113 cd36 antigen

AAEL007749-RA 0.034513448 hypothetical protein

AAEL007752-RA 0.058891822 cytochrome c oxidase, subunit VIIA, putative

AAEL007760-RA -0.59161776 mct-1 protein

AAEL007762-RA -0.49850402 mitochondrial ribosomal protein, L40, putative

AAEL007763-RA -0.0543197 vacuole membrane protein

AAEL007763-RB -0.0543197 vacuole membrane protein

AAEL007765-RB -0.15505475 serine protease inhibitor 4, serpin-4

AAEL007765-RC -0.0570969 serine protease inhibitor 4, serpin-4

AAEL007765-RD 0.596484498 serine protease inhibitor 4, serpin-4

AAEL007767-RA 0.37143311 conserved hypothetical protein

AAEL007768-RA 0.493411845 myd88

AAEL007769-RA 0.704068309 hypothetical protein

AAEL007773-RA -1.24766761 conserved hypothetical protein

AAEL007775-RA 0.298820576 hypothetical protein

AAEL007776-RA 0.595447425 conserved hypothetical protein

AAEL007777-RA -0.10839553 vacuolar ATP synthase subunit S1

AAEL007778-RA 0.11819143 leucine-rich transmembrane protein

AAEL007780-RA -0.11235492 conserved hypothetical protein

AAEL007783-RA 0.796439648 centromere protein-A, putative
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AAEL007784-RA -0.06457737 conserved hypothetical protein

AAEL007785-RA -0.52428318 leucine-rich transmembrane protein

AAEL007787-RA 0.700885219 5-aminolevulinic acid synthase

AAEL007790-RA 0.402187994 maternal g10 transcript

AAEL007791-RA 0.80399484 conserved hypothetical protein

AAEL007792-RA -0.04133423 conserved hypothetical protein

AAEL007793-RA 0.596053929 alkyldihydroxyacetonephosphate synthase

AAEL007796-RA 0.083662896 serine protease

AAEL007796-RB -0.34889366 serine protease

AAEL007797-RA 0.408102021 conserved hypothetical protein

AAEL007799-RA 0.141227612 regulator of chromosome condensation

AAEL007799-RB 0.141227612 regulator of chromosome condensation

AAEL007800-RA -0.99821773 cytidine and deoxycytidylate deaminase zinc-binding region

AAEL007801-RA 0.608567343 exonuclease

AAEL007804-RA 0.547594904 semaphorin

AAEL007805-RA 0.946553925 hypothetical protein

AAEL007808-RA -1.8400826 cytochrome P450

AAEL007809-RA -0.3096288 potassium channel regulator

AAEL007810-RA 0.73095481 conserved hypothetical protein

AAEL007811-RA 0.598864507 short-chain dehydrogenase

AAEL007815-RA -0.27571833 cytochrome P450

AAEL007816-RA -0.41092521 cytochrome P450

AAEL007820-RA -0.0744774 conserved hypothetical protein

AAEL007820-RB -0.0744774 conserved hypothetical protein

AAEL007821-RA 0.140647689 signalosome, subunit 2, CSN8, putative

AAEL007822-RA -0.03528813 ubiquitin-conjugating enzyme E2 g

AAEL007822-RB -0.03528813 ubiquitin-conjugating enzyme E2 g

AAEL007825-RA 0.036526603 conserved hypothetical protein

AAEL007828-RA -0.15741713 palmitoyl-protein thioesterase

AAEL007829-RA 0.320700751 hypothetical protein

AAEL007830-RA -0.15802945 cytochrome P450

AAEL007831-RA -0.14486278 conserved hypothetical protein

AAEL007836-RA 0.056790541 hypothetical protein

AAEL007841-RA 0.63223753 hypothetical protein

AAEL007842-RA 0.19439656 conserved hypothetical protein

AAEL007843-RA 0.246604833 conserved hypothetical protein

AAEL007845-RA -0.73164508 rab5
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AAEL007846-RA 0.167712141 hypothetical protein

AAEL007849-RA -1.27428348 conserved hypothetical protein

AAEL007850-RA 0.201846187 hypothetical protein

AAEL007855-RA 0.305171366 hypothetical protein

AAEL007858-RA 0.236398851 ran gtpase-activating protein

AAEL007865-RA 0.091986411 conserved hypothetical protein

AAEL007867-RA -0.14292264 hypothetical protein

AAEL007868-RA -0.1500418 ubiquinol-cytochrome c reductase complex 14 kd protein

AAEL007871-RA -0.41746307 anaphase-promoting complex

AAEL007872-RA 0.010194157 hypothetical protein

AAEL007875-RB 0.282552992 hypothetical protein

AAEL007877-RA 0.144122113 conserved hypothetical protein

AAEL007879-RA 0.695562112 hypothetical protein

AAEL007880-RA -0.29362178 ornithine decarboxylase

AAEL007881-RA 0.115318707 conserved hypothetical protein

AAEL007883-RA 0.037941005 fk506-binding protein

AAEL007883-RB 0.037941005 fk506-binding protein

AAEL007883-RC 0.037941005 fk506-binding protein

AAEL007886-RA -0.92940961 hypothetical protein

AAEL007891-RA -0.98356469 xtp3-transactivated protein b

AAEL007891-RB -0.98356469 xtp3-transactivated protein b

AAEL007892-RA -0.42818787 xaa-pro aminopeptidase

AAEL007893-RA -1.31217908 short chain type dehydrogenase

AAEL007895-RA 0.323471575 beta-1,4-galactosyltransferase

AAEL007896-RA 0.259541211 hypothetical protein

AAEL007898-RA 0.021651315 calmin

AAEL007899-RA 0.049581891 spermatogenesis associated factor

AAEL007904-RA 0.337473494 cleavage and polyadenylation specificity factor

AAEL007905-RA -1.50935908 hypothetical protein

AAEL007907-RA -0.52897176 serine/threonine protein kinase

AAEL007910-RA -1.39198481 conserved hypothetical protein

AAEL007912-RA 0.530941529 conserved hypothetical protein

AAEL007913-RA 0.46531067 sulfotransferase (sult)

AAEL007917-RA 0.721258122 sarcolemmal associated protein, putative

AAEL007923-RA 0.561243733 eukaryotic translation initiation factor 4 gamma

AAEL007924-RA 1.152409687 neuropeptide f receptor 76f

AAEL007925-RA -0.28540451 histone h2a
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AAEL007928-RA 0.269150686 eukaryotic translation initiation factor 4 gamma

AAEL007930-RA -0.4448469 sugar transporter

AAEL007931-RA -0.25444184 P21-activated kinase, pak

AAEL007934-RA 0.070848218 tRNA (5-methylaminomethyl-2-thiouridylate)-methyltransferase

AAEL007935-RA 0.091793939 Gustatory receptor 28b, putative

AAEL007936-RA 0.232822426 conserved hypothetical protein

AAEL007938-RA 0.337527724 serine-type enodpeptidase, putative

AAEL007942-RA 0.591235232 fibrinogen and fibronectin

AAEL007943-RA -0.7852529 conserved hypothetical protein

AAEL007945-RA 0.155574258 eukaryotic translation initiation factor 3 subunit

AAEL007946-RA -0.36083013 glutathione-s-transferase theta, gst

AAEL007947-RA -0.74844204 glutathione-s-transferase theta, gst

AAEL007948-RA -0.43009353 glutathione-s-transferase theta, gst

AAEL007949-RA -0.43335251 clk2

AAEL007951-RA 0.112972906 glutathione-s-transferase theta, gst

AAEL007953-RA 0.111354193 conserved hypothetical protein

AAEL007955-RA -0.27331291 glutathione-s-transferase theta, gst

AAEL007960-RA 0.516572547 hypothetical protein

AAEL007962-RA -0.01775292 glutathione-s-transferase theta, gst

AAEL007968-RA -0.05369498 hypothetical protein

AAEL007970-RA -0.31687944 conserved hypothetical protein

AAEL007972-RA 0.408126688 apolipoprotein D, putative

AAEL007973-RA 0.070184835 hypothetical protein

AAEL007977-RA -0.13737806 hypothetical protein

AAEL007980-RA 0.233213859 hypothetical protein

AAEL007986-RA -0.61946408 conserved hypothetical protein

AAEL007988-RA -0.49790706 conserved hypothetical protein

AAEL007990-RB 0.222740657 conserved hypothetical protein

AAEL007997-RA -0.0421766 conserved hypothetical protein

AAEL008002-RA -0.28243781 mitochondrial NADH:ubiquinone oxidoreductase ESSS subunit, putative

AAEL008004-RA 0.693489773 elongase, putative

AAEL008006-RA -1.57205275 3-hydroxyacyl-coa dehyrogenase

AAEL008010-RA 0.661145103 sidestep protein

AAEL008015-RA -0.18230444 hypothetical protein

AAEL008016-RA -0.22554032 short-chain dehydrogenase

AAEL008023-RA 0.141549438 cytochrome P450

AAEL008024-RA -0.24735241 hypothetical protein
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AAEL008025-RA -0.59219498 conserved hypothetical protein

AAEL008027-RA 0.733124509 hypothetical protein

AAEL008028-RA 0.01103747 monocarboxylate transporter

AAEL008029-RA 0.492308193 ras-related protein, putative

AAEL008039-RA 0.166887525 conserved hypothetical protein

AAEL008041-RA 0.339235249 bleomycin hydrolase

AAEL008041-RB -0.00623096 bleomycin hydrolase

AAEL008042-RA 0.734313724 conserved hypothetical protein

AAEL008044-RA -0.47156271 conserved hypothetical protein

AAEL008049-RA 0.164258041 hypothetical protein

AAEL008050-RA -0.97410042 hypothetical protein

AAEL008057-RA -0.06290503 myosin light chain kinase

AAEL008058-RA -0.0435699 liprin alpha (lar-interacting protein alpha) (synapse defective protein 2)

AAEL008058-RB -0.0435699 liprin alpha (lar-interacting protein alpha) (synapse defective protein 2)

AAEL008058-RC -0.0435699 liprin alpha (lar-interacting protein alpha) (synapse defective protein 2)

AAEL008059-RA -0.4188554 conserved hypothetical protein

AAEL008060-RA -0.18595375 hypothetical protein

AAEL008061-RA 0.751636235 phosphatidylinositolglycan class N, putative

AAEL008062-RA -0.69950876 thrombospondin

AAEL008063-RA -0.38555362 conserved hypothetical protein

AAEL008064-RA -0.19108841 conserved hypothetical protein

AAEL008066-RA 0.03068226 trkB protein, putative

AAEL008067-RA -0.45314625 conserved hypothetical protein

AAEL008067-RB 0.207875101 conserved hypothetical protein

AAEL008067-RC 0.207875101 conserved hypothetical protein

AAEL008068-RA 0.171767806 conserved hypothetical protein

AAEL008069-RA -0.76556423 notch

AAEL008070-RA -0.16310503 conserved hypothetical protein

AAEL008075-RA 0.172737944 Multiple PDZ domain protein

AAEL008076-RA 0.64696656 PIWI

AAEL008078-RA -0.43335251 clk2

AAEL008079-RA 0.061540622 trypsin-alpha, putative

AAEL008080-RA -0.04622115 trypsin-eta, putative

AAEL008081-RA 0.256579769 excision repair cross-complementing 1 ercc1

AAEL008083-RA -0.30428955 40S ribosomal protein sa (P40) (34/67 kda laminin receptor)

AAEL008085-RA 0.322219465 trypsin

AAEL008089-RA -0.22482167 conserved hypothetical protein
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AAEL008092-RA 0.028318841 hypothetical protein

AAEL008093-RA 0.265432276 trypsin

AAEL008095-RA -0.01446155 conserved hypothetical protein

AAEL008096-RA -1.50481738 mitochondrial ornithine transporter

AAEL008097-RA -0.61467514 trypsin-eta, putative

AAEL008099-RA -0.19811696 procollagen-lysine,2-oxoglutarate 5-dioxygenase

AAEL008100-RA 0.058772827 conserved hypothetical protein

AAEL008101-RA 0.370315049 hypothetical protein

AAEL008105-RA 0.165728769 glutamate cysteine ligase

AAEL008105-RB 0.165728769 glutamate cysteine ligase

AAEL008106-RA -0.25993527 hypothetical protein

AAEL008108-RA 0.272630627 guanine nucleotide-binding protein beta 2 (g protein beta2)

AAEL008113-RA -0.14107519 hypothetical protein

AAEL008114-RA -0.03315587 p15-2b protein, putative

AAEL008115-RA -0.02774499 conserved hypothetical protein

AAEL008116-RA 0.611926471 conserved hypothetical protein

AAEL008119-RA -0.04715918 hypothetical protein

AAEL008120-RA -0.0378707 ribosomal RNA methyltransferase

AAEL008125-RA -0.00910875 conserved hypothetical protein

AAEL008130-RA 0.121061916 hypothetical protein

AAEL008133-RA 0.302040696 GTP-binding protein hflx

AAEL008134-RA 0.165066389 abc transporter

AAEL008135-RA 0.116508954 conserved hypothetical protein

AAEL008136-RA 0.174545684 conserved hypothetical protein

AAEL008137-RA 0.360420136 hypothetical protein

AAEL008140-RA -0.5148605 ATP-dependent RNA helicase

AAEL008143-RA -0.71743335 nucleotide binding protein 2 (nbp 2)

AAEL008145-RA 0.137673657 conserved hypothetical protein

AAEL008146-RA -0.02079205 zinc transporter

AAEL008147-RA 0.316350492 PAF acetylhydrolase 45 kDa subunit, putative

AAEL008148-RA 0.763334115 8-oxoguanine DNA glycosylase

AAEL008150-RA 0.233039892 hypothetical protein

AAEL008152-RA 0.321928179 short-chain dehydrogenase

AAEL008153-RA 0.313710423 conserved hypothetical protein

AAEL008153-RB -0.06826983 conserved hypothetical protein

AAEL008155-RA -1.68671698 protease m1 zinc metalloprotease

AAEL008160-RA 0.364203875 fatty acid synthase
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AAEL008162-RA 0.343496683 protease m1 zinc metalloprotease

AAEL008163-RA -0.54763816 protease m1 zinc metalloprotease

AAEL008166-RA -0.27565363 malate dehydrogenase

AAEL008167-RA -0.09736605 aspartate ammonia lyase

AAEL008167-RB -0.09736605 aspartate ammonia lyase

AAEL008169-RA -0.02927159 30S ribosomal protein S12

AAEL008170-RA -0.18168435 conserved hypothetical protein

AAEL008171-RA 0.201937856 double-stranded RNA-binding protein zn72d

AAEL008173-RA -0.01633709 conserved hypothetical protein

AAEL008174-RA 0.202690617 conserved hypothetical protein

AAEL008175-RA 0.05864461 mitochondrial ribosomal protein, L44, putative

AAEL008182-RA 0.206473875 conserved hypothetical protein

AAEL008187-RA 0.235353956 hypothetical protein

AAEL008195-RA 0.187484551 conserved hypothetical protein

AAEL008195-RB -0.17778474 conserved hypothetical protein

AAEL008197-RA -1.068233 serine collagenase 1 precursor, putative

AAEL008199-RA 0.337075984 serine collagenase 1 precursor, putative

AAEL008201-RA -0.62794985 serine collagenase 1 precursor, putative

AAEL008203-RA 0.051856499 serine collagenase 1 precursor, putative

AAEL008205-RA -0.35807065 conserved hypothetical protein

AAEL008206-RA -0.04818852 serine-type enodpeptidase, putative

AAEL008210-RA 0.277615136 hypothetical protein

AAEL008211-RA 0.782065813 mitochondrial carrier protein

AAEL008212-RA 0.588316662 serine collagenase 1 precursor, putative

AAEL008215-RA -0.41954982 serine-type enodpeptidase, putative

AAEL008216-RA -0.10120326 aconitase

AAEL008217-RA -0.03021459 serine-type enodpeptidase, putative

AAEL008218-RA -0.17295449 serine-type enodpeptidase, putative

AAEL008219-RA -0.24293047 elongase, putative

AAEL008220-RA -0.38989276 conserved hypothetical protein

AAEL008221-RA 0.051856499 serine protease

AAEL008222-RA -0.70102073 lipase

AAEL008223-RA -0.00245298 conserved hypothetical protein

AAEL008227-RA 0.875301634 short-chain dehydrogenase

AAEL008228-RA 0.051506936 small nuclear ribonucleoprotein, core, putative

AAEL008229-RA -0.31344312 conserved hypothetical protein

AAEL008232-RA 0.47798459 sugar transporter
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AAEL008234-RA 0.139050147 dishevelled

AAEL008235-RA -0.55358915 surfeit locus protein

AAEL008243-RA 0.119491293 conserved hypothetical protein

AAEL008244-RA -0.08207757 thyroid hormone receptor-associated protein

AAEL008247-RA 0.531997674 DNA polymerase alpha catalytic subunit

AAEL008248-RA 0.06396615 conserved hypothetical protein

AAEL008249-RA -0.47833005 conserved hypothetical protein

AAEL008249-RB -0.47833005 conserved hypothetical protein

AAEL008249-RC -0.47833005 conserved hypothetical protein

AAEL008249-RD -0.47833005 conserved hypothetical protein

AAEL008256-RA 0.586897777 cyclin A3, putative

AAEL008257-RA -0.15411524 heterogeneous nuclear ribonucleoprotein 27c

AAEL008259-RA -0.01243423 conserved hypothetical protein

AAEL008260-RA 0.514857414 hypothetical protein

AAEL008264-RA -2.07182668 conserved hypothetical protein

AAEL008266-RA -0.02008642 hypothetical protein

AAEL008271-RA -0.95450083 SEC14, putative

AAEL008274-RA 0.007437223 conserved hypothetical protein

AAEL008275-RA -0.2105244 conserved hypothetical protein

AAEL008276-RA 0.180096387 hypothetical protein

AAEL008278-RA -0.19788458 conserved hypothetical protein

AAEL008279-RA -0.16708427 conserved hypothetical protein

AAEL008281-RA -0.70280881 conserved hypothetical protein

AAEL008285-RA -0.09085347 Pupal cuticle protein, putative

AAEL008288-RA 0.137338675 pupal cuticle protein 78E, putative

AAEL008289-RA 0.153585792 pupal cuticle protein 78E, putative

AAEL008290-RA -0.5593767 conserved hypothetical protein

AAEL008291-RA -0.54062495 conserved hypothetical protein

AAEL008293-RA 0.210779983 pupal cuticle protein 78E, putative

AAEL008295-RA -0.93410315 pupal cuticle protein 78E, putative

AAEL008299-RA -0.01362435 galactose-specific C-type lectin, putative

AAEL008305-RA 0.545519334 conserved hypothetical protein

AAEL008306-RA 0.584053999 mitogen activated protein kinase kinase kinase 5, mapkkk5, mekk5

AAEL008307-RA 0.528130833 conserved hypothetical protein

AAEL008309-RA 0.028190545 V-1 protein, putative

AAEL008310-RA 0.492915413 hypothetical protein

AAEL008311-RA -0.04907576 mitogen activated protein kinase kinase kinase 5, mapkkk5, mekk5
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AAEL008315-RA -0.37379251 calponin/transgelin

AAEL008316-RA -0.4956679 mitotic spindle assembly checkpoint protein mad2

AAEL008319-RA 0.298437874 protein disulfide isomerase

AAEL008320-RA 0.602327919 conserved hypothetical protein

AAEL008324-RA -0.16415279 zinc finger protein

AAEL008328-RA -0.38033137 conserved hypothetical protein

AAEL008329-RA -0.21392455 60S ribosomal protein L24

AAEL008330-RA 0.467134296 hexaprenyldihydroxybenzoate methyltransferase

AAEL008334-RA 0.593433122 hypothetical protein

AAEL008343-RA 0.152448478 hypothetical protein

AAEL008344-RA -0.08425435 hypothetical protein

AAEL008345-RA 0.052409343 cytochrome P450

AAEL008346-RA -0.42311972 achaete-scute complex protein T3, putative

AAEL008351-RA 0.38931597 POSSIBLE INTEGRAL MEMBRANE EFFLUX PROTEIN EFPA, putative

AAEL008351-RB 0.38931597 POSSIBLE INTEGRAL MEMBRANE EFFLUX PROTEIN EFPA, putative

AAEL008354-RA 0.375982613 gaba receptor invertebrate

AAEL008355-RA -0.08942344 hypothetical protein

AAEL008363-RA 0.529257765 transcription initiation factor TFIID subunit 12

AAEL008363-RB 0.529257765 transcription initiation factor TFIID subunit 12

AAEL008363-RC 0.529257765 transcription initiation factor TFIID subunit 12

AAEL008363-RD 0.529257765 transcription initiation factor TFIID subunit 12

AAEL008364-RA 0.456531264 serine protease inhibitor, serpin

AAEL008365-RA -0.16984117 conserved hypothetical protein

AAEL008366-RA 0.493138381 pyruvate dehydrogenase

AAEL008367-RA 0.082585457 fk506-binding protein

AAEL008369-RA -1.30748671 acylphosphatase, putative

AAEL008369-RB -1.30748671 acylphosphatase, putative

AAEL008370-RA 0.300048183 cd36 antigen

AAEL008374-RA 1.345201564 E3 ubiquitin-protein ligase nedd-4

AAEL008375-RA -0.16095458 conserved hypothetical protein

AAEL008377-RA -0.20990306 hypothetical protein

AAEL008379-RA -0.07578541 P38 mapk

AAEL008379-RB -0.07578541 P38 mapk

AAEL008379-RC -0.07578541 P38 mapk

AAEL008380-RA -0.00842068 hypothetical protein

AAEL008381-RA -0.82022638 oligopeptide transporter

AAEL008386-RA -0.51233865 ATP-binding cassette sub-family A member 3, putative
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AAEL008387-RA -0.08132695 atrial natriuretic peptide receptor

AAEL008388-RA -0.06051884 ATP-binding cassette sub-family A member 3, putative

AAEL008389-RA -0.03179001 ankyrin repeat-rich membrane-spanning protein

AAEL008390-RA 0.020003161 guanylate cyclase

AAEL008391-RA 0.327160723 ptx1 protein

AAEL008392-RA -0.24465837 conserved hypothetical protein

AAEL008393-RA 0.21109008 phosphatidylserine synthase

AAEL008394-RA -0.01412272 conserved hypothetical protein

AAEL008395-RA 0.712240256 hypothetical protein

AAEL008397-RA 0.058628071 glutathione peroxidase

AAEL008397-RB 0.24192959 glutathione peroxidase

AAEL008398-RA 0.025154042 conserved hypothetical protein

AAEL008402-RA -0.31218315 conserved hypothetical protein

AAEL008406-RA -0.02651782 cationic amino acid transporter

AAEL008410-RA 0.395544839 helix-loop-helix transcription factor

AAEL008411-RA 0.327909447 serine collagenase 1 precursor, putative

AAEL008412-RA 0.244397713 mitochondrial import inner membrane translocase subunit tim44

AAEL008413-RA 0.499133362 serine/threonine protein kinase

AAEL008415-RA 0.608332728 hypothetical protein

AAEL008416-RA 0.592002543 pre-mrna processing factor

AAEL008417-RA -0.08978515 conserved hypothetical protein

AAEL008418-RA 0.291282023 pyrroline-5-carboxylate reductase

AAEL008418-RB 0.291282023 pyrroline-5-carboxylate reductase

AAEL008420-RA -0.01014666 hypothetical protein

AAEL008424-RA 0.663585682 sodium/shloride dependent amino acid transporter

AAEL008424-RB 0.663585682 sodium/shloride dependent amino acid transporter

AAEL008425-RA -0.61025296 conserved hypothetical protein

AAEL008426-RC 0.540891592 broad-complex core-protein

AAEL008427-RA 0.427178545 smad nuclear interacting protein

AAEL008430-RA 0.132957144 conserved hypothetical protein

AAEL008431-RA 0.230758932 a kinase anchor protein

AAEL008434-RA 0.514086557 er lumen protein retaining receptor

AAEL008435-RA -0.07649687 hypothetical protein

AAEL008436-RA -1.45767552 conserved hypothetical protein

AAEL008439-RA -0.24110011 conserved hypothetical protein

AAEL008441-RA 0.174525581 hypothetical protein

AAEL008443-RA 1.215501169 conserved hypothetical protein
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AAEL008444-RA 0.230798866 conserved hypothetical protein

AAEL008446-RA -0.78601154 hypothetical protein

AAEL008449-RA 1.256158946 conserved hypothetical protein

AAEL008452-RA -0.23277398 alpha-amylase

AAEL008453-RA -0.22163862 hypothetical protein

AAEL008454-RA 0.02471083 conserved hypothetical protein

AAEL008454-RB 0.02471083 conserved hypothetical protein

AAEL008457-RA -0.02641964 hypothetical protein

AAEL008458-RA -0.24599521 conserved hypothetical protein

AAEL008468-RA -0.99280003 cysteine synthase

AAEL008469-RA -0.49750057 conserved hypothetical protein

AAEL008471-RA -0.19433529 hypothetical protein

AAEL008473-RA -0.61199835 cysteine-rich venom protein, putative

AAEL008476-RA 0.009007107 conserved hypothetical protein

AAEL008478-RA 0.272001234 conserved hypothetical protein

AAEL008484-RA 0.285158566 steroid receptor-interacting snf2 domain protein

AAEL008485-RA 0.063324607 conserved hypothetical protein

AAEL008489-RA -0.68527804 calcyphosine/tpp

AAEL008490-RA -0.0613532 NADH dehydrogenase, putative

AAEL008491-RA 0.208031238 conserved hypothetical protein

AAEL008493-RA -0.47975613 zinc finger protein

AAEL008494-RA 0.055201111 mitochondrial carrier protein ymc

AAEL008495-RA 0.294134881 conserved hypothetical protein

AAEL008500-RA 0.171630768 DEAD box ATP-dependent RNA helicase

AAEL008502-RA 0.25551879 hypothetical protein

AAEL008503-RA 0.230386052 hypothetical protein

AAEL008507-RA -0.58078246 srpk

AAEL008511-RA 0.121680107 hypothetical protein

AAEL008512-RA -0.38752556 d-amino acid oxidase

AAEL008521-RA 0.1983698 conserved hypothetical protein

AAEL008522-RA 0.61874114 conserved hypothetical protein

AAEL008524-RA 0.19387776 conserved hypothetical protein

AAEL008525-RA 0.407370998 conserved hypothetical protein

AAEL008529-RA 0.01371957 conserved hypothetical protein

AAEL008534-RA 0.290667232 predicted protein

AAEL008536-RA -0.23511045 UCR-motif DNA binding protein, putative

AAEL008538-RA 0.19374682 conserved hypothetical protein
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AAEL008539-RA -0.32144907 conserved hypothetical protein

AAEL008540-RA 0.13767694 conserved hypothetical protein

AAEL008542-RA -0.26166765 kinesin heavy chain subunit

AAEL008543-RA 0.257373933 rac gtpase

AAEL008544-RA 0.61874114 zinc finger protein, putative

AAEL008547-RA 0.169825171 conserved hypothetical protein

AAEL008549-RA -0.09342777 hypothetical protein

AAEL008550-RA -0.5987336 conserved hypothetical protein

AAEL008553-RA -0.3953544 conserved hypothetical protein

AAEL008557-RA -0.46611933 conserved hypothetical protein

AAEL008559-RA -0.1873839 glutaminase

AAEL008560-RA -0.60166681 glucosyl/glucuronosyl transferases

AAEL008561-RA 0.041332708 conserved hypothetical protein

AAEL008565-RA 0.271618045 metalloprotease m41 ftsh

AAEL008567-RA 0.146259873 serine-type enodpeptidase, putative

AAEL008568-RA -1.11962337 glucosyl/glucuronosyl transferases

AAEL008569-RA -0.12729257 conserved hypothetical protein

AAEL008572-RA 0.36568078 RNA-binding protein, putative

AAEL008574-RA -0.08612358 acyl-CoA oxidase

AAEL008575-RA -0.00280294 regulator of chromosome condensation

AAEL008576-RA 0.216876665 conserved hypothetical protein

AAEL008578-RA 0.57162399 conserved hypothetical protein

AAEL008580-RA 0.088048195 conserved hypothetical protein

AAEL008582-RA 0.151466194 30S ribosomal protein S2 (prokaryotic and organellar)

AAEL008583-RA 0.017377955 conserved hypothetical protein

AAEL008584-RA 0.360770385 conserved hypothetical protein

AAEL008586-RA 0.611409511 hypothetical protein

AAEL008587-RA -1.04107878 glutamate receptor, ionotropic, n-methyl d-aspartate

AAEL008588-RA 0.219322219 innexin

AAEL008592-RA 0.171014882 ribonuclease iii

AAEL008593-RA 0.159485169 nad dependent epimerase/dehydratase

AAEL008594-RA -0.43296398 conserved hypothetical protein

AAEL008595-RA 0.421908581 conserved hypothetical protein

AAEL008595-RB 0.421908581 conserved hypothetical protein

AAEL008596-RA -0.25434624 Sp?tzle 3A (Spz3A)

AAEL008599-RA -0.1212581 zinc carboxypeptidase

AAEL008600-RA 0.058281953 zinc carboxypeptidase
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AAEL008601-RA -0.78166624 mitochondrial ribosomal protein, L28, putative

AAEL008602-RA 0.048204514 conserved hypothetical protein

AAEL008604-RA -0.3200183 zinc carboxypeptidase

AAEL008605-RA -0.05653507 inosine triphosphate pyrophosphatase (itpase) (inosine triphosphatase)

AAEL008607-RA -0.38306026 tep3

AAEL008609-RA -0.27990322 zinc carboxypeptidase

AAEL008610-RA -0.07721944 myosin vii

AAEL008612-RA 0.563201667 hypothetical protein

AAEL008619-RA 0.358761387 conserved hypothetical protein

AAEL008620-RA -0.45085501 D7 protein, putative

AAEL008621-RA 0.422900029 cdk1

AAEL008623-RA -0.1580733 conserved hypothetical protein

AAEL008624-RA -0.18457191 abc transporter

AAEL008624-RB -0.18457191 abc transporter

AAEL008627-RA 0.194337762 abc transporter

AAEL008631-RA -0.44193861 abc transporter

AAEL008635-RA 0.312532862 abc transporter

AAEL008636-RA 0.245641166 conserved hypothetical protein

AAEL008638-RA -0.24756476 cytochrome P450

AAEL008640-RA 0.753949172 conserved hypothetical protein

AAEL008642-RA -0.14356478 conserved hypothetical protein

AAEL008643-RA 0.638100982 RNA lariat debranching enzyme, putative

AAEL008646-RA 0.004287574 fibrinogen and fibronectin

AAEL008648-RA 1.105532446 cdk5

AAEL008651-RA -0.40431419 conserved hypothetical protein

AAEL008653-RA -0.39941499 engulfment and cell motility protein

AAEL008655-RA 0.78727762 cardioacceleratory peptide receptor

AAEL008656-RA -0.13617353 UDP-galactose transporter

AAEL008657-RA -0.41813108 midline fasciclin

AAEL008657-RB 0.3567898 midline fasciclin

AAEL008658-RA 0.120759416 conserved hypothetical protein

AAEL008661-RA 0.659322501 AMP-activated protein kinase, gamma regulatory subunit

AAEL008663-RA -0.18436592 aldo-keto reductase

AAEL008664-RA 0.090595593 conserved hypothetical protein

AAEL008664-RB 0.090595593 conserved hypothetical protein

AAEL008669-RA 0.95529807 conserved hypothetical protein

AAEL008671-RA 0.069323804 conserved hypothetical protein
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AAEL008672-RA 0.134436731 abc transporter

AAEL008674-RA -0.0161382 conserved hypothetical protein

AAEL008676-RA -0.86051876 conserved hypothetical protein

AAEL008678-RA 0.739009251 conserved hypothetical protein

AAEL008679-RA 0.617981977 conserved hypothetical protein

AAEL008679-RB 0.617981977 conserved hypothetical protein

AAEL008679-RC 0.617981977 conserved hypothetical protein

AAEL008680-RA 0.09126403 conserved hypothetical protein

AAEL008686-RA 1.478226532 hypothetical protein

AAEL008687-RA 0.175655332 tar RNA binding protein (trbp)

AAEL008691-RA 0.029073599 conserved hypothetical protein

AAEL008692-RA -0.29061198 barrier-to-autointegration factor, putative

AAEL008693-RA 0.572677834 cation efflux protein/ zinc transporter

AAEL008696-RA -0.57730115 smad

AAEL008697-RA -0.19113866 cytochrome c oxidase, subunit VB, putative

AAEL008700-RA -0.68350107 conserved hypothetical protein

AAEL008701-RA -0.2767068 myoinositol oxygenase

AAEL008702-RA -0.75145184 prolylcarboxypeptidase, putative

AAEL008705-RA 0.176261959 hypothetical protein

AAEL008708-RA -0.15954288 lysosomal pro-X carboxypeptidase, putative

AAEL008710-RA 0.008205988 hypothetical protein

AAEL008714-RA 0.383375722 hypothetical protein

AAEL008716-RA -0.30557996 conserved hypothetical protein

AAEL008718-RA 0.423103369 conserved hypothetical protein

AAEL008719-RA -1.39689116 Sm protein G, putative

AAEL008720-RA 0.422430173 conserved hypothetical protein

AAEL008721-RA 0.270600824 zinc finger protein

AAEL008723-RA 0.371860756 conserved hypothetical protein

AAEL008723-RB -0.2471727 conserved hypothetical protein

AAEL008724-RA 0.056855535 conserved hypothetical protein

AAEL008725-RA -0.23845252 conserved hypothetical protein

AAEL008726-RA -0.81581111 hypothetical protein

AAEL008728-RA 0.253776448 DEAD box ATP-dependent RNA helicase

AAEL008729-RA -0.12828583 hypothetical protein

AAEL008732-RA 0.195541545 tyrosine-protein kinase shark

AAEL008733-RA -0.17243254 histidine triad (hit) protein member

AAEL008734-RA 0.003197279 conserved hypothetical protein
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AAEL008736-RA -0.45384891 p31A, putative

AAEL008736-RB -0.45384891 p31A, putative

AAEL008739-RA 0.971393703 shc transforming protein

AAEL008740-RA -0.17456615 synaptic glycoprotein sc2

AAEL008742-RA 0.330815874 conserved hypothetical protein

AAEL008743-RA 0.462308839 Tetratricopeptide repeat protein, putative

AAEL008744-RA 0.142693526 hypothetical protein

AAEL008746-RA -0.42925263 hypothetical protein

AAEL008749-RA 0.032378817 UDP-glucuronosyltransferase

AAEL008750-RA 0.411516527 conserved hypothetical protein

AAEL008751-RA -0.4439533 glucosyl/glucuronosyl transferases

AAEL008753-RA 0.53704603 conserved hypothetical protein

AAEL008754-RA -1.05183945 hypothetical protein

AAEL008755-RA -1.49991754 DNA-directed RNA polymerase II subunit

AAEL008757-RA 0.048011433 juvenile hormone esterase

AAEL008764-RA 0.265886496 cuticle protein, putative

AAEL008768-RA 0.244758356 multiprotein bridging factor, putative

AAEL008768-RB 0.244758356 multiprotein bridging factor, putative

AAEL008769-RA 0.078470136 serine-type enodpeptidase, putative

AAEL008770-RA -0.8107807 proteasome subunit beta type

AAEL008771-RA -0.05590757 conserved hypothetical protein

AAEL008772-RA 0.295848646 hypothetical protein

AAEL008775-RA 0.301002625 hypothetical protein

AAEL008776-RA -0.12132236 conserved hypothetical protein

AAEL008777-RA -0.23799564 proto-oncogene tyrosine-protein kinase abl1

AAEL008782-RA -0.94237606 serine-type enodpeptidase, putative

AAEL008783-RA -0.12132236 conserved hypothetical protein

AAEL008784-RA -0.42350223 serine-type enodpeptidase, putative

AAEL008785-RA -0.10549789 hypothetical protein

AAEL008786-RA 0.378836967 caax prenyl protease ste24

AAEL008787-RA 0.007295772 ATP synthase alpha subunit vacuolar

AAEL008788-RA 0.411875531 es2 protein

AAEL008793-RA -0.50794245 conserved hypothetical protein

AAEL008794-RA 0.321689929 conserved hypothetical protein

AAEL008799-RA -0.07014493 hypothetical protein

AAEL008800-RA 0.341427917 mitochondrial ribosomal protein, S26, putative

AAEL008803-RA -0.10482848 nice-3
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AAEL008806-RA 0.359894529 testis development protein prtd

AAEL008807-RA 0.571968961 inositol 5-phosphatase

AAEL008811-RA -0.13030845 conserved hypothetical protein

AAEL008813-RA -0.55075496 hypothetical protein

AAEL008814-RA -0.03242302 5'-3' exoribonuclease, putative

AAEL008817-RA 0.452473702 hexamerin 2 beta

AAEL008822-RA 0.228571791 conserved hypothetical protein

AAEL008823-RA 0.050931054 rac serine/threonine kinase

AAEL008829-RA 1.46701064 conserved hypothetical protein

AAEL008834-RB 0.715014471 conserved hypothetical protein

AAEL008835-RA 0.385611685 hypothetical protein

AAEL008836-RA 0.378115492 hypothetical protein

AAEL008837-RA 0.072031719 ubiquitin-conjugating enzyme E2r

AAEL008844-RA 0.268365433 calcium-binding protein, putative

AAEL008846-RA 0.148521812 cytochrome P450

AAEL008848-RA -0.39706167 ATP synthase gamma subunit

AAEL008849-RA 0.278500545 selenophosphate synthase

AAEL008850-RA 0.130116899 cak assembly factor

AAEL008852-RA -0.49308533 conserved hypothetical protein

AAEL008853-RB -0.32315597 choline/ethanolamine kinase

AAEL008854-RA 0.332409482 conserved hypothetical protein

AAEL008858-RA 0.040893517 deoxyribonuclease I, putative

AAEL008860-RA -0.22559651 conserved hypothetical protein

AAEL008861-RA 0.127456365 deoxyribonuclease I, putative

AAEL008864-RA -0.47450799 conserved hypothetical protein

AAEL008865-RA -0.1877257 oligoribonuclease, mitochondrial

AAEL008865-RB -0.1877257 oligoribonuclease, mitochondrial

AAEL008865-RC -0.1877257 oligoribonuclease, mitochondrial

AAEL008866-RA -0.03840591 pupal cuticle protein 78E, putative

AAEL008867-RA 0.041167242 hypothetical protein

AAEL008869-RA -0.30470139 pupal cuticle protein 78E, putative

AAEL008871-RA -0.38538955 succinate dehydrogenase

AAEL008872-RA -1.46952787 pupal cuticle protein 78E, putative

AAEL008874-RA 0.257469375 hypothetical protein

AAEL008875-RA -0.15861234 conserved hypothetical protein

AAEL008877-RA 0.069694495 conserved hypothetical protein

AAEL008878-RA -0.4215259 diacylglycerol o-acyltransferase
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AAEL008878-RB -1.22287209 diacylglycerol o-acyltransferase

AAEL008878-RC -1.22287209 diacylglycerol o-acyltransferase

AAEL008878-RD -1.22287209 diacylglycerol o-acyltransferase

AAEL008879-RA 0.481958277 kynurenine 3-monooxygenase

AAEL008879-RB 0.481958277 kynurenine 3-monooxygenase

AAEL008887-RA -0.55243838 cytochrome c oxidase,-subunit VIb, putative

AAEL008891-RA 0.041064027 regulatory protein, putative

AAEL008892-RA 0.4595582 hypothetical protein

AAEL008893-RA -0.3909851 xaa-pro dipeptidase pepd/pepq(e.coli)

AAEL008894-RA -0.09811953 conserved hypothetical protein

AAEL008898-RA -0.27064153 sulfotransferase (sult)

AAEL008899-RA 0.23776863 conserved hypothetical protein

AAEL008900-RA -0.28083027 p15-2a protein, putative

AAEL008902-RA 0.280707817 cation-transporting atpase fly

AAEL008907-RA 0.132810147 conserved hypothetical protein

AAEL008910-RA 0.293518732 hypothetical protein

AAEL008916-RA 0.317000902 conserved hypothetical protein

AAEL008917-RA 0.748701602 conserved hypothetical protein

AAEL008921-RA 0.056093733 myosin regulatory light chain 2 smooth muscle

AAEL008921-RD 0.056093733 myosin regulatory light chain 2 smooth muscle

AAEL008922-RA 0.036913256 hypothetical protein

AAEL008922-RB 0.036913256 hypothetical protein

AAEL008924-RA 1.058166992 cysteine-rich hydrophobic domain 2 (chic1)

AAEL008925-RA -0.04978323 5-formyltetrahydrofolate cyclo-ligase

AAEL008926-RA -0.08940058 hypothetical protein

AAEL008927-RA 0.57721381 hypothetical protein

AAEL008929-RA 0.220449375 furrowed

AAEL008931-RA 0.446810086 inwardly rectifying k+ channel, putative

AAEL008932-RA -0.1600011 inwardly rectifying k+ channel, putative

AAEL008935-RA -0.17806717 hypothetical protein

AAEL008936-RA -0.90237501 hypothetical protein

AAEL008937-RA 0.469868675 hypothetical protein

AAEL008938-RA -0.04673287 hypothetical protein

AAEL008938-RB 1.11358693 hypothetical protein

AAEL008941-RA -0.75504136 conserved hypothetical protein

AAEL008941-RB -0.75504136 conserved hypothetical protein

AAEL008942-RA 0.328729944 conserved hypothetical protein
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AAEL008945-RA 0.212374837 conserved hypothetical protein

AAEL008947-RA -0.30424368 conserved hypothetical protein

AAEL008948-RA 0.313514203 conserved hypothetical protein

AAEL008951-RA 0.108836621 hypothetical protein

AAEL008961-RA 0.580020681 conserved hypothetical protein

AAEL008963-RA 0.057501054 tyrosine aminotransferase

AAEL008967-RA -0.27111654 adult cuticle protein, putative

AAEL008968-RA -0.5703867 conserved hypothetical protein

AAEL008969-RA 0.35452221 adult cuticle protein, putative

AAEL008970-RA 0.2956437 conserved hypothetical protein

AAEL008975-RA -0.97584453 conserved hypothetical protein

AAEL008976-RA -0.69482135 conserved hypothetical protein

AAEL008977-RA -0.08984769 conserved hypothetical protein

AAEL008982-RA -1.24891036 adult cuticle protein, putative

AAEL008983-RA -1.23381629 adult cuticle protein, putative

AAEL008989-RA -0.56891765 conserved hypothetical protein

AAEL008990-RA -0.93229199 conserved hypothetical protein

AAEL008991-RA -1.57908996 adult cuticle protein, putative

AAEL008992-RA -0.5770784 conserved hypothetical protein

AAEL008993-RA -1.32880264 conserved hypothetical protein

AAEL008995-RA -0.17134396 conserved hypothetical protein

AAEL008999-RA -0.30789806 adult cuticle protein, putative

AAEL009001-RA -0.76168246 adult cuticle protein, putative

AAEL009005-RA -1.52692268 adult cuticle protein, putative

AAEL009007-RA -0.65371653 conserved hypothetical protein

AAEL009008-RA -0.62187637 conserved hypothetical protein

AAEL009009-RA -0.68173557 conserved hypothetical protein

AAEL009010-RA -1.20139413 conserved hypothetical protein

AAEL009011-RA 0.115684907 conserved hypothetical protein

AAEL009012-RA -0.79029493 conserved hypothetical protein

AAEL009013-RA -2.37503617 adult cuticle protein, putative

AAEL009018-RA 0.33867623 cytochrome P450

AAEL009021-RA 0.39133302 peptidylprolyl isomerase

AAEL009023-RA 0.21561263 conserved hypothetical protein

AAEL009025-RA 0.929896833 heat shock protein, putative

AAEL009029-RA -0.35531046 aldehyde dehydrogenase

AAEL009034-RA -0.42470789 conserved hypothetical protein
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AAEL009038-RA 0.157536547 prolylcarboxypeptidase, putative

AAEL009039-RA 0.093629277 conserved hypothetical protein

AAEL009040-RA 0.291876424 hypothetical protein

AAEL009041-RA -0.63629793 arp2/3 complex 20 kd subunit

AAEL009041-RB -0.63629793 arp2/3 complex 20 kd subunit

AAEL009041-RC -0.63629793 arp2/3 complex 20 kd subunit

AAEL009041-RD -0.63629793 arp2/3 complex 20 kd subunit

AAEL009044-RA 0.166375503 amine oxidase

AAEL009051-RA 0.332451833 peroxiredoxin 6, prx-6

AAEL009058-RA -0.07801337 hypothetical protein

AAEL009059-RA -0.03458565 arp2/3 complex 16 kd subunit (P16-arc)

AAEL009064-RA 0.065968026 sidestep protein

AAEL009065-RA -0.52524559 hypothetical protein

AAEL009066-RA 0.124779074 conserved hypothetical protein

AAEL009067-RA -0.27915241 helicase

AAEL009070-RA -0.19675772 hypothetical protein

AAEL009074-RA 0.212375753 inhibitor of apoptosis 1, diap1

AAEL009075-RA -0.25974691 conserved hypothetical protein

AAEL009076-RA -0.41787687 conserved hypothetical protein

AAEL009077-RA 0.338031286 alkaline phosphatase

AAEL009078-RA 0.146407031 NADH-ubiquinone oxidoreductase sgdh subunit

AAEL009080-RA 0.504403314 importin 7, putative

AAEL009080-RB 0.020630644 importin 7, putative

AAEL009081-RA -0.06264181 conserved hypothetical protein

AAEL009083-RA 0.471013104 conserved hypothetical protein

AAEL009084-RA -0.01421 slender lobes, putative

AAEL009085-RA 0.896784686 rho/rac/cdc gtpase-activating protein

AAEL009089-RA -0.54880373 Autophagy-specific protein, putative

AAEL009090-RA 0.045570588 conserved hypothetical protein

AAEL009092-RA 0.064028416 longevity assurance factor 1 (lag1)

AAEL009098-RA 0.610297976 hypothetical protein

AAEL009100-RA -0.61482312 mitochondrial oxodicarboxylate carrier

AAEL009101-RA 0.057751075 eukaryotic translation initiation factor 3f, eif3f

AAEL009103-RA 0.167250721 hypothetical protein

AAEL009108-RA -0.03625801 protease m1 zinc metalloprotease

AAEL009109-RA 0.481095339 conserved hypothetical protein

AAEL009111-RA -0.18202404 sphingomyelin phosphodiesterase
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AAEL009112-RA 0.095827013 conserved hypothetical protein

AAEL009115-RA -0.2719981 hypothetical protein

AAEL009117-RA 0.467958059 cytochrome P450

AAEL009117-RB 0.467958059 cytochrome P450

AAEL009118-RA 0.535499759 Histone H2A, putative

AAEL009120-RA -0.06569025 cytochrome P450

AAEL009121-RA 0.184963473 cytochrome P450

AAEL009124-RA 0.159108553 cytochrome P450

AAEL009125-RA -0.1032644 cytochrome P450

AAEL009125-RB -0.1032644 cytochrome P450

AAEL009126-RA -0.21557447 cytochrome P450

AAEL009127-RA -0.32678002 cytochrome P450

AAEL009129-RA -0.03983066 cytochrome P450

AAEL009131-RA -0.00220722 cytochrome P450

AAEL009133-RA 0.170693297 cytochrome P450

AAEL009134-RA -0.0198099 aldo-keto reductase

AAEL009140-RA -0.08400281 hypothetical protein

AAEL009142-RA 0.542030757 prolyl endopeptidase (prolyl oligopeptidase)

AAEL009144-RA 0.12560155 p15-2a protein, putative

AAEL009153-RA 0.65125104 M-type 9 protein, putative

AAEL009154-RA 0.135798985 glutathione synthetase

AAEL009154-RB 0.135798985 glutathione synthetase

AAEL009155-RA 0.803583793 conserved hypothetical protein

AAEL009160-RA 0.029816272 skp1

AAEL009160-RB 0.029816272 skp1

AAEL009164-RA -0.3744325 tRNA delta(2)-isopentenylpyrophosphate transferase

AAEL009166-RA 0.253878922 conserved hypothetical protein

AAEL009167-RA 0.150656777 bone morphogenetic protein 5/7, bmp5/7

AAEL009168-RA 0.19985384 conserved hypothetical protein

AAEL009169-RA 0.01841954 synaptotagmin, putative

AAEL009172-RA -0.16827107 ubiquitin ligase E3 alpha

AAEL009173-RA 0.576766214 fasciclin ii (fas ii)

AAEL009176-RA -0.34601113 gram-negative bacteria binding protein

AAEL009177-RA 0.379175833 conserved hypothetical protein

AAEL009177-RB 0.379175833 conserved hypothetical protein

AAEL009178-RA -0.50909542 gram-negative bacteria binding protein

AAEL009179-RA 0.46695019 molybdopterin biosynthesis protein
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AAEL009180-RA -0.32376301 GTP-binding protein rit

AAEL009181-RA 0.774585691 conserved hypothetical protein

AAEL009183-RA 0.149319632 cytochrome oxidase biogenesis protein (oxa1 mitochondrial)

AAEL009183-RB 0.149319632 cytochrome oxidase biogenesis protein (oxa1 mitochondrial)

AAEL009183-RC 0.149319632 cytochrome oxidase biogenesis protein (oxa1 mitochondrial)

AAEL009185-RA -0.16515605 arginine or creatine kinase

AAEL009187-RA 0.488368841 conserved hypothetical protein

AAEL009188-RA 0.041874307 hypothetical protein

AAEL009189-RA 0.284232749 encore protein

AAEL009192-RA 0.405905916 serine protease

AAEL009195-RA -0.61749377 conserved hypothetical protein

AAEL009199-RA -0.23054395 core 1 UDP-galactose:n-acetylgalactosamine-alpha-r beta 1,3- galactosy

AAEL009206-RA 0.001326724 organic cation transporter

AAEL009208-RA -0.46077278 hypothetical protein

AAEL009212-RA -0.21315693 lola

AAEL009212-RB 0.379025124 lola

AAEL009212-RC 0.624521175 lola

AAEL009212-RD 0.661642484 lola

AAEL009212-RF -0.33497372 lola

AAEL009214-RA -0.12701322 diazepam binding inhibitor, putative

AAEL009216-RA 0.499495538 camp-dependent protein kinase type ii regulatory subunit

AAEL009217-RA -0.35796714 mitochondrial ribosomal protein, S35, putative

AAEL009219-RA 0.324583841 predicted protein

AAEL009220-RA 0.754535286 conserved hypothetical protein

AAEL009225-RA -0.20557284 mitochondrial ribosome recycling factor

AAEL009228-RA -0.03976009 adrenodoxin

AAEL009229-RA 0.327827955 mitochondrial citrate transport protein, putative

AAEL009230-RA -0.20683788 conserved hypothetical protein

AAEL009231-RA 0.142420311 Lipid storage droplet-1, putative

AAEL009235-RA 0.061056435 conserved hypothetical protein

AAEL009236-RA -1.12837148 glycoside  hydrolases

AAEL009237-RA -1.58017216 glycoside  hydrolases

AAEL009242-RA 0.141786342 conserved hypothetical protein

AAEL009243-RA -0.17306846 glycoside  hydrolases

AAEL009244-RA 0.441195837 serine-type enodpeptidase, putative

AAEL009256-RA 0.106442536 hypothetical protein

AAEL009262-RA 0.296235804 hypothetical protein

Page 123



AAEL009263-RB 0.625450026 conserved hypothetical protein

AAEL009265-RA 0.753798805 hypothetical protein

AAEL009268-RA -0.29542393 pla2g4b

AAEL009270-RA 0.763338375 hypothetical protein

AAEL009272-RA -0.16556698 KTI12 protein, putative

AAEL009272-RB -0.16556698 KTI12 protein, putative

AAEL009273-RA 0.031181819 inosine-5-monophosphate dehydrogenase

AAEL009275-RA -0.10525698 protein phosphatase-1

AAEL009276-RA 0.449850741 conserved hypothetical protein

AAEL009277-RA -0.21634023 hypothetical protein

AAEL009278-RA 0.151726071 conserved hypothetical protein

AAEL009280-RA -0.08766664 conserved hypothetical protein

AAEL009285-RA 0.237410175 DEAD box ATP-dependent RNA helicase

AAEL009287-RA 0.762488233 ran

AAEL009288-RA 0.355667403 mitochondrial ribosomal protein, L48, putative

AAEL009290-RA -0.03652369 hypothetical protein

AAEL009291-RA -0.69246265 retinoid-inducible serine carboxypeptidase (serine carboxypeptidase

AAEL009294-RA -0.06490067 phosphatidylinositol 4-kinase

AAEL009295-RA 0.583061176 lachesin

AAEL009302-RA -0.11175061 cleavage/polyadenylation factor ia subunit clp1p

AAEL009305-RA -0.44950019 numb-associated kinase

AAEL009307-RA 0.117535141 conserved hypothetical protein

AAEL009308-RA 0.124723602 wd-repeat protein

AAEL009309-RA -0.03027652 lipid depleted protein

AAEL009316-RA 0.265763535 angiotensin-converting enzyme (dipeptidyl carboxypeptidase

AAEL009316-RB 0.465133711 angiotensin-converting enzyme (dipeptidyl carboxypeptidase

AAEL009317-RA 0.537135989 rab11

AAEL009320-RA 0.263240183 chaperonin

AAEL009322-RA 0.31280562 hypothetical protein

AAEL009323-RA 0.939867587 carbonic anhydrase precursor

AAEL009326-RA -0.03771716 fragile X mental retardation syndrome-related protein 1, putative

AAEL009328-RA -1.93281203 hydroxyacyl dehydrogenase

AAEL009329-RA 0.575546357 hypothetical protein

AAEL009336-RA -1.22822313 troponin C

AAEL009336-RB -1.22822313 troponin C

AAEL009337-RA 0.041574597 adenylate kinase isoenzyme

AAEL009337-RB 0.041574597 adenylate kinase isoenzyme

Page 124



AAEL009337-RC 0.041574597 adenylate kinase isoenzyme

AAEL009338-RA 0.303548742 conserved hypothetical protein

AAEL009340-RA 0.101626698 biotin protein ligase

AAEL009345-RA 0.488953834 prohibitin

AAEL009348-RA -0.65170981 conserved hypothetical protein

AAEL009350-RA 0.046002015 conserved hypothetical protein

AAEL009351-RA 0.043291752 thioredoxin, putative

AAEL009352-RA 0.637804407 hypothetical protein

AAEL009356-RA 0.18006637 conserved hypothetical protein

AAEL009361-RA 0.141609853 insect cationic amino acid transporter 2 (iCAT2)

AAEL009368-RA -0.01494765 lipoic acid synthetase

AAEL009369-RA -0.35201181 hypothetical protein

AAEL009372-RA 0.296680479 conserved hypothetical protein

AAEL009372-RB 0.296680479 conserved hypothetical protein

AAEL009373-RA -0.05498323 n-acetyltransferase

AAEL009377-RA 0.15003521 RAS protein, putative

AAEL009379-RA 0.208209143 mitochondrial ribosomal protein, L33, putative

AAEL009380-RA -0.03882691 phospholipase c beta

AAEL009385-RA 0.408967085 hypothetical protein

AAEL009387-RA -0.06574799 hexokinase

AAEL009387-RB -0.06574799 hexokinase

AAEL009388-RA -0.45883009 conserved hypothetical protein

AAEL009389-RA -0.5158613 transaldolase

AAEL009397-RA -0.33354593 conserved hypothetical protein

AAEL009399-RA -0.59420198 conserved hypothetical protein

AAEL009400-RC 0.978838871 ccr4-associated factor

AAEL009401-RA 0.124280843 conserved hypothetical protein

AAEL009406-RA -0.211572 n(4)-(beta-n-acetylglucosaminyl)-l-asparaginase

AAEL009407-RA -0.25646411 conserved hypothetical protein

AAEL009408-RA 0.479886391 hypothetical protein

AAEL009410-RA -0.10269719 amine oxidase

AAEL009412-RA -0.30028547 ligatin

AAEL009414-RA 0.299156852 NADH-ubiquinone oxidoreductase 39 kda subunit

AAEL009418-RA 0.946951524 conserved hypothetical protein

AAEL009420-RA 0.501212183 cd36 antigen

AAEL009421-RA 0.709461961 cyclophilin-r

AAEL009422-RA 0.309121228 conserved hypothetical protein
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AAEL009422-RB 0.00718159 conserved hypothetical protein

AAEL009422-RC 0.00718159 conserved hypothetical protein

AAEL009422-RD 0.309121228 conserved hypothetical protein

AAEL009422-RE 0.00718159 conserved hypothetical protein

AAEL009422-RF 0.309121228 conserved hypothetical protein

AAEL009423-RA -0.12898254 cd36 antigen

AAEL009424-RA 0.037669245 serine/threonine-protein kinase rio3 (rio kinase 3)

AAEL009430-RA -0.06073645 predicted protein

AAEL009431-RA -0.11514619 mitochondrial ribosomal protein, L10, putative

AAEL009432-RA -0.69023904 cd36 antigen

AAEL009436-RA 0.123418129 conserved hypothetical protein

AAEL009439-RA -0.23662846 hypothetical protein

AAEL009440-RA -0.13641893 conserved hypothetical protein

AAEL009442-RA 1.036342374 hypothetical protein

AAEL009444-RA -0.19469607 hypothetical protein

AAEL009449-RA -0.02958735 odorant binding protein

AAEL009451-RA -0.37943659 actin

AAEL009454-RA -0.24861903 conserved hypothetical protein

AAEL009457-RA 0.125211355 conserved hypothetical protein

AAEL009458-RA 0.013733459 syntaxin 4, putative

AAEL009458-RB 0.013733459 syntaxin 4, putative

AAEL009458-RC 0.013733459 syntaxin 4, putative

AAEL009462-RA 0.111848102 hydroxyacylglutathione hydrolase

AAEL009465-RA 0.3464113 replication factor c / DNA polymerase iii gamma-tau subunit

AAEL009469-RA 0.301766281 cell division control protein

AAEL009471-RA 0.944136308 hypothetical protein

AAEL009475-RA -0.25373972 carbamoyl-phosphate synthase large chain

AAEL009476-RA 0.131485126 hypothetical protein

AAEL009480-RA 0.013754748 hypothetical protein

AAEL009481-RA -0.07185278 hypothetical protein

AAEL009482-RA -0.07023085 conserved hypothetical protein

AAEL009483-RA -0.42608066 conserved hypothetical protein

AAEL009487-RA -0.26440191 hypothetical protein

AAEL009497-RA -0.07622596 phosphomannomutase

AAEL009499-RA 0.131089769 conserved hypothetical protein

AAEL009503-RA -0.08325656 4-nitrophenylphosphatase

AAEL009504-RA 0.194161005 hypothetical protein
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AAEL009509-RA 0.680687815 zinc finger protein

AAEL009512-RA 0.429179861 glycosylphosphatidylinositol anchor attachment protein, putative

AAEL009519-RA 0.312296607 hypothetical protein

AAEL009520-RA 0.048795016 hypothetical protein

AAEL009522-RA 0.637340782 hypothetical protein

AAEL009524-RA 0.412479806 alpha-amylase

AAEL009527-RA 0.446932425 conserved hypothetical protein

AAEL009528-RA -0.06507337 hypothetical protein

AAEL009529-RA 0.438511547 hypothetical protein

AAEL009530-RA 0.368153077 tmc6 protein (evin)

AAEL009531-RA 0.487797711 niemann-pick C1

AAEL009534-RA -0.24637114 dimethyladenosine transferase

AAEL009537-RA -0.32531542 hypothetical protein

AAEL009539-RA 0.435871757 acyl-protein thioesterase 1,2 (lysophospholipase i,ii)

AAEL009540-RA -0.42211749 conserved hypothetical protein

AAEL009542-RA 0.481670851 hypothetical protein

AAEL009543-RA -0.53865451 conserved hypothetical protein

AAEL009544-RA 0.322052464 conserved hypothetical protein

AAEL009547-RA -0.13228721 nad dehydrogenase

AAEL009549-RA -0.10696484 hypothetical protein

AAEL009555-RA -0.14794151 Niemann-Pick Type C-2, putative

AAEL009556-RA -1.16793083 Niemann-Pick Type C-2, putative

AAEL009558-RA 0.063119866 serine protease, putative

AAEL009559-RA -0.4955738 apolipoprotein D, putative

AAEL009561-RA 0.209840233 apolipoprotein D, putative

AAEL009566-RA -0.43984476 apolipoprotein D, putative

AAEL009569-RA -0.02413536 apolipoprotein D, putative

AAEL009572-RA -0.08280587 cyclin B3

AAEL009573-RA 0.281840607 5-hydroxytryptamine receptor 1

AAEL009576-RA -0.32834462 conserved hypothetical protein

AAEL009577-RA 0.129929937 conserved hypothetical protein

AAEL009579-RA 0.377476389 NBP2b protein, putative

AAEL009582-RA -0.00558764 hypothetical protein

AAEL009584-RA 0.149389944 DNA-binding protein elg, putative

AAEL009585-RA -1.42360244 conserved hypothetical protein

AAEL009587-RA 0.474722618 conserved hypothetical protein

AAEL009589-RA 0.359146188 conserved hypothetical protein

Page 127



AAEL009595-RA 0.19822121 hypothetical protein

AAEL009596-RA 0.046436503 sterol o-acyltransferase

AAEL009601-RA 0.272698166 pyridoxine kinase

AAEL009602-RA 0.015340044 conserved hypothetical protein

AAEL009602-RB 0.015340044 conserved hypothetical protein

AAEL009603-RA -0.1099838 conserved hypothetical protein

AAEL009604-RA 0.354563628 conserved hypothetical protein

AAEL009604-RB 0.354563628 conserved hypothetical protein

AAEL009604-RC 0.354563628 conserved hypothetical protein

AAEL009604-RD 0.354563628 conserved hypothetical protein

AAEL009604-RE 0.354563628 conserved hypothetical protein

AAEL009607-RB 0.223619066 lingerer

AAEL009607-RE 0.278376819 lingerer

AAEL009610-RA -0.44625329 hypothetical protein

AAEL009611-RA -0.37900168 conserved hypothetical protein

AAEL009613-RA -0.10083361 mitochondrial ribosomal protein, L36, putative

AAEL009613-RB -0.27515174 mitochondrial ribosomal protein, L36, putative

AAEL009614-RA -0.10378878 seven in absentia, putative

AAEL009615-RA -0.00729785 ultraviolet-sensitive opsin

AAEL009617-RA 0.260556501 67 kDa polymerase-associated factor PAF67, putative

AAEL009623-RA 0.138807047 RNA 3' terminal phosphate cyclase

AAEL009625-RA -0.14652196 short-chain dehydrogenase

AAEL009626-RA 0.540951346 ankyrin repeat domain protein

AAEL009629-RA -0.00916791 endoU protein, putative

AAEL009633-RA -0.39805051 conserved hypothetical protein

AAEL009634-RA -0.51931727 steroid dehydrogenase

AAEL009634-RB -0.51931727 steroid dehydrogenase

AAEL009634-RC 0.083792889 steroid dehydrogenase

AAEL009634-RD 0.083792889 steroid dehydrogenase

AAEL009634-RE -0.51931727 steroid dehydrogenase

AAEL009634-RF -0.51931727 steroid dehydrogenase

AAEL009634-RG 0.083792889 steroid dehydrogenase

AAEL009636-RB -0.09610437 conserved hypothetical protein

AAEL009637-RA 0.140283091 cathepsin b

AAEL009639-RA 0.228030653 conserved hypothetical protein

AAEL009640-RA -0.2060393 conserved hypothetical protein

AAEL009641-RA 0.080302564 ladybird homeobox corepressor
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AAEL009647-RA -0.3106046 conserved hypothetical protein

AAEL009648-RA -0.61156236 conserved hypothetical protein

AAEL009650-RA 0.341886058 conserved hypothetical protein

AAEL009651-RA 0.318992277 nascent polypeptide associated complex alpha subunit (nac alpha)

AAEL009652-RA 0.325189501 activin receptor type ii

AAEL009654-RA 0.771632367 hypothetical protein

AAEL009654-RB 0.771632367 hypothetical protein

AAEL009655-RA -0.36297151 hypothetical protein

AAEL009658-RA -0.23494823 alpha,alpha-trehalase

AAEL009658-RB 0.423861183 alpha,alpha-trehalase

AAEL009658-RC -0.23494823 alpha,alpha-trehalase

AAEL009661-RA -0.29187892 hypothetical protein

AAEL009662-RA -0.29626374 conserved hypothetical protein

AAEL009663-RA -0.33282001 conserved hypothetical protein

AAEL009664-RA -1.08703356 aldehyde dehydrogenase

AAEL009665-RA -0.02943218 hypothetical protein

AAEL009670-RA 0.269414985 lysozyme P, putative

AAEL009671-RA -0.37912772 snrnp sm protein

AAEL009676-RA 0.246271238 glyoxylate/hydroxypyruvate reductase

AAEL009677-RA 0.091833746 membrane-associated protein gex-3

AAEL009680-RA 1.118070982 chymotrypsin, putative

AAEL009680-RB 1.118070982 chymotrypsin, putative

AAEL009682-RA -0.22769967 serine collagenase 1 precursor, putative

AAEL009683-RA 0.014899162 hypothetical protein

AAEL009684-RA -0.18686293 hypothetical protein

AAEL009685-RA 0.062196257 oxidoreductase

AAEL009685-RB 0.062196257 oxidoreductase

AAEL009686-RA -0.06187102 red protein (ik factor) (cytokine ik)

AAEL009687-RA 0.26453429 hypothetical protein

AAEL009688-RA 0.068281139 hypothetical protein

AAEL009689-RA -0.36169351 serine protease

AAEL009691-RA 0.329071549 carboxylase:pyruvate/acetyl-coa/propionyl-coa

AAEL009700-RA -0.67553727 beta lactamase domain

AAEL009700-RB -0.67553727 beta lactamase domain

AAEL009701-RA -0.09570308 conserved hypothetical protein

AAEL009703-RA 0.278814118 conserved hypothetical protein

AAEL009704-RA 0.416248441 conserved hypothetical protein
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AAEL009707-RA -0.90834757 conserved hypothetical protein

AAEL009712-RA 0.022588639 conserved hypothetical protein

AAEL009722-RA 0.481673865 clip-domain serine protease, putative

AAEL009724-RA 0.757949858 hypothetical protein

AAEL009733-RA -0.09697198 hypothetical protein

AAEL009734-RA -0.14749582 conserved hypothetical protein

AAEL009738-RA 0.224712212 conserved hypothetical protein

AAEL009739-RA 0.237558127 cbl-d

AAEL009748-RA -0.48930499 2-hydroxyphytanoyl-coa lyase

AAEL009749-RA 0.012554068 sodium-dependent phosphate transporter

AAEL009752-RA -0.89268772 hypothetical protein

AAEL009753-RA 0.236247093 sodium-dependent phosphate transporter

AAEL009755-RA 0.187404681 conserved hypothetical protein

AAEL009757-RA -0.14745968 conserved hypothetical protein

AAEL009758-RA 0.261574068 hypothetical protein

AAEL009760-RA 1.08646083 Niemann-Pick Type C-2, putative

AAEL009762-RA 0.11365443 cytochrome P450

AAEL009766-RA 0.097214291 lipoamide acyltransferase component branched-chain alpha-keto acid dehydrogenase

AAEL009767-RA -0.477074 conserved hypothetical protein

AAEL009768-RA 0.076243781 hypothetical protein

AAEL009769-RA -0.56786397 conserved hypothetical protein

AAEL009771-RA -0.10256479 hypothetical protein

AAEL009773-RA 0.484695691 geminin, putative

AAEL009773-RB 0.356930049 geminin, putative

AAEL009773-RC 0.356930049 geminin, putative

AAEL009776-RA -0.11871707 conserved hypothetical protein

AAEL009779-RA -0.70194652 NBP2b protein, putative

AAEL009781-RA -0.25352249 hypothetical protein

AAEL009784-RA -0.04536357 cuticle protein, putative

AAEL009787-RA 0.822382657 hypothetical protein

AAEL009791-RA 0.180017691 cuticle protein, putative

AAEL009793-RA -0.35225658 cuticle protein, putative

AAEL009794-RA -0.3519241 cuticle protein, putative

AAEL009795-RA 0.30346884 papilin

AAEL009796-RA 0.186465845 cuticle protein, putative

AAEL009798-RA -0.0376943 transcription factor IIIA, putative

AAEL009800-RA 0.140114237 cuticle protein, putative

Page 130



AAEL009803-RA -0.26736761 phaF protein, putative

AAEL009806-RA 0.722579823 low-density lipoprotein receptor (ldl)

AAEL009808-RA 0.205241972 ATP synthase subunit d

AAEL009809-RA 0.181859861 hypothetical protein

AAEL009809-RB 0.384784503 hypothetical protein

AAEL009810-RA 0.019241514 sideroflexin 1,2,3

AAEL009811-RA 0.085065139 hypothetical protein

AAEL009814-RA -0.06262651 autophagy protein

AAEL009815-RA 0.365458852 myotubularin

AAEL009817-RA 0.068272598 conserved hypothetical protein

AAEL009818-RA -0.24022761 conserved hypothetical protein

AAEL009818-RB -0.24022761 conserved hypothetical protein

AAEL009822-RB -1.66224753 metabotropic glutamate receptor 4, 6, 7, 8 (mglur group 3)

AAEL009824-RA -0.24965248 ubiquitin specific protease 9/faf

AAEL009826-RA -0.36234678 phosphatidylinositol 3-kinase class

AAEL009828-RA 0.208757531 conserved hypothetical protein

AAEL009831-RA -0.43788677 pyrroline-5-carboxylate reductase

AAEL009832-RA -0.89255134 exocyst complex protein exo70

AAEL009833-RA 0.026786905 mitochondrial ribosomal protein, L46, putative

AAEL009837-RA 0.140692232 hypothetical protein

AAEL009838-RA 0.46705085 glycogen debranching enzyme

AAEL009839-RA 0.140004105 cap binding protein

AAEL009841-RA -0.19789405 conserved hypothetical protein

AAEL009842-RA 0.867815825 keratinocyte lectin, putative

AAEL009843-RA 0.168598187 serine-type enodpeptidase, putative

AAEL009844-RA 0.211483443 conserved hypothetical protein

AAEL009845-RA -0.485254 conserved hypothetical protein

AAEL009846-RA 0.31684015 Enn protein, putative

AAEL009850-RA 0.066454707 hypothetical protein

AAEL009852-RA 0.613826651 conserved hypothetical protein

AAEL009852-RB 0.613826651 conserved hypothetical protein

AAEL009857-RA 0.205650985 conserved hypothetical protein

AAEL009857-RB 0.205650985 conserved hypothetical protein

AAEL009858-RA 0.002034661 conserved hypothetical protein

AAEL009859-RA 0.081356139 nucleolar GTP-binding protein

AAEL009861-RA -0.06149734 conserved hypothetical protein

AAEL009861-RB 0.168417978 conserved hypothetical protein
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AAEL009861-RC 0.358153642 conserved hypothetical protein

AAEL009861-RD -0.06149734 conserved hypothetical protein

AAEL009862-RA 0.476571089 conserved hypothetical protein

AAEL009875-RA 0.710961919 alanine aminotransferase

AAEL009875-RB 0.710961919 alanine aminotransferase

AAEL009879-RA 0.077223197 conserved hypothetical protein

AAEL009879-RB 0.077223197 conserved hypothetical protein

AAEL009880-RA 0.027320056 serine/threonine protein kinase

AAEL009882-RA -0.19195086 retinoblastoma-binding protein 4 (rbbp4)

AAEL009882-RB -0.19195086 retinoblastoma-binding protein 4 (rbbp4)

AAEL009884-RA 1.155325131 ran-binding protein

AAEL009885-RA 0.289558431 hypothetical protein

AAEL009888-RA 0.010417039 bumetanide-sensitive Na-K-Cl cotransport protein, putative

AAEL009891-RA 0.804462735 conserved hypothetical protein

AAEL009894-RA -0.01395403 mitotic protein phosphatase 1 regulator, putative

AAEL009895-RA -0.21522624 neprilysin

AAEL009898-RA 0.152456142 proteasome subunit alpha type

AAEL009899-RA -0.02564502 conserved hypothetical protein

AAEL009900-RA 0.743378553 forkhead box protein (AaegFOXN2)

AAEL009902-RA 0.001074392 eukaryotic translation initiation factor 3 subunit

AAEL009905-RA -0.02202757 conserved hypothetical protein

AAEL009908-RA -0.34700483 glutamyl-tRNA(Gln) amidotransferase, subunit-B, putative

AAEL009909-RA 0.524610166 cln3/battenin

AAEL009909-RB 0.524610166 cln3/battenin

AAEL009910-RA 0.129912762 conserved hypothetical protein

AAEL009911-RA -0.23739705 rotamase

AAEL009912-RA -1.0158021 conserved hypothetical protein

AAEL009914-RA 0.003276474 small nuclear ribonucleoprotein sm d2

AAEL009915-RA 0.295832844 centrosomal protein

AAEL009917-RA 0.139517115 isoleucyl tRNA synthetase

AAEL009919-RA -0.25643921 zinc finger protein

AAEL009921-RA -0.3480318 zinc finger protein

AAEL009922-RA -0.36704256 conserved hypothetical protein

AAEL009922-RB -0.36704256 conserved hypothetical protein

AAEL009923-RA 0.026898578 vesicular inhibitory amino acid transporter, putative

AAEL009926-RA -0.31082087 conserved hypothetical protein

AAEL009930-RA 0.429556495 sec-23 interacting protein P125
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AAEL009932-RA 0.492217802 lethal giant larva, putative

AAEL009944-RA 0.011660208 conserved hypothetical protein

AAEL009945-RA 0.105908803 conserved hypothetical protein

AAEL009946-RA 0.202275726 DnaJ subfamily B member 11 precursor, putative

AAEL009948-RA -0.78523843 aldehyde dehydrogenase

AAEL009951-RA 0.205193807 dimeric dihydrodiol dehydrogenase

AAEL009953-RA -0.30452319 Niemann-Pick Type C-2, putative

AAEL009954-RA -0.52806156 Niemann-Pick Type C-2, putative

AAEL009955-RA -0.55993469 conserved hypothetical protein

AAEL009956-RA 0.190621966 conserved hypothetical protein

AAEL009958-RA 0.428050875 conserved hypothetical protein

AAEL009961-RA -0.79512543 conserved hypothetical protein

AAEL009962-RA 1.067401244 hypothetical protein

AAEL009964-RA 0.158612256 conserved hypothetical protein

AAEL009967-RA -0.24420614 conserved hypothetical protein

AAEL009968-RA -0.30646289 hypothetical protein

AAEL009973-RA 0.626882143 hypothetical protein

AAEL009979-RA 0.361301428 hypothetical protein

AAEL009981-RA -0.17667902 chaperone atp11p

AAEL009983-RA 0.030436793 frizzled-realted

AAEL009984-RA -0.32516181 alanyl-tRNA synthetase

AAEL009987-RA 0.17608376 hypothetical protein

AAEL009990-RA 0.215749681 hypothetical protein

AAEL009992-RA 1.426741124 conserved hypothetical protein

AAEL009993-RA 0.631802637 conserved hypothetical protein

AAEL009994-RA -1.10285803 60S ribosomal protein L4

AAEL009995-RA -0.15130028 transmembrane protein, putative

AAEL009996-RA 0.236128734 deformed wings, putative

AAEL009997-RA 0.418936051 hypothetical protein

AAEL009999-RA 0.239445955 conserved hypothetical protein

AAEL010000-RA 0.215736349 ganglioside induced differentiation associated protein

AAEL010002-RA 0.449735616 mitochondrial import inner membrane translocase subunit tim17

AAEL010002-RB 0.222357674 mitochondrial import inner membrane translocase subunit tim17

AAEL010003-RA 0.490684775 splicesome protein, putative

AAEL010003-RB 0.413975025 splicesome protein, putative

AAEL010005-RA 0.436561765 conserved hypothetical protein

AAEL010007-RA -0.08753828 conserved hypothetical protein
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AAEL010008-RA -0.27599865 crotonobetainyl-CoA-hydratase, putative

AAEL010009-RA -0.32331775 conserved hypothetical protein

AAEL010010-RA 0.015173588 hypothetical protein

AAEL010012-RA 0.368762605 GTP-binding protein sar1

AAEL010013-RA -0.08895076 wd-repeat protein

AAEL010014-RA -0.58926416 hypothetical protein

AAEL010015-RA -0.04939632 hypothetical protein

AAEL010017-RA -0.08016478 cytochrome B5 (cytb5)

AAEL010018-RA -0.081885 hypothetical protein

AAEL010020-RA -0.08003627 mediator complex subunit rgr-1

AAEL010027-RA 0.043265526 CRAL/TRIO domain-containing protein

AAEL010028-RA 0.006742415 sarcosine dehydrogenase

AAEL010030-RA -0.40645359 conserved hypothetical protein

AAEL010032-RA 0.291811053 translocon-associated protein, signal sequence receptor beta subunit)

AAEL010033-RA 0.056888638 DNA mismatch repair protein pms2

AAEL010034-RA -0.08289142 hypothetical protein

AAEL010035-RA -0.31446393 wd-repeat protein

AAEL010037-RA -0.16984634 phosphoglucomutase

AAEL010038-RA 0.156395821 neuronal calcium sensor, putative

AAEL010042-RA -0.41216579 conserved hypothetical protein

AAEL010045-RA -0.08776438 XAP-5, putative

AAEL010046-RA 0.516878554 maintenance of ploidy protein mob1 (mps1 binder 1)

AAEL010046-RB 0.516878554 maintenance of ploidy protein mob1 (mps1 binder 1)

AAEL010047-RA 0.24496317 conserved hypothetical protein

AAEL010048-RA -0.00389831 26S proteasome non-atpase regulatory subunit

AAEL010049-RA -0.11618401 hypothetical protein

AAEL010052-RA 0.05124598 conserved hypothetical protein

AAEL010053-RA -0.42944389 conserved hypothetical protein

AAEL010056-RA -0.18567277 hypothetical protein

AAEL010059-RA 0.438446069 abc transporter, putative

AAEL010063-RA 0.277098607 chaperonin

AAEL010065-RA -0.48212111 protein disulfide-isomerase A6 precursor

AAEL010066-RA 0.317719204 microfibril-associated protein

AAEL010068-RA -0.23330861 hypothetical protein

AAEL010069-RA 0.886535995 esr1 protein

AAEL010070-RA 0.457963204 guanine nucleotide-binding protein beta 5 (g protein beta5)

AAEL010071-RA 0.000176123 spermidine synthase
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AAEL010072-RA -0.0027013 hypothetical protein

AAEL010073-RA -0.37991168 metalloendopeptidase

AAEL010074-RA -0.54326817 hypothetical protein

AAEL010075-RA -0.16331878 oxidoreductase

AAEL010077-RA -0.47280386 xpa-binding protein 1 (mbdin)

AAEL010080-RA 0.129877113 origin recognition complex subunit

AAEL010081-RA -0.06480437 conserved hypothetical protein

AAEL010083-RA -0.25663743 conserved hypothetical protein

AAEL010085-RA -0.17682543 DNA polymerase epsilon subunit, putative

AAEL010086-RA 0.04613149 DNA replication licensing factor MCM4

AAEL010087-RA -0.07018062 proteasome subunit alpha type

AAEL010088-RA 0.39426306 conserved hypothetical protein

AAEL010089-RA 0.013159329 conserved hypothetical protein

AAEL010091-RA -0.04679454 conserved hypothetical protein

AAEL010094-RA 0.163921797 cyclin b

AAEL010095-RA 0.10047439 conserved hypothetical protein

AAEL010095-RB 0.10047439 conserved hypothetical protein

AAEL010095-RC 0.10047439 conserved hypothetical protein

AAEL010097-RA -0.07379138 conserved hypothetical protein

AAEL010099-RA 0.237558717 4-nitrophenylphosphatase

AAEL010100-RA 0.26747903 lysozyme P, putative

AAEL010100-RB 0.478132314 lysozyme P, putative

AAEL010100-RC 0.26747903 lysozyme P, putative

AAEL010103-RA -0.45514088 fibrinogen and fibronectin

AAEL010104-RA -0.29670248 predicted protein

AAEL010107-RA -0.20786121 conserved hypothetical protein

AAEL010109-RA -0.32274754 conserved hypothetical protein

AAEL010112-RA 0.199759201 conserved hypothetical protein

AAEL010113-RA -0.42494016 conserved hypothetical protein

AAEL010116-RA 0.334569621 conserved hypothetical protein

AAEL010116-RB 0.321804199 conserved hypothetical protein

AAEL010116-RC 0.321804199 conserved hypothetical protein

AAEL010118-RA -0.31494045 kelch repeat protein

AAEL010119-RA 0.362288378 ER-derived vesicles protein ERV14, putative

AAEL010125-RA -0.29566916 mitotic protein phosphatase 1 regulator, putative

AAEL010128-RA -0.00219637 conserved hypothetical protein

AAEL010130-RA -2.08083952 Pupal cuticle protein, putative
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AAEL010132-RA -0.83254418 Pray For Elves, putative

AAEL010133-RA 0.304665599 conserved hypothetical protein

AAEL010134-RA -0.98366445 Pupal cuticle protein, putative

AAEL010136-RA -0.56843983 hypothetical protein

AAEL010138-RA 0.297433207 conserved hypothetical protein

AAEL010139-RA 0.118283159 serine protease, putative

AAEL010141-RA -0.01025306 conserved hypothetical protein

AAEL010146-RA 0.029741342 3-hydroxyacyl-coa dehyrogenase

AAEL010146-RB 0.029741342 3-hydroxyacyl-coa dehyrogenase

AAEL010147-RA 0.381800931 conserved hypothetical protein

AAEL010150-RA -0.05153709 conserved hypothetical protein

AAEL010151-RA -0.28828672 cytochrome P450

AAEL010155-RA 0.111046108 hypothetical protein

AAEL010157-RA 0.942403655 microsomal glutathione s-transferase

AAEL010159-RA 0.40881302 importin beta-3

AAEL010160-RA 0.051246373 conserved hypothetical protein

AAEL010161-RA 0.187202005 conserved hypothetical protein

AAEL010164-RA 0.895888635 conserved hypothetical protein

AAEL010168-RA -0.57099328 40S ribosomal protein S2

AAEL010168-RB -0.57099328 40S ribosomal protein S2

AAEL010169-RA -0.55172966 conserved hypothetical protein

AAEL010170-RA 0.453164285 ras-related protein Rab-8A, putative

AAEL010170-RB 0.453164285 ras-related protein Rab-8A, putative

AAEL010170-RC 0.453164285 ras-related protein Rab-8A, putative

AAEL010171-RA 0.376291076 peptidoglycan recognition protein sb2

AAEL010174-RA -0.18314509 conserved hypothetical protein

AAEL010177-RA -0.38727816 conserved hypothetical protein

AAEL010179-RA 0.480770855 nadph oxidase

AAEL010180-RA 0.032547253 conserved hypothetical protein

AAEL010181-RA -0.43281641 mitochondrial ribosomal protein, L51, putative

AAEL010183-RA 0.370212936 conserved hypothetical protein

AAEL010186-RA -0.03223727 conserved hypothetical protein

AAEL010196-RA 0.263940746 trypsin

AAEL010199-RA -0.51495936 conserved hypothetical protein

AAEL010203-RA 0.353069961 trypsin

AAEL010204-RA 0.068110412 dihydropyrimidine dehydrogenase

AAEL010205-RB -0.19258333 conserved hypothetical protein
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AAEL010217-RA 0.019357761 mediator complex, subunit, putative

AAEL010217-RB -0.22927886 mediator complex, subunit, putative

AAEL010219-RA 0.448820673 sugar transporter

AAEL010222-RA 0.280637178 transcription factor GATA-4 (GATA binding factor-4)

AAEL010222-RB 0.280637178 transcription factor GATA-4 (GATA binding factor-4)

AAEL010224-RA -0.63364468 transcription factor GATA-4 (GATA binding factor-4)

AAEL010227-RA 0.09741685 dolichol-phosphate mannosyltransferase

AAEL010228-RA -0.17261956 conserved hypothetical protein

AAEL010229-RA 0.742199616 hypothetical protein

AAEL010230-RA -0.0695273 NADH:ubiquinone dehydrogenase, putative

AAEL010234-RA 0.245437745 protein tyrosine phosphatase, non-receptor type nt6

AAEL010235-RA 0.463224342 conserved hypothetical protein

AAEL010240-RA 0.454451812 conserved hypothetical protein

AAEL010242-RA 0.18323979 conserved hypothetical protein

AAEL010243-RA 0.635493189 Abnormal X segregation, putative

AAEL010245-RA 0.314138168 chloride channel, putative

AAEL010245-RB 0.314138168 chloride channel, putative

AAEL010245-RC 0.314138168 chloride channel, putative

AAEL010245-RD 0.314138168 chloride channel, putative

AAEL010245-RE 0.314138168 chloride channel, putative

AAEL010245-RF 0.314138168 chloride channel, putative

AAEL010246-RA -0.34954368 conserved hypothetical protein

AAEL010248-RA 0.1552054 fibrillarin

AAEL010249-RA -0.68444478 conserved hypothetical protein

AAEL010251-RA 0.138390297 translation initiation factor eif-2b alpha subunit

AAEL010257-RA 0.351499492 conserved hypothetical protein

AAEL010264-RA 0.010351558 conserved hypothetical protein

AAEL010266-RA -0.89537494 hypothetical protein

AAEL010267-RA 0.661324751 serine protease

AAEL010270-RA 0.247949603 hypothetical protein

AAEL010274-RA 0.357355441 conserved hypothetical protein

AAEL010276-RA -0.58939783 aminomethyltransferase

AAEL010277-RA 0.126346407 Gustatory receptor 28b, putative

AAEL010280-RA 0.063412775 conserved hypothetical protein

AAEL010281-RA -0.1875356 conserved hypothetical protein

AAEL010281-RB -0.1875356 conserved hypothetical protein

AAEL010284-RA -0.71260182 aliphatic nitrilase, putative
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AAEL010287-RA 0.057480567 hypothetical protein

AAEL010291-RA -0.25589703 hypothetical protein

AAEL010293-RA 0.19609164 hypothetical protein

AAEL010295-RA 0.202599008 conserved hypothetical protein

AAEL010300-RA -0.10462275 conserved hypothetical protein

AAEL010301-RA 0.547712324 conserved hypothetical protein

AAEL010302-RA -0.10309574 conserved hypothetical protein

AAEL010303-RA 0.142867095 predicted protein

AAEL010306-RA 0.476754228 conserved hypothetical protein

AAEL010307-RA -0.701723 conserved hypothetical protein

AAEL010311-RA -0.12401097 conserved hypothetical protein

AAEL010312-RA 0.24838762 conserved hypothetical protein

AAEL010313-RA 0.047970703 conserved hypothetical protein

AAEL010314-RA 0.444569181 f-box/lrr protein, putative

AAEL010316-RA -0.64327854 conserved hypothetical protein

AAEL010317-RA -0.39654971 DEAD box ATP-dependent RNA helicase

AAEL010318-RA -0.25177827 polyadenylate-binding protein

AAEL010318-RB -0.25177827 polyadenylate-binding protein

AAEL010320-RA -0.20444988 hypothetical protein

AAEL010321-RA -0.56802428 porphobilinogen deaminase

AAEL010323-RA 0.195915549 hypothetical protein

AAEL010325-RA -0.08320371 hypothetical protein

AAEL010326-RA -0.33622942 conserved hypothetical protein

AAEL010327-RA -0.05832034 six/sine homebox transcription factors

AAEL010330-RA 0.076993818 succinate dehydrogenase

AAEL010331-RA -0.11647304 conserved hypothetical protein

AAEL010332-RA 0.119869147 conserved hypothetical protein

AAEL010333-RA -1.70599164 conserved hypothetical protein

AAEL010337-RA 0.004263037 CRAL/TRIO domain-containing protein

AAEL010337-RB 0.004263037 CRAL/TRIO domain-containing protein

AAEL010338-RA 0.149376039 conserved hypothetical protein

AAEL010339-RA -0.43960449 orf 140; similarity to ORF next to P.putida beta-keto adipate succinyl CoA transferase

AAEL010341-RA 0.026764401 TATA-binding protein, putative

AAEL010345-RA 0.34403518 conserved hypothetical protein

AAEL010349-RA 0.210335056 tRNA (guanine-N2-)-methyltransferase, putative

AAEL010351-RA -1.1309055 phosphopentothenoylcysteine decarboxylase

AAEL010353-RA 0.174446064 conserved hypothetical protein
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AAEL010355-RA 0.344756016 conserved hypothetical protein

AAEL010356-RA -1.1309055 phosphopentothenoylcysteine decarboxylase

AAEL010358-RA 0.102430058 hypothetical protein

AAEL010359-RA 0.10231602 ATP-dependent transporter

AAEL010362-RA -0.2830975 conserved hypothetical protein

AAEL010366-RA 0.548827532 glucosyl/glucuronosyl transferases

AAEL010368-RA 0.166955849 conserved hypothetical protein

AAEL010368-RB 0.166955849 conserved hypothetical protein

AAEL010368-RC 0.166955849 conserved hypothetical protein

AAEL010370-RA -0.11047477 aldehyde oxidase

AAEL010372-RA -0.24102797 aldehyde oxidase

AAEL010373-RA 0.720507126 dullard protein

AAEL010373-RB 0.720507126 dullard protein

AAEL010376-RA 0.425057428 conserved hypothetical protein

AAEL010377-RA -0.09267424 conserved hypothetical protein

AAEL010378-RA -0.56675492 conserved hypothetical protein

AAEL010382-RA -1.13535277 aldehyde oxidase

AAEL010385-RA -0.09267424 conserved hypothetical protein

AAEL010386-RA -1.7915302 glucosyl/glucuronosyl transferases

AAEL010387-RA -0.28000453 pre-mrna splicing factor

AAEL010388-RA -0.03950187 hypothetical protein

AAEL010389-RA 0.027839869 alpha-esterase

AAEL010392-RA -0.19271165 hypothetical protein

AAEL010394-RA 0.491085847 hypothetical protein

AAEL010397-RA -1.06681958 conserved hypothetical protein

AAEL010397-RB -1.06681958 conserved hypothetical protein

AAEL010397-RC -1.06681958 conserved hypothetical protein

AAEL010411-RA 0.952035242 dual specificity protein phosphatase

AAEL010412-RA -0.30064922 conserved hypothetical protein

AAEL010414-RA -0.11672293 set domain protein

AAEL010415-RA -0.36414628 Odorant receptor 9a, putative

AAEL010416-RA -0.66740734 hypothetical protein

AAEL010419-RA 0.275913916 translin associated factor x

AAEL010424-RA 0.018469357 p15-2a protein, putative

AAEL010428-RA 0.215190736 Odorant receptor 9a, putative

AAEL010429-RA 0.437600115 conserved hypothetical protein

AAEL010430-RA 0.036844929 ras-related protein, putative
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AAEL010431-RA -0.20420466 conserved hypothetical protein

AAEL010434-RA 0.301075586 conserved hypothetical protein

AAEL010436-RA -0.25061026 hypothetical protein

AAEL010437-RA 0.000642498 heparan n-sulfatase

AAEL010440-RA -0.18101368 conserved hypothetical protein

AAEL010442-RA -0.07948995 4-hydroxyphenylpyruvate dioxygenase

AAEL010445-RA 0.324020455 hypothetical protein

AAEL010450-RA 0.194185894 mitochondrial import inner membrane translocase subunit tim10

AAEL010451-RA 0.324628 rabaptin-5, putative

AAEL010453-RA 0.225348567 mago nashi, putative

AAEL010456-RA 0.589059365 conserved hypothetical protein

AAEL010461-RA 0.297722466 conserved hypothetical protein

AAEL010464-RA 0.001423916 glutamate dehydrogenase

AAEL010464-RB 0.001423916 glutamate dehydrogenase

AAEL010464-RC 0.001423916 glutamate dehydrogenase

AAEL010465-RA 0.328496009 gpi-anchor transamidase

AAEL010470-RA 0.383534843 calcineurin b subunit

AAEL010473-RA 0.078471139 nad dependent epimerase/dehydratase

AAEL010474-RA -0.97035552 conserved hypothetical protein

AAEL010475-RA 0.521054623 hypothetical protein

AAEL010476-RA -0.56189797 sil1

AAEL010477-RA -0.69436134 conserved hypothetical protein

AAEL010478-RA 0.310537998 sugar transporter

AAEL010480-RA 0.236141585 serine-pyruvate aminotransferase

AAEL010481-RA -0.07022631 sugar transporter

AAEL010484-RA -0.18795439 vacuolar protein sorting-associated protein (vps13)

AAEL010485-RA -0.31255607 sugar transporter

AAEL010486-RA -0.05399003 viral IAP-associated factor, putative

AAEL010487-RA -0.02293621 conserved hypothetical protein

AAEL010496-RA 1.135056204 conserved hypothetical protein

AAEL010500-RA -0.09074053 glutathione-s-transferase theta, gst

AAEL010501-RA -0.41560733 zinc finger protein

AAEL010503-RA 0.539243126 hypothetical protein

AAEL010505-RA 0.132751571 ribulose-5-phosphate-3-epimerase

AAEL010506-RB 0.226137235 GTP-binding  protein alpha subunit, gna

AAEL010510-RA 0.194770479 conserved hypothetical protein

AAEL010511-RA -0.34221021 conserved hypothetical protein
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AAEL010512-RA -0.0227693 tetratricopeptide repeat protein, tpr

AAEL010514-RA 0.150617769 aminoacyl-tRNA synthetase auxiliary protein, 43kD, putative

AAEL010519-RA 0.017537108 succinate dehydrogenase, putative

AAEL010522-RA 0.197442835 conserved hypothetical protein

AAEL010525-RA 0.008616379 hypothetical protein

AAEL010532-RA -0.97569101 alpha-amylase

AAEL010533-RA -0.00759255 conserved hypothetical protein

AAEL010533-RB -0.00759255 conserved hypothetical protein

AAEL010535-RA -0.26014362 conserved hypothetical protein

AAEL010537-RA -0.66104263 alpha-amylase

AAEL010538-RA 0.413873094 conserved hypothetical protein

AAEL010542-RA -0.02553806 hypothetical protein

AAEL010544-RA 0.189128873 conserved hypothetical protein

AAEL010545-RA 0.247170446 conserved hypothetical protein

AAEL010547-RA 0.558264056 hypothetical protein

AAEL010549-RA -0.34304554 ezrin-binding protein pace-1

AAEL010552-RA -0.57016768 conserved hypothetical protein

AAEL010557-RA 0.416593141 hypothetical protein

AAEL010558-RA 0.051291354 conserved hypothetical protein

AAEL010559-RA 0.166453091 vacuolar protein sorting vps16

AAEL010563-RA 0.02953064 tyrosyl-tRNA synthetase

AAEL010568-RA 0.416838072 chromosome-associated kinesin KIF4A (chromokinesin)

AAEL010569-RA -0.03693072 chondroitin synthase

AAEL010572-RA -0.64853021 late endosomal/lysosomal MP1 interacting protein, putative

AAEL010574-RA 0.182873803 conserved hypothetical protein

AAEL010575-RA 0.087035533 dimethyladenosine transferase

AAEL010576-RC 0.535637301 modifier of mdg4

AAEL010576-RD 0.631723676 modifier of mdg4

AAEL010576-RE 0.405689083 modifier of mdg4

AAEL010576-RF 0.535637301 modifier of mdg4

AAEL010576-RG -0.10663796 modifier of mdg4

AAEL010576-RH 0.535637301 modifier of mdg4

AAEL010576-RL -0.31891407 modifier of mdg4

AAEL010576-RM 0.535637301 modifier of mdg4

AAEL010576-RO 0.499957052 modifier of mdg4

AAEL010576-RP 0.535637301 modifier of mdg4

AAEL010576-RQ 0.535637301 modifier of mdg4
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AAEL010576-RS 0.535637301 modifier of mdg4

AAEL010576-RT 0.432548977 modifier of mdg4

AAEL010579-RA 0.66433998 hypothetical protein

AAEL010581-RA -0.08322559 zinc finger protein, putative

AAEL010582-RA -1.70664896 glutathione-s-transferase theta, gst

AAEL010583-RA -0.07220473 ubiquitin conjugating enzyme 7 interacting protein

AAEL010587-RA -0.96497468 conserved hypothetical protein

AAEL010590-RA -0.5869508 aldose-1-epimerase

AAEL010591-RA -0.46756089 glutathione-s-transferase theta, gst

AAEL010592-RA 0.088079659 esterase, putative

AAEL010594-RA -0.27091736 conserved hypothetical protein

AAEL010596-RA 0.139579048 n-acetylgalactosaminyltransferase

AAEL010599-RA -0.29397473 neutral alpha-glucosidase ab precursor (alpha glucosidase 2)

AAEL010602-RA 0.32507969 starch branching enzyme ii

AAEL010606-RA 0.457301661 down syndrome cell adhesion molecule

AAEL010607-RA -0.20131822 conserved hypothetical protein

AAEL010609-RA -0.25328693 conserved hypothetical protein

AAEL010611-RA 0.215825892 conserved hypothetical protein

AAEL010611-RB 0.215825892 conserved hypothetical protein

AAEL010615-RA -1.24506588 conserved hypothetical protein

AAEL010618-RA 0.438779794 hypothetical protein

AAEL010620-RA -0.30425236 conserved hypothetical protein

AAEL010621-RA -0.01747389 conserved hypothetical protein

AAEL010623-RA 0.146741667 conserved hypothetical protein

AAEL010629-RA -0.07952502 hypothetical protein

AAEL010630-RA 0.02826298 xanthine dehydrogenase

AAEL010633-RA 0.073795597 hypothetical protein

AAEL010634-RA 0.307248064 hypothetical protein

AAEL010635-RA 0.292033259 zinc finger protein

AAEL010636-RA 0.367800566 hypothetical protein

AAEL010637-RA -0.15210742 zinc finger protein, putative

AAEL010638-RA 0.752053448 histone H1, putative

AAEL010641-RA 0.169698367 ubiquitin-activating enzyme E1

AAEL010643-RA 0.515100399 hypothetical protein

AAEL010644-RA -0.16560688 ribonucleoside-diphosphate reductase large chain

AAEL010645-RA -0.17648421 sidestep protein

AAEL010650-RA 0.317915601 sodium/solute symporter
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AAEL010652-RA -0.14263059 hypothetical protein

AAEL010657-RA -0.07129622 conserved hypothetical protein

AAEL010659-RA 0.402572085 lethal(2)essential for life protein, l2efl

AAEL010659-RB 0.402572085 lethal(2)essential for life protein, l2efl

AAEL010660-RA -0.71036104 alpha-B-crystallin, putative

AAEL010661-RA 0.385658246 phospholipid scramblase 1, putative

AAEL010666-RA 0.252418502 Odorant-binding protein 58c, putative

AAEL010667-RA -0.02232479 lethal(2)essential for life protein, l2efl

AAEL010671-RA -0.30088605 oxidoreductase

AAEL010675-RA 0.637789759 hypothetical protein

AAEL010677-RA -0.55124457 oxidoreductase

AAEL010680-RA -0.0393098 conserved hypothetical protein

AAEL010681-RA 0.061877635 sodium/chloride dependent neurotransmitter transporter

AAEL010684-RA -0.88237754 conserved hypothetical protein

AAEL010691-RA -0.1394554 ribonucleoside-diphosphate reductase small chain

AAEL010693-RA -0.21081334 conserved hypothetical protein

AAEL010694-RA -0.13224489 5-formyltetrahydrofolate cyclo-ligase

AAEL010696-RA 0.516955504 conserved hypothetical protein

AAEL010697-RA -0.04252305 3-ketoacyl-coa thiolase, mitochondrial (acetyl-coa acyltransferase) 

AAEL010697-RB -0.04252305 3-ketoacyl-coa thiolase, mitochondrial (acetyl-coa acyltransferase)

AAEL010704-RA -0.48798272 clathrin coat assembly protein ap-1

AAEL010709-RA 0.536102019 hypothetical protein

AAEL010716-RA 0.052588284 preprotein translocase secy subunit (sec61)

AAEL010722-RA -0.10606189 hypothetical protein

AAEL010724-RA 0.786623601 conserved hypothetical protein

AAEL010727-RA 0.16831312 glutaminyl-peptide cyclotransferase

AAEL010728-RA 0.278071197 sphingosine-1-phosphate phosphohydrolase

AAEL010734-RA -1.18652369 aromatic amino acid decarboxylase

AAEL010735-RA -1.18652369 aromatic amino acid decarboxylase

AAEL010737-RA 0.365901217 aromatic amino acid decarboxylase

AAEL010738-RA 1.355502396 sodium bicarbonate cotransporter

AAEL010739-RA -0.10985245 WNT4 precursor, putative

AAEL010740-RA -0.22208155 wingless

AAEL010742-RA 0.028219666 translation elongation factor g

AAEL010743-RA 0.211977781 cysteine desulfurylase

AAEL010746-RA 0.095031668 hypothetical protein

AAEL010748-RA 0.475986226 hypothetical protein
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AAEL010751-RA -0.07279663 methylenetetrahydrofolate dehydrogenase

AAEL010755-RA 0.02174051 hypothetical protein

AAEL010755-RB 0.02174051 hypothetical protein

AAEL010756-RA -0.76998287 40S ribosomal protein S19

AAEL010756-RB -0.76998287 40S ribosomal protein S19

AAEL010760-RA -0.27996813 conserved hypothetical protein

AAEL010761-RA -0.66882645 GRIP and coiled-coil domain-containing protein 1 , putative

AAEL010764-RA -0.0793162 aldehyde dehydrogenase

AAEL010765-RA 0.87003319 conserved hypothetical protein

AAEL010766-RA -0.27834067 inositol triphosphate 3-kinase c

AAEL010767-RA 0.132255578 conserved hypothetical protein

AAEL010768-RA -0.03661938 conserved hypothetical protein

AAEL010769-RA 0.170383402 serine protease inhibitor, serpin

AAEL010770-RA 0.041111035 hypothetical protein

AAEL010774-RA 0.283448515 glutamate receptor, putative

AAEL010776-RA 0.389815383 carboxypeptidase

AAEL010777-RA 0.063613882 thioredoxin (TRX), putative

AAEL010778-RA 0.56582732 conserved hypothetical protein

AAEL010778-RB 0.56582732 conserved hypothetical protein

AAEL010780-RA -0.16649451 carboxypeptidase

AAEL010782-RA -0.01193836 carboxypeptidase

AAEL010784-RA 0.211604225 conserved hypothetical protein

AAEL010785-RA 0.269510821 hypothetical protein

AAEL010787-RB 0.144299576 DEAD box ATP-dependent RNA helicase

AAEL010787-RC 0.144299576 DEAD box ATP-dependent RNA helicase

AAEL010789-RA -0.10211121 conserved hypothetical protein

AAEL010791-RA 0.446335953 Autophagy-specific protein, putative

AAEL010793-RA -0.46895408 f-box/leucine rich repeat protein

AAEL010795-RA 0.228031747 conserved hypothetical protein

AAEL010797-RA 0.147784464 Srb7p: RNA polymerase II holoenzyme component, putative

AAEL010798-RA -0.17167947 ubiquitin-conjugating enzyme E2 g

AAEL010799-RA 0.188055327 conserved hypothetical protein

AAEL010799-RB 0.188055327 conserved hypothetical protein

AAEL010802-RA -0.23291047 conserved hypothetical protein

AAEL010802-RB -0.23291047 conserved hypothetical protein

AAEL010803-RA 0.094918178 ncd

AAEL010805-RA 0.538430703 deformed wings, putative

Page 144



AAEL010806-RA -0.68417669 conserved hypothetical protein

AAEL010807-RA -0.54529966 hypothetical protein

AAEL010808-RA 0.1388717 conserved hypothetical protein

AAEL010811-RA 0.123289908 hypothetical protein

AAEL010812-RA 0.033804828 zinc finger protein

AAEL010814-RA 0.249212042 isocitrate dehydrogenase

AAEL010814-RB 0.379277273 isocitrate dehydrogenase

AAEL010814-RC 0.379277273 isocitrate dehydrogenase

AAEL010814-RD 0.379277273 isocitrate dehydrogenase

AAEL010816-RA 0.115252567 prolyl-tRNA synthetase

AAEL010817-RA -0.09791346 conserved hypothetical protein

AAEL010818-RA -0.41457777 hypothetical protein

AAEL010821-RA 0.10647559 60S acidic ribosomal protein P0

AAEL010823-RA 0.043892801 ATP synthase delta chain

AAEL010826-RA -0.41045878 histone-lysine n-methyltransferase

AAEL010827-RA -0.18165779 programmed cell death protein 11 (pre-rrna processing protein rrp5)

AAEL010830-RA 0.011424426 conserved hypothetical protein

AAEL010831-RA 0.208047724 conserved hypothetical protein

AAEL010832-RA 0.168283477 Pop5 protein, putative

AAEL010834-RA -0.92202013 arf gtpase-activating protein

AAEL010837-RA -0.52576952 conserved hypothetical protein

AAEL010840-RA 0.044872732 hypothetical protein

AAEL010843-RA -0.11389947 conserved hypothetical protein

AAEL010845-RA 0.305572011 conserved hypothetical protein

AAEL010846-RA 0.531534254 hypothetical protein

AAEL010849-RA 0.130777052 hypothetical protein

AAEL010850-RA -0.24863352 troponin i

AAEL010850-RB -0.03799079 troponin i

AAEL010850-RD 0.237627851 troponin i

AAEL010850-RE -0.03799079 troponin i

AAEL010850-RF -0.70519081 troponin i

AAEL010850-RG -0.29706648 troponin i

AAEL010850-RH -0.70519081 troponin i

AAEL010850-RI 0.237627851 troponin i

AAEL010862-RA 0.583969962 conserved hypothetical protein

AAEL010865-RA -0.37076197 conserved hypothetical protein

AAEL010866-RA 0.265680648 serine protease
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AAEL010867-RA -0.13471843 serine protease

AAEL010869-RA 0.361301428 hypothetical protein

AAEL010878-RA -0.7071457 conserved hypothetical protein

AAEL010879-RA 0.116269356 conserved hypothetical protein

AAEL010884-RA 0.028000568 adp,atp carrier protein

AAEL010885-RA 0.396849556 conserved hypothetical protein

AAEL010893-RA -0.63714704 carbonic anhydrase

AAEL010893-RB -0.63714704 carbonic anhydrase

AAEL010895-RA 0.152246153 conserved hypothetical protein

AAEL010895-RB 0.152246153 conserved hypothetical protein

AAEL010898-RA 0.150971081 conserved hypothetical protein

AAEL010900-RA 0.737528838 importin alpha

AAEL010902-RA 0.020998078 cation efflux protein/ zinc transporter

AAEL010903-RA 0.109242739 conserved hypothetical protein

AAEL010912-RA 0.0458388 dipeptidyl-peptidase

AAEL010919-RA 0.066619829 prophenoloxidase

AAEL010921-RA -0.32581108 organic anion transporter

AAEL010931-RA -0.80946232 conserved hypothetical protein

AAEL010931-RB -0.80946232 conserved hypothetical protein

AAEL010931-RC -0.80946232 conserved hypothetical protein

AAEL010932-RA 0.607478966 rnase h (70)

AAEL010934-RA 0.386527729 hypothetical protein

AAEL010935-RA 0.116784325 gamma glutamyl transpeptidases

AAEL010938-RA -0.10764587 l-asparaginase

AAEL010943-RA -0.18102275 conserved hypothetical protein

AAEL010949-RA 0.370184068 conserved hypothetical protein

AAEL010951-RA -0.09692751 glutamate decarboxylase

AAEL010955-RA -0.42970288 conserved hypothetical protein

AAEL010957-RA -0.14602239 serine collagenase 1 precursor, putative

AAEL010963-RA -0.36612159 brain chitinase and chia

AAEL010964-RA 0.090203484 conserved hypothetical protein

AAEL010966-RA 0.262247242 ubiquitin carboxyl-terminal hydrolase isozyme L5

AAEL010966-RB 0.262247242 ubiquitin carboxyl-terminal hydrolase isozyme L5

AAEL010966-RC 0.262247242 ubiquitin carboxyl-terminal hydrolase isozyme L5

AAEL010967-RA 0.058841517 tetraspanin, putative

AAEL010968-RA -0.73981142 queuine tRNA-ribosyltransferase

AAEL010969-RA -0.6094121 conserved hypothetical protein
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AAEL010973-RA 0.600388934 conserved hypothetical protein

AAEL010975-RA 0.228578288 paramyosin, long form

AAEL010983-RA -0.33975345 hypothetical protein

AAEL010987-RA 0.648546208 p15-2a protein, putative

AAEL010992-RA 0.046196347 conserved hypothetical protein

AAEL010993-RA 0.039985773 queuine tRNA-ribosyltransferase

AAEL011000-RA 0.492566789 pickpocket

AAEL011007-RA -0.2134748 fibrinogen and fibronectin

AAEL011008-RA -0.64300953 lipase

AAEL011009-RA 0.829538229 fibrinogen and fibronectin

AAEL011010-RA -0.73475603 conserved hypothetical protein

AAEL011015-RA -0.08182686 hypothetical protein

AAEL011018-RA 0.393609405 hypothetical protein

AAEL011020-RA 0.491896472 conserved hypothetical protein

AAEL011022-RA 0.002189819 cysteine-rich protein, putative

AAEL011025-RA -0.15984378 vacuolar ATP synthase subunit ac39

AAEL011032-RA -0.42855014 conserved hypothetical protein

AAEL011034-RA -0.19431181 conserved hypothetical protein

AAEL011035-RA 0.239830698 conserved hypothetical protein

AAEL011036-RA 0.150333544 conserved hypothetical protein

AAEL011037-RA 0.690578416 conserved hypothetical protein

AAEL011041-RA -0.21605028 conserved hypothetical protein

AAEL011042-RA -1.32273887 conserved hypothetical protein

AAEL011043-RA -0.23157642 conserved hypothetical protein

AAEL011044-RA -0.57396051 conserved hypothetical protein

AAEL011048-RA -0.3067845 conserved hypothetical protein

AAEL011049-RA 0.007742681 condensin, XCAP-G'-subunit, putative

AAEL011050-RA -0.70601233 conserved hypothetical protein

AAEL011054-RA -0.08641767 hypothetical protein

AAEL011056-RA 0.774304767 transcription factor HES-1 (Hairy and enhancer of split 1), putative

AAEL011057-RA -0.04788352 DNA-repair protein complementing XP-A cells, putative

AAEL011063-RA -0.00654341 tumor endothelial marker 7 precursor

AAEL011066-RA 0.09447054 hypothetical protein

AAEL011069-RA 0.198715327 conserved hypothetical protein

AAEL011069-RB 0.198715327 conserved hypothetical protein

AAEL011070-RA -0.26372361 conserved hypothetical protein

AAEL011073-RA 0.119618513 gustatory receptor
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AAEL011078-RA 0.956169566 conserved hypothetical protein

AAEL011081-RA -0.06381562 conserved hypothetical protein

AAEL011081-RB -0.06381562 conserved hypothetical protein

AAEL011082-RA -0.49538136 conserved hypothetical protein

AAEL011082-RB -0.49538136 conserved hypothetical protein

AAEL011085-RA -0.09809309 conserved hypothetical protein

AAEL011087-RA -0.7299173 DNA-directed RNA polymerase II

AAEL011088-RA -0.191753 conserved hypothetical protein

AAEL011089-RA -0.06402607 ribonucleoprotein

AAEL011089-RB -0.38471194 ribonucleoprotein

AAEL011089-RC -0.06402607 ribonucleoprotein

AAEL011090-RA -0.1118802 complement component

AAEL011091-RA 0.199138678 retinal degeneration b beta

AAEL011095-RA -0.09636923 n-acetylgalactosaminyltransferase

AAEL011096-RA 0.077471351 viral IAP-associated factor, putative

AAEL011097-RA 0.345574853 conserved hypothetical protein

AAEL011099-RA -0.11809965 molybdopterin-binding

AAEL011100-RA 0.353410337 hypothetical protein

AAEL011101-RA 0.762357867 conserved hypothetical protein

AAEL011102-RA 0.105491314 lysosomal-associated transmembrane protein

AAEL011103-RA -0.32399937 centromere/kinetochore protein zw10

AAEL011104-RA 0.316885973 conserved hypothetical protein

AAEL011105-RA 0.282635632 adducin

AAEL011105-RB 0.282635632 adducin

AAEL011106-RA -0.06099589 hypothetical protein

AAEL011109-RA -0.21106306 conserved hypothetical protein

AAEL011110-RA -0.12048864 conserved hypothetical protein

AAEL011113-RA -0.11001417 conserved hypothetical protein

AAEL011114-RA -0.21368031 serine/threonine-protein kinase rio2 (rio kinase 2)

AAEL011116-RA 0.168126757 14-3-3 protein sigma, gamma, zeta, beta/alpha

AAEL011116-RB 0.168126757 14-3-3 protein sigma, gamma, zeta, beta/alpha

AAEL011116-RC 0.168126757 14-3-3 protein sigma, gamma, zeta, beta/alpha

AAEL011118-RA 0.032357713 dual specificity protein kinase

AAEL011121-RA -0.96193021 endoplasmic reticulum-resident kdel protein

AAEL011126-RA 0.051312474 alcohol dehydrogenase

AAEL011129-RA 0.020167947 alcohol dehydrogenase

AAEL011130-RA -0.30291012 alcohol dehydrogenase
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AAEL011136-RA -0.8915923 arsenical pump-driving atpase

AAEL011137-RA 0.027912969 succinyl-coa:3-ketoacid-coenzyme a transferase

AAEL011138-RA -0.00970491 hypothetical protein

AAEL011139-RA 0.662416682 conserved hypothetical protein

AAEL011143-RA -0.04145888 hypothetical protein

AAEL011145-RA 0.327462009 ribosomal protein S6 kinase, 90kD, polypeptide

AAEL011147-RA 0.177197298 conserved hypothetical protein

AAEL011150-RA 0.503143603 RNA-binding protein precursor, putative

AAEL011152-RA 0.430427793 predicted protein

AAEL011153-RA -0.08432042 hypothetical protein

AAEL011155-RA -1.14408282 conserved hypothetical protein

AAEL011156-RA 0.057854513 conserved hypothetical protein

AAEL011157-RA -0.07552083 NADH dehydrogenase, putative

AAEL011158-RA -0.04841676 disulfide oxidoreductase

AAEL011158-RB -0.04841676 disulfide oxidoreductase

AAEL011159-RA 0.208684616 cartilage associated protein

AAEL011160-RA -0.78954742 predicted protein

AAEL011161-RA -0.06406834 conserved hypothetical protein

AAEL011161-RB 0.35149297 conserved hypothetical protein

AAEL011162-RA -1.0603012 Anaphase Promoting Complex, putative

AAEL011163-RA 0.293391032 conserved hypothetical protein

AAEL011167-RA 0.471072226 cathepsin l

AAEL011169-RA -0.61196549 hexamerin 2 beta

AAEL011171-RA 0.052101358 low-Mr GTP-binding protein Rab31, putative

AAEL011172-RA 0.363991066 conserved hypothetical protein

AAEL011173-RA 0.742767991 conserved hypothetical protein

AAEL011175-RA -0.54633683 alkaline phosphatase

AAEL011177-RA -0.12487003 conserved hypothetical protein

AAEL011180-RA 0.041710029 conserved hypothetical protein

AAEL011184-RA 0.137531021 mitochondrial phosphate carrier protein

AAEL011189-RA -0.03519375 conserved hypothetical protein

AAEL011192-RA -0.4915628 vacuolar sorting protein vps29

AAEL011193-RA 0.528150519 steroid dehydrogenase

AAEL011195-RA 0.140121725 mitochondrial phosphate carrier protein

AAEL011197-RA 0.008043695 actin

AAEL011197-RB 0.008043695 actin

AAEL011199-RA -0.92584595 conserved hypothetical protein
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AAEL011200-RA -0.42308381 conserved hypothetical protein

AAEL011201-RA 0.136695482 hypothetical protein

AAEL011202-RA -0.34152241 bhlhzip transcription factor bigmax

AAEL011202-RB -0.34152241 bhlhzip transcription factor bigmax

AAEL011203-RA 0.7748346 conserved hypothetical protein

AAEL011206-RA -0.13368925 aminoacylase, putative

AAEL011206-RB -0.45493796 aminoacylase, putative

AAEL011207-RA 1.567163086 hypothetical protein

AAEL011209-RA 0.098192903 bat5  hla-b-associated transcript

AAEL011210-RA -0.55336968 conserved hypothetical protein

AAEL011212-RA 0.176937307 nuclear transcription factor, x-box binding 1 (nfx1)

AAEL011213-RA 0.299436374 conserved hypothetical protein

AAEL011215-RA -0.0911157 f-box and wd40 domain protein 7 (fbw7)

AAEL011217-RA 0.260770542 conserved hypothetical protein

AAEL011219-RA 0.173907961 conserved hypothetical protein

AAEL011222-RA -0.15887777 cd36 antigen

AAEL011225-RA 0.399873624 conserved hypothetical protein

AAEL011230-RA -0.81776776 chymotrypsin, putative

AAEL011237-RA -0.00245298 conserved hypothetical protein

AAEL011239-RA -0.61062745 short-chain dehydrogenase

AAEL011240-RA -0.1460182 hypothetical protein

AAEL011240-RB -0.1460182 hypothetical protein

AAEL011240-RC 0.209813575 hypothetical protein

AAEL011244-RA -0.53770939 surfeit locus protein

AAEL011245-RA -0.14541274 deoxyhypusine synthase

AAEL011249-RA -0.38139262 4-hydroxybenzoate octaprenyltransferase

AAEL011250-RA 0.773049353 conserved hypothetical protein

AAEL011252-RA 0.362100751 conserved hypothetical protein

AAEL011255-RA 0.051872343 GTP-binding protein-invertebrate

AAEL011256-RA 0.757755027 cation efflux protein/ zinc transporter

AAEL011259-RA -1.08721119 phosphatidylethanolamine-binding protein

AAEL011262-RA 0.097009205 hypothetical protein

AAEL011263-RA 0.513783522 phosphatidylethanolamine-binding protein

AAEL011264-RA 0.098878 phosphatidylethanolamine-binding protein

AAEL011271-RA -0.35911896 programmed cell death 6-interacting protein

AAEL011272-RA 0.274780374 nmda receptor glutamate-binding chain

AAEL011273-RA 0.023191069 uridine cytidine kinase i
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AAEL011274-RA 0.115346502 1-phosphatidylinositol-4-phosphate 5-kinase, putative

AAEL011276-RA 0.25286963 mitochondrial glutamate carrier protein

AAEL011277-RA -0.70178896 apoptosis stimulating of P53

AAEL011278-RA -0.44119539 apolipoprotein D, putative

AAEL011278-RB -0.44119539 apolipoprotein D, putative

AAEL011278-RC -0.44119539 apolipoprotein D, putative

AAEL011279-RA 0.209367448 requim, req/dpf2

AAEL011281-RA 0.225624844 cytochrome B561

AAEL011282-RA -0.42825943 ribosomal RNA small subunit methyltransferase b (sun)

AAEL011283-RA -0.78485704 cancer-associatedprotein protein

AAEL011285-RA 0.42472202 conserved hypothetical protein

AAEL011285-RB 0.42472202 conserved hypothetical protein

AAEL011288-RA 0.378964823 elongation factor 1 gamma

AAEL011289-RA 0.178449592 conserved hypothetical protein

AAEL011291-RA -0.28610774 protease m1 zinc metalloprotease

AAEL011293-RA -0.05892062 vitamin-K-epoxide reductase (warfarin-sensitive), putative

AAEL011295-RA -0.24110011 conserved hypothetical protein

AAEL011296-RA 0.230798866 conserved hypothetical protein

AAEL011300-RA 0.348563033 conserved hypothetical protein

AAEL011301-RA 0.180808592 conserved hypothetical protein

AAEL011301-RB 0.180808592 conserved hypothetical protein

AAEL011302-RA 0.322196413 annexin

AAEL011302-RB 0.322196413 annexin

AAEL011302-RC 0.322196413 annexin

AAEL011302-RD 0.322196413 annexin

AAEL011302-RE 0.322196413 annexin

AAEL011306-RA 0.078160469 conserved hypothetical protein

AAEL011309-RA 0.263041157 orotidine-5'-phosphate decarboxylase, putative

AAEL011313-RA -0.6391306 epoxide hydrolase

AAEL011314-RA 0.224901829 epoxide hydrolase

AAEL011315-RA -0.18296217 conserved hypothetical protein

AAEL011316-RA -0.22014291 zinc finger protein

AAEL011317-RA 0.220353149 actin

AAEL011321-RA 0.324516374 conserved hypothetical protein

AAEL011323-RA 0.097401602 hepatocyte nuclear factor 4-alpha (hnf-4-alpha)

AAEL011323-RB 0.097401602 hepatocyte nuclear factor 4-alpha (hnf-4-alpha)

AAEL011325-RA -1.47897208 gonadotropin-releasing hormone receptor
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AAEL011330-RA 0.335519759 conserved hypothetical protein

AAEL011331-RA -0.57027779 conserved hypothetical protein

AAEL011334-RA 0.431862729 conserved hypothetical protein

AAEL011335-RA -0.29711671 conserved hypothetical protein

AAEL011337-RA -0.42943672 hypothetical protein

AAEL011339-RA -0.49421014 conserved hypothetical protein

AAEL011341-RA -0.30646289 apyrase, putative

AAEL011342-RA 0.138981459 conserved hypothetical protein

AAEL011345-RA 0.393350177 conserved hypothetical protein

AAEL011347-RA 0.336227771 conserved hypothetical protein

AAEL011349-RA -0.23440826 serine protease

AAEL011350-RA 0.586763396 hypothetical protein

AAEL011352-RA 0.34401357 conserved hypothetical protein

AAEL011355-RA -0.0912181 carnitine o-acetyltransferase

AAEL011356-RA 0.251170222 alcohol dehydrogenase

AAEL011356-RB 0.251170222 alcohol dehydrogenase

AAEL011357-RA -0.52254846 maintenance of killer 16 (mak16) protein

AAEL011358-RA 0.27160346 origin recognition complex subunit

AAEL011362-RA 0.332839624 hypothetical protein

AAEL011367-RA -0.06898522 conserved hypothetical protein

AAEL011370-RA 0.418726933 zinc finger protein

AAEL011379-RA -0.7502339 coenzyme q10 biosynthesis protein

AAEL011379-RB -0.7502339 coenzyme q10 biosynthesis protein

AAEL011379-RC -0.7502339 coenzyme q10 biosynthesis protein

AAEL011381-RA 0.413561905 NADH-ubiquinone oxidoreductase fe-s protein 2 (ndufs2)

AAEL011382-RA 0.021200361 116 kda U5 small nuclear ribonucleoprotein component

AAEL011384-RA -0.00396423 hypothetical protein

AAEL011387-RA -0.26349917 leucine-rich repeat

AAEL011388-RA 0.123478692 conserved hypothetical protein

AAEL011390-RA -0.41987894 mitochondrial ribosomal protein, L9, putative

AAEL011391-RA -0.39295573 mitochondrial ribosomal protein, S9, putative

AAEL011391-RB -0.44223201 mitochondrial ribosomal protein, S9, putative

AAEL011395-RA -0.1219567 glutaminyl-trna synthetase

AAEL011398-RA 0.09867674 hypothetical protein

AAEL011399-RA 0.250155024 conserved hypothetical protein

AAEL011400-RA -0.31229285 conserved hypothetical protein

AAEL011402-RA 0.6351307 hypothetical protein
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AAEL011403-RA 0.759439139 hypothetical protein

AAEL011404-RA -0.73321853 galactose-specific C-type lectin, putative

AAEL011407-RA -0.45358516 type II transmembrane receptor OtB7, putative

AAEL011412-RA 0.549838683 conserved hypothetical protein

AAEL011415-RA -0.19067443 lysine-specific histone demethylase

AAEL011420-RA 0.825487553 conserved hypothetical protein

AAEL011421-RA -0.52194591 multiple inositol polyphosphate phosphatase

AAEL011429-RA -1.13311735 clathrin coat adaptor ap3 medium chain

AAEL011435-RA -0.33802606 radical sam proteins

AAEL011437-RA -1.19676093 hypothetical protein

AAEL011440-RA -0.38852632 conserved hypothetical protein

AAEL011441-RA 0.217357794 calcium/calmodulin-dependent protein kinase type 1 (camki)

AAEL011442-RA -0.30314975 translation initiation factor eif-2b gamma subunit

AAEL011444-RA 0.21468915 Pupal cuticle protein, putative

AAEL011446-RA 1.144133128 galactose-specific C-type lectin, putative

AAEL011447-RA -0.29913474 60S ribosomal protein L14

AAEL011451-RA -0.08938549 conserved hypothetical protein

AAEL011455-RA -0.23291617 galactose-specific C-type lectin, putative

AAEL011456-RA -0.05590757 conserved hypothetical protein

AAEL011462-RA 0.065290555 conserved hypothetical protein

AAEL011465-RA 0.409118397 conserved hypothetical protein

AAEL011468-RA -0.94374753 protein kinase C inhibitor, putative

AAEL011470-RA 0.002699606 cis,cis-muconate transport protein MucK, putative

AAEL011472-RA 0.542119938 hypothetical protein

AAEL011475-RA 0.375919518 corazonin receptor

AAEL011476-RA -0.27842069 conserved hypothetical protein

AAEL011477-RA 0.954020718 conserved hypothetical protein

AAEL011478-RA -0.4162031 cytoplasmic dynein light chain

AAEL011478-RB -0.4162031 cytoplasmic dynein light chain

AAEL011480-RA 0.33363808 tpr repeat nuclear phosphoprotein

AAEL011498-RA -0.14740014 superoxide dismutase

AAEL011501-RA 0.463809217 hypothetical protein

AAEL011505-RA 1.150096718 integral membrane pore glycoprotein gp210, putative

AAEL011507-RA 0.237118274 zinc finger protein

AAEL011509-RA -0.03264737 hypothetical protein

AAEL011514-RA -0.3546703 cytochrome c oxidase, subunit VIIC, putative

AAEL011516-RA -0.22579486 conserved hypothetical protein
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AAEL011518-RA 0.528857385 aspartyl-tRNA synthetase

AAEL011520-RA -0.92278268 sucrose transport protein

AAEL011521-RA 0.226727582 hypothetical protein

AAEL011523-RA 0.151934983 hypothetical protein

AAEL011526-RA 0.550608599 conserved hypothetical protein

AAEL011527-RA -0.52533387 eukaryotic translation initiation factor

AAEL011529-RA 0.239287853 late endosomal/lysosomal MP1 interacting protein, putative

AAEL011534-RA -0.49264001 ATP-dependent RNA helicase

AAEL011536-RA 0.110350047 phosphoglucomutase

AAEL011538-RA -0.28233191 conserved hypothetical protein

AAEL011543-RA -1.06985946 metalloproteinase, putative

AAEL011543-RB -1.06985946 metalloproteinase, putative

AAEL011544-RA 0.225348567 mago nashi, putative

AAEL011551-RA -0.7036496 conserved hypothetical protein

AAEL011552-RA 1.044382 hypothetical protein

AAEL011553-RA -0.53764162 trypsin

AAEL011556-RA 0.044478697 conserved hypothetical protein

AAEL011557-RA 0.258549006 metalloproteinase, putative

AAEL011558-RA 0.037864796 metalloproteinase, putative

AAEL011561-RA 0.155829837 conserved hypothetical protein

AAEL011568-RA -0.24229264 conserved hypothetical protein

AAEL011570-RA 0.279548158 acidic fibroblast growth factor intracellular binding protein

AAEL011573-RA 0.118373039 conserved hypothetical protein

AAEL011578-RA 0.236873788 serine/threonine protein kinase

AAEL011580-RA -0.42977313 conserved hypothetical protein

AAEL011582-RA 0.118024763 hypothetical protein

AAEL011584-RA 0.31775672 chaperonin-60kD, ch60

AAEL011587-RB -0.45489263 ribosomal protein L27, putative

AAEL011589-RA 0.206668994 hypothetical protein

AAEL011594-RA 0.263836118 serine/threonine protein kinase

AAEL011596-RA -0.06366649 mitotic checkpoint serine/threonine-protein kinase bub1 and bubr1

AAEL011597-RA 0.558724918 conserved hypothetical protein

AAEL011597-RB 0.558724918 conserved hypothetical protein

AAEL011597-RC 0.558724918 conserved hypothetical protein

AAEL011599-RA -0.09976505 ADP-ribosylation factor, putative

AAEL011602-RA -0.97926007 conserved hypothetical protein

AAEL011606-RA 0.556035087 conserved hypothetical protein
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AAEL011606-RB 0.556035087 conserved hypothetical protein

AAEL011607-RA -0.81648425 galactose-specific C-type lectin, putative

AAEL011608-RA 0.636441222 peptidoglycan recognition protein-1, putative

AAEL011608-RB 0.418393782 peptidoglycan recognition protein-1, putative

AAEL011610-RA 0.194826671 galactose-specific C-type lectin, putative

AAEL011615-RA 0.241926658 rab gdp/gtp exchange factor

AAEL011616-RA -0.42794223 serine protease, putative

AAEL011619-RA -0.61581916 galactose-specific C-type lectin, putative

AAEL011621-RA -1.00941674 conserved hypothetical protein

AAEL011622-RA 0.345202507 serine protease, putative

AAEL011623-RA -0.27118764 conserved hypothetical protein

AAEL011626-RA 0.673413079 DNA cross-link repair protein pso2/snm1

AAEL011627-RA -0.72229976 ribose-5-phosphate isomerase

AAEL011629-RA -0.15049866 tyrosyl-dna phosphodiesterase

AAEL011635-RA 0.446636213 conserved hypothetical protein

AAEL011636-RA -0.1909982 hypothetical protein

AAEL011637-RA -0.38281393 fms interacting protein

AAEL011639-RA -0.23072153 WAP four-disulfide core domain protein 2 precursor, putative

AAEL011640-RA 0.337212191 hypothetical protein

AAEL011641-RA -0.33810901 transferrin

AAEL011642-RA -0.46472953 conserved hypothetical protein

AAEL011650-RA -0.22058116 coatomer, gamma-subunit, putative

AAEL011651-RA -0.10943619 l-caldesmon, putative

AAEL011653-RA 0.262497336 thyroid hormone receptor interactor

AAEL011654-RA 0.059935351 cationic amino acid transporter

AAEL011658-RA -0.13816552 plasma glutamate carboxypeptidase

AAEL011662-RA -0.39533995 plasma glutamate carboxypeptidase

AAEL011664-RA -0.1334919 conserved hypothetical protein

AAEL011665-RA 0.017731187 hypothetical protein

AAEL011667-RA 0.267923244 conserved hypothetical protein

AAEL011671-RA 0.261970348 hypothetical protein

AAEL011676-RA 0.044272035 AMP dependent coa ligase

AAEL011682-RA -0.06129332 nuclear pore complex protein nup93 (nucleoporin nup93) (dead eye protein)

AAEL011686-RA 0.163559091 starch branching enzyme ii

AAEL011688-RA 0.159722982 cpg binding protein

AAEL011689-RA 0.215825892 acyl carrier protein precursor, putative

AAEL011689-RB 0.215825892 acyl carrier protein precursor, putative
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AAEL011693-RA -0.25291841 mitotic control protein dis3

AAEL011694-RA -0.20131822 conserved hypothetical protein

AAEL011696-RA -0.01747389 conserved hypothetical protein

AAEL011699-RA -0.10045537 hypothetical protein

AAEL011701-RA -0.14334132 conserved hypothetical protein

AAEL011704-RA 0.031377433 heat shock protein

AAEL011708-RA 0.245285277 heat shock protein

AAEL011710-RA -0.56146767 conserved hypothetical protein

AAEL011711-RA 0.318992277 nascent polypeptide associated complex alpha subunit (nac alpha)

AAEL011713-RA 0.106881106 conserved hypothetical protein

AAEL011716-RA 0.818922084 tartan

AAEL011718-RA 0.286653123 conserved hypothetical protein

AAEL011731-RA 0.469459419 metalloprotease

AAEL011734-RA 0.443761727 leucine-rich transmembrane protein

AAEL011736-RA -0.44638043 cyclohex-1-ene-1-carboxyl-CoA hydratase, putative

AAEL011738-RA 0.370962102 conserved hypothetical protein

AAEL011740-RA -0.37803109 hypothetical protein

AAEL011741-RA -0.49860707 glutathione s-transferase

AAEL011741-RB -0.17259404 glutathione s-transferase

AAEL011741-RC -0.49860707 glutathione s-transferase

AAEL011742-RA 0.519608973 eukaryotic peptide chain release factor subunit

AAEL011744-RA 0.340044535 DEAD box ATP-dependent RNA helicase

AAEL011746-RA 0.164937882 succinyl-coa synthetase beta chain

AAEL011746-RB 0.164937882 succinyl-coa synthetase beta chain

AAEL011748-RA 0.201981898 conserved hypothetical protein

AAEL011749-RA -0.25004385 conserved hypothetical protein

AAEL011751-RA -0.15760419 ccar1

AAEL011752-RA 0.009120504 glutathione-s-transferase theta, gst

AAEL011753-RA -0.11718909 conserved hypothetical protein

AAEL011754-RA 0.101965525 conserved hypothetical protein

AAEL011754-RB 0.101965525 conserved hypothetical protein

AAEL011755-RA -0.34985558 integral membrane protein, Tmp21-I (p23), putative

AAEL011755-RB -0.34985558 integral membrane protein, Tmp21-I (p23), putative

AAEL011756-RA -0.25107248 aldehyde dehydrogenase

AAEL011757-RA 0.015287347 conserved hypothetical protein

AAEL011759-RA -0.05594017 mrna capping enzyme

AAEL011761-RA 0.441216751 cytochrome P450
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AAEL011762-RA -0.47685399 conserved hypothetical protein

AAEL011763-RA 0.843657294 prophenoloxidase

AAEL011764-RA -0.33690788 prophenoloxidase

AAEL011768-RA -0.1906942 conserved hypothetical protein

AAEL011769-RA 0.104318016 cytochrome P450

AAEL011773-RA 0.044776589 calreticulin

AAEL011775-RA 0.856415926 hypothetical protein

AAEL011776-RA 0.629462679 soluble nsf attachment protein (snap)

AAEL011777-RA -0.23481938 serine protease inhibitor, serpin

AAEL011779-RA 0.397939454 conserved hypothetical protein

AAEL011782-RA 0.019527485 conserved hypothetical protein

AAEL011787-RC 0.451564498 hypothetical protein

AAEL011789-RA 0.594940278 citrate synthase

AAEL011789-RB 0.594940278 citrate synthase

AAEL011790-RA -0.5883302 conserved hypothetical protein

AAEL011791-RA 0.409846584 conserved hypothetical protein

AAEL011793-RA -0.09677369 Aspartyl beta-hydroxylase, putative

AAEL011794-RA 0.21711728 predicted protein

AAEL011798-RA -0.19788684 allergen, putative

AAEL011802-RA 0.258015915 allergen, putative

AAEL011809-RA -0.59148936 glucose dehydrogenase

AAEL011811-RA 0.362614956 DNA replication licensing factor MCM3

AAEL011814-RA 0.030410806 mitochondrial ribosomal protein, S30, putative

AAEL011815-RA 0.094350931 poly [adp-ribose] polymerase

AAEL011818-RA 0.285679346 hypothetical protein

AAEL011826-RA -0.33117748 conserved hypothetical protein

AAEL011827-RA 0.377415382 conserved hypothetical protein

AAEL011830-RA 0.101884809 conserved hypothetical protein

AAEL011830-RB 0.101884809 conserved hypothetical protein

AAEL011830-RC 0.016772759 conserved hypothetical protein

AAEL011830-RD 0.101884809 conserved hypothetical protein

AAEL011830-RE 0.101884809 conserved hypothetical protein

AAEL011830-RF 0.101884809 conserved hypothetical protein

AAEL011830-RG -0.14176581 conserved hypothetical protein

AAEL011831-RA 0.182984445 conserved hypothetical protein

AAEL011832-RA -0.94317498 conserved hypothetical protein

AAEL011838-RA 0.726556849 conserved hypothetical protein
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AAEL011842-RA 0.635892841 mitochondrial carrier protein

AAEL011844-RA 0.030447903 5-hydroxytryptamine receptor 1

AAEL011848-RA -0.09822186 conserved hypothetical protein

AAEL011849-RA -0.18033099 hypothetical protein

AAEL011851-RA -0.4547798 conserved hypothetical protein

AAEL011853-RA 0.874724152 conserved hypothetical protein

AAEL011854-RA 0.469306946 hypothetical protein

AAEL011857-RA 0.462108555 serine/threonine-protein kinase rio1 (rio kinase 1)

AAEL011858-RA 0.320918504 transcription factor IIIA, putative

AAEL011859-RA 0.310677677 conserved hypothetical protein

AAEL011862-RA -0.09068149 conserved hypothetical protein

AAEL011865-RA -0.0602553 conserved hypothetical protein

AAEL011868-RA 0.025569171 conserved hypothetical protein

AAEL011871-RA -0.21964116 cytochrome C1

AAEL011873-RA 0.140675126 ubiquitin-conjugating enzyme

AAEL011877-RA 0.23423659 protein arginine n-methyltransferase

AAEL011879-RA -0.09900199 citron ser/thr kinase

AAEL011881-RA 0.336107397 conserved hypothetical protein

AAEL011884-RA -0.36783443 hypothetical protein

AAEL011888-RA -0.13955382 serine-type enodpeptidase, putative

AAEL011889-RA 0.184217356 serine-type enodpeptidase, putative

AAEL011889-RB 0.184217356 serine-type enodpeptidase, putative

AAEL011891-RA 0.007301549 serine-type enodpeptidase, putative

AAEL011897-RA -0.1273839 conserved hypothetical protein

AAEL011902-RA -0.63033172 1-acylglycerol-3-phosphate O-acyltransferase, putative

AAEL011903-RA 0.06534979 zinc finger protein

AAEL011904-RA 0.439204072 zinc finger protein

AAEL011905-RA 0.004695566 myosin i

AAEL011912-RA 0.484550393 mannose-1-phosphate guanyltransferase

AAEL011913-RA 0.003745344 serine-type enodpeptidase, putative

AAEL011917-RA -0.4054398 serine-type enodpeptidase, putative

AAEL011919-RA 0.329098801 serine-type enodpeptidase, putative

AAEL011920-RA -0.17964747 serine-type enodpeptidase, putative

AAEL011922-RA 0.60580559 serine-type enodpeptidase, putative

AAEL011925-RA 0.385540447 mitochondrial ribosomal protein, S31, putative

AAEL011930-RA -0.0617384 conserved hypothetical protein

AAEL011935-RA 0.030481286 conserved hypothetical protein
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AAEL011936-RA 1.096255587 hypothetical protein

AAEL011938-RA -0.55425971 conserved hypothetical protein

AAEL011939-RA 0.10168453 conserved hypothetical protein

AAEL011939-RB -0.34669848 conserved hypothetical protein

AAEL011943-RA 0.923004345 hairy protein

AAEL011949-RA 0.296615208 transferrin

AAEL011949-RB 0.278611151 transferrin

AAEL011952-RA 0.01222619 kelch repeat protein

AAEL011957-RA -0.43105245 elongase, putative

AAEL011958-RA -0.46543766 conserved hypothetical protein

AAEL011959-RA -0.08576459 conserved hypothetical protein

AAEL011960-RA 0.12037008 conserved hypothetical protein

AAEL011961-RA 0.100837568 conserved hypothetical protein

AAEL011962-RA 0.427865994 conserved hypothetical protein

AAEL011962-RB 0.427865994 conserved hypothetical protein

AAEL011962-RC 0.427865994 conserved hypothetical protein

AAEL011963-RA 0.452111625 conserved hypothetical protein

AAEL011964-RA -0.51766827 hypothetical protein

AAEL011966-RA -0.60271035 conserved hypothetical protein

AAEL011967-RA 0.653654071 DNA photolyase

AAEL011969-RA -0.12664076 protein-s isoprenylcysteine o-methyltransferase

AAEL011970-RA -0.18956403 conserved hypothetical protein

AAEL011972-RA -0.05952253 actin binding protein, putative

AAEL011972-RB -0.05952253 actin binding protein, putative

AAEL011973-RA 0.452711946 fumarylacetoacetate hydrolase

AAEL011974-RA -0.52338191 conserved hypothetical protein

AAEL011976-RA 0.408462956 hypothetical protein

AAEL011980-RA -0.16170329 hypothetical protein

AAEL011981-RA -0.52438053 glutamate decarboxylase

AAEL011984-RA -0.29625685 conserved hypothetical protein

AAEL011985-RA 0.382094531 conserved hypothetical protein

AAEL011988-RA -0.09036516 tRNA selenocysteine associated protein (secp43)

AAEL011991-RA -0.70293905 serine protease

AAEL011991-RB -0.03455234 serine protease

AAEL011995-RA 0.487939602 conserved hypothetical protein

AAEL011999-RA -0.11916016 histone H4

AAEL012001-RA -1.06138683 galectin
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AAEL012003-RA -1.57724614 keratinocyte lectin, putative

AAEL012004-RA -0.32244461 beta-arrestin 1, putative

AAEL012006-RA 0.299964357 conserved hypothetical protein

AAEL012006-RB 0.145918052 conserved hypothetical protein

AAEL012009-RA -0.09538562 conserved hypothetical protein

AAEL012010-RA 0.003414857 conserved hypothetical protein

AAEL012014-RA -0.23410819 l-lactate dehydrogenase

AAEL012015-RA 0.305234036 DEAD box ATP-dependent RNA helicase

AAEL012016-RA 0.430451983 endomembrane protein emp70

AAEL012018-RA 0.445699625 hypothetical protein

AAEL012020-RA 0.504238262 conserved hypothetical protein

AAEL012021-RA 0.974149647 bestrophin 2,3,4

AAEL012022-RA 0.864435509 hypothetical protein

AAEL012025-RA 0.495235517 mitochondrial ribosomal protein, L45, putative

AAEL012026-RA 0.29158414 translation initiation factor 5C, putative

AAEL012026-RB 0.29158414 translation initiation factor 5C, putative

AAEL012026-RC 0.29158414 translation initiation factor 5C, putative

AAEL012027-RA 0.150309136 hypothetical protein

AAEL012029-RA -0.53482087 conserved hypothetical protein

AAEL012029-RB -0.53482087 conserved hypothetical protein

AAEL012031-RA 0.393379762 conserved hypothetical protein

AAEL012032-RA 0.265596496 hypothetical protein

AAEL012034-RA 0.099848192 alpha-1,3-mannosyltransferase

AAEL012035-RA 0.177729344 vacuolar ATP synthase subunit e

AAEL012036-RA -0.10244962 sulfate transporter

AAEL012037-RA -0.04665097 sulfate transporter

AAEL012044-RA -0.27423534 sugar transporter

AAEL012047-RA 0.493286221 conserved hypothetical protein

AAEL012049-RA -1.4732485 signal recognition particle, 9kD-subunit, putative

AAEL012050-RA 0.269674904 hypothetical protein

AAEL012051-RA -0.06471712 conserved hypothetical protein

AAEL012054-RA -0.02283862 Quiescin-sulfhydryl oxidase4, putative

AAEL012058-RA -0.39151193 hypothetical protein

AAEL012061-RA 0.423396091 conserved hypothetical protein

AAEL012062-RA 0.016461438 na+/k+ atpase alpha subunit

AAEL012062-RB 0.016461438 na+/k+ atpase alpha subunit

AAEL012062-RC 0.016461438 na+/k+ atpase alpha subunit
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AAEL012064-RA -0.32281187 Niemann-Pick Type C-2, putative

AAEL012069-RA 0.230522424 glutathione peroxidase

AAEL012070-RA 0.398569942 hypothetical protein

AAEL012071-RA 0.354390286 ras

AAEL012073-RA 0.056894995 conserved hypothetical protein

AAEL012074-RA 0.011384927 conserved hypothetical protein

AAEL012076-RA 0.314451328 conserved hypothetical protein

AAEL012081-RA 0.211354812 conserved hypothetical protein

AAEL012082-RA 0.182294629 NF-180, putative

AAEL012084-RA -0.51966335 conserved hypothetical protein

AAEL012086-RA -1.47655788 hypothetical protein

AAEL012088-RA 0.586353213 conserved hypothetical protein

AAEL012093-RA 0.149808864 leucine-rich transmembrane protein

AAEL012094-RA 0.177850931 casein kinase ii, alpha chain (cmgc group iv)

AAEL012094-RB 0.177850931 casein kinase ii, alpha chain (cmgc group iv)

AAEL012095-RA -0.4898061 26S protease regulatory subunit

AAEL012096-RA 0.192935923 conserved hypothetical protein

AAEL012097-RA -0.27719518 app binding protein

AAEL012098-RA 0.109682457 synaptic vesicle protein

AAEL012100-RA 0.216379083 conserved hypothetical protein

AAEL012101-RA -0.82170017 tubulin alpha chain

AAEL012102-RA 0.335603462 conserved hypothetical protein

AAEL012110-RA -0.01355749 protease m1 zinc metalloprotease

AAEL012113-RA -0.18485027 vacuolar ATP synthase proteolipid subunit

AAEL012114-RA -1.22822313 troponin C

AAEL012116-RA -0.08700157 glutaredoxin, putative

AAEL012120-RA 0.23258136 fad oxidoreductase

AAEL012122-RA -0.24092008 26S proteasome regulatory subunit S3

AAEL012126-RA 0.366571043 f-box/lrr protein, drome

AAEL012128-RA -0.0131257 cationic amino acid transporter

AAEL012133-RA 0.111263287 conserved hypothetical protein

AAEL012135-RA 0.461157758 galectin

AAEL012135-RB 0.051890441 galectin

AAEL012137-RA 0.410759277 conserved hypothetical protein

AAEL012140-RA -0.27014751 tRNA-dihydrouridine synthase

AAEL012142-RA -0.27971101 timeout/timeless-2

AAEL012144-RA -0.42805326 cytochrome P450
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AAEL012146-RA 0.075986443 ubiquitin specific protease

AAEL012147-RA 0.598691315 conserved hypothetical protein

AAEL012148-RA -0.08319274 conserved hypothetical protein

AAEL012151-RA -0.07726006 ral guanine nucleotide exchange factor  with ph domain and sh3 binding motif, ralgps

AAEL012154-RA 0.340138378 2,3-cyclic-nucleotide 2-phosphodiesterase

AAEL012154-RB -0.0489756 2,3-cyclic-nucleotide 2-phosphodiesterase

AAEL012155-RA 0.36224244 conserved hypothetical protein

AAEL012157-RA 0.042391063 conserved hypothetical protein

AAEL012160-RA 0.135497704 hypothetical protein

AAEL012162-RA 0.083619935 aldehyde dehydrogenase

AAEL012166-RA 0.803190415 conserved hypothetical protein

AAEL012166-RB 0.803190415 conserved hypothetical protein

AAEL012166-RC 0.803190415 conserved hypothetical protein

AAEL012167-RA -0.07469322 elongation factor tu (ef-tu)

AAEL012172-RA -0.32405065 methylthioadenosine phosphorylase

AAEL012173-RA 0.123831504 hypothetical protein

AAEL012175-RA -0.26338402 ATP synthase alpha subunit mitochondrial

AAEL012179-RA -0.32405065 methylthioadenosine phosphorylase

AAEL012181-RA 0.106641395 conserved hypothetical protein

AAEL012184-RA 0.207884698 glutaminyl-peptide cyclotransferase

AAEL012185-RA -0.28293577 ribosome biogenesis regulatory protein

AAEL012187-RA 1.040043734 lethal(3)malignant brain tumor

AAEL012188-RA 0.585222049 hypothetical protein

AAEL012190-RA 0.297417214 hypothetical protein

AAEL012194-RA -0.38483237 cysteine-rich venom protein, putative

AAEL012195-RA 0.148709512 small GTPase, putative

AAEL012195-RB 0.041761937 small GTPase, putative

AAEL012196-RA 0.088305471 conserved hypothetical protein

AAEL012197-RA -0.51827833 conserved hypothetical protein

AAEL012198-RA -0.00616429 adp,atp carrier protein

AAEL012200-RA -0.4662098 protein kinase C inhibitor, putative

AAEL012202-RA 0.126445741 transcription initiation factor IIE, alpha subunit

AAEL012204-RA -1.2137437 cysteine-rich venom protein, putative

AAEL012206-RA 0.225523942 microtubule-associated protein tau

AAEL012209-RA 0.436446755 ring finger protein

AAEL012211-RA 0.125833662 microfibrillar-associated protein, putative

AAEL012214-RA -0.16621036 hypothetical protein
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AAEL012216-RA 0.353947453 cathepsin b

AAEL012217-RA -0.28610774 protease m1 zinc metalloprotease

AAEL012218-RA -0.40736676 mitochondria associated granulocyte macrophage csf signaling molecule

AAEL012220-RA 0.391740931 hypothetical protein

AAEL012224-RA -0.36535674 zinc finger protein

AAEL012226-RA 0.01607187 conserved hypothetical protein

AAEL012229-RA 0.65187125 hypothetical protein

AAEL012230-RA -0.38411429 flagellar protein, putative

AAEL012233-RA -0.04968016 hypothetical protein

AAEL012234-RA -0.21983409 cytoplasmic dynein intermediate chain, (dhic)

AAEL012235-RA -0.13432392 conserved hypothetical protein

AAEL012237-RA -0.14016923 bhlhzip transcription factor max/bigmax

AAEL012238-RA -0.71042602 glutaredoxin, putative

AAEL012240-RA -0.72684893 protein transport protein sec13

AAEL012243-RA 0.341523172 conserved hypothetical protein

AAEL012245-RA 0.203150821 conserved hypothetical protein

AAEL012246-RA -0.05359033 conserved hypothetical protein

AAEL012247-RA 0.167753894 conserved hypothetical protein

AAEL012248-RA 0.651738236 histamine-gated chloride channel subunit

AAEL012250-RA 0.1016569 developmentally regulated GTP-binding protein 2 (drg 2)

AAEL012252-RA -0.03559596 hypothetical protein

AAEL012255-RA -0.46634445 conserved hypothetical protein

AAEL012261-RA -0.41206816 nitrate, fromate, iron dehydrogenase

AAEL012262-RA 0.301569036 conserved hypothetical protein

AAEL012262-RB 0.301569036 conserved hypothetical protein

AAEL012262-RC 0.301569036 conserved hypothetical protein

AAEL012262-RD 0.301569036 conserved hypothetical protein

AAEL012264-RA 0.453652563 mitochondrial ribosomal protein L24

AAEL012265-RA 0.129305502 transcription initiation factor RRN3

AAEL012266-RA 0.16144585 cytochrome P450

AAEL012267-RA -0.0013185 macroglobulin/complement

AAEL012268-RA -0.55421422 brain chitinase and chia

AAEL012271-RA 0.389327395 transcription factor btf3

AAEL012272-RA 0.336396608 fk506 binding protein

AAEL012272-RB -0.19953755 fk506 binding protein

AAEL012273-RA -0.19888896 conserved hypothetical protein

AAEL012275-RA 0.454375082 conserved hypothetical protein
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AAEL012276-RA 0.044156508 survival motor neuron protein

AAEL012278-RA 0.182640264 metalloprotease

AAEL012279-RA 0.269009026 eukaryotic translation initiation factor 3 subunit 1 (eIF-3 alpha)

AAEL012280-RA -0.72255548 pef protein with a long n-terminal hydrophobic domain (peflin)

AAEL012282-RA -0.14867303 prohibitin

AAEL012282-RB -0.14867303 prohibitin

AAEL012282-RC -0.77797113 prohibitin

AAEL012284-RA 0.282944186 DNA-directed RNA polymerase I 16 kDa polypeptide

AAEL012285-RA 0.870054353 actin binding protein, putative

AAEL012290-RA 1.070408563 hypothetical protein

AAEL012292-RA 0.035381778 4-nitrophenylphosphatase

AAEL012295-RA 0.18789067 conserved hypothetical protein

AAEL012297-RA -0.17792928 sterol desaturase

AAEL012306-RA -0.07469743 ubiquitin-activating enzyme E1c

AAEL012308-RA 0.159019317 aldehyde oxidase

AAEL012311-RA 0.701615496 vitellogenin, putative

AAEL012313-RA -0.29071627 charged multivesicular body protein 5

AAEL012314-RA 0.253935686 conserved hypothetical protein

AAEL012317-RA -0.25581813 conserved hypothetical protein

AAEL012318-RA -0.1559803 2-amino-3-ketobutyrate coenzyme a ligase

AAEL012320-RA -0.04870707 conserved hypothetical protein

AAEL012321-RA 0.661367799 conserved hypothetical protein

AAEL012324-RA 0.35728688 protease m50 membrane-bound transcription factor site 2 protease

AAEL012327-RA -0.46029586 PET191 polypeptide, putative

AAEL012330-RA -0.03974497 tata-box binding protein

AAEL012331-RA -0.17469777 hypothetical protein

AAEL012336-RA 0.21711728 hypothetical protein

AAEL012341-RA 0.277043143 lysosomal acid lipase, putative

AAEL012344-RA -0.48414294 lipase 1 precursor

AAEL012345-RA -1.09622298 lipase 1 precursor

AAEL012351-RA -0.10207323 prolylcarboxypeptidase, putative

AAEL012353-RA -0.93772445 antifreeze protein, putative

AAEL012357-RA -0.37349026 conserved hypothetical protein

AAEL012357-RB -0.37349026 conserved hypothetical protein

AAEL012358-RA -0.01228711 hypothetical protein

AAEL012359-RA 0.166170251 nucleoside-diphosphate kinase NBR-A, putative

AAEL012361-RA 0.574348398 conserved hypothetical protein
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AAEL012368-RA -0.29402749 conserved hypothetical protein

AAEL012371-RA 0.305572011 conserved hypothetical protein

AAEL012372-RA 0.614142437 conserved hypothetical protein

AAEL012372-RB 0.614142437 conserved hypothetical protein

AAEL012377-RA 0.183717578 Odorant-binding protein 56a, putative

AAEL012380-RA 0.001833077 peptidoglycan recognition protein la

AAEL012381-RA 0.021706742 conserved hypothetical protein

AAEL012382-RA 0.149419503 conserved hypothetical protein

AAEL012385-RA 1.357986085 bombesin receptor subtype-3

AAEL012390-RA -0.4132658 conserved hypothetical protein

AAEL012392-RA -0.02441891 conserved hypothetical protein

AAEL012397-RA -0.13275864 ng,ng-dimethylarginine dimethylaminohydrolase

AAEL012398-RA 0.1947994 hypothetical protein

AAEL012408-RA 0.614579306 mitochondrial ribosomal protein, L53, putative

AAEL012409-RA 0.065605867 pantothenate kinase

AAEL012411-RA -0.00988512 conserved hypothetical protein

AAEL012414-RA 0.719164096 hypothetical protein

AAEL012417-RA -0.43603428 conserved hypothetical protein

AAEL012418-RA -0.28394107 deoxyribonuclease ii

AAEL012419-RA 0.168835064 26S proteasome subunit S9

AAEL012419-RB 0.168835064 26S proteasome subunit S9

AAEL012423-RA -0.15621229 conserved hypothetical protein

AAEL012426-RA -0.25540712 cytochrome c oxidase assembly protein cox15

AAEL012427-RA -0.47138396 conserved hypothetical protein

AAEL012430-RA -0.26683534 AMP dependent ligase

AAEL012433-RA -0.57488061 short-chain dehydrogenase

AAEL012438-RA -0.25483964 conserved hypothetical protein

AAEL012439-RA -0.5123018 POSSIBLE ENOYL-CoA HYDRATASE ECHA12 (CROTONASE)

AAEL012445-RA 0.384019704 hypothetical protein

AAEL012448-RA -0.04961484 conserved hypothetical protein

AAEL012453-RA 0.513289501 hypothetical protein

AAEL012454-RA -0.09503769 conserved hypothetical protein

AAEL012455-RA -0.06279624 alcohol dehydrogenase

AAEL012455-RB -0.06279624 alcohol dehydrogenase

AAEL012456-RA 0.106716399 unkempt protein

AAEL012457-RA -0.17609484 alcohol dehydrogenase

AAEL012460-RA -0.43172225 conserved hypothetical protein
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AAEL012464-RA -0.08749826 alanine-glyoxylate aminotransferase

AAEL012465-RA 0.002493742 hypothetical protein

AAEL012469-RA 0.038841098 conserved hypothetical protein

AAEL012471-RA -0.29908953 protein tyrosine phosphatase, putative

AAEL012472-RA 0.357213741 kinesin light chain 1 and

AAEL012474-RA 0.218040597 hypothetical protein

AAEL012476-RA -0.03687276 conserved hypothetical protein

AAEL012478-RA 0.436913813 glucose transporter, putative

AAEL012479-RA -0.01309602 mannosyl-oligosaccharide glucosidase

AAEL012480-RA 0.500378756 sodium/calcium exchanger

AAEL012484-RA -0.02561425 hypothetical protein

AAEL012490-RA -0.02686366 ring finger protein 19 (dorfin) (double ring-finger protein)

AAEL012492-RA 0.381048508 cytochrome P450

AAEL012495-RA 0.505991783 hypothetical protein

AAEL012502-RA 0.062115565 conserved hypothetical protein

AAEL012503-RA -0.41242498 conserved hypothetical protein

AAEL012504-RA 0.146964344 hypothetical protein

AAEL012504-RB 0.146964344 hypothetical protein

AAEL012507-RA 0.11905974 prefoldin, subunit, putative

AAEL012508-RB 0.055185831 hypothetical protein

AAEL012509-RA -0.60256326 carboxylesterase-6

AAEL012510-RA -0.31397944 NFkappaB essential modulator, putative

AAEL012511-RA -0.29964161 conserved hypothetical protein

AAEL012512-RA -0.59356629 conserved hypothetical protein

AAEL012513-RA -0.06235988 calcium-binding protein E63-1

AAEL012515-RA 0.242627867 tumor suppressor protein, putative

AAEL012518-RA -0.3445384 conserved hypothetical protein

AAEL012520-RA 0.274342713 Nop2p, putative

AAEL012521-RA 0.070977076 hypothetical protein

AAEL012522-RA 0.809329978 sodium-dependent phosphate transporter

AAEL012523-RA 0.47281837 transcription factor TFIIH-subunit, putative

AAEL012524-RA -0.34489422 AMP dependent ligase

AAEL012525-RA 0.271843897 YEATS domain containing protein 4

AAEL012526-RA -0.29516522 hypothetical protein

AAEL012528-RA 0.078237532 tetraspanin, putative

AAEL012531-RA -0.68260679 tetraspanin, putative

AAEL012532-RA 0.242207223 tetraspanin 29fb
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AAEL012532-RB 0.242207223 tetraspanin 29fb

AAEL012532-RC 0.242207223 tetraspanin 29fb

AAEL012534-RA -0.06955519 hypothetical protein

AAEL012536-RA 0.189158941 hypothetical protein

AAEL012545-RA 0.330652833 proliferating cell nuclear antigen

AAEL012549-RA 0.017835741 atpase, class vi, type 11c

AAEL012552-RA -0.0540001 NADH-ubiquinone oxidoreductase

AAEL012553-RA -0.20559611 tyrosine protein kinase

AAEL012554-RA 0.02728252 maltose phosphorylase

AAEL012556-RA 0.134600067 Ofd1 protein, putative

AAEL012557-RA 0.284639513 serine collagenase 1 precursor, putative

AAEL012558-RA -0.10206046 serine collagenase 1 precursor, putative

AAEL012559-RA -1.18073871 serine collagenase 1 precursor, putative

AAEL012560-RA 0.27165133 serine collagenase 1 precursor, putative

AAEL012562-RA -0.05942449 circadian locomoter output cycles kaput protein (dclock) (dpas1)

AAEL012563-RA -0.41604975 lumbrokinase-3(1) precursor, putative

AAEL012564-RA 0.013151437 lumbrokinase-3(1) precursor, putative

AAEL012565-RA -0.16903265 lumbrokinase-3(1) precursor, putative

AAEL012566-RA -0.42431254 conserved hypothetical protein

AAEL012567-RA -0.00582245 synaptic vesicle protein

AAEL012568-RA -0.00321389 polypeptide of 976 aa, putative

AAEL012570-RA 0.406343476 hypothetical protein

AAEL012571-RA -0.91598114 conserved hypothetical protein

AAEL012573-RA -0.38644876 serine protease, putative

AAEL012574-RA -0.10547626 hypothetical protein

AAEL012575-RA -0.46395909 serine protease, putative

AAEL012578-RA 0.268366619 phosphoserine aminotransferase

AAEL012581-RA 0.167047804 conserved hypothetical protein

AAEL012582-RA 0.773481789 RrnaAD, ribosomal RNA adenine dimethylase, putative

AAEL012584-RA 0.2826589 DNA topoisomerase/gyrase

AAEL012586-RA 0.343509608 conserved hypothetical protein

AAEL012588-RA 0.524806278 Hsp70-interacting protein, putative

AAEL012591-RA 0.128682072 conserved hypothetical protein

AAEL012592-RA 0.2450175 conserved hypothetical protein

AAEL012593-RA 1.265740885 ubiquitin-specific protease

AAEL012595-RA 0.035682283 hypothetical protein

AAEL012596-RA -0.48965795 sodium/chloride dependent transporter
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AAEL012607-RA 0.43560383 fetal alzheimer antigen, falz

AAEL012610-RA 0.943857493 conserved hypothetical protein

AAEL012612-RA -0.25741377 serine/threonine protein kinase

AAEL012612-RB -0.25741377 serine/threonine protein kinase

AAEL012614-RA -0.27096273 nadp-specific isocitrate dehydrogenase

AAEL012616-RA -0.43923593 nadp transhydrogenase

AAEL012617-RA 0.305001512 hypothetical protein

AAEL012618-RA 0.081261686 conserved hypothetical protein

AAEL012618-RB 0.047813899 conserved hypothetical protein

AAEL012627-RA 0.719904618 conserved hypothetical protein

AAEL012628-RA -0.41818455 conserved hypothetical protein

AAEL012629-RA -0.22996508 deoxyuridine 5'-triphosphate nucleotidohydrolase

AAEL012635-RA 0.423528291 conserved hypothetical protein

AAEL012636-RA -0.53374507 cytochrome b5, putative

AAEL012642-RA -0.14299762 conserved hypothetical protein

AAEL012644-RA 0.459114074 conserved hypothetical protein

AAEL012645-RA -0.34275685 conserved hypothetical protein

AAEL012646-RA 0.24687371 conserved hypothetical protein

AAEL012646-RB 0.24687371 conserved hypothetical protein

AAEL012647-RA 0.728517606 conserved hypothetical protein

AAEL012648-RA -1.96752344 conserved hypothetical protein

AAEL012649-RA -0.53551164 conserved hypothetical protein

AAEL012652-RA -0.20408006 conserved hypothetical protein

AAEL012653-RA -0.01779596 hypothetical protein

AAEL012659-RA 0.278637141 protein serine/threonine kinase, putative

AAEL012660-RA -0.23708712 conserved hypothetical protein

AAEL012661-RA -0.39035215 eukaryotic translation initiation factor

AAEL012665-RA 0.116105237 glucose-6-phosphate isomerase

AAEL012667-RA 0.005325493 hypothetical protein

AAEL012669-RA 0.468608003 DNA polymerase delta small subunit

AAEL012671-RA 0.149449363 conserved hypothetical protein

AAEL012672-RA 0.108570357 ubiquitin conjugating enzyme E2, putative

AAEL012674-RA -1.32306485 d-amino acid oxidase

AAEL012681-RA -0.02332663 60S ribosomal protein L24

AAEL012682-RA 0.141972168 hypothetical protein

AAEL012683-RA -0.30163049 conserved hypothetical protein

AAEL012684-RA 0.536551679 conserved hypothetical protein
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AAEL012685-RA -1.90318857 conserved hypothetical protein

AAEL012687-RA 0.196807966 Juvenile hormone-inducible protein, putative

AAEL012688-RA 0.334683351 conserved hypothetical protein

AAEL012689-RA -0.11547548 glucose-methanol-choline (gmc) oxidoreductase

AAEL012694-RA -0.10276677 Juvenile hormone-inducible protein, putative

AAEL012697-RA -0.56107463 sterol carrier protein-2, putative

AAEL012698-RA 0.220292369 ATP-binding cassette sub-family A member 3, putative

AAEL012700-RA 0.122930653 ATP-binding cassette sub-family A member 3, putative

AAEL012701-RA -0.17451986 ATP-binding cassette sub-family A member 3, putative

AAEL012702-RA 0.216687886 ATP-binding cassette sub-family A member 3, putative

AAEL012704-RA -1.37159541 conserved hypothetical protein

AAEL012705-RA 0.138981459 conserved hypothetical protein

AAEL012706-RA -0.64435401 conserved hypothetical protein

AAEL012710-RA -0.31022631 conserved hypothetical protein

AAEL012710-RB -0.31022631 conserved hypothetical protein

AAEL012711-RA -0.43805446 trypsin, putative

AAEL012713-RA 0.254922834 proacrosin, putative

AAEL012715-RA -0.08038531 conserved hypothetical protein

AAEL012716-RA 0.209484453 chaperone protein, putative

AAEL012719-RA 0.425482489 cdp-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase

AAEL012730-RA 0.4414516 dbl

AAEL012731-RA 0.219440412 adenylate kinase 1, putative

AAEL012733-RA -0.26734874 60S ribosomal protein L19

AAEL012736-RA -0.50216735 ribosomal protein L15

AAEL012736-RB -0.50216735 ribosomal protein L15

AAEL012736-RC -0.50216735 ribosomal protein L15

AAEL012736-RD -0.50216735 ribosomal protein L15

AAEL012736-RE -0.50216735 ribosomal protein L15

AAEL012742-RA 0.214120725 conserved hypothetical protein

AAEL012746-RA 0.387941723 chaperonin

AAEL012753-RA 0.457718059 protein phosphatase 1 regulatory subunit 12b (myosin phosphatase targeting subunit 2)

AAEL012754-RA -0.07718078 hypothetical protein

AAEL012756-RA -0.33118819 hypothetical protein

AAEL012757-RA 0.3440867 kynurenine 3-monooxygenase

AAEL012759-RA 0.135986388 hypothetical protein

AAEL012763-RA 0.044282352 conserved hypothetical protein

AAEL012764-RA -0.82631446 conserved hypothetical protein
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AAEL012774-RA -1.11169571 protease m1 zinc metalloprotease

AAEL012776-RA 0.213997622 protease m1 zinc metalloprotease

AAEL012777-RA 0.274541312 serine protease snake, putative

AAEL012778-RB 0.317913552 protease m1 zinc metalloprotease

AAEL012779-RA -0.09848315 protease m1 zinc metalloprotease

AAEL012781-RA -0.62884192 protease m1 zinc metalloprotease

AAEL012783-RA -0.14093457 protease m1 zinc metalloprotease

AAEL012785-RA -0.46892264 lumbrokinase-3(1) precursor, putative

AAEL012787-RA 0.191658674 conserved hypothetical protein

AAEL012797-RA 0.661324751 serine protease

AAEL012800-RA -0.00316733 conserved hypothetical protein

AAEL012801-RA 0.235237617 sphingolipid delta 4 desaturase/c-4 hydroxylase protein des2

AAEL012802-RA -0.40047169 conserved hypothetical protein

AAEL012807-RA 0.724446553 ubiquitin carboxyl-terminal hydrolase isozyme L3

AAEL012807-RB 0.724446553 ubiquitin carboxyl-terminal hydrolase isozyme L3

AAEL012809-RA 0.415539288 peptidylprolyl isomerase

AAEL012810-RA -0.17318007 conserved hypothetical protein

AAEL012810-RB -0.17318007 conserved hypothetical protein

AAEL012811-RA -0.16733918 mitochondrial peptide chain release factor

AAEL012813-RA 0.801020406 sphingolipid delta 4 desaturase/c-4 hydroxylase protein des2

AAEL012815-RA 0.62721742 hypothetical protein

AAEL012817-RA 0.828054768 transcription factor E2f, putative (dE2F)

AAEL012818-RA 0.001099023 conserved hypothetical protein

AAEL012819-RA 0.359200925 vacuolar ATP synthase subunit g

AAEL012820-RA -0.41353354 conserved hypothetical protein

AAEL012822-RA 0.00716629 Misexpression suppressor of KSR, putative

AAEL012825-RA 0.164237584 bifunctional purine biosynthesis protein

AAEL012826-RA 0.028800867 replication factor a 1, rfa1

AAEL012827-RA 0.460452026 endoplasmin

AAEL012828-RA 0.027752594 conserved hypothetical protein

AAEL012831-RA 0.974149647 bestrophin 2,3,4

AAEL012832-RA -0.4922867 cytochrome B561

AAEL012832-RB -0.4922867 cytochrome B561

AAEL012833-RA 0.430451983 endomembrane protein emp70

AAEL012834-RA -0.3167019 hypothetical protein

AAEL012836-RA -0.4922867 cytochrome B561

AAEL012837-RA -0.64330626 conserved hypothetical protein
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AAEL012838-RA 0.364233403 conserved hypothetical protein

AAEL012841-RA 0.121795915 conserved hypothetical protein

AAEL012845-RA 0.244397713 mitochondrial import inner membrane translocase subunit tim44

AAEL012849-RA 0.148165209 hypothetical protein

AAEL012849-RB 0.148165209 hypothetical protein

AAEL012851-RA 0.00574049 wd-repeat protein

AAEL012853-RA -0.21787284 hypothetical protein

AAEL012854-RA 0.117055604 hypothetical protein

AAEL012855-RA -0.10727599 hypothetical protein

AAEL012856-RA 0.246598576 hypothetical protein

AAEL012858-RA -0.78941806 hypothetical protein

AAEL012859-RA -0.11472326 conserved hypothetical protein

AAEL012862-RA -0.44177439 hypothetical protein

AAEL012864-RA -0.23850376 conserved hypothetical protein

AAEL012865-RA -0.18323223 conserved hypothetical protein

AAEL012866-RA -0.19755236 conserved hypothetical protein

AAEL012867-RA -0.22632124 conserved hypothetical protein

AAEL012871-RA 0.120791123 hypothetical protein

AAEL012874-RA -0.13954549 rrp4

AAEL012875-RA 0.094435903 snare protein sec22

AAEL012878-RA -0.50944139 hypothetical protein

AAEL012882-RA 0.169572667 folylpolyglutamate synthase

AAEL012883-RA 0.21468915 Pupal cuticle protein, putative

AAEL012884-RA 0.32740119 conserved hypothetical protein

AAEL012888-RA -0.19712224 dcapl

AAEL012890-RA -0.17324434 hypothetical protein

AAEL012891-RA 0.158335942 conserved hypothetical protein

AAEL012896-RA 0.400781777 conserved hypothetical protein

AAEL012897-RA 0.385577954 aconitase, mitochondrial

AAEL012898-RA 0.089563247 conserved hypothetical protein

AAEL012899-RA -0.26357618 meiotic coiled-coil protein, putative

AAEL012901-RA -0.02904112 hypothetical protein

AAEL012904-RA 0.384076852 rab gdp-dissociation inhibitor

AAEL012910-RA 0.068674109 hypothetical protein

AAEL012918-RA 0.555613659 puromycin-sensitive aminopeptidase

AAEL012919-RA 0.134212276 conserved hypothetical protein

AAEL012920-RA 0.49370958 somatostatin receptor
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AAEL012924-RA -0.23375762 mitochondrial ribosomal protein, S24, putative

AAEL012924-RB -0.23375762 mitochondrial ribosomal protein, S24, putative

AAEL012926-RA 0.229414616 hypothetical protein

AAEL012927-RA 0.755967424 hypothetical protein

AAEL012927-RB 0.755967424 hypothetical protein

AAEL012928-RA -0.39842777 hypothetical protein

AAEL012930-RA -0.57286494 conserved hypothetical protein

AAEL012930-RB -0.57286494 conserved hypothetical protein

AAEL012931-RA -0.85374322 conserved hypothetical protein

AAEL012931-RB -0.85374322 conserved hypothetical protein

AAEL012933-RA -0.51059888 hypothetical protein

AAEL012935-RA 0.761612349 slingshot dual specificity phosphatase

AAEL012939-RA -0.08077049 gamma-subunit,methylmalonyl-CoA decarboxylase, putative

AAEL012941-RA 0.203387815 conserved hypothetical protein

AAEL012943-RA 0.094696489 26S protease regulatory subunit

AAEL012944-RA -0.04857747 60S ribosomal protein L11

AAEL012944-RB -0.04857747 60S ribosomal protein L11

AAEL012945-RA -0.55704885 hypothetical protein

AAEL012950-RA -0.25437988 NADH-ubiquinone oxidoreductase 42 kda subunit

AAEL012951-RA 0.143672232 transformation/transcription domain-associated protein

AAEL012954-RA 0.231098319 hypothetical protein

AAEL012960-RA -0.16300399 importin alpha

AAEL012963-RA 0.035690737 hypothetical protein

AAEL012964-RA 0.334980289 conserved hypothetical protein

AAEL012967-RA 0.251743927 ced-6

AAEL012974-RA 0.003362465 glycine cleavage system h protein

AAEL012976-RA -0.24746388 hypothetical protein

AAEL012980-RA -0.26995571 conserved hypothetical protein

AAEL012981-RA 0.140937939 sugar transporter

AAEL012982-RA -0.73316421 sugar transporter

AAEL012989-RA 0.104540211 conserved hypothetical protein

AAEL012990-RA 0.477154482 mrg-binding protein

AAEL012991-RA -0.27956979 rad25/xp-b DNA repair helicase

AAEL012993-RA 0.301197994 conserved hypothetical protein

AAEL012994-RA -0.37466926 glucose-6-phosphate isomerase

AAEL012996-RA 0.249978763 rho guanine dissociation factor

AAEL012999-RA 0.067463619 mixed lineage kinase
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AAEL013002-RA -0.04115917 cdk9

AAEL013003-RA -0.31250631 hypothetical protein

AAEL013005-RA -0.6089846 conserved hypothetical protein

AAEL013006-RA 0.25527671 hypothetical protein

AAEL013007-RA -0.19113866 cytochrome c oxidase, subunit VB, putative

AAEL013017-RA 0.011625543 mmr1/hsr1 GTP binding protein

AAEL013018-RA 1.375273208 odorant binding protein

AAEL013020-RA 0.202275726 DNA-J/hsp40

AAEL013028-RA 0.142540157 zinc finger protein

AAEL013029-RA 0.537769362 deoxyribonuclease I, putative

AAEL013037-RA 0.194085197 conserved hypothetical protein

AAEL013040-RB -0.41342056 hypothetical protein

AAEL013043-RA 0.017268353 NADH dehydrogenase, putative

AAEL013044-RA 0.924173265 hypothetical protein

AAEL013047-RA 0.235237617 sphingolipid delta 4 desaturase/c-4 hydroxylase protein des2

AAEL013048-RA -0.00686733 hypothetical protein

AAEL013052-RA 0.257827568 ubiquitin carboxyl-terminal hydrolase isozyme L3

AAEL013056-RA -0.33290735 conserved hypothetical protein

AAEL013057-RA 0.623055272 serine/threonine-protein kinase wnk 1,3,4

AAEL013058-RA -0.00487099 mitochondrial peptide chain release factor

AAEL013059-RA 0.499710119 conserved hypothetical protein

AAEL013068-RA 0.16370249 protein phsophatase-2a

AAEL013071-RA 0.331498582 ribophorin

AAEL013078-RA -0.74731106 glycosyltransferase

AAEL013083-RA -0.50998886 conserved hypothetical protein

AAEL013085-RA -0.08452577 hypothetical protein

AAEL013086-RA 0.021463925 hypothetical protein

AAEL013087-RA 0.431134758 mediator complex, 95kD-subunit, putative

AAEL013089-RA -0.13684887 proteasome subunit alpha type

AAEL013091-RA 0.29444935 hypothetical protein

AAEL013093-RA -1.12725391 valacyclovir hydrolase

AAEL013098-RA 0.100227777 coatomer

AAEL013103-RA -0.25216186 conserved hypothetical protein

AAEL013107-RA 0.34004927 conserved hypothetical protein

AAEL013107-RB 0.34004927 conserved hypothetical protein

AAEL013108-RA 0.284425682 conserved hypothetical protein

AAEL013109-RA 0.133633055 glutamate transporter
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AAEL013110-RA 0.373737286 conserved hypothetical protein

AAEL013111-RA 0.029140811 glutamate transporter

AAEL013112-RA 0.26553798 peptidoglycan recognition protein-lc isoform

AAEL013114-RA 0.237730367 DNA-J, putative

AAEL013116-RA -0.16582686 Mitochondrial 39S ribosomal protein L3

AAEL013118-RA 0.18711032 conserved hypothetical protein

AAEL013118-RB 0.458876036 conserved hypothetical protein

AAEL013119-RC -0.40887056 charged multivesicular body protein

AAEL013121-RA -0.3723976 zeta-coat protein

AAEL013121-RB -0.3723976 zeta-coat protein

AAEL013121-RC 0.104721913 zeta-coat protein

AAEL013123-RA -0.46425933 GTP-binding  protein alpha subunit, gna

AAEL013124-RA -0.63570958 GTP-binding  protein alpha subunit, gna

AAEL013127-RA 1.552667629 conserved hypothetical protein

AAEL013128-RA 0.581015275 elongase, putative

AAEL013132-RA -0.29956806 6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase short form

AAEL013132-RB 0.314322269 6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase short form

AAEL013132-RC 0.314322269 6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase short form

AAEL013139-RA -0.13454294 gtpase_rho

AAEL013139-RB -0.13454294 gtpase_rho

AAEL013139-RC -0.13454294 gtpase_rho

AAEL013139-RD -0.13454294 gtpase_rho

AAEL013139-RE -0.13454294 gtpase_rho

AAEL013139-RF -0.13454294 gtpase_rho

AAEL013139-RG -0.13454294 gtpase_rho

AAEL013139-RH -0.13454294 gtpase_rho

AAEL013139-RI -0.13454294 gtpase_rho

AAEL013142-RA -0.47831914 conserved hypothetical protein

AAEL013143-RA 0.298034539 conserved hypothetical protein

AAEL013144-RA 0.050750209 eukaryotic translation initiation factor 3 subunit

AAEL013150-RA -0.12928583 methionine aminopeptidase

AAEL013151-RA 0.227821864 transcription factor IIB, putative

AAEL013154-RA -0.23361886 hypothetical protein

AAEL013161-RA 0.685705781 heat shock protein, putative

AAEL013163-RA -0.33571701 conserved hypothetical protein

AAEL013164-RA 0.906732312 hypothetical protein

AAEL013167-RA 0.364609253 conserved hypothetical protein
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AAEL013168-RA -0.15827299 arrowhead

AAEL013171-RA 0.462923663 oxidase/peroxidase

AAEL013176-RA 0.192266044 conserved hypothetical protein

AAEL013177-RA -0.22122982 nucleotide-binding protein, putative

AAEL013178-RA 0.555075653 hypothetical protein

AAEL013179-RA 0.757518036 8-oxoguanine DNA glycosylase

AAEL013180-RA 0.117559483 hypothetical protein

AAEL013182-RA -0.09271887 ATP-dependent RNA helicase

AAEL013183-RA 0.473412814 inositol triphosphate 3-kinase c

AAEL013187-RA -0.37089205 conserved hypothetical protein

AAEL013188-RA 0.513648751 cle7

AAEL013189-RA 0.260929875 conserved hypothetical protein

AAEL013197-RA -0.09032674 conserved hypothetical protein

AAEL013199-RA 0.021381799 DNA-J, putative

AAEL013203-RA -0.25103794 conserved hypothetical protein

AAEL013203-RB -0.25103794 conserved hypothetical protein

AAEL013206-RA 0.212267419 fgf receptor activating protein

AAEL013207-RA 0.528128773 conserved hypothetical protein

AAEL013211-RA 0.300471696 conserved hypothetical protein

AAEL013212-RA 0.275006775 prefoldin, subunit, putative

AAEL013216-RA 1.338250203 conserved hypothetical protein

AAEL013220-RA -0.13257841 conserved hypothetical protein

AAEL013222-RA -1.29505741 conserved hypothetical protein

AAEL013224-RA 0.021328937 hypothetical protein

AAEL013226-RA 0.152409779 conserved hypothetical protein

AAEL013227-RA 0.462651346 PIWI

AAEL013229-RA -0.41495498 tubulin alpha chain

AAEL013231-RA 0.301002625 hypothetical protein

AAEL013232-RA -0.35932964 conserved hypothetical protein

AAEL013233-RA 0.218555741 PIWI

AAEL013235-RA 0.816935678 ATP-dependent RNA helicase

AAEL013236-RA 0.258742706 proteasome subunit beta type 5,8

AAEL013237-RA 0.504456859 pom1

AAEL013240-RA 0.062910151 conserved hypothetical protein

AAEL013242-RA 0.756218908 microtubule binding protein, putative

AAEL013243-RA -1.06915612 conserved hypothetical protein

AAEL013245-RA -0.8072584 proacrosin, putative
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AAEL013248-RA 0.564326736 cyclin h

AAEL013248-RB 0.564326736 cyclin h

AAEL013248-RC 0.564326736 cyclin h

AAEL013248-RD 0.564326736 cyclin h

AAEL013252-RC 0.28208689 ras-related protein Rab, putative

AAEL013253-RA 0.521243809 40S ribosomal protein S3a

AAEL013256-RA 0.235774972 conserved hypothetical protein

AAEL013261-RA 0.607191002 conserved hypothetical protein

AAEL013262-RA 0.647102149 conserved hypothetical protein

AAEL013264-RA 0.674449818 hypothetical protein

AAEL013275-RA -0.25236945 importin beta-1

AAEL013275-RB -0.10272055 importin beta-1

AAEL013279-RA 0.033691433 peptidyl-prolyl cis-trans isomerase (cyclophilin)

AAEL013284-RA -0.1292532 serine-type enodpeptidase, putative

AAEL013287-RA -1.26420348 conserved hypothetical protein

AAEL013287-RB -1.26420348 conserved hypothetical protein

AAEL013288-RA 0.163824582 conserved hypothetical protein

AAEL013288-RB 0.163824582 conserved hypothetical protein

AAEL013289-RA 0.481811501 tRNA-specific adenosine-34 deaminase subunit Tad2p/ADAT2, putative

AAEL013290-RA 0.144464815 conserved hypothetical protein

AAEL013293-RA 0.810649086 hypothetical protein

AAEL013295-RA 0.644377554 conserved hypothetical protein

AAEL013300-RA 0.965075664 conserved hypothetical protein

AAEL013301-RA 0.122896204 conserved hypothetical protein

AAEL013302-RA 0.393741509 vacuolar ATP synthase subunit g

AAEL013304-RA -0.74345419 conserved hypothetical protein

AAEL013305-RA -0.31383482 bifunctional dihydrofolate reductase-thymidylate synthase

AAEL013306-RA -1.0362436 hypothetical protein

AAEL013307-RA 0.077530022 conserved hypothetical protein

AAEL013309-RA 0.15080266 high-affinity copper uptake protein

AAEL013309-RB 0.15080266 high-affinity copper uptake protein

AAEL013309-RC 0.15080266 high-affinity copper uptake protein

AAEL013312-RA 0.206729484 dual-specificity protein phosphatase, putative

AAEL013313-RA 0.170275418 DNA repair protein xp-c / rad4

AAEL013314-RA 0.306077532 calicylin binding protein

AAEL013317-RA 0.763224591 hypothetical protein

AAEL013320-RA -0.12599012 translocon-associated protein, delta subunit
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AAEL013325-RA -1.05805926 conserved hypothetical protein

AAEL013331-RA 0.297418362 conserved hypothetical protein

AAEL013336-RA -0.40968506 conserved hypothetical protein

AAEL013338-RA 0.188871519 lethal(2)essential for life protein, l2efl

AAEL013341-RA 0.027953427 lethal(2)essential for life protein, l2efl

AAEL013341-RB 0.027953427 lethal(2)essential for life protein, l2efl

AAEL013343-RA 0.402572085 lethal(2)essential for life protein, l2efl

AAEL013347-RA -0.38015799 lethal(2)essential for life protein, l2efl

AAEL013348-RA -0.02232479 lethal(2)essential for life protein, l2efl

AAEL013353-RA -0.05412836 profilin

AAEL013353-RB 0.08110668 profilin

AAEL013353-RC -0.05412836 profilin

AAEL013353-RD -0.05412836 profilin

AAEL013356-RA 0.17546873 conserved hypothetical protein

AAEL013356-RB 0.17546873 conserved hypothetical protein

AAEL013359-RA -0.00293267 DEAD box ATP-dependent RNA helicase

AAEL013359-RB -0.03816784 DEAD box ATP-dependent RNA helicase

AAEL013359-RC -0.03816784 DEAD box ATP-dependent RNA helicase

AAEL013368-RA -0.0342604 lysosomal acid lipase, putative

AAEL013369-RA 0.246482712 conserved hypothetical protein

AAEL013371-RA -0.13269104 hypothetical protein

AAEL013373-RA 0.446810086 inwardly rectifying k+ channel, putative

AAEL013378-RA 0.015310824 conserved hypothetical protein

AAEL013382-RA -0.3501376 nudix hydrolase 6

AAEL013385-RA -1.12119567 brain chitinase and chia

AAEL013389-RA -0.04041058 coproporphyrinogen iii oxidase

AAEL013390-RA 0.831555048 serine/threonine protein kinase

AAEL013390-RB 0.831555048 serine/threonine protein kinase

AAEL013391-RA -0.2380329 conserved hypothetical protein

AAEL013392-RA 0.450309456 conserved hypothetical protein

AAEL013393-RA -0.4128239 conserved hypothetical protein

AAEL013395-RA 0.242346939 hypothetical protein

AAEL013395-RC 0.269714361 hypothetical protein

AAEL013398-RA 0.812308886 conserved hypothetical protein

AAEL013400-RA 0.069368016 DEAD box ATP-dependent RNA helicase

AAEL013402-RB 0.295127348 hypothetical protein

AAEL013402-RC 0.19508283 hypothetical protein
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AAEL013403-RA 0.215472197 hypothetical protein

AAEL013404-RA 0.499392446 tetraspanin, putative

AAEL013407-RA 0.47537227 catalase

AAEL013408-RA 0.533788878 suppressin

AAEL013408-RB 0.533788878 suppressin

AAEL013409-RA 0.438825981 down syndrome cell adhesion molecule

AAEL013410-RA 0.25290297 conserved hypothetical protein

AAEL013411-RA 0.592933902 hypothetical protein

AAEL013426-RA 0.744474996 hypothetical protein

AAEL013429-RA 0.598058349 conserved hypothetical protein

AAEL013430-RA 0.727946502 hypothetical protein

AAEL013434-RA -0.66408568 Sp?tzle 1A (Spz1A)

AAEL013434-RB -0.66408568 Sp?tzle 1A (Spz1A)

AAEL013436-RA 0.420762728 conserved hypothetical protein

AAEL013441-RA -0.18785165 leucine-rich transmembrane protein

AAEL013443-RA -1.1570926 conserved hypothetical protein

AAEL013446-RA -1.0203576 conserved hypothetical protein

AAEL013453-RA 0.721258122 sarcolemmal associated protein, putative

AAEL013456-RA -0.04618428 hypothetical protein

AAEL013457-RA 0.321044145 RNA polymerase small Zn-binding subunit, putative

AAEL013458-RA 0.085223763 glutamine synthetase 1, 2 (glutamate-amonia ligase) (gs)

AAEL013458-RB 0.085223763 glutamine synthetase 1, 2 (glutamate-amonia ligase) (gs)

AAEL013458-RC 0.085223763 glutamine synthetase 1, 2 (glutamate-amonia ligase) (gs)

AAEL013461-RA -0.06910607 parvin

AAEL013463-RA -0.09291487 nucleolar protein 10

AAEL013464-RA 0.296607565 conserved hypothetical protein

AAEL013465-RA -0.22550897 conserved hypothetical protein

AAEL013468-RA 0.047737172 solute carrier family 35 member C2, putative

AAEL013470-RA 0.472081988 conserved hypothetical protein

AAEL013471-RA -0.6723541 hypothetical protein

AAEL013472-RA 0.327562048 conserved hypothetical protein

AAEL013478-RA -0.04870707 conserved hypothetical protein

AAEL013480-RA -0.11088033 hypothetical protein

AAEL013482-RA 0.35728688 protease m50 membrane-bound transcription factor site 2 protease

AAEL013484-RA -0.42998637 hypothetical protein

AAEL013486-RA -0.00101408 hypothetical protein

AAEL013492-RA 0.635217059 prophenoloxidase
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AAEL013494-RA -0.87811256 conserved hypothetical protein

AAEL013497-RA 0.076132877 p15-2b protein, putative

AAEL013498-RA -0.12936681 prophenoloxidase

AAEL013499-RA -0.66100594 prophenoloxidase

AAEL013500-RA -0.04829858 conserved hypothetical protein

AAEL013501-RA -0.39268087 prophenoloxidase

AAEL013503-RA 0.566771362 conserved hypothetical protein

AAEL013510-RA 0.910352122 smaug protein

AAEL013514-RA 0.467787114 pupal cuticle protein 78E, putative

AAEL013515-RA 0.066129987 Pupal cuticle protein, putative

AAEL013516-RA -1.64804352 Pupal cuticle protein, putative

AAEL013520-RA -0.27356925 Pupal cuticle protein, putative

AAEL013521-RA 0.230164622 tryptophanyl-tRNA synthetase

AAEL013522-RA 0.276816014 pinn

AAEL013527-RA -0.63629376 conserved hypothetical protein

AAEL013527-RB -0.63629376 conserved hypothetical protein

AAEL013528-RA -0.46535059 peroxiredoxins, prx-1, prx-2, prx-3

AAEL013530-RA 0.250328012 cullin

AAEL013531-RA -0.12040221 cyclin k

AAEL013532-RA 0.211948974 hypothetical protein

AAEL013532-RB 0.211948974 hypothetical protein

AAEL013533-RA -0.25725551 conserved hypothetical protein

AAEL013534-RA -0.51741407 tgf-beta resistance-associated protein trag

AAEL013535-RA -0.22141072 phosrestin ii (arrestin a) (arrestin 1)

AAEL013537-RA 0.334501074 hypothetical protein

AAEL013537-RB 0.334501074 hypothetical protein

AAEL013540-RA 0.289622505 conserved hypothetical protein

AAEL013542-RA 0.195379677 elongase, putative

AAEL013544-RA -0.09867509 snail protein, putative

AAEL013547-RA 0.438079276 conserved hypothetical protein

AAEL013550-RA 0.503680669 conserved hypothetical protein

AAEL013552-RA 0.131173032 conserved hypothetical protein

AAEL013553-RA 0.370464053 conserved hypothetical protein

AAEL013555-RA 0.200738469 cytochrome P450

AAEL013557-RA -0.50159279 conserved hypothetical protein

AAEL013560-RA -0.22416671 mitochondrial ribosomal protein, L50, putative

AAEL013568-RA 0.190339886 conserved hypothetical protein
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AAEL013571-RA 0.199605401 synaptobrevin

AAEL013581-RA -0.05838579 valacyclovir hydrolase

AAEL013584-RA -1.16087097 conserved hypothetical protein

AAEL013588-RA -0.13483991 hypothetical protein

AAEL013590-RA 0.21933979 conserved hypothetical protein

AAEL013594-RA -0.12391278 conserved hypothetical protein

AAEL013596-RA 1.08380273 phosphatidylinositol 3-kinase regulatory subunit

AAEL013597-RA 0.310360659 conserved hypothetical protein

AAEL013603-RA -1.93167626 short-chain dehydrogenase

AAEL013605-RA -0.39740221 hypothetical protein

AAEL013608-RA 0.588285287 sugar transporter

AAEL013612-RA 0.511785195 conserved hypothetical protein

AAEL013613-RA -0.08378655 pyruvate dehydrogenase

AAEL013614-RA 0.57614914 clathrin heavy chain

AAEL013614-RB 0.57614914 clathrin heavy chain

AAEL013614-RC 0.57614914 clathrin heavy chain

AAEL013615-RA -0.02838155 conserved hypothetical protein

AAEL013616-RA 0.176561095 hypothetical protein

AAEL013620-RA 0.342691104 ras-related protein Rab, putative

AAEL013621-RA 0.696465579 conserved hypothetical protein

AAEL013622-RA 0.138809169 hypothetical protein

AAEL013623-RA 0.224264124 trypsin

AAEL013627-RA -0.14372646 conserved hypothetical protein

AAEL013628-RA 0.328068939 trypsin-eta, putative

AAEL013630-RA -0.21073039 mitochondrial ornithine transporter

AAEL013633-RA 0.455709664 ubiquitin-conjugating enzyme h

AAEL013636-RA 0.11796157 translation elongation factor g

AAEL013640-RA -0.38925655 lung carbonyl reductase

AAEL013642-RA -1.46095592 acyl-coa dehydrogenase

AAEL013645-RA -0.05608307 conserved hypothetical protein

AAEL013649-RA 0.232964665 elongase, putative

AAEL013653-RA 0.408047436 tata-box binding protein

AAEL013655-RA 0.142198122 conserved hypothetical protein

AAEL013656-RA -0.10181107 bm-40 precursor

AAEL013658-RA 0.248733729 conserved hypothetical protein

AAEL013660-RA 0.200634419 hypothetical protein

AAEL013661-RA -0.42465051 actin binding protein, putative
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AAEL013676-RA -1.3301762 26S protease regulatory subunit

AAEL013679-RA -0.04490562 coilin-interacting nulcear ATPase protein, putative

AAEL013680-RA 0.114773261 conserved hypothetical protein

AAEL013682-RA 0.050487288 zinc finger protein

AAEL013684-RA 0.994985817 conserved hypothetical protein

AAEL013687-RA 0.301011452 conserved hypothetical protein

AAEL013688-RA -0.41484523 conserved hypothetical protein

AAEL013689-RA 0.156395821 neuronal calcium sensor, putative

AAEL013690-RA 0.592825541 DNA mismatch repair protein pms2

AAEL013692-RA 0.64696656 PIWI

AAEL013693-RA -0.83963819 excision repair cross-complementing 1 ercc1

AAEL013694-RA -0.30428955 40S ribosomal protein sa (P40) (34/67 kda laminin receptor) 

AAEL013696-RA 0.158548187 conserved hypothetical protein

AAEL013700-RA -0.39700631 DNA-directed RNA polymerase II 13.3 kDa polypeptide

AAEL013702-RA -0.15815702 hypothetical protein

AAEL013703-RA 0.148497837 trypsin

AAEL013704-RA 0.034508271 beta-arrestin 1, putative

AAEL013707-RA -0.36365073 trypsin

AAEL013709-RA -0.52469197 histone H4

AAEL013711-RA -0.09538562 conserved hypothetical protein

AAEL013714-RA 0.061175252 trypsin, putative

AAEL013715-RA 0.057613512 trypsin

AAEL013717-RA -0.83478132 sphingomyelin phosphodiesterase

AAEL013718-RA -1.26940931 conserved hypothetical protein

AAEL013721-RA 0.67759573 RNA binding protein, putative

AAEL013723-RA 0.638584364 polypyrimidine tract binding protein

AAEL013724-RA 0.846846648 conserved hypothetical protein

AAEL013725-RA -0.10565514 conserved hypothetical protein

AAEL013727-RA 0.001061089 conserved hypothetical protein

AAEL013728-RA -1.30623645 conserved hypothetical protein

AAEL013729-RA 0.478326911 myotonin-protein kinase

AAEL013730-RA 0.20263704 conserved hypothetical protein

AAEL013732-RA 0.514398672 mannosyltransferase 1, putative

AAEL013734-RA 0.403547494 hypothetical protein

AAEL013736-RA -0.13769697 conserved hypothetical protein

AAEL013738-RA 0.458605001 hypothetical protein

AAEL013739-RA -0.23952474 electron transport oxidoreductase
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AAEL013740-RA 0.425456214 hypothetical protein

AAEL013741-RA -0.30778946 hypothetical protein

AAEL013744-RA -0.2469207 NADH:ubiquinone dehydrogenase, putative

AAEL013746-RA -0.00422187 conserved hypothetical protein

AAEL013747-RA 0.428412062 conserved hypothetical protein

AAEL013753-RA 0.040965823 hypothetical protein

AAEL013757-RA -0.16191467 hexamerin 2 beta

AAEL013761-RA 0.051230139 adp-ribosylation factor, arf

AAEL013761-RB 0.002911732 adp-ribosylation factor, arf

AAEL013764-RA -0.22548569 wd-repeat protein

AAEL013766-RA 0.080398408 conserved hypothetical protein

AAEL013769-RA -0.72762365 exocyst complex component sec6

AAEL013772-RA -0.02410027 conserved hypothetical protein

AAEL013773-RA -1.01254175 conserved hypothetical protein

AAEL013774-RA -0.46176449 conserved hypothetical protein

AAEL013775-RA 0.029482031 conserved hypothetical protein

AAEL013777-RA -0.98278917 conserved hypothetical protein

AAEL013778-RA 0.637450526 f-actin capping protein alpha

AAEL013779-RA -0.75065077 conserved hypothetical protein

AAEL013780-RA -0.41547744 conserved hypothetical protein

AAEL013782-RA -0.383994 conserved hypothetical protein

AAEL013783-RA -0.58749212 protein farnesyltransferase alpha subunit

AAEL013783-RB -0.58749212 protein farnesyltransferase alpha subunit

AAEL013785-RA -0.67999173 conserved hypothetical protein

AAEL013785-RB -0.67999173 conserved hypothetical protein

AAEL013786-RA 0.082481521 growth factor receptor-bound protein

AAEL013789-RA -0.59725066 conserved hypothetical protein

AAEL013790-RA -0.52969948 mitochondrial ribosomal protein, L50, putative

AAEL013793-RA -0.27877431 conserved hypothetical protein

AAEL013797-RA 0.504971793 conserved hypothetical protein

AAEL013798-RA 0.100254604 cytochrome P450

AAEL013799-RA 0.74306608 hypothetical protein

AAEL013799-RB 0.74306608 hypothetical protein

AAEL013800-RA 0.122581972 conserved hypothetical protein

AAEL013805-RA -0.22482167 conserved hypothetical protein

AAEL013812-RA -0.58726852 hypothetical protein

AAEL013813-RA 0.499601787 conserved hypothetical protein
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AAEL013814-RA -0.15009047 phosphomevalonate kinase, putative

AAEL013816-RA 0.490284285 conserved hypothetical protein

AAEL013818-RA -0.01665168 spliceosome associated protein

AAEL013820-RA 0.139642064 Bj1 protein, putative

AAEL013822-RA 0.067854871 conserved hypothetical protein

AAEL013826-RA 0.190615901 serine/threonine protein kinase lats

AAEL013827-RA -0.8570128 hypothetical protein

AAEL013844-RA 0.521734641 diazepam binding inhibitor, putative

AAEL013848-RA -0.25697243 hypothetical protein

AAEL013849-RA 0.765093175 diacylglycerol kinase, zeta, iota

AAEL013850-RA 0.072477705 conserved hypothetical protein

AAEL013851-RA -0.44177439 conserved hypothetical protein

AAEL013853-RA -1.06843444 conserved hypothetical protein

AAEL013853-RB -1.06843444 conserved hypothetical protein

AAEL013854-RA -0.30204532 ATP-binding cassette transporter

AAEL013859-RA 0.291701878 mitogen-activated protein kinase kinase kinase 3, mapkkk3, mekk3

AAEL013862-RA 0.548491212 arginyl-tRNA synthetase

AAEL013863-RA 0.60237204 phosphatidylinositol-binding clathrin assembly protein

AAEL013864-RA -0.46529765 conserved hypothetical protein

AAEL013866-RA 0.766111582 wd-repeat protein

AAEL013867-RA -0.30726578 beta-mannosidase

AAEL013870-RA 0.698796959 hypothetical protein

AAEL013872-RA 0.226031226 hypothetical protein

AAEL013875-RA 0.285002221 tetraspanin, putative

AAEL013875-RB 0.285002221 tetraspanin, putative

AAEL013876-RA -0.24015676 mitochondrial NADH:ubiquinone oxidoreductase B14.7 subunit, putative

AAEL013877-RA -0.30143246 glucosamine-6-phosphate isomerase

AAEL013877-RB -0.30143246 glucosamine-6-phosphate isomerase

AAEL013877-RC -0.30143246 glucosamine-6-phosphate isomerase

AAEL013877-RD -0.30143246 glucosamine-6-phosphate isomerase

AAEL013877-RE -0.30143246 glucosamine-6-phosphate isomerase

AAEL013877-RF -0.30143246 glucosamine-6-phosphate isomerase

AAEL013877-RG -0.30143246 glucosamine-6-phosphate isomerase

AAEL013883-RA -0.12715192 conserved hypothetical protein

AAEL013895-RA 0.155389754 conserved hypothetical protein

AAEL013897-RA 0.352323734 n-acetylglucosaminyltransferase vi

AAEL013898-RA -0.13104956 conserved hypothetical protein
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AAEL013899-RA -0.12144242 protease m1 zinc metalloprotease

AAEL013902-RA -0.37354187 pcdc2/rp-8 (programmed cell death protein 2)

AAEL013907-RA 0.337206913 d-alanyl-d-alanine carboxypeptidase

AAEL013908-RA 0.61874278 conserved hypothetical protein

AAEL013921-RA 0.643931844 hypothetical protein

AAEL013933-RA -0.58865834 serine protease inhibitor, serpin

AAEL013935-RA -0.92591253 conserved hypothetical protein

AAEL013937-RA 0.269797805 serine protease inhibitor, serpin

AAEL013941-RA 0.228560297 p19 protein, putative

AAEL013941-RB 0.228560297 p19 protein, putative

AAEL013943-RB -0.83478674 mediator complex, 100kD-subunit, putative

AAEL013945-RA -0.1249953 conserved hypothetical protein

AAEL013948-RA -0.33226637 peptidyl-prolyl cis-trans isomerase e, ppie

AAEL013950-RA -0.33120592 DEAD box ATP-dependent RNA helicase

AAEL013952-RA 0.239886045 prohibitin

AAEL013960-RA 0.317202133 conserved hypothetical protein

AAEL013961-RA -0.55463261 conserved hypothetical protein

AAEL013964-RA -1.00852975 ribosomal protein L20, putative

AAEL013965-RA 0.570999365 conserved hypothetical protein

AAEL013967-RA -0.50955128 Methylmalonyl-CoA carboxyltransferase 12S subunit, putative

AAEL013968-RA -0.32685664 conserved hypothetical protein

AAEL013969-RA 0.323052981 conserved hypothetical protein

AAEL013971-RA -0.552134 conserved hypothetical protein

AAEL013974-RA -1.21273087 conserved hypothetical protein

AAEL013978-RA 0.038574266 step ii splicing factor slu7

AAEL013980-RA -0.44504264 glutaredoxin, putative

AAEL013980-RB -0.39747087 glutaredoxin, putative

AAEL013984-RA -0.23669681 conserved hypothetical protein

AAEL013985-RA 0.400325724 DEAD box ATP-dependent RNA helicase

AAEL013987-RA -0.31992732 conserved hypothetical protein

AAEL013989-RA 0.210368386 protein translocation complex beta subunit, putative

AAEL013990-RA -0.29623748 hexamerin 2 beta

AAEL013992-RA -0.10905615 conserved hypothetical protein

AAEL013992-RB -0.10905615 conserved hypothetical protein

AAEL013993-RA 0.038651228 conserved hypothetical protein

AAEL013999-RA 0.044008951 conserved hypothetical protein

AAEL014001-RA -0.28495065 yellow protein precursor, putative
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AAEL014002-RA -0.10717359 conserved hypothetical protein

AAEL014008-RA 0.153974487 hypothetical protein

AAEL014014-RA 0.005444618 ornithine cyclodeaminase

AAEL014014-RB 0.163489289 ornithine cyclodeaminase

AAEL014016-RA -0.06530022 breast cancer metastasis-suppressor

AAEL014017-RA 0.172574771 testis-specific serine/threonine kinase 22c

AAEL014018-RA 0.358823414 conserved hypothetical protein

AAEL014024-RA -0.58826281 conserved hypothetical protein

AAEL014025-RA 0.045849801 cell division cycle 20 (cdc20) (fizzy)

AAEL014027-RA 0.850892922 conserved hypothetical protein

AAEL014028-RA 0.093199698 hypothetical protein

AAEL014031-RA 0.325441114 protein phosphatase 2a, regulatory subunit

AAEL014033-RA 0.003047492 conserved hypothetical protein

AAEL014034-RA 0.22767032 zinc finger protein

AAEL014037-RA -0.1691201 PAF acetylhydrolase 45 kDa subunit, putative

AAEL014039-RA -0.31829263 conserved hypothetical protein

AAEL014039-RB -0.31829263 conserved hypothetical protein

AAEL014040-RA 0.045022322 conserved hypothetical protein

AAEL014041-RA -0.29206726 hypothetical protein

AAEL014042-RA 0.213166981 protein phosphatase pp2a regulatory subunit b

AAEL014042-RB 0.213166981 protein phosphatase pp2a regulatory subunit b

AAEL014043-RA 0.234714751 hypothetical protein

AAEL014045-RA -0.18399856 allantoicase

AAEL014049-RA -0.07881494 predicted protein

AAEL014050-RA 0.084153333 testosterone-regulated protein rp2

AAEL014051-RA -0.02676851 nop14

AAEL014053-RA 0.004949767 vacuolar proton atpases

AAEL014055-RA -0.16309584 thymidine kinase

AAEL014055-RB -0.16309584 thymidine kinase

AAEL014056-RA 0.818864474 hypothetical protein

AAEL014058-RA 0.206582469 copper homeostasis protein

AAEL014062-RA 0.337340408 hypothetical protein

AAEL014063-RA 0.62225633 activating signal cointegrator 1 complex subunit 3, helc1

AAEL014074-RA 0.582795738 conserved hypothetical protein

AAEL014078-RA -0.73766522 serine protease inhibitor, serpin

AAEL014079-RA -0.48177624 serine protease inhibitor, serpin

AAEL014080-RA -0.90580999 aldehyde dehydrogenase
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AAEL014084-RA 0.465940301 kinesin eg-5

AAEL014091-RA 0.364414745 Cu/Zn superoxide dismutase, putative

AAEL014094-RA 0.047737172 solute carrier family 35 member C2, putative

AAEL014095-RA -0.34562265 conserved hypothetical protein

AAEL014097-RA 0.277016475 hypothetical protein

AAEL014099-RA 0.161463869 valyl-tRNA synthetase

AAEL014101-RA -0.29432112 pyrroline-5-carboxylate reductase

AAEL014105-RA 0.026666481 hypothetical protein

AAEL014107-RA -0.30618181 conserved hypothetical protein

AAEL014108-RA 0.156207975 aquaporin, putative

AAEL014110-RA 0.576625315 sulfite reductase

AAEL014111-RA -0.2224521 tubulin-specific chaperone, putative

AAEL014131-RA 1.361094752 hypothetical protein

AAEL014132-RA 0.687655157 conserved hypothetical protein

AAEL014137-RA 0.303868184 serine protease

AAEL014139-RA 0.534040442 proacrosin, putative

AAEL014140-RA -0.13143185 serine protease

AAEL014141-RA 0.160682801 serine protease inhibitor, serpin

AAEL014141-RB 0.160682801 serine protease inhibitor, serpin

AAEL014144-RA 0.089009926 rapsynoid

AAEL014145-RA -0.5077732 conserved hypothetical protein

AAEL014146-RA 0.052988204 conserved hypothetical protein

AAEL014147-RA -0.5220696 conserved hypothetical protein

AAEL014148-RA 0.461753936 caspase-8

AAEL014149-RA 0.573359235 conserved hypothetical protein

AAEL014151-RA 0.833205363 six/sine homebox transcription factors

AAEL014152-RA 0.334405366 conserved hypothetical protein

AAEL014153-RA -0.16973198 conserved hypothetical protein

AAEL014154-RA -0.71743335 nucleotide binding protein 2 (nbp 2)

AAEL014155-RA -0.5148605 ATP-dependent RNA helicase

AAEL014156-RA 0.210810743 zinc transporter

AAEL014159-RA -1.54885636 PAF acetylhydrolase 45 kDa subunit, putative

AAEL014163-RA 0.032366081 conserved hypothetical protein

AAEL014167-RA 0.336969125 U1 small nuclear ribonucleoprotein A

AAEL014168-RA -0.08098254 conserved hypothetical protein

AAEL014169-RA -0.83894156 small nuclear ribonucleoprotein, core, putative

AAEL014171-RA -0.41517761 conserved hypothetical protein
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AAEL014174-RA 0.489961053 hypothetical protein

AAEL014175-RA -0.04828624 hypothetical protein

AAEL014177-RA -0.38463747 adp-ribosylation factor, arf

AAEL014183-RA 0.535552953 conserved hypothetical protein

AAEL014183-RB 0.535552953 conserved hypothetical protein

AAEL014185-RA 0.056737669 hypothetical protein

AAEL014186-RA -0.93855826 dolichyl-phosphate beta-D-mannosyltransferase, putative

AAEL014194-RA -0.13876224 conserved hypothetical protein

AAEL014196-RA 0.664936974 conserved hypothetical protein

AAEL014198-RA 0.425482489 cdp-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase

AAEL014199-RA -0.67465493 dihydropyrimidine dehydrogenase

AAEL014204-RA -0.55052947 6-phosphogluconolactonase

AAEL014207-RA -0.15991569 sugar transporter

AAEL014210-RA 0.302856233 hypothetical protein

AAEL014211-RA 0.513870047 conserved hypothetical protein

AAEL014212-RA 0.579528825 androgen induced inhibitor of proliferation (as3) / pds5

AAEL014214-RA -0.11569923 conserved hypothetical protein

AAEL014221-RA 0.195639111 hypothetical protein

AAEL014222-RA 0.772539885 low-density lipoprotein receptor (ldl)

AAEL014224-RA 0.213306286 octopamine receptor oamb

AAEL014231-RA -0.04471531 conserved hypothetical protein

AAEL014233-RA 0.616633566 pickpocket

AAEL014234-RA -0.02214652 conserved hypothetical protein

AAEL014236-RA 0.465495498 conserved hypothetical protein

AAEL014238-RA 0.120837414 aromatic amino acid decarboxylase

AAEL014238-RB 0.120837414 aromatic amino acid decarboxylase

AAEL014239-RA -0.11078435 conserved hypothetical protein

AAEL014240-RA 0.675160718 hypothetical protein

AAEL014241-RA -1.12109917 hypothetical protein

AAEL014244-RA 0.216058882 glucosyl/glucuronosyl transferases

AAEL014245-RA 0.249431267 hypothetical protein

AAEL014246-RA -0.09797633 glucosyl/glucuronosyl transferases

AAEL014248-RA 0.497005087 conserved hypothetical protein

AAEL014249-RA -0.21390854 wd-repeat protein

AAEL014251-RA 0.456120685 conserved hypothetical protein

AAEL014252-RA 0.576625315 sulfite reductase

AAEL014253-RA -0.30098284 conserved hypothetical protein
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AAEL014255-RA 0.156207975 aquaporin, putative

AAEL014256-RA -0.19972287 ATP-dependent RNA helicase

AAEL014257-RA 0.085896096 hypothetical protein

AAEL014262-RA -0.8792516 translation initiation factor eif-2b alpha subunit

AAEL014263-RA 0.096508683 hypothetical protein

AAEL014268-RA -0.36663539 hypothetical protein

AAEL014269-RA 1.135123396 conserved hypothetical protein

AAEL014271-RA -0.41493874 conserved hypothetical protein

AAEL014272-RA 0.206797863 molybdopterin cofactor sulfurase (mosc)

AAEL014275-RA -0.11970656 molybdopterin cofactor sulfurase (mosc)

AAEL014281-RA 0.164704413 conserved hypothetical protein

AAEL014283-RA -0.61321263 conserved hypothetical protein

AAEL014285-RA 0.328965707 growth hormone inducible transmembrane protein

AAEL014287-RA -0.38371826 deoxycytidylate deaminase

AAEL014289-RA 0.41992462 hypothetical protein

AAEL014291-RA -0.26372686 hypothetical protein

AAEL014292-RA -0.19390388 40S ribosomal protein S24

AAEL014295-RA -0.66639143 conserved hypothetical protein

AAEL014296-RA 0.169577914 major sperm protein

AAEL014300-RA -1.44796154 hypothetical protein

AAEL014301-RA 0.037834421 hypothetical protein

AAEL014302-RA -1.47789476 conserved hypothetical protein

AAEL014305-RA 0.792078168 conserved hypothetical protein

AAEL014309-RB -0.3525912 conserved hypothetical protein

AAEL014311-RA 0.287114888 tetraspanin, putative

AAEL014314-RA 0.898574044 DNA primase

AAEL014315-RA 0.561453514 conserved hypothetical protein

AAEL014318-RA -0.06871666 conserved hypothetical protein

AAEL014323-RA -0.22555847 vacuolar protein sorting 26, vps26

AAEL014325-RA 0.030416479 proteasome regulatory subunits

AAEL014327-RA 0.160784389 conserved hypothetical protein

AAEL014328-RA 0.079880939 conserved hypothetical protein

AAEL014335-RA -0.21810843 hypothetical protein

AAEL014336-RA 0.006165828 conserved hypothetical protein

AAEL014339-RA -0.83459877 conserved hypothetical protein

AAEL014339-RB -0.73872012 conserved hypothetical protein

AAEL014339-RC -0.73872012 conserved hypothetical protein
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AAEL014340-RA 0.598064468 conserved hypothetical protein

AAEL014340-RB 0.598064468 conserved hypothetical protein

AAEL014342-RA -0.50020584 hypothetical protein

AAEL014344-RA -0.01490985 adam (a disintegrin and metalloprotease

AAEL014345-RA 0.630879628 conserved hypothetical protein

AAEL014348-RA 0.023523489 caspase-1

AAEL014349-RA -0.07939272 serine protease

AAEL014359-RA 0.313253969 conserved hypothetical protein

AAEL014360-RA 0.713546595 sec-23 interacting protein P125

AAEL014362-RA 0.101260242 hypothetical protein

AAEL014365-RB 0.548496399 chromaffin granule amine transporter, putative

AAEL014367-RA 0.011614869 hypothetical protein

AAEL014368-RA 0.122780612 sap18

AAEL014369-RA 0.020868065 conserved hypothetical protein

AAEL014371-RA 0.332038191 glucosyl/glucuronosyl transferases

AAEL014372-RA 0.639188172 Juvenile hormone-inducible protein, putative

AAEL014373-RA -0.23849679 dopamine receptor, invertebrate

AAEL014374-RA -0.27624064 hypothetical protein

AAEL014375-RA 0.046264368 clathrin coat assembly protein ap17

AAEL014375-RB 0.046264368 clathrin coat assembly protein ap17

AAEL014376-RA 0.319838442 hypothetical protein

AAEL014377-RA 0.405278987 conserved hypothetical protein

AAEL014378-RA 0.399337011 hypothetical protein

AAEL014379-RA -0.29210442 adrenodoxin

AAEL014381-RA -2.19065537 conserved hypothetical protein

AAEL014382-RA -0.81648425 galactose-specific C-type lectin, putative

AAEL014383-RA -0.51716096 conserved hypothetical protein

AAEL014385-RA -0.80608444 conserved hypothetical protein

AAEL014390-RA -0.27663344 galactose-specific C-type lectin, putative

AAEL014393-RA -0.02704422 lactoylglutathione lyase

AAEL014394-RA 0.082481521 growth factor receptor-bound protein

AAEL014396-RA -0.07129993 protein farnesyltransferase alpha subunit

AAEL014401-RA 0.61874114 conserved hypothetical protein

AAEL014405-RA -0.09151856 predicted protein

AAEL014413-RA 0.843257411 cytochrome P450

AAEL014415-RA 0.437174734 conserved hypothetical protein

AAEL014416-RA 0.423940576 pupal cuticle protein 78E, putative
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AAEL014417-RA 0.468903656 hypothetical protein

AAEL014418-RA -0.09656328 conserved hypothetical protein

AAEL014426-RA -0.02092704 glycine dehydrogenase

AAEL014427-RA -0.0709953 conserved hypothetical protein

AAEL014429-RA -1.63312479 t-box transcription factor tbx20

AAEL014435-RA -0.68628297 Juvenile hormone-inducible protein, putative

AAEL014436-RA 0.430069179 conserved hypothetical protein

AAEL014437-RA -0.14654805 conserved hypothetical protein

AAEL014440-RA 0.471848369 Juvenile hormone-inducible protein, putative

AAEL014441-RA -0.88062932 conserved hypothetical protein

AAEL014445-RA 0.897588962 conserved hypothetical protein

AAEL014452-RA -0.26671002 acyl-coa dehydrogenase

AAEL014456-RA 0.237451271 hypothetical protein

AAEL014457-RA 0.290883006 neuronal cell adhesion molecule

AAEL014483-RA -0.35636186 conserved hypothetical protein

AAEL014484-RA 0.16743029 conserved hypothetical protein

AAEL014489-RA 0.012114559 D-tyrosyl-tRNA(Tyr) deacylase

AAEL014490-RA 0.813051394 conserved hypothetical protein

AAEL014491-RA -0.14904848 sin3b

AAEL014492-RA -0.13882135 conserved hypothetical protein

AAEL014494-RA -0.03393515 methionine-tRNA synthetase

AAEL014495-RA 0.35913103 conserved hypothetical protein

AAEL014496-RA 0.394162261 hypothetical protein

AAEL014498-RA -0.25216186 conserved hypothetical protein

AAEL014499-RA -0.13041618 conserved hypothetical protein

AAEL014501-RA 0.010872202 mediator complex, subunit, putative

AAEL014506-RA -0.08637563 conserved hypothetical protein

AAEL014511-RA -0.66526333 predicted protein

AAEL014518-RA 0.084878874 conserved hypothetical protein

AAEL014522-RA -0.28740337 hypothetical protein

AAEL014524-RA -0.68947431 DNA replication licensing factor MCM4

AAEL014525-RA -0.04679454 conserved hypothetical protein

AAEL014528-RA -0.16934854 nuclear protein skip

AAEL014531-RA 0.076945282 arsenite inducuble RNA associated protein aip-1

AAEL014532-RA 0.095454168 conserved hypothetical protein

AAEL014533-RA -0.22550897 conserved hypothetical protein

AAEL014534-RA 0.296607565 conserved hypothetical protein
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AAEL014536-RA 0.560686807 embryonic ectoderm development protein

AAEL014541-RA -0.48846987 maltose phosphorylase

AAEL014542-RA 0.408772211 hypothetical protein

AAEL014544-RA -2.34304707 prophenoloxidase

AAEL014548-RA 0.200993258 peroxiredoxins, prx-1, prx-2, prx-3

AAEL014549-RA -0.04165535 conserved hypothetical protein

AAEL014555-RA 0.109113068 Ump1p protein, putative

AAEL014556-RA -1.00479067 conserved hypothetical protein

AAEL014556-RB 0.133111161 conserved hypothetical protein

AAEL014560-RA -0.2999108 histone H1, putative

AAEL014564-RA 0.094938204 conserved hypothetical protein

AAEL014566-RA 0.134867132 wingless

AAEL014568-RA -0.13037331 hypothetical protein

AAEL014570-RA -1.16695041 oviductin

AAEL014572-RA 0.536854723 tetraspanin 97e

AAEL014577-RA -0.65170981 conserved hypothetical protein

AAEL014582-RA 0.0945831 step ii splicing factor slu7

AAEL014599-RA 0.943032657 hypothetical protein

AAEL014600-RA -0.28947253 4-hydroxyphenylpyruvate dioxygenase

AAEL014605-RA -0.49384289 cytochrome P450

AAEL014606-RA -0.18672477 cytochrome P450

AAEL014607-RA -0.06284787 cytochrome P450

AAEL014608-RA -1.28730132 cytochrome P450

AAEL014609-RA -0.23811151 cytochrome P450

AAEL014611-RA 0.104245875 cytochrome P450

AAEL014614-RA -0.15970011 cytochrome P450

AAEL014616-RA 0.19760062 cytochrome P450

AAEL014622-RA 0.582795738 conserved hypothetical protein

AAEL014623-RA -0.69698588 hypothetical protein

AAEL014630-RA 0.353874246 cytochrome C1 heme lyase

AAEL014632-RA 0.683301245 aromatic amino acid decarboxylase

AAEL014637-RA 0.933382067 inositol 1,4,5-trisphosphate receptor

AAEL014639-RA 0.083890412 ubiquitin conjugating enzyme, putative

AAEL014640-RA -0.48808884 peptidoglycan recognition protein-lc isoform

AAEL014642-RA 0.083890412 ubiquitin conjugating enzyme, putative

AAEL014643-RA -0.36714964 UDP-sugar transporter UST74c (fringe connection protein), putative

AAEL014644-RA -0.09769169 UDP-sugar transporter UST74c (fringe connection protein), putative
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AAEL014646-RA 0.25439874 ubiquinone biosynthesis protein

AAEL014651-RA 0.159485169 nad dependent epimerase/dehydratase

AAEL014655-RA -0.19992002 hypothetical protein

AAEL014657-RA -0.42530513 conserved hypothetical protein

AAEL014659-RA 0.307293889 hypothetical protein

AAEL014663-RA -0.2014087 AMP dependent coa ligase

AAEL014665-RA -0.46370779 AMP dependent coa ligase

AAEL014668-RA -0.41520184 ankyrin 2,3/unc44

AAEL014670-RA 0.829331807 transcription enhancer factor, putative

AAEL014673-RA -0.31047753 NADH:ubiquinone dehydrogenase, putative

AAEL014679-RA -0.20752278 conserved hypothetical protein

AAEL014680-RA 0.000554257 cytochrome P450

AAEL014681-RA 0.18014605 conserved hypothetical protein

AAEL014684-RA -0.86766045 cytochrome P450

AAEL014688-RA 0.466377475 conserved hypothetical protein

AAEL014694-RA 0.195485702 hypothetical protein

AAEL014697-RA 0.277899931 hypothetical protein

AAEL014698-RA -0.20043264 hypothetical protein

AAEL014698-RB -0.20043264 hypothetical protein

AAEL014699-RA 0.546980386 abc transporter

AAEL014701-RA -0.14152023 conserved hypothetical protein

AAEL014703-RA 0.134746145 hypothetical protein

AAEL014704-RA 0.508044994 U3 small nucleolar RNA (U3 snorna) associated protein

AAEL014707-RA -0.23463554 2-hydroxyphytanoyl-coa lyase

AAEL014709-RA -0.67515694 methionine-tRNA synthetase

AAEL014711-RA -0.14904848 sin3b

AAEL014712-RA 0.465870277 conserved hypothetical protein

AAEL014713-RA 0.312931741 conserved hypothetical protein

AAEL014714-RA -0.09113909 conserved hypothetical protein

AAEL014715-RA 0.260556501 67 kDa polymerase-associated factor PAF67, putative

AAEL014716-RA 0.15907958 hypothetical protein

AAEL014720-RA 0.034513448 hypothetical protein

AAEL014723-RA 0.16512963 26S protease regulatory subunit

AAEL014729-RA -0.02758955 protein serine/threonine kinase, putative

AAEL014733-RA 0.381942131 nuclear pore complex protein nup214

AAEL014735-RA -0.06398163 conserved hypothetical protein

AAEL014736-RA -0.17592897 conserved hypothetical protein
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AAEL014737-RA 0.041064027 regulatory protein, putative

AAEL014747-RA 0.510727681 jun activation domain binding protein

AAEL014748-RA 0.262293023 DNA repair protein rad50

AAEL014749-RA 0.640101134 ral

AAEL014749-RB 0.273035241 ral

AAEL014750-RA -0.07302656 pyruvate dehydrogenase

AAEL014755-RA -0.28523283 tep2

AAEL014757-RA 0.599395578 hypothetical protein

AAEL014768-RA -0.18585457 glutamate synthase

AAEL014769-RA -1.48363339 adult cuticle protein, putative

AAEL014770-RA -1.3367306 conserved hypothetical protein

AAEL014774-RA -0.30418682 hypothetical protein

AAEL014796-RA -0.69383302 translation elongation factor g

AAEL014797-RA 0.053299809 acyl-coa dehydrogenase

AAEL014798-RA 0.623301648 lung carbonyl reductase

AAEL014799-RA -0.16754222 conserved hypothetical protein

AAEL014799-RB -0.16754222 conserved hypothetical protein

AAEL014801-RA 0.391007271 conserved hypothetical protein

AAEL014803-RA 0.406832741 conserved hypothetical protein

AAEL014811-RA -0.69436134 conserved hypothetical protein

AAEL014813-RA -0.07074981 viral IAP-associated factor, putative

AAEL014817-RA -0.33888551 serine-pyruvate aminotransferase

AAEL014820-RA -0.28947966 conserved hypothetical protein

AAEL014821-RA -0.19279904 hypothetical protein

AAEL014821-RB -0.19279904 hypothetical protein

AAEL014822-RA -0.06287925 conserved hypothetical protein

AAEL014825-RA 0.648432507 conserved hypothetical protein

AAEL014827-RA 0.010272882 hypothetical protein

AAEL014830-RA 0.200738469 cytochrome P450

AAEL014831-RA -1.18805456 RNA polymerase II subunit Rpb10, putative

AAEL014833-RA 0.031450195 hypothetical protein

AAEL014835-RA -0.07579001 conserved hypothetical protein

AAEL014836-RA 0.091620567 28S ribosomal protein S15, mitochondrial precursor

AAEL014837-RA 0.02867754 prophenoloxidase

AAEL014840-RA 0.243151094 short-chain dehydrogenase

AAEL014841-RA -0.04157119 conserved hypothetical protein

AAEL014842-RA -0.01775024 multiple inositol polyphosphate phosphatase
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AAEL014843-RA -0.2232167 heat shock protein

AAEL014846-RA -0.19020394 innexin

AAEL014847-RA -0.43738629 innexin

AAEL014851-RA 0.130948312 mediator complex subunit rgr-1

AAEL014855-RA -0.01902225 conserved hypothetical protein

AAEL014863-RB 0.635744164 glycogenin

AAEL014863-RC 0.536180402 glycogenin

AAEL014863-RD 0.28689659 glycogenin

AAEL014863-RE 0.635744164 glycogenin

AAEL014865-RA 0.579552903 pyruvate dehydrogenase

AAEL014866-RA -0.51778629 conserved hypothetical protein

AAEL014869-RA 0.282944186 DNA-directed RNA polymerase I 16 kDa polypeptide

AAEL014871-RA -0.26905039 methylenetetrahydrofolate dehydrogenase

AAEL014875-RA 0.58705213 hypothetical protein

AAEL014876-RA 0.008721591 conserved hypothetical protein

AAEL014879-RA -0.98366445 Pupal cuticle protein, putative

AAEL014883-RA -0.08844654 dynactin, p27-subunit, putative

AAEL014884-RA 0.198225448 hypothetical protein

AAEL014885-RA 0.419931346 hypothetical protein

AAEL014886-RA -0.57425126 4-aminobutyrate aminotransferase

AAEL014887-RA 0.150474381 conserved hypothetical protein

AAEL014889-RA -0.46512367 NADH:ubiquinone dehydrogenase, putative

AAEL014892-RA 1.103589138 cytochrome P450

AAEL014893-RA -0.04572372 cytochrome P450

AAEL014894-RA -0.37803109 conserved hypothetical protein

AAEL014895-RA 0.121819203 M protein type, putative

AAEL014896-RA 0.156280317 conserved hypothetical protein

AAEL014899-RA 0.252779962 short chain type dehydrogenase

AAEL014899-RB 0.252779962 short chain type dehydrogenase

AAEL014900-RA -0.2008263 ataxia telangiectasia mutated (atm)

AAEL014902-RA 0.020998078 cation efflux protein/ zinc transporter

AAEL014903-RA 0.123448981 40S ribosomal protein S24

AAEL014905-RA 0.021864423 hypothetical protein

AAEL014906-RA 0.24484242 LAP4 protein, putative (Scribble protein, putative)

AAEL014909-RA -0.91598114 conserved hypothetical protein

AAEL014910-RA -0.4828609 synaptic vesicle protein

AAEL014913-RA 0.509272845 pyruvate kinase
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AAEL014918-RA -0.30904734 lysosomal acid lipase, putative

AAEL014925-RA 0.346277649 conserved hypothetical protein

AAEL014931-RA -0.06261401 sarm1

AAEL014931-RB 1.054707706 sarm1

AAEL014932-RA 0.389327395 transcription factor btf3

AAEL014932-RB 0.389327395 transcription factor btf3

AAEL014934-RA 0.570136239 conserved hypothetical protein

AAEL014935-RA -0.08016478 cytochrome b5, putative

AAEL014936-RA -0.02400301 sarcosine dehydrogenase

AAEL014937-RA 0.131173395 hypothetical protein

AAEL014943-RA 0.009317104 conserved hypothetical protein

AAEL014944-RA -0.55555938 cytochrome c oxidase polypeptide

AAEL014949-RA 0.493613922 conserved hypothetical protein

AAEL014951-RA 0.18736984 Sp?tzle 3B (Spz3B)

AAEL014955-RA 0.19922609 tartan protein, putative

AAEL014957-RA -0.39283618 conserved hypothetical protein

AAEL014958-RA -0.14012308 galactokinase

AAEL014959-RA 0.00383377 heterogeneous nuclear ribonucleoprotein k

AAEL014960-RA 0.363261994 conserved hypothetical protein

AAEL014973-RA -0.57197841 conserved hypothetical protein

AAEL014974-RA -1.78813486 conserved hypothetical protein

AAEL014977-RA -0.62187637 conserved hypothetical protein

AAEL014978-RA -0.71808851 adult cuticle protein, putative

AAEL014980-RA 0.192608367 serine protease inhibitor (serpin-2), putative

AAEL014982-RA -1.23381629 adult cuticle protein, putative

AAEL014983-RA -0.6935407 pupal cuticle protein, putative

AAEL014986-RA -0.78663046 conserved hypothetical protein

AAEL014987-RA -1.24891036 adult cuticle protein, putative

AAEL014988-RA -0.68173557 conserved hypothetical protein

AAEL014989-RA 0.418393782 peptidoglycan recognition protein-1, putative

AAEL014990-RA -0.0453421 conserved hypothetical protein

AAEL014991-RA 0.285893206 hypothetical protein

AAEL014993-RA 0.342691167 conserved hypothetical protein

AAEL014994-RA 0.300633317 conserved hypothetical protein

AAEL014995-RA -1.56069675 ornithine decarboxylase

AAEL014996-RA 0.55170848 mitochondrial ribosomal protein, L53, putative

AAEL014997-RA -0.00988512 conserved hypothetical protein
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AAEL014999-RA -0.06457962 conserved hypothetical protein

AAEL015001-RA 0.100227777 coatomer

AAEL015004-RA 0.633265273 hypothetical protein

AAEL015007-RA -0.13684887 proteasome subunit alpha type

AAEL015012-RA 0.076922485 hypothetical protein

AAEL015013-RA 0.303096353 conserved hypothetical protein

AAEL015015-RA 0.611235586 fetal alzheimer antigen, falz

AAEL015020-RA -1.68475188 glycoside  hydrolases

AAEL015021-RA -0.13095332 glycoside  hydrolases

AAEL015022-RA -0.30836922 glycoside  hydrolases

AAEL015034-RA 0.258492382 alcohol dehydrogenase

AAEL015036-RA -0.64213641 protease S51 alpha-aspartyl dipeptidase

AAEL015036-RB -0.64213641 protease S51 alpha-aspartyl dipeptidase

AAEL015036-RC -0.64213641 protease S51 alpha-aspartyl dipeptidase

AAEL015038-RA -0.15741713 palmitoyl-protein thioesterase

AAEL015039-RA 0.200055961 conserved hypothetical protein

AAEL015041-RA 0.020687719 mitochondrial carrier

AAEL015046-RA 0.070977076 hypothetical protein

AAEL015052-RA -0.32834462 conserved hypothetical protein

AAEL015053-RA -1.00479067 conserved hypothetical protein

AAEL015053-RB 0.133111161 conserved hypothetical protein

AAEL015057-RA 0.604545045 hypothetical protein

AAEL015062-RA -0.2339805 conserved hypothetical protein

AAEL015063-RA 0.237644328 elongase, putative

AAEL015065-RA -0.07873883 spectrin

AAEL015066-RA -0.02850149 nebula

AAEL015069-RA -0.00378897 conserved hypothetical protein

AAEL015070-RA -0.54633683 alkaline phosphatase

AAEL015076-RA -0.05847643 conserved hypothetical protein

AAEL015077-RA -0.29357857 wd and tetratricopeptide repeat protein

AAEL015081-RA -0.15998097 tRNA (5-methylaminomethyl-2-thiouridylate)-methyltransferase

AAEL015081-RB -0.15998097 tRNA (5-methylaminomethyl-2-thiouridylate)-methyltransferase

AAEL015081-RC -0.15998097 tRNA (5-methylaminomethyl-2-thiouridylate)-methyltransferase

AAEL015084-RA 0.755846571 hypothetical protein

AAEL015085-RA -0.2801967 serine-type enodpeptidase, putative

AAEL015092-RA -0.05274095 hypothetical protein

AAEL015099-RA 0.07192275 sumo ligase
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AAEL015099-RB 0.226453302 sumo ligase

AAEL015099-RC 0.07192275 sumo ligase

AAEL015099-RD 0.939132272 sumo ligase

AAEL015099-RE 0.07192275 sumo ligase

AAEL015099-RF 0.00564317 sumo ligase

AAEL015099-RG 0.07192275 sumo ligase

AAEL015099-RH 0.366944462 sumo ligase

AAEL015099-RI 0.07192275 sumo ligase

AAEL015099-RJ 0.00564317 sumo ligase

AAEL015100-RA -0.21859369 calnexin

AAEL015102-RA -0.32082339 trypsin-alpha, putative

AAEL015104-RA 0.108191183 Trypsin, putative

AAEL015105-RA -0.43247018 chymotrypsin, putative

AAEL015107-RA 0.360581027 conserved hypothetical protein

AAEL015109-RA 0.032432669 serine protease

AAEL015110-RA 0.229011863 dipeptidyl-peptidase

AAEL015113-RA -0.58170573 prophenoloxidase

AAEL015114-RA 0.176473384 conserved hypothetical protein

AAEL015115-RA -0.04829858 conserved hypothetical protein

AAEL015116-RA -0.12936681 prophenoloxidase

AAEL015117-RA -0.6470354 queuine tRNA-ribosyltransferase

AAEL015118-RA 0.294907186 hypothetical protein

AAEL015119-RA 0.623952819 cuticle protein, putative

AAEL015120-RA -0.57252572 conserved hypothetical protein

AAEL015135-RA 0.190621966 conserved hypothetical protein

AAEL015136-RA 0.530333071 Niemann-Pick Type C-2, putative

AAEL015137-RA -0.34422026 Niemann-Pick Type C-2, putative

AAEL015138-RA -0.35701321 Niemann-Pick Type C-2, putative

AAEL015139-RA -0.45725137 Niemann-Pick Type C-2, putative

AAEL015140-RA -1.28195455 conserved hypothetical protein

AAEL015141-RA -0.15049866 tyrosyl-dna phosphodiesterase

AAEL015143-RA -0.14286967 glycine rich RNA binding protein, putative

AAEL015143-RB -0.14286967 glycine rich RNA binding protein, putative

AAEL015144-RA -0.70886345 conserved hypothetical protein

AAEL015146-RA -0.17451986 ATP-binding cassette sub-family A member 3, putative

AAEL015151-RA 1.307711133 acid phosphatase

AAEL015152-RA -0.7296475 conserved hypothetical protein
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AAEL015153-RA -1.1570926 conserved hypothetical protein

AAEL015154-RA -1.0203576 conserved hypothetical protein

AAEL015156-RA 0.555060072 conserved hypothetical protein

AAEL015161-RA 0.527427209 conserved hypothetical protein

AAEL015163-RA 0.140114237 cuticle protein, putative

AAEL015172-RA 0.376598255 conserved hypothetical protein

AAEL015190-RA 0.617205236 hypothetical protein

AAEL015198-RA 0.918464793 conserved hypothetical protein

AAEL015202-RA -0.29529069 conserved hypothetical protein

AAEL015215-RA 0.245541264 mitotic protein phosphatase 1 regulator, putative

AAEL015218-RA -0.03047242 conserved hypothetical protein

AAEL015222-RA -1.61422963 adult cuticle protein, putative

AAEL015223-RA -0.36061927 adult cuticle protein, putative

AAEL015234-RA -0.24368113 hypothetical protein

AAEL015236-RA -1.4732485 signal recognition particle, 9kD-subunit, putative

AAEL015238-RA -0.16784184 conserved hypothetical protein

AAEL015243-RA 0.564624594 hypothetical protein

AAEL015247-RA 0.226944536 hypothetical protein

AAEL015249-RA 0.378455384 sulfate transporter

AAEL015253-RA -1.57065708 conserved hypothetical protein

AAEL015260-RA -0.34703941 phosphatidylethanolamine-binding protein, putative

AAEL015266-RA -0.22436632 conserved hypothetical protein

AAEL015271-RA 0.738217019 rac gtpase

AAEL015275-RA -0.03519375 conserved hypothetical protein

AAEL015277-RA -0.26786648 conserved hypothetical protein

AAEL015279-RA -0.31742097 conserved hypothetical protein

AAEL015280-RA -0.42623071 conserved hypothetical protein

AAEL015282-RA -0.33154685 adult cuticle protein, putative

AAEL015283-RA -0.09584115 synaptic vesicle protein

AAEL015285-RA -0.69217731 conserved hypothetical protein

AAEL015285-RB -0.69217731 conserved hypothetical protein

AAEL015288-RA 0.184887677 conserved hypothetical protein

AAEL015292-RA -0.13909641 conserved hypothetical protein

AAEL015294-RA 0.058261732 serine-type enodpeptidase, putative

AAEL015294-RB 0.058261732 serine-type enodpeptidase, putative

AAEL015297-RA 0.046176216 DNA-dependent RNA polymerase, putative

AAEL015304-RA -0.86322668 conserved hypothetical protein
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AAEL015305-RA -0.03391786 sulfotransferase (sult)

AAEL015306-RA -0.85544007 hypothetical protein

AAEL015312-RA 0.015693952 cathepsin b

AAEL015315-RA 0.560748795 malate synthase

AAEL015319-RA 0.137669483 hypothetical protein

AAEL015321-RA -0.25012774 5-hydroxytryptamine receptor 1

AAEL015322-RA 0.35160308 slit protein

AAEL015327-RA -0.38927893 conserved hypothetical protein

AAEL015330-RA 0.204943614 hypothetical protein

AAEL015336-RA 0.015340044 conserved hypothetical protein

AAEL015337-RA 0.270407351 neutral alpha-glucosidase ab precursor (alpha glucosidase 2)

AAEL015338-RA 0.339871697 hypothetical protein

AAEL015347-RA 0.044776182 hypothetical protein

AAEL015355-RA 0.571429042 conserved hypothetical protein

AAEL015364-RA -0.14425119 cuticle protein, putative

AAEL015374-RA -0.10673254 restin (cytoplasmic linker protein-170) (clip-170)

AAEL015375-RA 0.064756691 serine/threonine protein kinase

AAEL015379-RA -0.51058026 conserved hypothetical protein

AAEL015381-RA -0.06054243 hypothetical protein

AAEL015384-RA 0.17657075 grb2-associated binder, gab

AAEL015386-RA -0.34867099 dipeptidyl-peptidase

AAEL015390-RA -0.11060687 Histone H2A, putative

AAEL015393-RA -0.48113906 conserved hypothetical protein

AAEL015398-RA 0.24212812 conserved hypothetical protein

AAEL015404-RA -0.45421635 lysozyme P, putative

AAEL015412-RA -1.02949839 metalloproteinase, putative

AAEL015413-RA -0.34789132 hypothetical protein

AAEL015415-RA -0.06871905 conserved hypothetical protein

AAEL015416-RA -0.1085046 conserved hypothetical protein

AAEL015419-RA -0.33933127 conserved hypothetical protein

AAEL015423-RA -0.02943218 hypothetical protein

AAEL015424-RA -0.30789806 adult cuticle protein, putative

AAEL015427-RA 0.172859357 hypothetical protein

AAEL015428-RA -0.70258165 fibrinogen and fibronectin

AAEL015437-RA 0.128714591 conserved hypothetical protein

AAEL015438-RA -0.2639303 mannose-6-phosphate isomerase

AAEL015440-RA 0.425244679 hypothetical protein
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AAEL015442-RA -0.0222831 hypothetical protein

AAEL015443-RA 0.1819198 forkhead protein/ forkhead protein domain

AAEL015444-RA -0.39716829 conserved hypothetical protein

AAEL015445-RA -0.54844852 cysteine dioxygenase

AAEL015446-RA -0.22070269 conserved hypothetical protein

AAEL015447-RA 0.366176657 hypothetical protein

AAEL015450-RA 0.060451061 ribonuclease UK114, putative

AAEL015452-RA -0.1796203 hypothetical protein

AAEL015453-RA -0.31685144 hypothetical protein

AAEL015455-RA 0.31964385 conserved hypothetical protein

AAEL015457-RA 0.666844455 conserved hypothetical protein

AAEL015458-RA -0.19952766 transferrin

AAEL015461-RA -0.00113119 syntaxin, putative

AAEL015474-RA -2.08083952 conserved hypothetical protein

AAEL015475-RA 0.335966862 cytochrome P450

AAEL015487-RA 0.199540586 zinc finger protein, putative

AAEL015493-RA 0.2517289 conserved hypothetical protein

AAEL015495-RA 0.004872746 conserved hypothetical protein

AAEL015498-RA 1.297695888 hypothetical protein

AAEL015503-RA -1.79131085 conserved hypothetical protein

AAEL015509-RA 0.264251944 conserved hypothetical protein

AAEL015512-RA 0.29158414 translation initiation factor 5C, putative

AAEL015515-RA -0.13094799 antibacterial peptide, putative

AAEL015516-RA -1.75440309 Niemann-Pick Type C-2, putative

AAEL015517-RA 0.407138467 conserved hypothetical protein

AAEL015522-RA 0.635586089 conserved hypothetical protein

AAEL015524-RA 0.029741342 3-hydroxyacyl-coa dehyrogenase

AAEL015526-RA 0.760642633 hypothetical protein

AAEL015528-RA -0.09257672 Trypsin, putative

AAEL015532-RA -0.88605713 THO complex, putative

AAEL015535-RA 1.056994453 hypothetical protein

AAEL015537-RA 0.472348735 hypothetical protein

AAEL015541-RA -0.23412332 conserved hypothetical protein

AAEL015547-RA 0.452564966 hypothetical protein

AAEL015549-RA -0.86602087 calcineurin b subunit

AAEL015551-RA 0.396127003 conserved hypothetical protein

AAEL015554-RA -1.33029489 Odorant-binding protein 56e, putative
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AAEL015555-RA 0.343412196 conserved hypothetical protein

AAEL015556-RA 0.014299638 Gustatory receptor 28b, putative

AAEL015557-RA 0.297487614 alpha methylacyl-coa racemase

AAEL015559-RA -2.1548547 zinc carboxypeptidase

AAEL015567-RA 0.304144183 Odorant-binding protein 58c, putative

AAEL015570-RA 0.035002966 hypothetical protein

AAEL015575-RA 0.449735616 mitochondrial import inner membrane translocase subunit tim17

AAEL015575-RB 0.222357674 mitochondrial import inner membrane translocase subunit tim17

AAEL015578-RA -0.27953956 alpha-esterase

AAEL015584-RA -1.04030275 molybdopterin synthase large subunit, putative

AAEL015592-RA 0.100167814 structural maintenance of chromosomes smc1

AAEL015595-RA -0.67289814 conserved hypothetical protein

AAEL015598-RA -0.14170851 conserved hypothetical protein

AAEL015599-RA 0.814177892 conserved hypothetical protein

AAEL015601-RA 0.264546409 tryptophanyl-tRNA synthetase

AAEL015607-RA 0.205356562 conserved hypothetical protein

AAEL015609-RA 0.240930907 small calcium-binding mitochondrial carrier, putative

AAEL015610-RA 0.164487063 hypothetical protein

AAEL015613-RA 0.232091598 hypothetical protein

AAEL015626-RA 0.728917693 conserved hypothetical protein

AAEL015628-RA -0.02092704 glycine dehydrogenase

AAEL015632-RA 0.540399315 conserved hypothetical protein

AAEL015633-RA -0.44482287 conserved hypothetical protein

AAEL015635-RA 0.232012773 mitochondrial ribosomal protein, S10, putative

AAEL015637-RA -0.02832753 serine carboxypeptidase, putative

AAEL015641-RA -0.41713188 cytochrome P450

AAEL015645-RA 0.296538815 RNA binding motif protein

AAEL015648-RA 0.084376425 ubiquitin-conjugating enzyme

AAEL015653-RA -0.61843311 1-hydroxy-2-glutathionyl-2-methyl-3-butene dehydrogenase, putative

AAEL015658-RA 0.249835974 conserved hypothetical protein

AAEL015661-RA -0.56107463 sterol carrier protein-2, putative

AAEL015666-RA 0.357657326 conserved hypothetical protein

AAEL015669-RA -0.27159372 conserved hypothetical protein

AAEL015671-RA 0.213622149 DNA polymerase gamma

AAEL015674-RA -0.08306258 histone H2B

AAEL015675-RA -0.08306258 histone H2B

AAEL015676-RA -0.08306258 histone H2B
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AAEL015677-RA -0.08306258 histone H2B

AAEL015678-RA -0.2306994 histone H2B

AAEL015679-RA -0.2306994 histone H2B

AAEL015680-RA -0.2306994 histone H2B

AAEL015681-RA -0.2306994 histone H2B

AAEL015683-RA 0.586786617 histone H2B

AAEL015684-RA 0.586786617 histone H2B

a
locus names as derived by homology search in AaegL1.1
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Table S10. A) The 50 biggest gene families in Ae. aegypti  in comparison to An. gambiae , D. melanogaster  and Ap. mellifera , identified using InterProScan (50)

and B) the 20 most significantly expanded families in Ae. aegypti in comparison to An. gambiae  ordered by ascending P-value. Each cell shows the number

of family gene members and, in brackets, the family size rank in each of the corresponding genome. The significant differences with P-values <5e-2 are

marked in bold as estimated using Fisher's exact test statistic (on two-way  contingency tables that test independence of family size differences relative

to the total number of genes between species, without correction for multiple testing).

* Counts for the Cytochrome P450 family were corrected manually (as many known Anopheles  CYP450 genes were missed by the Pfam_ls HMM profile).

A) Top 50 InterPro families in Aedes

Family Aedes aegypti Anopheles gambiae

Drosophila 

melanogaster Apis mellifera GO terms

IPR007087: Zinc finger, C2H2-type 663 (1) 335 (1) 314 (1) 247 (1)

Molecular Function: nucleic acid binding

(GO:0003676), Cellular Component: 

nucleus (GO:0005634), Molecular 

Function: zinc ion binding 

(GO:0008270)

IPR001254: Peptidase S1 and S6, 

chymotrypsin/Hap 369 (2) 307 (2) 243 (2) 58 (25)

Molecular Function: trypsin activity 

(GO:0004295), Biological Process: 

proteolysis and peptidolysis 

(GO:0006508)

IPR012934: Zinc finger, AD-type 243 (3) 69 (31) 89 (14) 26 (56)

IPR000719: Protein kinase 236 (4) 212 (3) 207 (3) 201 (2)

Molecular Function: protein kinase 

activity (GO:0004672), Molecular 

Function: ATP binding (GO:0005524), 

Biological Process: protein amino acid 

phosphorylation (GO:0006468)

IPR000618: Insect cuticle protein 233 (5) 128 (7) 100 (12) 31 (41)

Molecular Function: structural 

constituent of cuticle (GO:0042302)

IPR001680: WD-40 repeat 198 (6) 173 (4) 184 (4) 184 (3)

IPR003656: Zinc finger, BED-type predicted 191 (7) 98 (14) 89 (15) 69 (21)

Molecular Function: DNA binding 

(GO:0003677)

IPR001611: Leucine-rich repeat 181 (8) 156 (6) 107 (9) 107 (7)

IPR001128: Cytochrome P450 * 168 (9) 113 (9) 86 (16) 47 (32)

Molecular Function: monooxygenase 

activity (GO:0004497), Molecular 

Function: iron ion binding 

(GO:0005506), Biological Process: 

electron transport (GO:0006118), 

Molecular Function: heme binding 

(GO:0020037)

IPR007110 IPR003599: Immunoglobulin-like 155 (10) 163 (5) 102 (11) 97 (11)
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IPR000504: RNA-binding region RNP-1 (RNA 

recognition motif) 144 (11) 126 (8) 128 (6) 114 (6)

Molecular Function: nucleic acid binding

(GO:0003676)

IPR003593: AAA ATPase 135 (12) 112 (10) 122 (7) 116 (5)

Molecular Function: nucleotide binding 

(GO:0000166), Molecular Function: 

nucleoside-triphosphatase activity 

(GO:0017111)

IPR001841: Zinc finger, RING-type 133 (13) 101 (11) 119 (8) 117 (4)

Cellular Component: ubiquitin ligase 

complex (GO:0000151), Molecular 

Function: ubiquitin-protein ligase 

activity (GO:0004842), Molecular 

Function: zinc ion binding 

(GO:0008270), Biological Process: 

protein ubiquitination (GO:0016567)

IPR002557: Chitin binding Peritrophin-A 128 (14) 79 (21) 81 (19) 38 (38)

Cellular Component: extracellular region

(GO:0005576), Biological Process: 

chitin metabolism (GO:0006030), 

Molecular Function: chitin binding 

(GO:0008061)

IPR011701: Major facilitator superfamily MFS_1 123 (15) 99 (13) 130 (5) 98 (9)

IPR002110: Ankyrin 112 (16) 91 (15) 82 (18) 97 (10)

IPR002290: Serine/threonine protein kinase 107 (17) 91 (16) 103 (10) 100 (8)

Molecular Function: protein 

serine/threonine kinase activity 

(GO:0004674), Molecular Function: 

ATP binding (GO:0005524), Biological 

Process: protein amino acid 

phosphorylation (GO:0006468)

IPR001356: Homeobox 94 (18) 87 (20) 99 (13) 89 (12)

Molecular Function: DNA binding 

(GO:0003677), Molecular Function: 

transcription factor activity 

(GO:0003700), Cellular Component: 

nucleus (GO:0005634), Biological 

Process: regulation of transcription, 

DNA-dependent (GO:0006355)

IPR001440: TPR repeat 93 (19) 77 (25) 76 (20) 75 (16)

IPR002048: Calcium-binding EF-hand 90 (20) 77 (26) 84 (17) 69 (22)

Molecular Function: calcium ion binding

(GO:0005509)

Page 2



Sheet1

IPR001650: Helicase, C-terminal 88 (21) 81 (21) 76 (21) 74 (17)

Molecular Function: nucleic acid binding

(GO:0003676), Molecular Function: 

helicase activity (GO:0004386), 

Molecular Function: ATP binding 

(GO:0005524)

IPR000276: Rhodopsin-like GPCR superfamily 87 (22) 91 (17) 71 (24) 55 (27)

Molecular Function: rhodopsin-like 

receptor activity (GO:0001584), 

Biological Process: G-protein coupled 

receptor protein signaling pathway 

(GO:0007186), Cellular Component: 

integral to membrane (GO:0016021)

IPR011545: DEAD/DEAH box helicase, N-

terminal 87 (23) 79 (24) 74 (22) 78 (14)

Molecular Function: nucleic acid binding

(GO:0003676), Molecular Function: 

helicase activity (GO:0004386), 

Molecular Function: ATP binding 

(GO:0005524)

IPR001849: Pleckstrin-like 77 (24) 70 (29) 67 (27) 78 (15)

IPR001452: SH3 76 (25) 62 (33) 71 (25) 73 (18)

IPR005828: General substrate transporter 76 (26) 53 (40) 72 (23) 53 (29)

Molecular Function: transporter activity 

(GO:0005215), Biological Process: 

transport (GO:0006810), Cellular 

Component: integral to membrane 

(GO:0016021)

IPR002198: Short-chain dehydrogenase/reductase 

SDR 73 (27) 54 (34) 56 (34) 43 (34)

Biological Process: metabolism 

(GO:0008152), Molecular Function: 

oxidoreductase activity (GO:0016491)

IPR000210: BTB/POZ 72 (28) 75 (26) 68 (26) 71 (19)

Molecular Function: protein binding 

(GO:0005515)

IPR001478: PDZ/DHR/GLGF 72 (29) 64 (30) 63 (28) 66 (24)

Molecular Function: protein binding 

(GO:0005515)

IPR006170: Pheromone/general odorant binding 

protein, PBP/GOBP 70 (30) 50 (42) 36 (50) 13 (154)

Molecular Function: odorant binding 

(GO:0005549), Biological Process: 

transport (GO:0006810)

IPR003439: ABC transporter related 68 (31) 58 (35) 56 (35) 39 (36)

Molecular Function: ATP binding 

(GO:0005524), Molecular Function: 

ATPase activity (GO:0016887)

IPR003961: Fibronectin, type III 67 (32) 60 (34) 61 (29) 58 (26)

IPR007125: Histone core 64 (33) 37 (62) 12 (231) 20 (86)

Molecular Function: DNA binding 

(GO:0003677)
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IPR006210: Type I EGF 62 (34) 74 (27) 61 (31) 57 (26)

IPR000357: HEAT 60 (35) 55 (36) 56 (33) 67 (22)

IPR002018: Carboxylesterase, type B 59 (36) 44 (47) 35 (51) 27 (51)

IPR001092: Basic helix-loop-helix dimerisation 

region bHLH 58 (37) 43 (50) 58 (32) 53 (28)

Cellular Component: nucleus 

(GO:0005634), Molecular Function: 

transcription regulator activity 

(GO:0030528), Biological Process: 

regulation of transcription 

(GO:0045449)

IPR004117: Olfactory receptor, Drosophila 56 (38) 79 (22) 61 (30) 83 (13)

Molecular Function: olfactory receptor 

activity (GO:0004984), Molecular 

Function: odorant binding 

(GO:0005549), Biological Process: 

perception of smell (GO:0007608), 

Cellular Component: membrane 

(GO:0016020)

IPR001806: Ras GTPase 51 (39) 48 (43) 55 (36) 51 (30)

Molecular Function: GTP binding 

(GO:0005525), Biological Process: 

small GTPase mediated signal 

transduction (GO:0007264)

IPR001965: Zinc finger, PHD-type 51 (40) 37 (59) 42 (41) 40 (35)

Molecular Function: protein binding 

(GO:0005515), Biological Process: 

regulation of transcription, DNA-

dependent (GO:0006355), Molecular 

Function: zinc ion binding 

(GO:0008270)

IPR000073: Alpha/beta hydrolase fold 48 (41) 28 (76) 40 (48) 15 (126)

IPR001251: Cellular retinaldehyde-binding/triple 

function, C-terminal 48 (42) 45 (48) 30 (68) 20 (88)

IPR001304: C-type lectin 48 (43) 29 (73) 35 (55) 10 (205)

Molecular Function: sugar binding 

(GO:0005529)

IPR000734: Lipase 47 (44) 25 (90) 32 (61) 14 (144)

Molecular Function: catalytic activity 

(GO:0003824), Biological Process: lipid 

metabolism (GO:0006629)

IPR001810: Cyclin-like F-box 47 (45) 38 (61) 36 (53) 28 (50)

IPR004119: Protein of unknown function DUF227 47 (46) 38 (62) 54 (41) 13 (160)

Molecular Function: molecular function 

unknown (GO:0005554)

IPR006612: Zinc finger, C2CH-type 47 (47) 11 (269) 6 (473) 7 (325)

Molecular Function: nucleic acid binding

(GO:0003676)
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IPR001878: Zinc finger, CCHC-type 46 (48) 53 (42) 24 (98) 24 (66)

Molecular Function: nucleic acid binding

(GO:0003676)

IPR005821: Ion transport protein 43 (49) 37 (64) 38 (52) 33 (44)

IPR002172: Low density lipoprotein-receptor, class 

A 42 (50) 40 (57) 43 (44) 33 (43)

B) TOP 20 InterPro signatures expanded in Ae. aegypti relative to An. gambiae

IPR007087: Zinc finger, C2H2-type 663 (1) 335 (1) 314 (1) 247 (1)

Molecular Function: nucleic acid binding

(GO:0003676), Cellular Component: 

nucleus (GO:0005634), Molecular 

Function: zinc ion binding 

(GO:0008270)

IPR012934: Zinc finger, AD-type 243 (3) 69 (31) 89 (14) 26 (56)

IPR005055: Insect pheromone-binding protein 

A10/OS-D 41 (66) 6 (484) 3 (834) 4 (567)

IPR003656: Zinc finger, BED-type predicted 191 (7) 98 (14) 89 (15) 69 (21)

Molecular Function: DNA binding 

(GO:0003677)

IPR006612: Zinc finger, C2CH-type 47 (58) 11 (269) 6 (473) 7 (325)

Molecular Function: nucleic acid binding

(GO:0003676)

IPR000618: Insect cuticle protein 233 (5) 128 (7) 100 (12) 31 (41)

Molecular Function: structural 

constituent of cuticle (GO:0042302)

IPR007588: Zinc finger, FLYWCH-type 24 (131) 3 (878) 4 (695) 2 (1155)

IPR010629: Insect allergen related 18 (193) 2 (1300) 4 (709) 6 (394)

IPR000637: HMG-I and HMG-Y, DNA-binding 27 (106) 8 (337) 17 (147) 8 (248)

IPR002656: Acyltransferase 3 30 (93) 11 (264) 18 (139) 4 (537)

Molecular Function: transferase activity, 

transferring groups other than amino-

acyl groups (GO:0016747)

IPR006693: AB-hydrolase associated lipase 

region 31 (91) 12 (247) 22 (109) 4 (586)

Biological Process: lipid metabolism 

(GO:0006629), Molecular Function: 

carboxylic ester hydrolase activity 

(GO:0016789)

IPR002557: Chitin binding Peritrophin-A 128 (14) 79 (21) 81 (19) 38 (38)

Cellular Component: extracellular region

(GO:0005576), Biological Process: 

chitin metabolism (GO:0006030), 

Molecular Function: chitin binding 

(GO:0008061)

IPR005195: Glycoside hydrolase family 65 9 (367) 1 (1837) 1 (1833) 0 ()

IPR008273: Cellular retinaldehyde-

binding/triple function 11 (314) 2 (1265) 3 (902) 5 (469)

Page 5



Sheet1

IPR002068: Heat shock protein Hsp20 22 (142) 8 (350) 10 (270) 9 (229)

IPR001128: Cytochrome P450 * 168 (9) 113 (9) 86 (16) 47 (32)

Molecular Function: monooxygenase 

activity (GO:0004497), Molecular 

Function: iron ion binding 

(GO:0005506), Biological Process: 

electron transport (GO:0006118), 

Molecular Function: heme binding 

(GO:0020037)

IPR002119: Histone H2A 20 (163) 7 (394) 2 (1033) 5 (427)

Cellular Component: nucleosome 

(GO:0000786), Molecular Function: 

DNA binding (GO:0003677), Cellular 

Component: nucleus (GO:0005634), 

Biological Process: nucleosome 

assembly (GO:0006334), Biological 

Process: chromosome organization and 

biogenesis (sensu Eu

IPR000734: Lipase 47 (44) 25 (90) 32 (61) 14 (144)

Molecular Function: catalytic activity 

(GO:0003824), Biological Process: lipid 

metabolism (GO:0006629)

IPR008274: Aldehyde oxidase and xanthine 

dehydrogenase 13 (272) 4 (691) 5 (568) 2 (1173)

Biological Process: electron transport 

(GO:0006118), Molecular Function: 

oxidoreductase activity (GO:0016491)

IPR004210: BESS motif 11 (307) 3 (816) 20 (126) 5 (445)

Molecular Function: DNA binding 

(GO:0003677)
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Table S11. Classification of Aedes aegypti proteins into gene families

Aedes aegypti TIGR fams Aedes aegypti Tribe_MCL

family members locus family members locus

1 241 AAEL000065 1 420 AAEL000065

1 241 AAEL000005 1 420 AAEL000005

1 241 AAEL000125 1 420 AAEL000107

1 241 AAEL000148 1 420 AAEL000122

1 241 AAEL000157 1 420 AAEL000140

1 241 AAEL000142 1 420 AAEL000142

1 241 AAEL000171 1 420 AAEL000170

1 241 AAEL000197 1 420 AAEL000261

1 241 AAEL000263 1 420 AAEL000292

1 241 AAEL000299 1 420 AAEL000287

1 241 AAEL000305 1 420 AAEL000299

1 241 AAEL000696 1 420 AAEL000305

1 241 AAEL000712 1 420 AAEL000439

1 241 AAEL000826 1 420 AAEL000643

1 241 AAEL000806 1 420 AAEL000715

1 241 AAEL000849 1 420 AAEL000753

1 241 AAEL000869 1 420 AAEL000784

1 241 AAEL000880 1 420 AAEL000768

1 241 AAEL000894 1 420 AAEL000869

1 241 AAEL001111 1 420 AAEL000880

1 241 AAEL001138 1 420 AAEL001008

1 241 AAEL001243 1 420 AAEL000980

1 241 AAEL001279 1 420 AAEL000974

1 241 AAEL001344 1 420 AAEL001016

1 241 AAEL001347 1 420 AAEL001111

1 241 AAEL001349 1 420 AAEL001160

1 241 AAEL001455 1 420 AAEL001243

1 241 AAEL001594 1 420 AAEL001315

1 241 AAEL001595 1 420 AAEL001349

1 241 AAEL001545 1 420 AAEL001455

1 241 AAEL001665 1 420 AAEL001526

1 241 AAEL001736 1 420 AAEL001594

1 241 AAEL001886 1 420 AAEL001591

1 241 AAEL001934 1 420 AAEL001545

1 241 AAEL001941 1 420 AAEL001585

1 241 AAEL001924 1 420 AAEL001633

1 241 AAEL001966 1 420 AAEL001665

1 241 AAEL001958 1 420 AAEL001811

1 241 AAEL001983 1 420 AAEL001910

1 241 AAEL002044 1 420 AAEL001893

1 241 AAEL002094 1 420 AAEL001886

1 241 AAEL002115 1 420 AAEL001934

1 241 AAEL002248 1 420 AAEL001941

1 241 AAEL002310 1 420 AAEL001924

1 241 AAEL002330 1 420 AAEL002013

1 241 AAEL002456 1 420 AAEL001966

1 241 AAEL002453 1 420 AAEL001984

1 241 AAEL002444 1 420 AAEL001996
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1 241 AAEL002496 1 420 AAEL002044

1 241 AAEL002821 1 420 AAEL002045

1 241 AAEL002830 1 420 AAEL002057

1 241 AAEL002928 1 420 AAEL002120

1 241 AAEL002930 1 420 AAEL002159

1 241 AAEL003014 1 420 AAEL002151

1 241 AAEL003146 1 420 AAEL002145

1 241 AAEL003178 1 420 AAEL002136

1 241 AAEL003205 1 420 AAEL002153

1 241 AAEL003247 1 420 AAEL002279

1 241 AAEL003355 1 420 AAEL002258

1 241 AAEL003327 1 420 AAEL002248

1 241 AAEL003385 1 420 AAEL002290

1 241 AAEL003403 1 420 AAEL002316

1 241 AAEL003463 1 420 AAEL002282

1 241 AAEL003480 1 420 AAEL002285

1 241 AAEL003489 1 420 AAEL002330

1 241 AAEL003465 1 420 AAEL002390

1 241 AAEL003486 1 420 AAEL002388

1 241 AAEL003526 1 420 AAEL002443

1 241 AAEL003558 1 420 AAEL002454

1 241 AAEL003602 1 420 AAEL002451

1 241 AAEL003677 1 420 AAEL002453

1 241 AAEL003692 1 420 AAEL002444

1 241 AAEL003805 1 420 AAEL002496

1 241 AAEL003793 1 420 AAEL002514

1 241 AAEL003875 1 420 AAEL002531

1 241 AAEL003947 1 420 AAEL002753

1 241 AAEL003932 1 420 AAEL002739

1 241 AAEL003978 1 420 AAEL002744

1 241 AAEL004057 1 420 AAEL002734

1 241 AAEL004084 1 420 AAEL002750

1 241 AAEL004154 1 420 AAEL002751

1 241 AAEL004283 1 420 AAEL002747

1 241 AAEL004344 1 420 AAEL002763

1 241 AAEL004512 1 420 AAEL002821

1 241 AAEL004593 1 420 AAEL002849

1 241 AAEL004774 1 420 AAEL002830

1 241 AAEL004806 1 420 AAEL002863

1 241 AAEL004837 1 420 AAEL002896

1 241 AAEL004850 1 420 AAEL002928

1 241 AAEL004838 1 420 AAEL002930

1 241 AAEL004892 1 420 AAEL002973

1 241 AAEL004891 1 420 AAEL003147

1 241 AAEL004940 1 420 AAEL003178

1 241 AAEL005029 1 420 AAEL003176

1 241 AAEL005120 1 420 AAEL003153

1 241 AAEL005130 1 420 AAEL003172

1 241 AAEL005176 1 420 AAEL003205

1 241 AAEL005357 1 420 AAEL003247

1 241 AAEL005550 1 420 AAEL003403
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1 241 AAEL005542 1 420 AAEL003484

1 241 AAEL005534 1 420 AAEL003471

1 241 AAEL005585 1 420 AAEL003456

1 241 AAEL005592 1 420 AAEL003465

1 241 AAEL005556 1 420 AAEL003486

1 241 AAEL005589 1 420 AAEL003529

1 241 AAEL005563 1 420 AAEL003690

1 241 AAEL005584 1 420 AAEL003668

1 241 AAEL005577 1 420 AAEL003672

1 241 AAEL005571 1 420 AAEL003679

1 241 AAEL005570 1 420 AAEL003700

1 241 AAEL005582 1 420 AAEL003677

1 241 AAEL005576 1 420 AAEL003657

1 241 AAEL005587 1 420 AAEL003692

1 241 AAEL005557 1 420 AAEL003805

1 241 AAEL005677 1 420 AAEL003815

1 241 AAEL005707 1 420 AAEL003978

1 241 AAEL005717 1 420 AAEL004026

1 241 AAEL005838 1 420 AAEL004057

1 241 AAEL005892 1 420 AAEL004170

1 241 AAEL005923 1 420 AAEL004224

1 241 AAEL006064 1 420 AAEL004210

1 241 AAEL006442 1 420 AAEL004255

1 241 AAEL006609 1 420 AAEL004344

1 241 AAEL006618 1 420 AAEL004444

1 241 AAEL006612 1 420 AAEL004530

1 241 AAEL006864 1 420 AAEL004519

1 241 AAEL006983 1 420 AAEL004512

1 241 AAEL007233 1 420 AAEL004593

1 241 AAEL007453 1 420 AAEL004774

1 241 AAEL007456 1 420 AAEL004799

1 241 AAEL007598 1 420 AAEL004820

1 241 AAEL007670 1 420 AAEL004815

1 241 AAEL007840 1 420 AAEL004889

1 241 AAEL007896 1 420 AAEL004869

1 241 AAEL008005 1 420 AAEL004895

1 241 AAEL008276 1 420 AAEL004926

1 241 AAEL008324 1 420 AAEL004950

1 241 AAEL008336 1 420 AAEL004940

1 241 AAEL008422 1 420 AAEL004945

1 241 AAEL008525 1 420 AAEL004975

1 241 AAEL008573 1 420 AAEL005020

1 241 AAEL008722 1 420 AAEL005031

1 241 AAEL008774 1 420 AAEL005029

1 241 AAEL008772 1 420 AAEL005078

1 241 AAEL008798 1 420 AAEL005053

1 241 AAEL008897 1 420 AAEL005074

1 241 AAEL008961 1 420 AAEL005176

1 241 AAEL009030 1 420 AAEL005369

1 241 AAEL009083 1 420 AAEL005534

1 241 AAEL009230 1 420 AAEL005585
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1 241 AAEL009267 1 420 AAEL005556

1 241 AAEL009394 1 420 AAEL005584

1 241 AAEL009409 1 420 AAEL005577

1 241 AAEL009405 1 420 AAEL005557

1 241 AAEL009422 1 420 AAEL005707

1 241 AAEL009511 1 420 AAEL005838

1 241 AAEL009502 1 420 AAEL005922

1 241 AAEL009522 1 420 AAEL006230

1 241 AAEL009674 1 420 AAEL006392

1 241 AAEL009720 1 420 AAEL006442

1 241 AAEL010040 1 420 AAEL006453

1 241 AAEL010126 1 420 AAEL006459

1 241 AAEL010259 1 420 AAEL006614

1 241 AAEL010287 1 420 AAEL006618

1 241 AAEL010281 1 420 AAEL006631

1 241 AAEL010310 1 420 AAEL006612

1 241 AAEL010332 1 420 AAEL006608

1 241 AAEL010439 1 420 AAEL006615

1 241 AAEL010757 1 420 AAEL006694

1 241 AAEL010805 1 420 AAEL006816

1 241 AAEL010825 1 420 AAEL006986

1 241 AAEL010915 1 420 AAEL007244

1 241 AAEL010909 1 420 AAEL007233

1 241 AAEL011023 1 420 AAEL007257

1 241 AAEL011024 1 420 AAEL007251

1 241 AAEL011053 1 420 AAEL007260

1 241 AAEL011047 1 420 AAEL007341

1 241 AAEL011062 1 420 AAEL007427

1 241 AAEL011141 1 420 AAEL007453

1 241 AAEL011240 1 420 AAEL007446

1 241 AAEL011427 1 420 AAEL007445

1 241 AAEL011552 1 420 AAEL007450

1 241 AAEL011705 1 420 AAEL007564

1 241 AAEL011707 1 420 AAEL007630

1 241 AAEL011847 1 420 AAEL007654

1 241 AAEL011849 1 420 AAEL007864

1 241 AAEL011887 1 420 AAEL007896

1 241 AAEL012039 1 420 AAEL007921

1 241 AAEL012177 1 420 AAEL007974

1 241 AAEL012176 1 420 AAEL007981

1 241 AAEL012404 1 420 AAEL007980

1 241 AAEL012468 1 420 AAEL007977

1 241 AAEL012632 1 420 AAEL008005

1 241 AAEL012787 1 420 AAEL008276

1 241 AAEL012986 1 420 AAEL008324

1 241 AAEL013019 1 420 AAEL008336

1 241 AAEL013085 1 420 AAEL008435

1 241 AAEL013165 1 420 AAEL008493

1 241 AAEL013210 1 420 AAEL008539

1 241 AAEL013374 1 420 AAEL008536

1 241 AAEL013399 1 420 AAEL008525
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1 241 AAEL013456 1 420 AAEL008545

1 241 AAEL013471 1 420 AAEL008522

1 241 AAEL013500 1 420 AAEL008544

1 241 AAEL013544 1 420 AAEL008524

1 241 AAEL013549 1 420 AAEL008540

1 241 AAEL013557 1 420 AAEL008533

1 241 AAEL013550 1 420 AAEL008547

1 241 AAEL013599 1 420 AAEL008538

1 241 AAEL013624 1 420 AAEL008549

1 241 AAEL013651 1 420 AAEL008523

1 241 AAEL013650 1 420 AAEL008531

1 241 AAEL013996 1 420 AAEL008550

1 241 AAEL014006 1 420 AAEL008526

1 241 AAEL014090 1 420 AAEL008535

1 241 AAEL014112 1 420 AAEL008551

1 241 AAEL014168 1 420 AAEL008537

1 241 AAEL014216 1 420 AAEL008555

1 241 AAEL014254 1 420 AAEL008548

1 241 AAEL014359 1 420 AAEL008573

1 241 AAEL014399 1 420 AAEL008722

1 241 AAEL014404 1 420 AAEL008721

1 241 AAEL014652 1 420 AAEL008798

1 241 AAEL014653 1 420 AAEL008839

1 241 AAEL014726 1 420 AAEL008838

1 241 AAEL014800 1 420 AAEL008867

1 241 AAEL014880 1 420 AAEL008860

1 241 AAEL014881 1 420 AAEL008903

1 241 AAEL014945 1 420 AAEL008897

1 241 AAEL014991 1 420 AAEL008961

1 241 AAEL015101 1 420 AAEL009030

1 241 AAEL015115 1 420 AAEL009083

1 241 AAEL015126 1 420 AAEL009187

1 241 AAEL015148 1 420 AAEL009182

1 241 AAEL015200 1 420 AAEL009230

1 241 AAEL015270 1 420 AAEL009511

1 241 AAEL015376 1 420 AAEL009502

1 241 AAEL015473 1 420 AAEL009508

1 241 AAEL015504 1 420 AAEL009499

1 241 AAEL015543 1 420 AAEL009522

1 241 AAEL015612 1 420 AAEL009546

2 196 AAEL000419 1 420 AAEL009720

2 196 AAEL000665 1 420 AAEL009798

2 196 AAEL001743 1 420 AAEL009916

2 196 AAEL001735 1 420 AAEL009919

2 196 AAEL002099 1 420 AAEL009921

2 196 AAEL002092 1 420 AAEL010006

2 196 AAEL002110 1 420 AAEL010010

2 196 AAEL002111 1 420 AAEL010001

2 196 AAEL002441 1 420 AAEL009996

2 196 AAEL002458 1 420 AAEL010173

2 196 AAEL002452 1 420 AAEL010176
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2 196 AAEL002440 1 420 AAEL010259

2 196 AAEL002449 1 420 AAEL010287

2 196 AAEL002439 1 420 AAEL010281

2 196 AAEL002725 1 420 AAEL010323

2 196 AAEL003041 1 420 AAEL010302

2 196 AAEL003049 1 420 AAEL010310

2 196 AAEL003027 1 420 AAEL010303

2 196 AAEL003112 1 420 AAEL010331

2 196 AAEL003272 1 420 AAEL010332

2 196 AAEL003226 1 420 AAEL010439

2 196 AAEL003274 1 420 AAEL010501

2 196 AAEL003239 1 420 AAEL010498

2 196 AAEL003259 1 420 AAEL010497

2 196 AAEL003231 1 420 AAEL010494

2 196 AAEL003242 1 420 AAEL010492

2 196 AAEL003256 1 420 AAEL010605

2 196 AAEL003221 1 420 AAEL010635

2 196 AAEL003216 1 420 AAEL010637

2 196 AAEL003235 1 420 AAEL010733

2 196 AAEL003621 1 420 AAEL010805

2 196 AAEL003711 1 420 AAEL010812

2 196 AAEL004588 1 420 AAEL010825

2 196 AAEL004674 1 420 AAEL010813

2 196 AAEL004759 1 420 AAEL010847

2 196 AAEL004769 1 420 AAEL011024

2 196 AAEL004781 1 420 AAEL011053

2 196 AAEL004748 1 420 AAEL011047

2 196 AAEL004772 1 420 AAEL011062

2 196 AAEL004782 1 420 AAEL011060

2 196 AAEL004762 1 420 AAEL011304

2 196 AAEL004776 1 420 AAEL011316

2 196 AAEL004765 1 420 AAEL011328

2 196 AAEL004752 1 420 AAEL011362

2 196 AAEL004747 1 420 AAEL011354

2 196 AAEL004780 1 420 AAEL011370

2 196 AAEL004767 1 420 AAEL011427

2 196 AAEL004742 1 420 AAEL011507

2 196 AAEL004771 1 420 AAEL011509

2 196 AAEL004760 1 420 AAEL011664

2 196 AAEL004764 1 420 AAEL011707

2 196 AAEL004770 1 420 AAEL011807

2 196 AAEL004921 1 420 AAEL011812

2 196 AAEL004994 1 420 AAEL011816

2 196 AAEL006756 1 420 AAEL011805

2 196 AAEL006739 1 420 AAEL011858

2 196 AAEL006737 1 420 AAEL011868

2 196 AAEL006749 1 420 AAEL011887

2 196 AAEL007085 1 420 AAEL011903

2 196 AAEL007093 1 420 AAEL011911

2 196 AAEL007095 1 420 AAEL011904

2 196 AAEL007101 1 420 AAEL011942
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2 196 AAEL007099 1 420 AAEL011964

2 196 AAEL007192 1 420 AAEL012020

2 196 AAEL007194 1 420 AAEL012040

2 196 AAEL007739 1 420 AAEL012047

2 196 AAEL008251 1 420 AAEL012177

2 196 AAEL008294 1 420 AAEL012176

2 196 AAEL008290 1 420 AAEL012168

2 196 AAEL008284 1 420 AAEL012193

2 196 AAEL008285 1 420 AAEL012223

2 196 AAEL008289 1 420 AAEL012229

2 196 AAEL008295 1 420 AAEL012224

2 196 AAEL008288 1 420 AAEL012263

2 196 AAEL008293 1 420 AAEL012392

2 196 AAEL008726 1 420 AAEL012465

2 196 AAEL008754 1 420 AAEL012469

2 196 AAEL008764 1 420 AAEL012468

2 196 AAEL008759 1 420 AAEL012470

2 196 AAEL008765 1 420 AAEL012566

2 196 AAEL008873 1 420 AAEL012787

2 196 AAEL008866 1 420 AAEL012802

2 196 AAEL008869 1 420 AAEL012810

2 196 AAEL008872 1 420 AAEL012834

2 196 AAEL008981 1 420 AAEL012938

2 196 AAEL008978 1 420 AAEL013022

2 196 AAEL008971 1 420 AAEL013016

2 196 AAEL008989 1 420 AAEL013014

2 196 AAEL008983 1 420 AAEL013044

2 196 AAEL009009 1 420 AAEL013054

2 196 AAEL008987 1 420 AAEL013048

2 196 AAEL008969 1 420 AAEL013086

2 196 AAEL008993 1 420 AAEL013085

2 196 AAEL008967 1 420 AAEL013099

2 196 AAEL009005 1 420 AAEL013091

2 196 AAEL008970 1 420 AAEL013154

2 196 AAEL009000 1 420 AAEL013165

2 196 AAEL008964 1 420 AAEL013172

2 196 AAEL008975 1 420 AAEL013321

2 196 AAEL008991 1 420 AAEL013399

2 196 AAEL008980 1 420 AAEL013456

2 196 AAEL009010 1 420 AAEL013471

2 196 AAEL008997 1 420 AAEL013500

2 196 AAEL009011 1 420 AAEL013544

2 196 AAEL008988 1 420 AAEL013562

2 196 AAEL009003 1 420 AAEL013551

2 196 AAEL008994 1 420 AAEL013549

2 196 AAEL009007 1 420 AAEL013558

2 196 AAEL008984 1 420 AAEL013557

2 196 AAEL008972 1 420 AAEL013552

2 196 AAEL008996 1 420 AAEL013553

2 196 AAEL008998 1 420 AAEL013548

2 196 AAEL009012 1 420 AAEL013547
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2 196 AAEL008973 1 420 AAEL013550

2 196 AAEL008977 1 420 AAEL013579

2 196 AAEL008992 1 420 AAEL013592

2 196 AAEL009008 1 420 AAEL013597

2 196 AAEL008974 1 420 AAEL013593

2 196 AAEL008968 1 420 AAEL013594

2 196 AAEL008966 1 420 AAEL013590

2 196 AAEL008979 1 420 AAEL013626

2 196 AAEL008985 1 420 AAEL013651

2 196 AAEL008995 1 420 AAEL013650

2 196 AAEL008976 1 420 AAEL013682

2 196 AAEL009004 1 420 AAEL013770

2 196 AAEL008990 1 420 AAEL013796

2 196 AAEL008965 1 420 AAEL013799

2 196 AAEL008999 1 420 AAEL013901

2 196 AAEL009013 1 420 AAEL013975

2 196 AAEL008982 1 420 AAEL013996

2 196 AAEL009752 1 420 AAEL013993

2 196 AAEL010134 1 420 AAEL014006

2 196 AAEL010130 1 420 AAEL014090

2 196 AAEL010127 1 420 AAEL014112

2 196 AAEL010375 1 420 AAEL014145

2 196 AAEL010984 1 420 AAEL014147

2 196 AAEL011033 1 420 AAEL014149

2 196 AAEL011037 1 420 AAEL014210

2 196 AAEL011043 1 420 AAEL014211

2 196 AAEL011035 1 420 AAEL014216

2 196 AAEL011041 1 420 AAEL014254

2 196 AAEL011044 1 420 AAEL014263

2 196 AAEL011045 1 420 AAEL014260

2 196 AAEL011036 1 420 AAEL014289

2 196 AAEL011451 1 420 AAEL014291

2 196 AAEL011444 1 420 AAEL014359

2 196 AAEL011504 1 420 AAEL014399

2 196 AAEL011501 1 420 AAEL014400

2 196 AAEL012088 1 420 AAEL014404

2 196 AAEL012090 1 420 AAEL014398

2 196 AAEL012883 1 420 AAEL014401

2 196 AAEL013380 1 420 AAEL014397

2 196 AAEL013377 1 420 AAEL014402

2 196 AAEL013511 1 420 AAEL014407

2 196 AAEL013517 1 420 AAEL014406

2 196 AAEL013515 1 420 AAEL014405

2 196 AAEL013512 1 420 AAEL014509

2 196 AAEL013516 1 420 AAEL014554

2 196 AAEL013520 1 420 AAEL014584

2 196 AAEL013514 1 420 AAEL014654

2 196 AAEL013513 1 420 AAEL014659

2 196 AAEL013829 1 420 AAEL014695

2 196 AAEL013878 1 420 AAEL014864

2 196 AAEL014418 1 420 AAEL014882

Page 8



2 196 AAEL014416 1 420 AAEL014880

2 196 AAEL014419 1 420 AAEL014881

2 196 AAEL014770 1 420 AAEL014948

2 196 AAEL014769 1 420 AAEL015003

2 196 AAEL014879 1 420 AAEL015115

2 196 AAEL014923 1 420 AAEL015126

2 196 AAEL014925 1 420 AAEL015129

2 196 AAEL014978 1 420 AAEL015130

2 196 AAEL014974 1 420 AAEL015270

2 196 AAEL014977 1 420 AAEL015293

2 196 AAEL014976 1 420 AAEL015347

2 196 AAEL014973 1 420 AAEL015442

2 196 AAEL014982 1 420 AAEL015495

2 196 AAEL014988 1 420 AAEL015543

2 196 AAEL014984 1 420 AAEL015640

2 196 AAEL014985 2 241 AAEL000074

2 196 AAEL014986 2 241 AAEL000059

2 196 AAEL014987 2 241 AAEL000030

2 196 AAEL015223 2 241 AAEL000037

2 196 AAEL015222 2 241 AAEL000038

2 196 AAEL015279 2 241 AAEL000086

2 196 AAEL015282 2 241 AAEL000099

2 196 AAEL015281 2 241 AAEL000028

2 196 AAEL015278 2 241 AAEL000190

2 196 AAEL015280 2 241 AAEL000203

2 196 AAEL015409 2 241 AAEL000238

2 196 AAEL015408 2 241 AAEL000253

2 196 AAEL015424 2 241 AAEL000224

2 196 AAEL015460 2 241 AAEL000225

2 196 AAEL015474 2 241 AAEL000760

2 196 AAEL015503 2 241 AAEL001098

2 196 AAEL015534 2 241 AAEL001178

3 192 AAEL000190 2 241 AAEL001234

3 192 AAEL000203 2 241 AAEL001703

3 192 AAEL000253 2 241 AAEL001674

3 192 AAEL001098 2 241 AAEL001690

3 192 AAEL001178 2 241 AAEL001701

3 192 AAEL001233 2 241 AAEL001693

3 192 AAEL001234 2 241 AAEL001675

3 192 AAEL001608 2 241 AAEL002128

3 192 AAEL001703 2 241 AAEL002124

3 192 AAEL001674 2 241 AAEL002126

3 192 AAEL001690 2 241 AAEL002177

3 192 AAEL001701 2 241 AAEL002273

3 192 AAEL001693 2 241 AAEL002301

3 192 AAEL001675 2 241 AAEL002288

3 192 AAEL002126 2 241 AAEL002360

3 192 AAEL002177 2 241 AAEL002347

3 192 AAEL002276 2 241 AAEL002601

3 192 AAEL002360 2 241 AAEL002595

3 192 AAEL002347 2 241 AAEL002590
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3 192 AAEL002505 2 241 AAEL002600

3 192 AAEL002519 2 241 AAEL002593

3 192 AAEL002632 2 241 AAEL002624

3 192 AAEL002593 2 241 AAEL002610

3 192 AAEL002582 2 241 AAEL002585

3 192 AAEL002686 2 241 AAEL002582

3 192 AAEL003251 2 241 AAEL002629

3 192 AAEL003279 2 241 AAEL002997

3 192 AAEL003308 2 241 AAEL003060

3 192 AAEL003520 2 241 AAEL003253

3 192 AAEL004505 2 241 AAEL003280

3 192 AAEL004524 2 241 AAEL003279

3 192 AAEL004518 2 241 AAEL003219

3 192 AAEL004948 2 241 AAEL003243

3 192 AAEL004979 2 241 AAEL003308

3 192 AAEL005611 2 241 AAEL003520

3 192 AAEL005609 2 241 AAEL003631

3 192 AAEL005607 2 241 AAEL003628

3 192 AAEL005614 2 241 AAEL003614

3 192 AAEL005616 2 241 AAEL003632

3 192 AAEL005603 2 241 AAEL003642

3 192 AAEL005596 2 241 AAEL003610

3 192 AAEL005604 2 241 AAEL004524

3 192 AAEL005654 2 241 AAEL004518

3 192 AAEL005648 2 241 AAEL004540

3 192 AAEL005644 2 241 AAEL004543

3 192 AAEL005645 2 241 AAEL004885

3 192 AAEL005647 2 241 AAEL004996

3 192 AAEL005675 2 241 AAEL004979

3 192 AAEL005718 2 241 AAEL005060

3 192 AAEL005764 2 241 AAEL005064

3 192 AAEL005787 2 241 AAEL005093

3 192 AAEL005792 2 241 AAEL005431

3 192 AAEL005800 2 241 AAEL005611

3 192 AAEL005823 2 241 AAEL005609

3 192 AAEL006151 2 241 AAEL005607

3 192 AAEL006260 2 241 AAEL005614

3 192 AAEL006253 2 241 AAEL005616

3 192 AAEL006368 2 241 AAEL005603

3 192 AAEL006365 2 241 AAEL005596

3 192 AAEL006383 2 241 AAEL005604

3 192 AAEL006378 2 241 AAEL005594

3 192 AAEL006371 2 241 AAEL005648

3 192 AAEL006384 2 241 AAEL005689

3 192 AAEL006376 2 241 AAEL005718

3 192 AAEL006382 2 241 AAEL005753

3 192 AAEL006421 2 241 AAEL005823

3 192 AAEL006403 2 241 AAEL005906

3 192 AAEL006430 2 241 AAEL006161

3 192 AAEL006429 2 241 AAEL006168

3 192 AAEL006427 2 241 AAEL006378
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3 192 AAEL006414 2 241 AAEL006371

3 192 AAEL006434 2 241 AAEL006421

3 192 AAEL006598 2 241 AAEL006425

3 192 AAEL006594 2 241 AAEL006418

3 192 AAEL006627 2 241 AAEL006403

3 192 AAEL006692 2 241 AAEL006430

3 192 AAEL006902 2 241 AAEL006429

3 192 AAEL006903 2 241 AAEL006427

3 192 AAEL007106 2 241 AAEL006414

3 192 AAEL007102 2 241 AAEL006568

3 192 AAEL007432 2 241 AAEL006576

3 192 AAEL007519 2 241 AAEL006586

3 192 AAEL007514 2 241 AAEL006585

3 192 AAEL007582 2 241 AAEL006598

3 192 AAEL007596 2 241 AAEL006594

3 192 AAEL007600 2 241 AAEL006627

3 192 AAEL007601 2 241 AAEL006674

3 192 AAEL007818 2 241 AAEL006689

3 192 AAEL007938 2 241 AAEL006692

3 192 AAEL008097 2 241 AAEL006700

3 192 AAEL008093 2 241 AAEL006696

3 192 AAEL008080 2 241 AAEL006703

3 192 AAEL008079 2 241 AAEL006902

3 192 AAEL008199 2 241 AAEL006903

3 192 AAEL008197 2 241 AAEL006919

3 192 AAEL008196 2 241 AAEL007006

3 192 AAEL008212 2 241 AAEL007519

3 192 AAEL008214 2 241 AAEL007517

3 192 AAEL008201 2 241 AAEL007508

3 192 AAEL008215 2 241 AAEL007511

3 192 AAEL008217 2 241 AAEL007514

3 192 AAEL008411 2 241 AAEL007596

3 192 AAEL008404 2 241 AAEL007597

3 192 AAEL008567 2 241 AAEL007593

3 192 AAEL008589 2 241 AAEL007600

3 192 AAEL008619 2 241 AAEL007602

3 192 AAEL008782 2 241 AAEL007601

3 192 AAEL008769 2 241 AAEL007796

3 192 AAEL008780 2 241 AAEL007818

3 192 AAEL008767 2 241 AAEL007938

3 192 AAEL008784 2 241 AAEL007969

3 192 AAEL008781 2 241 AAEL008003

3 192 AAEL008904 2 241 AAEL007993

3 192 AAEL009244 2 241 AAEL007992

3 192 AAEL009554 2 241 AAEL008097

3 192 AAEL009682 2 241 AAEL008093

3 192 AAEL009680 2 241 AAEL008085

3 192 AAEL009689 2 241 AAEL008079

3 192 AAEL009726 2 241 AAEL008221

3 192 AAEL009722 2 241 AAEL008218

3 192 AAEL009853 2 241 AAEL008206
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3 192 AAEL010196 2 241 AAEL008199

3 192 AAEL010195 2 241 AAEL008202

3 192 AAEL010203 2 241 AAEL008197

3 192 AAEL010270 2 241 AAEL008208

3 192 AAEL010267 2 241 AAEL008207

3 192 AAEL010773 2 241 AAEL008196

3 192 AAEL010957 2 241 AAEL008212

3 192 AAEL010959 2 241 AAEL008215

3 192 AAEL011230 2 241 AAEL008203

3 192 AAEL011375 2 241 AAEL008217

3 192 AAEL011553 2 241 AAEL008378

3 192 AAEL011611 2 241 AAEL008404

3 192 AAEL011882 2 241 AAEL008567

3 192 AAEL011891 2 241 AAEL008668

3 192 AAEL011888 2 241 AAEL008782

3 192 AAEL011889 2 241 AAEL008769

3 192 AAEL011929 2 241 AAEL008780

3 192 AAEL011913 2 241 AAEL008767

3 192 AAEL011916 2 241 AAEL008784

3 192 AAEL011917 2 241 AAEL008781

3 192 AAEL011919 2 241 AAEL009192

3 192 AAEL011920 2 241 AAEL009244

3 192 AAEL011922 2 241 AAEL009680

3 192 AAEL012447 2 241 AAEL009689

3 192 AAEL012558 2 241 AAEL009843

3 192 AAEL012564 2 241 AAEL009853

3 192 AAEL012563 2 241 AAEL010196

3 192 AAEL012560 2 241 AAEL010195

3 192 AAEL012559 2 241 AAEL010202

3 192 AAEL012565 2 241 AAEL010203

3 192 AAEL012625 2 241 AAEL010267

3 192 AAEL012777 2 241 AAEL010655

3 192 AAEL012785 2 241 AAEL010867

3 192 AAEL012791 2 241 AAEL010866

3 192 AAEL012788 2 241 AAEL011230

3 192 AAEL012798 2 241 AAEL011349

3 192 AAEL012799 2 241 AAEL011549

3 192 AAEL012797 2 241 AAEL011553

3 192 AAEL012842 2 241 AAEL011593

3 192 AAEL013040 2 241 AAEL011882

3 192 AAEL013281 2 241 AAEL011891

3 192 AAEL013283 2 241 AAEL011888

3 192 AAEL013298 2 241 AAEL011889

3 192 AAEL013299 2 241 AAEL011929

3 192 AAEL013629 2 241 AAEL011913

3 192 AAEL013714 2 241 AAEL011916

3 192 AAEL013715 2 241 AAEL011917

3 192 AAEL013703 2 241 AAEL011919

3 192 AAEL013712 2 241 AAEL011920

3 192 AAEL013707 2 241 AAEL011922

3 192 AAEL014007 2 241 AAEL011991
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3 192 AAEL014353 2 241 AAEL012030

3 192 AAEL014386 2 241 AAEL012564

3 192 AAEL014387 2 241 AAEL012563

3 192 AAEL014568 2 241 AAEL012557

3 192 AAEL014571 2 241 AAEL012559

3 192 AAEL014579 2 241 AAEL012565

3 192 AAEL014650 2 241 AAEL012711

3 192 AAEL014938 2 241 AAEL012713

3 192 AAEL015087 2 241 AAEL012712

3 192 AAEL015085 2 241 AAEL012775

3 192 AAEL015102 2 241 AAEL012798

3 192 AAEL015105 2 241 AAEL012799

3 192 AAEL015104 2 241 AAEL012797

3 192 AAEL015103 2 241 AAEL012842

3 192 AAEL015294 2 241 AAEL012852

3 192 AAEL015439 2 241 AAEL013245

3 192 AAEL015527 2 241 AAEL013281

3 192 AAEL015528 2 241 AAEL013283

3 192 AAEL015637 2 241 AAEL013284

3 192 AAEL015638 2 241 AAEL013623

4 139 AAEL000326 2 241 AAEL013628

4 139 AAEL000357 2 241 AAEL013629

4 139 AAEL000325 2 241 AAEL013713

4 139 AAEL000338 2 241 AAEL013714

4 139 AAEL000320 2 241 AAEL013715

4 139 AAEL000340 2 241 AAEL013703

4 139 AAEL001288 2 241 AAEL013712

4 139 AAEL001312 2 241 AAEL013707

4 139 AAEL001320 2 241 AAEL014005

4 139 AAEL001807 2 241 AAEL014004

4 139 AAEL001960 2 241 AAEL014139

4 139 AAEL002085 2 241 AAEL014137

4 139 AAEL002043 2 241 AAEL014140

4 139 AAEL002067 2 241 AAEL014188

4 139 AAEL002638 2 241 AAEL014350

4 139 AAEL002633 2 241 AAEL014354

4 139 AAEL003380 2 241 AAEL014353

4 139 AAEL003399 2 241 AAEL014349

4 139 AAEL003763 2 241 AAEL014570

4 139 AAEL003748 2 241 AAEL014567

4 139 AAEL003890 2 241 AAEL014571

4 139 AAEL004012 2 241 AAEL014724

4 139 AAEL004054 2 241 AAEL015087

4 139 AAEL004941 2 241 AAEL015085

4 139 AAEL005006 2 241 AAEL015109

4 139 AAEL005695 2 241 AAEL015294

4 139 AAEL005700 2 241 AAEL015430

4 139 AAEL005696 2 241 AAEL015432

4 139 AAEL005771 2 241 AAEL015439

4 139 AAEL005775 2 241 AAEL015465

4 139 AAEL005788 2 241 AAEL015637
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4 139 AAEL006058 2 241 AAEL015638

4 139 AAEL006044 3 150 AAEL000326

4 139 AAEL006257 3 150 AAEL000357

4 139 AAEL006246 3 150 AAEL000325

4 139 AAEL006795 3 150 AAEL000338

4 139 AAEL006793 3 150 AAEL000320

4 139 AAEL006810 3 150 AAEL000340

4 139 AAEL006805 3 150 AAEL001288

4 139 AAEL006815 3 150 AAEL001312

4 139 AAEL006798 3 150 AAEL001320

4 139 AAEL006804 3 150 AAEL001292

4 139 AAEL006811 3 150 AAEL001807

4 139 AAEL006814 3 150 AAEL002085

4 139 AAEL006802 3 150 AAEL002046

4 139 AAEL006784 3 150 AAEL002638

4 139 AAEL006827 3 150 AAEL002633

4 139 AAEL006824 3 150 AAEL002872

4 139 AAEL007024 3 150 AAEL003380

4 139 AAEL007010 3 150 AAEL003399

4 139 AAEL006992 3 150 AAEL003763

4 139 AAEL006984 3 150 AAEL003748

4 139 AAEL006989 3 150 AAEL003890

4 139 AAEL007473 3 150 AAEL004012

4 139 AAEL007807 3 150 AAEL004054

4 139 AAEL007798 3 150 AAEL004941

4 139 AAEL007815 3 150 AAEL005006

4 139 AAEL007812 3 150 AAEL005695

4 139 AAEL007816 3 150 AAEL005700

4 139 AAEL007808 3 150 AAEL005696

4 139 AAEL007795 3 150 AAEL005771

4 139 AAEL007830 3 150 AAEL005775

4 139 AAEL008017 3 150 AAEL005788

4 139 AAEL008018 3 150 AAEL006058

4 139 AAEL008023 3 150 AAEL006044

4 139 AAEL008345 3 150 AAEL006257

4 139 AAEL008846 3 150 AAEL006246

4 139 AAEL008889 3 150 AAEL006795

4 139 AAEL009126 3 150 AAEL006793

4 139 AAEL009137 3 150 AAEL006810

4 139 AAEL009117 3 150 AAEL006805

4 139 AAEL009129 3 150 AAEL006815

4 139 AAEL009124 3 150 AAEL006798

4 139 AAEL009120 3 150 AAEL006804

4 139 AAEL009138 3 150 AAEL006811

4 139 AAEL009133 3 150 AAEL006814

4 139 AAEL009132 3 150 AAEL006802

4 139 AAEL009125 3 150 AAEL006784

4 139 AAEL009127 3 150 AAEL006824

4 139 AAEL009123 3 150 AAEL007024

4 139 AAEL009131 3 150 AAEL007010

4 139 AAEL009122 3 150 AAEL006992
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4 139 AAEL009128 3 150 AAEL006984

4 139 AAEL009130 3 150 AAEL006989

4 139 AAEL009121 3 150 AAEL007473

4 139 AAEL009591 3 150 AAEL007807

4 139 AAEL009656 3 150 AAEL007798

4 139 AAEL010151 3 150 AAEL007815

4 139 AAEL010154 3 150 AAEL007812

4 139 AAEL010158 3 150 AAEL007816

4 139 AAEL010273 3 150 AAEL007808

4 139 AAEL011770 3 150 AAEL007795

4 139 AAEL011761 3 150 AAEL007830

4 139 AAEL011769 3 150 AAEL008017

4 139 AAEL012266 3 150 AAEL008018

4 139 AAEL012492 3 150 AAEL008023

4 139 AAEL012494 3 150 AAEL008345

4 139 AAEL012773 3 150 AAEL008846

4 139 AAEL012762 3 150 AAEL008889

4 139 AAEL012761 3 150 AAEL009018

4 139 AAEL012766 3 150 AAEL009126

4 139 AAEL012765 3 150 AAEL009137

4 139 AAEL012769 3 150 AAEL009119

4 139 AAEL012772 3 150 AAEL009117

4 139 AAEL013555 3 150 AAEL009129

4 139 AAEL013554 3 150 AAEL009124

4 139 AAEL013556 3 150 AAEL009120

4 139 AAEL013798 3 150 AAEL009138

4 139 AAEL014019 3 150 AAEL009133

4 139 AAEL014603 3 150 AAEL009132

4 139 AAEL014613 3 150 AAEL009125

4 139 AAEL014615 3 150 AAEL009127

4 139 AAEL014619 3 150 AAEL009123

4 139 AAEL014604 3 150 AAEL009131

4 139 AAEL014608 3 150 AAEL009122

4 139 AAEL014618 3 150 AAEL009128

4 139 AAEL014614 3 150 AAEL009130

4 139 AAEL014617 3 150 AAEL009121

4 139 AAEL014607 3 150 AAEL009591

4 139 AAEL014616 3 150 AAEL009656

4 139 AAEL014610 3 150 AAEL009699

4 139 AAEL014609 3 150 AAEL010151

4 139 AAEL014606 3 150 AAEL010154

4 139 AAEL014612 3 150 AAEL010158

4 139 AAEL014611 3 150 AAEL010273

4 139 AAEL014605 3 150 AAEL011770

4 139 AAEL014684 3 150 AAEL011761

4 139 AAEL014678 3 150 AAEL011769

4 139 AAEL014830 3 150 AAEL012266

4 139 AAEL014829 3 150 AAEL012492

4 139 AAEL014893 3 150 AAEL012491

4 139 AAEL014892 3 150 AAEL012494

4 139 AAEL014890 3 150 AAEL012773
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4 139 AAEL014891 3 150 AAEL012770

4 139 AAEL015362 3 150 AAEL012762

4 139 AAEL015361 3 150 AAEL012761

4 139 AAEL015563 3 150 AAEL012766

4 139 AAEL015641 3 150 AAEL012765

4 139 AAEL015654 3 150 AAEL012769

5 133 AAEL000422 3 150 AAEL012772

5 133 AAEL000770 3 150 AAEL013555

5 133 AAEL000798 3 150 AAEL013554

5 133 AAEL001041 3 150 AAEL013556

5 133 AAEL001211 3 150 AAEL013798

5 133 AAEL001283 3 150 AAEL014019

5 133 AAEL001399 3 150 AAEL014603

5 133 AAEL001513 3 150 AAEL014613

5 133 AAEL001516 3 150 AAEL014615

5 133 AAEL001635 3 150 AAEL014619

5 133 AAEL001662 3 150 AAEL014604

5 133 AAEL001729 3 150 AAEL014608

5 133 AAEL002485 3 150 AAEL014618

5 133 AAEL002556 3 150 AAEL014614

5 133 AAEL002802 3 150 AAEL014617

5 133 AAEL002912 3 150 AAEL014607

5 133 AAEL003001 3 150 AAEL014616

5 133 AAEL003087 3 150 AAEL014610

5 133 AAEL003117 3 150 AAEL014609

5 133 AAEL003140 3 150 AAEL014606

5 133 AAEL003127 3 150 AAEL014612

5 133 AAEL003539 3 150 AAEL014611

5 133 AAEL003938 3 150 AAEL014605

5 133 AAEL003975 3 150 AAEL014680

5 133 AAEL004063 3 150 AAEL014684

5 133 AAEL004055 3 150 AAEL014678

5 133 AAEL004128 3 150 AAEL014830

5 133 AAEL004232 3 150 AAEL014829

5 133 AAEL004286 3 150 AAEL014893

5 133 AAEL004332 3 150 AAEL014892

5 133 AAEL004480 3 150 AAEL014890

5 133 AAEL004526 3 150 AAEL014891

5 133 AAEL004558 3 150 AAEL014924

5 133 AAEL004630 3 150 AAEL015362

5 133 AAEL004896 3 150 AAEL015361

5 133 AAEL005109 3 150 AAEL015370

5 133 AAEL005208 3 150 AAEL015476

5 133 AAEL005387 3 150 AAEL015475

5 133 AAEL005510 3 150 AAEL015563

5 133 AAEL005562 3 150 AAEL015591

5 133 AAEL005637 3 150 AAEL015641

5 133 AAEL005708 3 150 AAEL015654

5 133 AAEL005725 3 150 AAEL015663

5 133 AAEL005827 4 136 AAEL000665

5 133 AAEL005967 4 136 AAEL002099
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5 133 AAEL006075 4 136 AAEL002092

5 133 AAEL006311 4 136 AAEL002110

5 133 AAEL006422 4 136 AAEL002111

5 133 AAEL006472 4 136 AAEL003112

5 133 AAEL006532 4 136 AAEL004769

5 133 AAEL006552 4 136 AAEL004781

5 133 AAEL006541 4 136 AAEL004748

5 133 AAEL006549 4 136 AAEL004758

5 133 AAEL006547 4 136 AAEL004762

5 133 AAEL006610 4 136 AAEL004776

5 133 AAEL006677 4 136 AAEL004765

5 133 AAEL006724 4 136 AAEL004780

5 133 AAEL006948 4 136 AAEL004751

5 133 AAEL007066 4 136 AAEL004767

5 133 AAEL007382 4 136 AAEL004742

5 133 AAEL007451 4 136 AAEL004749

5 133 AAEL007469 4 136 AAEL004760

5 133 AAEL007554 4 136 AAEL004764

5 133 AAEL007546 4 136 AAEL004746

5 133 AAEL007570 4 136 AAEL004745

5 133 AAEL007574 4 136 AAEL004994

5 133 AAEL007573 4 136 AAEL006756

5 133 AAEL007656 4 136 AAEL006739

5 133 AAEL007708 4 136 AAEL007085

5 133 AAEL008108 4 136 AAEL007093

5 133 AAEL008147 4 136 AAEL007095

5 133 AAEL008174 4 136 AAEL007101

5 133 AAEL009035 4 136 AAEL007099

5 133 AAEL009399 4 136 AAEL008981

5 133 AAEL009447 4 136 AAEL008978

5 133 AAEL009882 4 136 AAEL008971

5 133 AAEL009887 4 136 AAEL008989

5 133 AAEL010013 4 136 AAEL008983

5 133 AAEL010030 4 136 AAEL009009

5 133 AAEL010035 4 136 AAEL008987

5 133 AAEL010070 4 136 AAEL008969

5 133 AAEL010433 4 136 AAEL008993

5 133 AAEL010588 4 136 AAEL008967

5 133 AAEL010621 4 136 AAEL009005

5 133 AAEL010877 4 136 AAEL008970

5 133 AAEL010896 4 136 AAEL009000

5 133 AAEL010910 4 136 AAEL008964

5 133 AAEL010937 4 136 AAEL008975

5 133 AAEL011080 4 136 AAEL008991

5 133 AAEL011196 4 136 AAEL008980

5 133 AAEL011215 4 136 AAEL009010

5 133 AAEL011246 4 136 AAEL008997

5 133 AAEL011310 4 136 AAEL009011

5 133 AAEL011374 4 136 AAEL008988

5 133 AAEL011493 4 136 AAEL009003

5 133 AAEL011535 4 136 AAEL008994
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5 133 AAEL011696 4 136 AAEL009007

5 133 AAEL011719 4 136 AAEL008984

5 133 AAEL011778 4 136 AAEL008972

5 133 AAEL011892 4 136 AAEL008996

5 133 AAEL012158 4 136 AAEL008998

5 133 AAEL012240 4 136 AAEL009012

5 133 AAEL012234 4 136 AAEL008973

5 133 AAEL012260 4 136 AAEL008977

5 133 AAEL012362 4 136 AAEL008992

5 133 AAEL012387 4 136 AAEL009008

5 133 AAEL012841 4 136 AAEL008974

5 133 AAEL012851 4 136 AAEL008968

5 133 AAEL012965 4 136 AAEL008966

5 133 AAEL013069 4 136 AAEL008979

5 133 AAEL013144 4 136 AAEL008985

5 133 AAEL013355 4 136 AAEL008995

5 133 AAEL013534 4 136 AAEL008976

5 133 AAEL013685 4 136 AAEL009004

5 133 AAEL013688 4 136 AAEL008990

5 133 AAEL013764 4 136 AAEL008965

5 133 AAEL013866 4 136 AAEL008999

5 133 AAEL013887 4 136 AAEL009013

5 133 AAEL013940 4 136 AAEL008982

5 133 AAEL013991 4 136 AAEL008986

5 133 AAEL013997 4 136 AAEL009001

5 133 AAEL014037 4 136 AAEL009807

5 133 AAEL014042 4 136 AAEL009801

5 133 AAEL014159 4 136 AAEL009800

5 133 AAEL014249 4 136 AAEL009791

5 133 AAEL014388 4 136 AAEL009784

5 133 AAEL014534 4 136 AAEL009793

5 133 AAEL014536 4 136 AAEL009788

5 133 AAEL015054 4 136 AAEL009796

5 133 AAEL015077 4 136 AAEL009802

5 133 AAEL015199 4 136 AAEL009790

5 133 AAEL015532 4 136 AAEL009794

5 133 AAEL015547 4 136 AAEL009783

6 121 AAEL000079 4 136 AAEL009803

6 121 AAEL000228 4 136 AAEL010375

6 121 AAEL000387 4 136 AAEL010984

6 121 AAEL000668 4 136 AAEL011037

6 121 AAEL000650 4 136 AAEL011043

6 121 AAEL000762 4 136 AAEL011035

6 121 AAEL000939 4 136 AAEL011041

6 121 AAEL001166 4 136 AAEL011044

6 121 AAEL001240 4 136 AAEL011045

6 121 AAEL001417 4 136 AAEL011036

6 121 AAEL001420 4 136 AAEL011504

6 121 AAEL001605 4 136 AAEL013380

6 121 AAEL001766 4 136 AAEL013377

6 121 AAEL001771 4 136 AAEL013511
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6 121 AAEL001765 4 136 AAEL013829

6 121 AAEL001788 4 136 AAEL013878

6 121 AAEL002307 4 136 AAEL014770

6 121 AAEL002295 4 136 AAEL014769

6 121 AAEL002336 4 136 AAEL014923

6 121 AAEL002615 4 136 AAEL014925

6 121 AAEL002678 4 136 AAEL014978

6 121 AAEL002792 4 136 AAEL014974

6 121 AAEL003217 4 136 AAEL014977

6 121 AAEL003262 4 136 AAEL014976

6 121 AAEL003228 4 136 AAEL014973

6 121 AAEL003408 4 136 AAEL014982

6 121 AAEL003554 4 136 AAEL014988

6 121 AAEL003597 4 136 AAEL014984

6 121 AAEL003713 4 136 AAEL014985

6 121 AAEL003720 4 136 AAEL014986

6 121 AAEL003859 4 136 AAEL014987

6 121 AAEL004212 4 136 AAEL014983

6 121 AAEL004360 4 136 AAEL015163

6 121 AAEL004440 4 136 AAEL015223

6 121 AAEL004466 4 136 AAEL015222

6 121 AAEL004766 4 136 AAEL015279

6 121 AAEL005096 4 136 AAEL015282

6 121 AAEL005185 4 136 AAEL015281

6 121 AAEL005221 4 136 AAEL015278

6 121 AAEL005434 4 136 AAEL015280

6 121 AAEL005739 4 136 AAEL015364

6 121 AAEL005762 4 136 AAEL015363

6 121 AAEL005907 4 136 AAEL015409

6 121 AAEL006041 4 136 AAEL015408

6 121 AAEL006045 4 136 AAEL015424

6 121 AAEL006068 4 136 AAEL015503

6 121 AAEL006143 5 78 AAEL000217

6 121 AAEL006225 5 78 AAEL000489

6 121 AAEL006220 5 78 AAEL000589

6 121 AAEL006248 5 78 AAEL000728

6 121 AAEL006350 5 78 AAEL000810

6 121 AAEL006377 5 78 AAEL001108

6 121 AAEL006736 5 78 AAEL001139

6 121 AAEL006840 5 78 AAEL001549

6 121 AAEL006920 5 78 AAEL001976

6 121 AAEL006957 5 78 AAEL002270

6 121 AAEL007087 5 78 AAEL002565

6 121 AAEL007083 5 78 AAEL002594

6 121 AAEL007103 5 78 AAEL002892

6 121 AAEL007127 5 78 AAEL002885

6 121 AAEL007231 5 78 AAEL003022

6 121 AAEL007224 5 78 AAEL003061

6 121 AAEL007363 5 78 AAEL003896

6 121 AAEL007674 5 78 AAEL003918

6 121 AAEL007785 5 78 AAEL003953
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6 121 AAEL007784 5 78 AAEL004412

6 121 AAEL007778 5 78 AAEL004474

6 121 AAEL007858 5 78 AAEL004704

6 121 AAEL008658 5 78 AAEL005010

6 121 AAEL008753 5 78 AAEL005532

6 121 AAEL008940 5 78 AAEL005559

6 121 AAEL009148 5 78 AAEL005754

6 121 AAEL009359 5 78 AAEL005943

6 121 AAEL009517 5 78 AAEL006110

6 121 AAEL009520 5 78 AAEL006330

6 121 AAEL009792 5 78 AAEL006440

6 121 AAEL009894 5 78 AAEL006539

6 121 AAEL009928 5 78 AAEL006712

6 121 AAEL010111 5 78 AAEL006730

6 121 AAEL010129 5 78 AAEL006868

6 121 AAEL010132 5 78 AAEL007153

6 121 AAEL010125 5 78 AAEL007284

6 121 AAEL010128 5 78 AAEL007293

6 121 AAEL010232 5 78 AAEL007434

6 121 AAEL010286 5 78 AAEL007544

6 121 AAEL010656 5 78 AAEL007632

6 121 AAEL010721 5 78 AAEL007826

6 121 AAEL010772 5 78 AAEL007835

6 121 AAEL010808 5 78 AAEL007907

6 121 AAEL011067 5 78 AAEL008057

6 121 AAEL011234 5 78 AAEL008823

6 121 AAEL011387 5 78 AAEL009360

6 121 AAEL011760 5 78 AAEL009402

6 121 AAEL011861 5 78 AAEL009466

6 121 AAEL012086 5 78 AAEL009960

6 121 AAEL012092 5 78 AAEL010021

6 121 AAEL012255 5 78 AAEL010466

6 121 AAEL012391 5 78 AAEL010804

6 121 AAEL012412 5 78 AAEL010997

6 121 AAEL012538 5 78 AAEL011145

6 121 AAEL012547 5 78 AAEL011344

6 121 AAEL012619 5 78 AAEL011441

6 121 AAEL012634 5 78 AAEL011578

6 121 AAEL012635 5 78 AAEL011669

6 121 AAEL012656 5 78 AAEL011837

6 121 AAEL012763 5 78 AAEL011879

6 121 AAEL012767 5 78 AAEL012612

6 121 AAEL012822 5 78 AAEL012659

6 121 AAEL012911 5 78 AAEL012723

6 121 AAEL012958 5 78 AAEL013173

6 121 AAEL013459 5 78 AAEL013214

6 121 AAEL014075 5 78 AAEL013390

6 121 AAEL014111 5 78 AAEL013729

6 121 AAEL014718 5 78 AAEL013755

6 121 AAEL014896 5 78 AAEL013824

6 121 AAEL014906 5 78 AAEL013823
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6 121 AAEL015018 5 78 AAEL013826

6 121 AAEL015019 5 78 AAEL014017

6 121 AAEL015215 5 78 AAEL014114

6 121 AAEL015322 5 78 AAEL014329

6 121 AAEL015659 5 78 AAEL014849

7 97 AAEL000343 5 78 AAEL014878

7 97 AAEL000884 5 78 AAEL015177

7 97 AAEL001038 5 78 AAEL015375

7 97 AAEL001407 6 61 AAEL000511

7 97 AAEL001504 6 61 AAEL000546

7 97 AAEL001559 6 61 AAEL000545

7 97 AAEL001622 6 61 AAEL000530

7 97 AAEL001731 6 61 AAEL000862

7 97 AAEL001848 6 61 AAEL000889

7 97 AAEL001976 6 61 AAEL000905

7 97 AAEL002226 6 61 AAEL000898

7 97 AAEL002270 6 61 AAEL000904

7 97 AAEL002323 6 61 AAEL000918

7 97 AAEL002395 6 61 AAEL001517

7 97 AAEL002569 6 61 AAEL002385

7 97 AAEL003013 6 61 AAEL002378

7 97 AAEL003022 6 61 AAEL002391

7 97 AAEL003370 6 61 AAEL002367

7 97 AAEL003400 6 61 AAEL002376

7 97 AAEL003359 6 61 AAEL003129

7 97 AAEL003595 6 61 AAEL003198

7 97 AAEL003731 6 61 AAEL003195

7 97 AAEL003939 6 61 AAEL003196

7 97 AAEL004110 6 61 AAEL003181

7 97 AAEL004351 6 61 AAEL003187

7 97 AAEL004412 6 61 AAEL003201

7 97 AAEL004477 6 61 AAEL003545

7 97 AAEL004704 6 61 AAEL004022

7 97 AAEL004761 6 61 AAEL004323

7 97 AAEL004797 6 61 AAEL004341

7 97 AAEL005003 6 61 AAEL004357

7 97 AAEL005010 6 61 AAEL004724

7 97 AAEL005191 6 61 AAEL005112

7 97 AAEL005238 6 61 AAEL005113

7 97 AAEL005359 6 61 AAEL005101

7 97 AAEL005559 6 61 AAEL005123

7 97 AAEL005943 6 61 AAEL005122

7 97 AAEL006110 6 61 AAEL005182

7 97 AAEL006140 6 61 AAEL005200

7 97 AAEL006449 6 61 AAEL005178

7 97 AAEL006440 6 61 AAEL005198

7 97 AAEL006841 6 61 AAEL005199

7 97 AAEL007284 6 61 AAEL005210

7 97 AAEL007384 6 61 AAEL006104

7 97 AAEL007434 6 61 AAEL006089

7 97 AAEL007443 6 61 AAEL006097
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7 97 AAEL007632 6 61 AAEL006101

7 97 AAEL007642 6 61 AAEL007486

7 97 AAEL007662 6 61 AAEL008532

7 97 AAEL007907 6 61 AAEL008757

7 97 AAEL007949 6 61 AAEL009055

7 97 AAEL007958 6 61 AAEL009240

7 97 AAEL008078 6 61 AAEL010389

7 97 AAEL008311 6 61 AAEL011944

7 97 AAEL008379 6 61 AAEL012141

7 97 AAEL008413 6 61 AAEL012509

7 97 AAEL008507 6 61 AAEL012886

7 97 AAEL008556 6 61 AAEL013543

7 97 AAEL008622 6 61 AAEL014303

7 97 AAEL008621 6 61 AAEL015072

7 97 AAEL008634 6 61 AAEL015264

7 97 AAEL008637 6 61 AAEL015578

7 97 AAEL008648 6 61 AAEL015590

7 97 AAEL009305 6 61 AAEL015602

7 97 AAEL009364 7 41 AAEL000040

7 97 AAEL009402 7 41 AAEL001077

7 97 AAEL009652 7 41 AAEL001084

7 97 AAEL010413 7 41 AAEL001608

7 97 AAEL010804 7 41 AAEL002254

7 97 AAEL010997 7 41 AAEL002276

7 97 AAEL011118 7 41 AAEL002880

7 97 AAEL011376 7 41 AAEL003233

7 97 AAEL011441 7 41 AAEL005748

7 97 AAEL011594 7 41 AAEL006121

7 97 AAEL011837 7 41 AAEL006123

7 97 AAEL012094 7 41 AAEL006151

7 97 AAEL012269 7 41 AAEL006260

7 97 AAEL012339 7 41 AAEL006253

7 97 AAEL012450 7 41 AAEL006434

7 97 AAEL012659 7 41 AAEL007107

7 97 AAEL012723 7 41 AAEL007102

7 97 AAEL012915 7 41 AAEL007109

7 97 AAEL013002 7 41 AAEL007347

7 97 AAEL013329 7 41 AAEL008904

7 97 AAEL013755 7 41 AAEL008934

7 97 AAEL013824 7 41 AAEL009210

7 97 AAEL013823 7 41 AAEL009780

7 97 AAEL013939 7 41 AAEL010773

7 97 AAEL014017 7 41 AAEL011375

7 97 AAEL014114 7 41 AAEL011611

7 97 AAEL014329 7 41 AAEL012028

7 97 AAEL014729 7 41 AAEL012087

7 97 AAEL014849 7 41 AAEL012953

7 97 AAEL014878 7 41 AAEL012956

7 97 AAEL015000 7 41 AAEL013140

7 97 AAEL015125 7 41 AAEL013298

7 97 AAEL015375 7 41 AAEL013299

Page 22



8 87 AAEL000074 7 41 AAEL013413

8 87 AAEL000059 7 41 AAEL013427

8 87 AAEL000030 7 41 AAEL013476

8 87 AAEL000040 7 41 AAEL014163

8 87 AAEL000238 7 41 AAEL014387

8 87 AAEL000224 7 41 AAEL014595

8 87 AAEL000225 7 41 AAEL015527

8 87 AAEL002128 7 41 AAEL015533

8 87 AAEL002124 8 41 AAEL001989

8 87 AAEL002301 8 41 AAEL001975

8 87 AAEL002288 8 41 AAEL001981

8 87 AAEL002601 8 41 AAEL002024

8 87 AAEL002590 8 41 AAEL002021

8 87 AAEL002600 8 41 AAEL001993

8 87 AAEL002880 8 41 AAEL002015

8 87 AAEL002997 8 41 AAEL001988

8 87 AAEL003060 8 41 AAEL001987

8 87 AAEL003253 8 41 AAEL001980

8 87 AAEL003280 8 41 AAEL002038

8 87 AAEL003276 8 41 AAEL002017

8 87 AAEL003219 8 41 AAEL002007

8 87 AAEL003243 8 41 AAEL002027

8 87 AAEL003632 8 41 AAEL002028

8 87 AAEL003642 8 41 AAEL001963

8 87 AAEL003610 8 41 AAEL001957

8 87 AAEL004540 8 41 AAEL001985

8 87 AAEL004543 8 41 AAEL001969

8 87 AAEL004885 8 41 AAEL002026

8 87 AAEL004996 8 41 AAEL001994

8 87 AAEL005060 8 41 AAEL002034

8 87 AAEL005431 8 41 AAEL002040

8 87 AAEL005650 8 41 AAEL001999

8 87 AAEL005689 8 41 AAEL001995

8 87 AAEL005906 8 41 AAEL002029

8 87 AAEL006161 8 41 AAEL002041

8 87 AAEL006425 8 41 AAEL001967

8 87 AAEL006418 8 41 AAEL002035

8 87 AAEL006568 8 41 AAEL001991

8 87 AAEL006576 8 41 AAEL002004

8 87 AAEL006586 8 41 AAEL002001

8 87 AAEL006674 8 41 AAEL002003

8 87 AAEL006919 8 41 AAEL002022

8 87 AAEL007006 8 41 AAEL001964

8 87 AAEL007107 8 41 AAEL005698

8 87 AAEL007109 8 41 AAEL005691

8 87 AAEL007517 8 41 AAEL005687

8 87 AAEL007508 8 41 AAEL005682

8 87 AAEL007511 8 41 AAEL005710

8 87 AAEL007602 8 41 AAEL005711

8 87 AAEL007796 9 37 AAEL000187

8 87 AAEL008003 9 37 AAEL000324
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8 87 AAEL007993 9 37 AAEL000850

8 87 AAEL007992 9 37 AAEL001017

8 87 AAEL008085 9 37 AAEL001370

8 87 AAEL008218 9 37 AAEL001915

8 87 AAEL008202 9 37 AAEL002172

8 87 AAEL008668 9 37 AAEL002317

8 87 AAEL009210 9 37 AAEL002404

8 87 AAEL009558 9 37 AAEL002471

8 87 AAEL009843 9 37 AAEL002640

8 87 AAEL010202 9 37 AAEL003937

8 87 AAEL011349 9 37 AAEL003928

8 87 AAEL011549 9 37 AAEL003969

8 87 AAEL011991 9 37 AAEL004319

8 87 AAEL012030 9 37 AAEL004592

8 87 AAEL012557 9 37 AAEL004666

8 87 AAEL012711 9 37 AAEL004932

8 87 AAEL012713 9 37 AAEL005448

8 87 AAEL012712 9 37 AAEL007035

8 87 AAEL012780 9 37 AAEL007123

8 87 AAEL012852 9 37 AAEL007742

8 87 AAEL013245 9 37 AAEL007876

8 87 AAEL013284 9 37 AAEL008732

8 87 AAEL013623 9 37 AAEL008777

8 87 AAEL013628 9 37 AAEL009521

8 87 AAEL013713 9 37 AAEL009785

8 87 AAEL014005 9 37 AAEL010374

8 87 AAEL014004 9 37 AAEL010835

8 87 AAEL014188 9 37 AAEL010923

8 87 AAEL014570 9 37 AAEL011046

8 87 AAEL014567 9 37 AAEL012553

8 87 AAEL014724 9 37 AAEL012752

8 87 AAEL015109 9 37 AAEL012999

8 87 AAEL015430 9 37 AAEL013858

8 87 AAEL015432 9 37 AAEL014512

8 87 AAEL015465 9 37 AAEL014634

8 87 AAEL015533 10 36 AAEL000567

9 86 AAEL000287 10 36 AAEL001257

9 86 AAEL000643 10 36 AAEL003810

9 86 AAEL000715 10 36 AAEL003808

9 86 AAEL000768 10 36 AAEL003809

9 86 AAEL000974 10 36 AAEL003899

9 86 AAEL001526 10 36 AAEL006432

9 86 AAEL001591 10 36 AAEL006482

9 86 AAEL001633 10 36 AAEL007050

9 86 AAEL001910 10 36 AAEL007138

9 86 AAEL002045 10 36 AAEL007126

9 86 AAEL002120 10 36 AAEL007139

9 86 AAEL002145 10 36 AAEL007136

9 86 AAEL002153 10 36 AAEL007128

9 86 AAEL002316 10 36 AAEL007131

9 86 AAEL002282 10 36 AAEL008232
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9 86 AAEL002285 10 36 AAEL010219

9 86 AAEL002390 10 36 AAEL010348

9 86 AAEL002973 10 36 AAEL010485

9 86 AAEL003815 10 36 AAEL010481

9 86 AAEL004026 10 36 AAEL010479

9 86 AAEL004444 10 36 AAEL010478

9 86 AAEL004820 10 36 AAEL010868

9 86 AAEL004889 10 36 AAEL011368

9 86 AAEL004869 10 36 AAEL011411

9 86 AAEL004945 10 36 AAEL011423

9 86 AAEL004975 10 36 AAEL012044

9 86 AAEL005078 10 36 AAEL012042

9 86 AAEL005053 10 36 AAEL012288

9 86 AAEL005369 10 36 AAEL012287

9 86 AAEL005916 10 36 AAEL012655

9 86 AAEL005938 10 36 AAEL012894

9 86 AAEL005922 10 36 AAEL012903

9 86 AAEL006230 10 36 AAEL014207

9 86 AAEL006392 10 36 AAEL014206

9 86 AAEL006614 10 36 AAEL014968

9 86 AAEL006608 11 33 AAEL000508

9 86 AAEL006615 11 33 AAEL000726

9 86 AAEL006816 11 33 AAEL000749

9 86 AAEL007260 11 33 AAEL001713

9 86 AAEL007341 11 33 AAEL002713

9 86 AAEL007427 11 33 AAEL003156

9 86 AAEL007464 11 33 AAEL003294

9 86 AAEL007468 11 33 AAEL003607

9 86 AAEL007564 11 33 AAEL003753

9 86 AAEL007921 11 33 AAEL004156

9 86 AAEL007981 11 33 AAEL004150

9 86 AAEL007980 11 33 AAEL005194

9 86 AAEL007977 11 33 AAEL006704

9 86 AAEL008435 11 33 AAEL006691

9 86 AAEL008839 11 33 AAEL006699

9 86 AAEL008903 11 33 AAEL006702

9 86 AAEL009508 11 33 AAEL007942

9 86 AAEL009546 11 33 AAEL008030

9 86 AAEL009919 11 33 AAEL008104

9 86 AAEL009921 11 33 AAEL008646

9 86 AAEL010323 11 33 AAEL009384

9 86 AAEL010302 11 33 AAEL009723

9 86 AAEL010497 11 33 AAEL010103

9 86 AAEL010605 11 33 AAEL010117

9 86 AAEL010635 11 33 AAEL011009

9 86 AAEL010813 11 33 AAEL011007

9 86 AAEL010847 11 33 AAEL011400

9 86 AAEL011304 11 33 AAEL011633

9 86 AAEL011328 11 33 AAEL011634

9 86 AAEL011370 11 33 AAEL013417

9 86 AAEL011664 11 33 AAEL013506
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9 86 AAEL011672 11 33 AAEL014432

9 86 AAEL011807 11 33 AAEL015428

9 86 AAEL011812 12 33 AAEL000687

9 86 AAEL011816 12 33 AAEL001364

9 86 AAEL011858 12 33 AAEL001365

9 86 AAEL011942 12 33 AAEL001533

9 86 AAEL012168 12 33 AAEL001548

9 86 AAEL012193 12 33 AAEL001586

9 86 AAEL012263 12 33 AAEL001816

9 86 AAEL012465 12 33 AAEL001804

9 86 AAEL012938 12 33 AAEL001822

9 86 AAEL013172 12 33 AAEL002688

9 86 AAEL013626 12 33 AAEL003091

9 86 AAEL013799 12 33 AAEL003076

9 86 AAEL014147 12 33 AAEL003058

9 86 AAEL014509 12 33 AAEL003079

9 86 AAEL014695 12 33 AAEL003086

9 86 AAEL014948 12 33 AAEL003098

9 86 AAEL015380 12 33 AAEL003102

9 86 AAEL015442 12 33 AAEL003099

10 86 AAEL000110 12 33 AAEL005138

10 86 AAEL000170 12 33 AAEL005375

10 86 AAEL000261 12 33 AAEL005903

10 86 AAEL000753 12 33 AAEL008568

10 86 AAEL000784 12 33 AAEL008560

10 86 AAEL000857 12 33 AAEL008751

10 86 AAEL001160 12 33 AAEL008749

10 86 AAEL001315 12 33 AAEL010366

10 86 AAEL001449 12 33 AAEL010381

10 86 AAEL001587 12 33 AAEL010390

10 86 AAEL001893 12 33 AAEL010386

10 86 AAEL002013 12 33 AAEL011937

10 86 AAEL001984 12 33 AAEL014244

10 86 AAEL002057 12 33 AAEL014246

10 86 AAEL002104 12 33 AAEL014371

10 86 AAEL002279 13 33 AAEL001216

10 86 AAEL002258 13 33 AAEL001317

10 86 AAEL002750 13 33 AAEL001657

10 86 AAEL002863 13 33 AAEL001769

10 86 AAEL003275 13 33 AAEL002083

10 86 AAEL003339 13 33 AAEL002351

10 86 AAEL003338 13 33 AAEL002488

10 86 AAEL003484 13 33 AAEL004445

10 86 AAEL003471 13 33 AAEL004453

10 86 AAEL003456 13 33 AAEL004456

10 86 AAEL003549 13 33 AAEL004472

10 86 AAEL004170 13 33 AAEL004911

10 86 AAEL004519 13 33 AAEL004978

10 86 AAEL004926 13 33 AAEL005744

10 86 AAEL005042 13 33 AAEL006640

10 86 AAEL005020 13 33 AAEL007274
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10 86 AAEL005028 13 33 AAEL008463

10 86 AAEL005018 13 33 AAEL008500

10 86 AAEL005033 13 33 AAEL008728

10 86 AAEL005031 13 33 AAEL008738

10 86 AAEL005152 13 33 AAEL009285

10 86 AAEL006453 13 33 AAEL009913

10 86 AAEL006459 13 33 AAEL010317

10 86 AAEL006603 13 33 AAEL010402

10 86 AAEL006694 13 33 AAEL010787

10 86 AAEL007446 13 33 AAEL011744

10 86 AAEL007850 13 33 AAEL012015

10 86 AAEL007970 13 33 AAEL013359

10 86 AAEL007974 13 33 AAEL013400

10 86 AAEL008429 13 33 AAEL013950

10 86 AAEL008533 13 33 AAEL013985

10 86 AAEL008562 13 33 AAEL014414

10 86 AAEL008737 13 33 AAEL014904

10 86 AAEL008838 14 32 AAEL002696

10 86 AAEL009208 14 32 AAEL003012

10 86 AAEL009725 14 32 AAEL003227

10 86 AAEL009724 14 32 AAEL003212

10 86 AAEL009798 14 32 AAEL005076

10 86 AAEL009916 14 32 AAEL005821

10 86 AAEL009918 14 32 AAEL005808

10 86 AAEL010110 14 32 AAEL005805

10 86 AAEL010173 14 32 AAEL005806

10 86 AAEL010498 14 32 AAEL006323

10 86 AAEL010493 14 32 AAEL007201

10 86 AAEL010637 14 32 AAEL008155

10 86 AAEL011362 14 32 AAEL008163

10 86 AAEL011868 14 32 AAEL008162

10 86 AAEL011903 14 32 AAEL008158

10 86 AAEL012040 14 32 AAEL009108

10 86 AAEL012047 14 32 AAEL011291

10 86 AAEL012392 14 32 AAEL011292

10 86 AAEL012551 14 32 AAEL012099

10 86 AAEL012566 14 32 AAEL012110

10 86 AAEL012628 14 32 AAEL012217

10 86 AAEL012802 14 32 AAEL012781

10 86 AAEL013054 14 32 AAEL012786

10 86 AAEL013321 14 32 AAEL012776

10 86 AAEL013552 14 32 AAEL012774

10 86 AAEL013548 14 32 AAEL012783

10 86 AAEL013547 14 32 AAEL012779

10 86 AAEL013993 14 32 AAEL012778

10 86 AAEL014149 14 32 AAEL012918

10 86 AAEL014263 14 32 AAEL013899

10 86 AAEL014260 14 32 AAEL015247

10 86 AAEL014289 14 32 AAEL015248

10 86 AAEL014291 15 31 AAEL002515

10 86 AAEL014554 15 31 AAEL002915
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10 86 AAEL014659 15 31 AAEL002907

10 86 AAEL014864 15 31 AAEL002909

10 86 AAEL015293 15 31 AAEL002911

10 86 AAEL015405 15 31 AAEL004929

11 79 AAEL000385 15 31 AAEL004925

11 79 AAEL000695 15 31 AAEL004933

11 79 AAEL000691 15 31 AAEL011467

11 79 AAEL000769 15 31 AAEL012199

11 79 AAEL001131 15 31 AAEL012342

11 79 AAEL001356 15 31 AAEL012341

11 79 AAEL001684 15 31 AAEL012345

11 79 AAEL001889 15 31 AAEL012349

11 79 AAEL001997 15 31 AAEL012344

11 79 AAEL002422 15 31 AAEL012350

11 79 AAEL002461 15 31 AAEL012340

11 79 AAEL002980 15 31 AAEL012343

11 79 AAEL003077 15 31 AAEL012407

11 79 AAEL003101 15 31 AAEL013365

11 79 AAEL003407 15 31 AAEL013362

11 79 AAEL003670 15 31 AAEL013361

11 79 AAEL003768 15 31 AAEL013368

11 79 AAEL003916 15 31 AAEL014218

11 79 AAEL003979 15 31 AAEL014916

11 79 AAEL004010 15 31 AAEL014919

11 79 AAEL004075 15 31 AAEL014920

11 79 AAEL004293 15 31 AAEL014918

11 79 AAEL004699 15 31 AAEL014921

11 79 AAEL005083 15 31 AAEL014917

11 79 AAEL005049 15 31 AAEL015326

11 79 AAEL005114 16 29 AAEL000910

11 79 AAEL005441 16 29 AAEL000876

11 79 AAEL005515 16 29 AAEL000871

11 79 AAEL005909 16 29 AAEL000928

11 79 AAEL005947 16 29 AAEL000882

11 79 AAEL006057 16 29 AAEL000912

11 79 AAEL006135 16 29 AAEL001747

11 79 AAEL006473 16 29 AAEL001737

11 79 AAEL006645 16 29 AAEL002533

11 79 AAEL006710 16 29 AAEL005296

11 79 AAEL006748 16 29 AAEL005306

11 79 AAEL006851 16 29 AAEL005299

11 79 AAEL006857 16 29 AAEL005300

11 79 AAEL006907 16 29 AAEL006635

11 79 AAEL007013 16 29 AAEL006774

11 79 AAEL007091 16 29 AAEL007220

11 79 AAEL007718 16 29 AAEL007218

11 79 AAEL008257 16 29 AAEL007296

11 79 AAEL008317 16 29 AAEL007298

11 79 AAEL008572 16 29 AAEL008034

11 79 AAEL008938 16 29 AAEL008125

11 79 AAEL009072 16 29 AAEL011027
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11 79 AAEL009575 16 29 AAEL013648

11 79 AAEL009646 16 29 AAEL013802

11 79 AAEL010200 16 29 AAEL013910

11 79 AAEL010467 16 29 AAEL013912

11 79 AAEL010642 16 29 AAEL013911

11 79 AAEL010665 16 29 AAEL014302

11 79 AAEL010899 16 29 AAEL014866

11 79 AAEL010888 17 27 AAEL000243

11 79 AAEL010890 17 27 AAEL000633

11 79 AAEL011150 17 27 AAEL000671

11 79 AAEL011267 17 27 AAEL001240

11 79 AAEL011340 17 27 AAEL001766

11 79 AAEL011420 17 27 AAEL001771

11 79 AAEL011651 17 27 AAEL001788

11 79 AAEL011961 17 27 AAEL002583

11 79 AAEL011988 17 27 AAEL003262

11 79 AAEL012100 17 27 AAEL003331

11 79 AAEL012119 17 27 AAEL003408

11 79 AAEL012243 17 27 AAEL003720

11 79 AAEL012618 17 27 AAEL004000

11 79 AAEL012661 17 27 AAEL005351

11 79 AAEL013502 17 27 AAEL005734

11 79 AAEL013795 17 27 AAEL005762

11 79 AAEL013869 17 27 AAEL007087

11 79 AAEL014033 17 27 AAEL007103

11 79 AAEL014167 17 27 AAEL007778

11 79 AAEL014725 17 27 AAEL009551

11 79 AAEL015050 17 27 AAEL010111

11 79 AAEL015143 17 27 AAEL010132

11 79 AAEL015263 17 27 AAEL010125

11 79 AAEL015585 17 27 AAEL011760

11 79 AAEL015645 17 27 AAEL012093

12 75 AAEL000585 17 27 AAEL015018

12 75 AAEL000901 17 27 AAEL015019

12 75 AAEL001219 18 26 AAEL000434

12 75 AAEL001514 18 26 AAEL002468

12 75 AAEL001553 18 26 AAEL004743

12 75 AAEL002495 18 26 AAEL005026

12 75 AAEL002492 18 26 AAEL005045

12 75 AAEL002482 18 26 AAEL005030

12 75 AAEL002589 18 26 AAEL005043

12 75 AAEL002619 18 26 AAEL005918

12 75 AAEL002588 18 26 AAEL005929

12 75 AAEL002625 18 26 AAEL005937

12 75 AAEL002623 18 26 AAEL006622

12 75 AAEL002631 18 26 AAEL006717

12 75 AAEL002613 18 26 AAEL008134

12 75 AAEL002627 18 26 AAEL010379

12 75 AAEL002611 18 26 AAEL012192

12 75 AAEL002630 18 26 AAEL012189

12 75 AAEL002780 18 26 AAEL012395
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12 75 AAEL003120 18 26 AAEL012386

12 75 AAEL003284 18 26 AAEL013215

12 75 AAEL003496 18 26 AAEL013567

12 75 AAEL003715 18 26 AAEL013834

12 75 AAEL004157 18 26 AAEL013833

12 75 AAEL004279 18 26 AAEL013854

12 75 AAEL004798 18 26 AAEL013848

12 75 AAEL004903 18 26 AAEL015067

12 75 AAEL005546 18 26 AAEL015290

12 75 AAEL005622 19 26 AAEL000526

12 75 AAEL005917 19 26 AAEL000619

12 75 AAEL006159 19 26 AAEL000740

12 75 AAEL006201 19 26 AAEL000877

12 75 AAEL006336 19 26 AAEL001718

12 75 AAEL006328 19 26 AAEL001885

12 75 AAEL006623 19 26 AAEL001880

12 75 AAEL006686 19 26 AAEL002431

12 75 AAEL006701 19 26 AAEL002897

12 75 AAEL006933 19 26 AAEL003031

12 75 AAEL006953 19 26 AAEL004072

12 75 AAEL007117 19 26 AAEL004670

12 75 AAEL007483 19 26 AAEL004963

12 75 AAEL007615 19 26 AAEL005620

12 75 AAEL007711 19 26 AAEL005860

12 75 AAEL007722 19 26 AAEL008059

12 75 AAEL008380 19 26 AAEL008771

12 75 AAEL008430 19 26 AAEL010754

12 75 AAEL008513 19 26 AAEL011010

12 75 AAEL009226 19 26 AAEL011110

12 75 AAEL009540 19 26 AAEL011437

12 75 AAEL009528 19 26 AAEL011456

12 75 AAEL009527 19 26 AAEL012454

12 75 AAEL009537 19 26 AAEL013988

12 75 AAEL009543 19 26 AAEL014532

12 75 AAEL009585 19 26 AAEL014681

12 75 AAEL009580 20 25 AAEL000127

12 75 AAEL009577 20 25 AAEL000101

12 75 AAEL009598 20 25 AAEL000132

12 75 AAEL009746 20 25 AAEL000119

12 75 AAEL010064 20 25 AAEL000415

12 75 AAEL010307 20 25 AAEL001128

12 75 AAEL011336 20 25 AAEL002669

12 75 AAEL011334 20 25 AAEL002670

12 75 AAEL011337 20 25 AAEL002668

12 75 AAEL011335 20 25 AAEL002666

12 75 AAEL011333 20 25 AAEL002658

12 75 AAEL011331 20 25 AAEL002680

12 75 AAEL011586 20 25 AAEL002929

12 75 AAEL011897 20 25 AAEL002940

12 75 AAEL012013 20 25 AAEL002947

12 75 AAEL012245 20 25 AAEL005062
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12 75 AAEL012728 20 25 AAEL006823

12 75 AAEL013117 20 25 AAEL010858

12 75 AAEL013222 20 25 AAEL010853

12 75 AAEL013766 20 25 AAEL012430

12 75 AAEL015606 20 25 AAEL012436

13 63 AAEL001148 20 25 AAEL012431

13 63 AAEL001696 20 25 AAEL012524

13 63 AAEL001695 20 25 AAEL013611

13 63 AAEL001780 20 25 AAEL015341

13 63 AAEL002355 21 25 AAEL000801

13 63 AAEL002740 21 25 AAEL001330

13 63 AAEL003158 21 25 AAEL003834

13 63 AAEL003277 21 25 AAEL008245

13 63 AAEL003372 21 25 AAEL008254

13 63 AAEL003506 21 25 AAEL009820

13 63 AAEL003504 21 25 AAEL010788

13 63 AAEL003794 21 25 AAEL011132

13 63 AAEL004033 21 25 AAEL011555

13 63 AAEL004130 21 25 AAEL011547

13 63 AAEL004432 21 25 AAEL011557

13 63 AAEL005195 21 25 AAEL011540

13 63 AAEL005250 21 25 AAEL011558

13 63 AAEL005247 21 25 AAEL011539

13 63 AAEL005974 21 25 AAEL011542

13 63 AAEL006593 21 25 AAEL011550

13 63 AAEL006595 21 25 AAEL011559

13 63 AAEL006597 21 25 AAEL011543

13 63 AAEL006944 21 25 AAEL012174

13 63 AAEL007221 21 25 AAEL013360

13 63 AAEL007369 21 25 AAEL013449

13 63 AAEL007502 21 25 AAEL014516

13 63 AAEL007505 21 25 AAEL014515

13 63 AAEL007831 21 25 AAEL014514

13 63 AAEL008266 21 25 AAEL015412

13 63 AAEL008326 22 25 AAEL001038

13 63 AAEL008466 22 25 AAEL001407

13 63 AAEL009047 22 25 AAEL002395

13 63 AAEL009743 22 25 AAEL004110

13 63 AAEL009742 22 25 AAEL004700

13 63 AAEL009933 22 25 AAEL004761

13 63 AAEL009950 22 25 AAEL005191

13 63 AAEL009949 22 25 AAEL005238

13 63 AAEL009947 22 25 AAEL006841

13 63 AAEL010354 22 25 AAEL007958

13 63 AAEL010463 22 25 AAEL008379

13 63 AAEL010597 22 25 AAEL008622

13 63 AAEL011647 22 25 AAEL008621

13 63 AAEL012091 22 25 AAEL008634

13 63 AAEL012150 22 25 AAEL008637

13 63 AAEL012405 22 25 AAEL008648

13 63 AAEL012474 22 25 AAEL009364
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13 63 AAEL012824 22 25 AAEL010413

13 63 AAEL012881 22 25 AAEL012094

13 63 AAEL012877 22 25 AAEL012339

13 63 AAEL013405 22 25 AAEL012915

13 63 AAEL013760 22 25 AAEL013002

13 63 AAEL013809 22 25 AAEL013329

13 63 AAEL013832 22 25 AAEL013939

13 63 AAEL014125 22 25 AAEL015000

13 63 AAEL014277 23 25 AAEL001023

13 63 AAEL014550 23 25 AAEL001125

13 63 AAEL014557 23 25 AAEL001706

13 63 AAEL014635 23 25 AAEL001714

13 63 AAEL014848 23 25 AAEL002266

13 63 AAEL015111 23 25 AAEL002649

13 63 AAEL015197 23 25 AAEL004037

13 63 AAEL015234 23 25 AAEL004310

13 63 AAEL015355 23 25 AAEL005420

14 56 AAEL000511 23 25 AAEL007223

14 56 AAEL000546 23 25 AAEL007580

14 56 AAEL000545 23 25 AAEL008114

14 56 AAEL000530 23 25 AAEL008130

14 56 AAEL000862 23 25 AAEL008409

14 56 AAEL000889 23 25 AAEL008900

14 56 AAEL000905 23 25 AAEL009144

14 56 AAEL000898 23 25 AAEL009223

14 56 AAEL000904 23 25 AAEL010233

14 56 AAEL000918 23 25 AAEL010424

14 56 AAEL001517 23 25 AAEL010849

14 56 AAEL002385 23 25 AAEL010987

14 56 AAEL002378 23 25 AAEL011503

14 56 AAEL002391 23 25 AAEL011628

14 56 AAEL002367 23 25 AAEL013497

14 56 AAEL002376 23 25 AAEL014575

14 56 AAEL003198 24 24 AAEL000447

14 56 AAEL003195 24 24 AAEL002234

14 56 AAEL003196 24 24 AAEL002332

14 56 AAEL003181 24 24 AAEL003391

14 56 AAEL003187 24 24 AAEL004179

14 56 AAEL003201 24 24 AAEL004495

14 56 AAEL003545 24 24 AAEL004651

14 56 AAEL004022 24 24 AAEL005908

14 56 AAEL004323 24 24 AAEL008117

14 56 AAEL004341 24 24 AAEL008338

14 56 AAEL004357 24 24 AAEL008389

14 56 AAEL004724 24 24 AAEL008403

14 56 AAEL005112 24 24 AAEL009626

14 56 AAEL005113 24 24 AAEL010748

14 56 AAEL005101 24 24 AAEL010800

14 56 AAEL005123 24 24 AAEL011565

14 56 AAEL005122 24 24 AAEL011679

14 56 AAEL005182 24 24 AAEL013079
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14 56 AAEL005200 24 24 AAEL013466

14 56 AAEL005178 24 24 AAEL013941

14 56 AAEL005198 24 24 AAEL014661

14 56 AAEL005210 24 24 AAEL014668

14 56 AAEL006104 24 24 AAEL014742

14 56 AAEL006089 24 24 AAEL014741

14 56 AAEL006097 25 24 AAEL003272

14 56 AAEL006101 25 24 AAEL003226

14 56 AAEL007486 25 24 AAEL003274

14 56 AAEL008532 25 24 AAEL003259

14 56 AAEL008757 25 24 AAEL003231

14 56 AAEL009055 25 24 AAEL003242

14 56 AAEL009240 25 24 AAEL003256

14 56 AAEL010389 25 24 AAEL003621

14 56 AAEL011944 25 24 AAEL003711

14 56 AAEL012509 25 24 AAEL004921

14 56 AAEL012886 25 24 AAEL004951

14 56 AAEL013543 25 24 AAEL007192

14 56 AAEL015072 25 24 AAEL007194

14 56 AAEL015264 25 24 AAEL011444

14 56 AAEL015578 25 24 AAEL012883

14 56 AAEL015590 25 24 AAEL013515

15 48 AAEL001606 25 24 AAEL013512

15 48 AAEL002894 25 24 AAEL013516

15 48 AAEL003035 25 24 AAEL013520

15 48 AAEL003378 25 24 AAEL013514

15 48 AAEL003448 25 24 AAEL014418

15 48 AAEL003473 25 24 AAEL014416

15 48 AAEL003747 25 24 AAEL014420

15 48 AAEL004160 25 24 AAEL014419

15 48 AAEL004396 26 23 AAEL000188

15 48 AAEL005095 26 23 AAEL000216

15 48 AAEL005322 26 23 AAEL002662

15 48 AAEL005373 26 23 AAEL002673

15 48 AAEL005681 26 23 AAEL003093

15 48 AAEL005745 26 23 AAEL003977

15 48 AAEL005834 26 23 AAEL004947

15 48 AAEL005945 26 23 AAEL004953

15 48 AAEL005952 26 23 AAEL004949

15 48 AAEL006283 26 23 AAEL007216

15 48 AAEL006636 26 23 AAEL008004

15 48 AAEL006844 26 23 AAEL008219

15 48 AAEL006947 26 23 AAEL009571

15 48 AAEL007644 26 23 AAEL009574

15 48 AAEL007832 26 23 AAEL011954

15 48 AAEL008267 26 23 AAEL011957

15 48 AAEL008282 26 23 AAEL011951

15 48 AAEL008296 26 23 AAEL012402

15 48 AAEL008360 26 23 AAEL012497

15 48 AAEL008566 26 23 AAEL013542

15 48 AAEL008655 26 23 AAEL013649
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15 48 AAEL008652 26 23 AAEL014190

15 48 AAEL009615 26 23 AAEL015063

15 48 AAEL009673 27 23 AAEL000653

15 48 AAEL009698 27 23 AAEL001855

15 48 AAEL010626 27 23 AAEL001863

15 48 AAEL010929 27 23 AAEL001846

15 48 AAEL011026 27 23 AAEL001842

15 48 AAEL011325 27 23 AAEL001839

15 48 AAEL011970 27 23 AAEL001840

15 48 AAEL012356 27 23 AAEL001844

15 48 AAEL012385 27 23 AAEL002000

15 48 AAEL012796 27 23 AAEL003424

15 48 AAEL012920 27 23 AAEL003781

15 48 AAEL013430 27 23 AAEL008604

15 48 AAEL014224 27 23 AAEL008600

15 48 AAEL014373 27 23 AAEL008609

15 48 AAEL015037 27 23 AAEL008599

15 48 AAEL015418 27 23 AAEL010782

15 48 AAEL015604 27 23 AAEL010776

16 47 AAEL000107 27 23 AAEL010780

16 47 AAEL000292 27 23 AAEL011722

16 47 AAEL000439 27 23 AAEL013269

16 47 AAEL000980 27 23 AAEL015272

16 47 AAEL001016 27 23 AAEL015417

16 47 AAEL002159 27 23 AAEL015559

16 47 AAEL002388 28 23 AAEL001226

16 47 AAEL002454 28 23 AAEL002156

16 47 AAEL002849 28 23 AAEL003580

16 47 AAEL003153 28 23 AAEL004296

16 47 AAEL003529 28 23 AAEL005087

16 47 AAEL003679 28 23 AAEL005051

16 47 AAEL003700 28 23 AAEL005274

16 47 AAEL003657 28 23 AAEL006626

16 47 AAEL004530 28 23 AAEL006657

16 47 AAEL004815 28 23 AAEL007361

16 47 AAEL004950 28 23 AAEL007561

16 47 AAEL006986 28 23 AAEL007846

16 47 AAEL007257 28 23 AAEL008423

16 47 AAEL007251 28 23 AAEL008626

16 47 AAEL007445 28 23 AAEL009643

16 47 AAEL007461 28 23 AAEL009897

16 47 AAEL007654 28 23 AAEL010096

16 47 AAEL007864 28 23 AAEL012432

16 47 AAEL008493 28 23 AAEL013838

16 47 AAEL008721 28 23 AAEL013850

16 47 AAEL010176 28 23 AAEL014088

16 47 AAEL010331 28 23 AAEL015172

16 47 AAEL010501 28 23 AAEL015327

16 47 AAEL010494 29 23 AAEL001524

16 47 AAEL010492 29 23 AAEL002155

16 47 AAEL010733 29 23 AAEL003503
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16 47 AAEL010812 29 23 AAEL004902

16 47 AAEL011060 29 23 AAEL005069

16 47 AAEL011316 29 23 AAEL006091

16 47 AAEL011354 29 23 AAEL006267

16 47 AAEL011805 29 23 AAEL007525

16 47 AAEL011964 29 23 AAEL007845

16 47 AAEL012229 29 23 AAEL008029

16 47 AAEL012224 29 23 AAEL008673

16 47 AAEL013086 29 23 AAEL008959

16 47 AAEL013091 29 23 AAEL009287

16 47 AAEL013154 29 23 AAEL009317

16 47 AAEL013562 29 23 AAEL009342

16 47 AAEL013558 29 23 AAEL009377

16 47 AAEL013682 29 23 AAEL009974

16 47 AAEL015347 29 23 AAEL010170

17 46 AAEL000051 29 23 AAEL010430

17 46 AAEL000071 29 23 AAEL011171

17 46 AAEL000073 29 23 AAEL013252

17 46 AAEL000035 29 23 AAEL013620

17 46 AAEL001826 29 23 AAEL014749

17 46 AAEL001836 30 22 AAEL000081

17 46 AAEL002606 30 22 AAEL000346

17 46 AAEL002617 30 22 AAEL000583

17 46 AAEL002605 30 22 AAEL000836

17 46 AAEL002618 30 22 AAEL000895

17 46 AAEL002598 30 22 AAEL001616

17 46 AAEL002596 30 22 AAEL002508

17 46 AAEL002626 30 22 AAEL002938

17 46 AAEL002587 30 22 AAEL004563

17 46 AAEL002591 30 22 AAEL005454

17 46 AAEL002726 30 22 AAEL006182

17 46 AAEL004339 30 22 AAEL007297

17 46 AAEL004342 30 22 AAEL007637

17 46 AAEL004343 30 22 AAEL007899

17 46 AAEL005770 30 22 AAEL008715

17 46 AAEL005772 30 22 AAEL009254

17 46 AAEL005778 30 22 AAEL010585

17 46 AAEL006176 30 22 AAEL012095

17 46 AAEL006406 30 22 AAEL012364

17 46 AAEL006417 30 22 AAEL012943

17 46 AAEL006423 30 22 AAEL013676

17 46 AAEL006408 30 22 AAEL014723

17 46 AAEL006424 31 22 AAEL000268

17 46 AAEL006454 31 22 AAEL001878

17 46 AAEL007014 31 22 AAEL001837

17 46 AAEL007003 31 22 AAEL004162

17 46 AAEL007603 31 22 AAEL006027

17 46 AAEL007604 31 22 AAEL006974

17 46 AAEL008011 31 22 AAEL006980

17 46 AAEL008009 31 22 AAEL006970

17 46 AAEL008013 31 22 AAEL006982
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17 46 AAEL009449 31 22 AAEL006961

17 46 AAEL009597 31 22 AAEL006966

17 46 AAEL009599 31 22 AAEL007052

17 46 AAEL011730 31 22 AAEL007070

17 46 AAEL012377 31 22 AAEL007055

17 46 AAEL013018 31 22 AAEL007044

17 46 AAEL014082 31 22 AAEL007068

17 46 AAEL015313 31 22 AAEL007060

17 46 AAEL015499 31 22 AAEL007063

17 46 AAEL015554 31 22 AAEL007051

18 45 AAEL001524 31 22 AAEL008222

18 45 AAEL001571 31 22 AAEL011011

18 45 AAEL002119 31 22 AAEL012790

18 45 AAEL002155 32 22 AAEL000773

18 45 AAEL003301 32 22 AAEL000822

18 45 AAEL003503 32 22 AAEL001582

18 45 AAEL003817 32 22 AAEL001648

18 45 AAEL004902 32 22 AAEL001986

18 45 AAEL005072 32 22 AAEL002714

18 45 AAEL005069 32 22 AAEL002877

18 45 AAEL005785 32 22 AAEL002987

18 45 AAEL006091 32 22 AAEL004241

18 45 AAEL006267 32 22 AAEL004235

18 45 AAEL006540 32 22 AAEL004812

18 45 AAEL006786 32 22 AAEL005497

18 45 AAEL006880 32 22 AAEL008542

18 45 AAEL007525 32 22 AAEL008890

18 45 AAEL007766 32 22 AAEL009227

18 45 AAEL007845 32 22 AAEL010568

18 45 AAEL008029 32 22 AAEL010803

18 45 AAEL008179 32 22 AAEL010942

18 45 AAEL008543 32 22 AAEL013401

18 45 AAEL008673 32 22 AAEL014084

18 45 AAEL008959 32 22 AAEL014134

18 45 AAEL009180 32 22 AAEL015012

18 45 AAEL009287 33 22 AAEL001094

18 45 AAEL009317 33 22 AAEL010664

18 45 AAEL009342 33 22 AAEL010670

18 45 AAEL009377 33 22 AAEL010660

18 45 AAEL009732 33 22 AAEL010654

18 45 AAEL009974 33 22 AAEL010667

18 45 AAEL010105 33 22 AAEL010659

18 45 AAEL010170 33 22 AAEL013346

18 45 AAEL010430 33 22 AAEL013344

18 45 AAEL010688 33 22 AAEL013349

18 45 AAEL011171 33 22 AAEL013340

18 45 AAEL011500 33 22 AAEL013352

18 45 AAEL011522 33 22 AAEL013343

18 45 AAEL012071 33 22 AAEL013348

18 45 AAEL013139 33 22 AAEL013350

18 45 AAEL013252 33 22 AAEL013339
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18 45 AAEL013620 33 22 AAEL013338

18 45 AAEL014749 33 22 AAEL013345

18 45 AAEL015232 33 22 AAEL013351

18 45 AAEL015271 33 22 AAEL013347

19 43 AAEL000268 33 22 AAEL013341

19 43 AAEL000686 33 22 AAEL015090

19 43 AAEL000828 34 22 AAEL004036

19 43 AAEL001076 34 22 AAEL004003

19 43 AAEL001064 34 22 AAEL004013

19 43 AAEL001081 34 22 AAEL004009

19 43 AAEL001057 34 22 AAEL004021

19 43 AAEL001072 34 22 AAEL004002

19 43 AAEL001096 34 22 AAEL004014

19 43 AAEL001878 34 22 AAEL004028

19 43 AAEL001837 34 22 AAEL004025

19 43 AAEL002150 34 22 AAEL004027

19 43 AAEL002149 34 22 AAEL004015

19 43 AAEL002138 34 22 AAEL005769

19 43 AAEL002603 34 22 AAEL009193

19 43 AAEL003421 34 22 AAEL009203

19 43 AAEL004082 34 22 AAEL009207

19 43 AAEL004162 34 22 AAEL009204

19 43 AAEL005815 34 22 AAEL011809

19 43 AAEL006027 34 22 AAEL011806

19 43 AAEL006974 34 22 AAEL011808

19 43 AAEL006980 34 22 AAEL012689

19 43 AAEL006970 34 22 AAEL012808

19 43 AAEL006982 34 22 AAEL013046

19 43 AAEL006961 35 20 AAEL000092

19 43 AAEL006966 35 20 AAEL001078

19 43 AAEL007052 35 20 AAEL001059

19 43 AAEL007070 35 20 AAEL001054

19 43 AAEL007055 35 20 AAEL001090

19 43 AAEL007044 35 20 AAEL001071

19 43 AAEL007068 35 20 AAEL001061

19 43 AAEL007060 35 20 AAEL006764

19 43 AAEL007063 35 20 AAEL007954

19 43 AAEL007051 35 20 AAEL007951

19 43 AAEL007941 35 20 AAEL007964

19 43 AAEL008222 35 20 AAEL007955

19 43 AAEL010726 35 20 AAEL007948

19 43 AAEL011011 35 20 AAEL007946

19 43 AAEL011008 35 20 AAEL007962

19 43 AAEL011528 35 20 AAEL007947

19 43 AAEL012311 35 20 AAEL010500

19 43 AAEL012654 35 20 AAEL010582

19 43 AAEL012790 35 20 AAEL010591

20 43 AAEL000384 35 20 AAEL011752

20 43 AAEL000471 36 20 AAEL000298

20 43 AAEL000417 36 20 AAEL002236

20 43 AAEL001047 36 20 AAEL002210
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20 43 AAEL001575 36 20 AAEL003627

20 43 AAEL001658 36 20 AAEL003619

20 43 AAEL001656 36 20 AAEL003626

20 43 AAEL001699 36 20 AAEL003624

20 43 AAEL001687 36 20 AAEL003618

20 43 AAEL001691 36 20 AAEL003640

20 43 AAEL002412 36 20 AAEL003641

20 43 AAEL003064 36 20 AAEL003638

20 43 AAEL003426 36 20 AAEL003639

20 43 AAEL003524 36 20 AAEL003860

20 43 AAEL004213 36 20 AAEL005278

20 43 AAEL004256 36 20 AAEL005581

20 43 AAEL005204 36 20 AAEL006412

20 43 AAEL005915 36 20 AAEL008424

20 43 AAEL006002 36 20 AAEL010106

20 43 AAEL006409 36 20 AAEL010681

20 43 AAEL006514 36 20 AAEL015287

20 43 AAEL006862 37 20 AAEL000283

20 43 AAEL007047 37 20 AAEL000543

20 43 AAEL007485 37 20 AAEL000535

20 43 AAEL008028 37 20 AAEL000533

20 43 AAEL008342 37 20 AAEL000563

20 43 AAEL008347 37 20 AAEL000556

20 43 AAEL008351 37 20 AAEL002524

20 43 AAEL008816 37 20 AAEL004679

20 43 AAEL009198 37 20 AAEL005641

20 43 AAEL009205 37 20 AAEL006456

20 43 AAEL009195 37 20 AAEL009209

20 43 AAEL009314 37 20 AAEL011079

20 43 AAEL009513 37 20 AAEL011404

20 43 AAEL009753 37 20 AAEL011407

20 43 AAEL011465 37 20 AAEL011408

20 43 AAEL011520 37 20 AAEL011446

20 43 AAEL011885 37 20 AAEL011455

20 43 AAEL012461 37 20 AAEL011453

20 43 AAEL012522 37 20 AAEL011612

20 43 AAEL013238 37 20 AAEL012353

20 43 AAEL013915 38 20 AAEL000303

20 43 AAEL014365 38 20 AAEL000525

21 41 AAEL001989 38 20 AAEL000518

21 41 AAEL001975 38 20 AAEL000494

21 41 AAEL001981 38 20 AAEL000497

21 41 AAEL002024 38 20 AAEL003687

21 41 AAEL002021 38 20 AAEL003706

21 41 AAEL001993 38 20 AAEL003669

21 41 AAEL002015 38 20 AAEL003818

21 41 AAEL001988 38 20 AAEL003826

21 41 AAEL001987 38 20 AAEL003851

21 41 AAEL001980 38 20 AAEL003862

21 41 AAEL002038 38 20 AAEL003820

21 41 AAEL002017 38 20 AAEL007005
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21 41 AAEL002007 38 20 AAEL007609

21 41 AAEL002027 38 20 AAEL007925

21 41 AAEL002028 38 20 AAEL008385

21 41 AAEL001963 38 20 AAEL009118

21 41 AAEL001957 38 20 AAEL012499

21 41 AAEL001985 38 20 AAEL015390

21 41 AAEL001969 39 20 AAEL000547

21 41 AAEL002026 39 20 AAEL000534

21 41 AAEL001994 39 20 AAEL000552

21 41 AAEL002034 39 20 AAEL000582

21 41 AAEL002040 39 20 AAEL000863

21 41 AAEL001999 39 20 AAEL000917

21 41 AAEL001995 39 20 AAEL000926

21 41 AAEL002029 39 20 AAEL000873

21 41 AAEL002041 39 20 AAEL004091

21 41 AAEL001967 39 20 AAEL008053

21 41 AAEL002035 39 20 AAEL010995

21 41 AAEL001991 39 20 AAEL011002

21 41 AAEL002004 39 20 AAEL011005

21 41 AAEL002001 39 20 AAEL011000

21 41 AAEL002003 39 20 AAEL012760

21 41 AAEL002022 39 20 AAEL013573

21 41 AAEL001964 39 20 AAEL014232

21 41 AAEL005698 39 20 AAEL014233

21 41 AAEL005691 39 20 AAEL014228

21 41 AAEL005687 39 20 AAEL014230

21 41 AAEL005682 40 20 AAEL000821

21 41 AAEL005710 40 20 AAEL000827

21 41 AAEL005711 40 20 AAEL000831

22 41 AAEL000391 40 20 AAEL000835

22 41 AAEL000614 40 20 AAEL000796

22 41 AAEL000613 40 20 AAEL000837

22 41 AAEL000616 40 20 AAEL000833

22 41 AAEL001221 40 20 AAEL000846

22 41 AAEL001310 40 20 AAEL003315

22 41 AAEL001303 40 20 AAEL003311

22 41 AAEL001342 40 20 AAEL003525

22 41 AAEL001510 40 20 AAEL003511

22 41 AAEL001617 40 20 AAEL003513

22 41 AAEL002479 40 20 AAEL003538

22 41 AAEL003045 40 20 AAEL004856

22 41 AAEL003629 40 20 AAEL010718

22 41 AAEL005680 40 20 AAEL010714

22 41 AAEL005776 40 20 AAEL010874

22 41 AAEL005767 40 20 AAEL010875

22 41 AAEL006005 40 20 AAEL010872

22 41 AAEL005999 41 20 AAEL005350

22 41 AAEL006003 41 20 AAEL007500

22 41 AAEL006192 41 20 AAEL007999

22 41 AAEL006202 41 20 AAEL007991

22 41 AAEL006195 41 20 AAEL007997
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22 41 AAEL006345 41 20 AAEL007998

22 41 AAEL006465 41 20 AAEL007984

22 41 AAEL008368 41 20 AAEL008007

22 41 AAEL008448 41 20 AAEL008001

22 41 AAEL008442 41 20 AAEL008272

22 41 AAEL009982 41 20 AAEL008268

22 41 AAEL010426 41 20 AAEL011452

22 41 AAEL010410 41 20 AAEL011457

22 41 AAEL010669 41 20 AAEL011443

22 41 AAEL011583 41 20 AAEL011448

22 41 AAEL011796 41 20 AAEL011460

22 41 AAEL011843 41 20 AAEL011449

22 41 AAEL011895 41 20 AAEL011454

22 41 AAEL012254 41 20 AAEL011623

22 41 AAEL013217 41 20 AAEL014990

22 41 AAEL013507 42 20 AAEL005842

22 41 AAEL013893 42 20 AAEL006335

22 41 AAEL015147 42 20 AAEL006706

22 41 AAEL015506 42 20 AAEL007510

23 41 AAEL000113 42 20 AAEL007507

23 41 AAEL000447 42 20 AAEL008518

23 41 AAEL000709 42 20 AAEL010647

23 41 AAEL000964 42 20 AAEL011139

23 41 AAEL000972 42 20 AAEL011512

23 41 AAEL001546 42 20 AAEL011508

23 41 AAEL001653 42 20 AAEL011516

23 41 AAEL001818 42 20 AAEL011513

23 41 AAEL002332 42 20 AAEL013595

23 41 AAEL002366 42 20 AAEL013807

23 41 AAEL002824 42 20 AAEL014765

23 41 AAEL004397 42 20 AAEL014766

23 41 AAEL004495 42 20 AAEL014802

23 41 AAEL004651 42 20 AAEL014803

23 41 AAEL005586 42 20 AAEL014801

23 41 AAEL005871 42 20 AAEL015092

23 41 AAEL006165 43 19 AAEL000793

23 41 AAEL006754 43 19 AAEL002476

23 41 AAEL008117 43 19 AAEL002682

23 41 AAEL008403 43 19 AAEL002693

23 41 AAEL008407 43 19 AAEL003057

23 41 AAEL008819 43 19 AAEL003053

23 41 AAEL009293 43 19 AAEL004199

23 41 AAEL009378 43 19 AAEL004407

23 41 AAEL009626 43 19 AAEL005531

23 41 AAEL010121 43 19 AAEL006297

23 41 AAEL010687 43 19 AAEL006524

23 41 AAEL010748 43 19 AAEL009239

23 41 AAEL011338 43 19 AAEL009695

23 41 AAEL012753 43 19 AAEL010269

23 41 AAEL013079 43 19 AAEL011798

23 41 AAEL013278 43 19 AAEL011802
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23 41 AAEL013847 43 19 AAEL011795

23 41 AAEL013941 43 19 AAEL011797

23 41 AAEL014324 43 19 AAEL013406

23 41 AAEL014521 44 18 AAEL000389

23 41 AAEL014668 44 18 AAEL002969

23 41 AAEL014742 44 18 AAEL002959

23 41 AAEL014741 44 18 AAEL002964

23 41 AAEL014963 44 18 AAEL002972

23 41 AAEL015231 44 18 AAEL003066

24 39 AAEL000744 44 18 AAEL003056

24 39 AAEL001068 44 18 AAEL004897

24 39 AAEL001275 44 18 AAEL006147

24 39 AAEL001660 44 18 AAEL008040

24 39 AAEL002116 44 18 AAEL008570

24 39 AAEL002572 44 18 AAEL009782

24 39 AAEL004248 44 18 AAEL010963

24 39 AAEL005222 44 18 AAEL012268

24 39 AAEL005463 44 18 AAEL012370

24 39 AAEL005663 44 18 AAEL012467

24 39 AAEL005891 44 18 AAEL013385

24 39 AAEL005910 44 18 AAEL014667

24 39 AAEL006006 45 17 AAEL000103

24 39 AAEL006492 45 17 AAEL001010

24 39 AAEL006575 45 17 AAEL001127

24 39 AAEL006572 45 17 AAEL001676

24 39 AAEL006921 45 17 AAEL005599

24 39 AAEL007439 45 17 AAEL005612

24 39 AAEL007494 45 17 AAEL005619

24 39 AAEL007950 45 17 AAEL005661

24 39 AAEL008014 45 17 AAEL006261

24 39 AAEL008428 45 17 AAEL007129

24 39 AAEL008489 45 17 AAEL007278

24 39 AAEL008844 45 17 AAEL007794

24 39 AAEL008921 45 17 AAEL009841

24 39 AAEL009327 45 17 AAEL010865

24 39 AAEL009336 45 17 AAEL013508

24 39 AAEL009428 45 17 AAEL014102

24 39 AAEL010470 45 17 AAEL014590

24 39 AAEL010789 46 17 AAEL000376

24 39 AAEL010792 46 17 AAEL000342

24 39 AAEL012114 46 17 AAEL002354

24 39 AAEL012207 46 17 AAEL003612

24 39 AAEL012326 46 17 AAEL003933

24 39 AAEL012513 46 17 AAEL004401

24 39 AAEL013038 46 17 AAEL004388

24 39 AAEL013319 46 17 AAEL004400

24 39 AAEL014235 46 17 AAEL004390

24 39 AAEL015549 46 17 AAEL004386

25 38 AAEL000249 46 17 AAEL005416

25 38 AAEL001024 46 17 AAEL006014

25 38 AAEL001329 46 17 AAEL007563
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25 38 AAEL002723 46 17 AAEL011941

25 38 AAEL002985 46 17 AAEL012481

25 38 AAEL003288 46 17 AAEL013171

25 38 AAEL003314 46 17 AAEL015354

25 38 AAEL004124 47 17 AAEL000413

25 38 AAEL004855 47 17 AAEL000462

25 38 AAEL005911 47 17 AAEL003340

25 38 AAEL005991 47 17 AAEL003329

25 38 AAEL006262 47 17 AAEL003341

25 38 AAEL006564 47 17 AAEL003328

25 38 AAEL006879 47 17 AAEL003353

25 38 AAEL007046 47 17 AAEL003350

25 38 AAEL007235 47 17 AAEL003335

25 38 AAEL008096 47 17 AAEL014685

25 38 AAEL008213 47 17 AAEL014691

25 38 AAEL008211 47 17 AAEL014688

25 38 AAEL008494 47 17 AAEL014686

25 38 AAEL009100 47 17 AAEL014690

25 38 AAEL009229 47 17 AAEL014687

25 38 AAEL009218 47 17 AAEL015150

25 38 AAEL010023 47 17 AAEL015149

25 38 AAEL010818 48 17 AAEL000492

25 38 AAEL010884 48 17 AAEL000482

25 38 AAEL011195 48 17 AAEL000506

25 38 AAEL011184 48 17 AAEL003659

25 38 AAEL011276 48 17 AAEL003685

25 38 AAEL011842 48 17 AAEL003852

25 38 AAEL012117 48 17 AAEL003828

25 38 AAEL012198 48 17 AAEL003856

25 38 AAEL013630 48 17 AAEL003850

25 38 AAEL014127 48 17 AAEL003836

25 38 AAEL014753 48 17 AAEL003827

25 38 AAEL015041 48 17 AAEL004001

25 38 AAEL015484 48 17 AAEL006158

25 38 AAEL015609 48 17 AAEL009296

26 37 AAEL000472 48 17 AAEL009284

26 37 AAEL000456 48 17 AAEL011424

26 37 AAEL000523 48 17 AAEL012072

26 37 AAEL000590 49 17 AAEL000596

26 37 AAEL000725 49 17 AAEL001220

26 37 AAEL000730 49 17 AAEL001411

26 37 AAEL001115 49 17 AAEL002868

26 37 AAEL001357 49 17 AAEL004227

26 37 AAEL001933 49 17 AAEL004375

26 37 AAEL002020 49 17 AAEL005656

26 37 AAEL002078 49 17 AAEL005733

26 37 AAEL002516 49 17 AAEL008610

26 37 AAEL003258 49 17 AAEL009357

26 37 AAEL003787 49 17 AAEL009991

26 37 AAEL003887 49 17 AAEL010975

26 37 AAEL004356 49 17 AAEL011436
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26 37 AAEL004697 49 17 AAEL011905

26 37 AAEL004861 49 17 AAEL012449

26 37 AAEL006550 49 17 AAEL012631

26 37 AAEL006589 49 17 AAEL012922

26 37 AAEL006839 50 17 AAEL000646

26 37 AAEL007167 50 17 AAEL000654

26 37 AAEL008184 50 17 AAEL000639

26 37 AAEL008683 50 17 AAEL001121

26 37 AAEL008854 50 17 AAEL001151

26 37 AAEL009242 50 17 AAEL001122

26 37 AAEL009353 50 17 AAEL001146

26 37 AAEL009719 50 17 AAEL004538

26 37 AAEL009874 50 17 AAEL006452

26 37 AAEL010167 50 17 AAEL006558

26 37 AAEL011178 50 17 AAEL008037

26 37 AAEL011179 50 17 AAEL008252

26 37 AAEL011580 50 17 AAEL010596

26 37 AAEL012209 50 17 AAEL011095

26 37 AAEL012941 50 17 AAEL012823

26 37 AAEL013965 50 17 AAEL012972

26 37 AAEL014744 50 17 AAEL013274

27 36 AAEL000341 51 16 AAEL000549

27 36 AAEL001652 51 16 AAEL005082

27 36 AAEL001637 51 16 AAEL005131

27 36 AAEL001746 51 16 AAEL005982

27 36 AAEL002423 51 16 AAEL007856

27 36 AAEL002721 51 16 AAEL008069

27 36 AAEL002902 51 16 AAEL008198

27 36 AAEL003613 51 16 AAEL009102

27 36 AAEL004254 51 16 AAEL009093

27 36 AAEL004252 51 16 AAEL009175

27 36 AAEL004428 51 16 AAEL010210

27 36 AAEL004602 51 16 AAEL011396

27 36 AAEL004605 51 16 AAEL012909

27 36 AAEL004648 51 16 AAEL012910

27 36 AAEL006206 51 16 AAEL012905

27 36 AAEL006314 51 16 AAEL013612

27 36 AAEL006567 52 16 AAEL001087

27 36 AAEL006817 52 16 AAEL002743

27 36 AAEL007779 52 16 AAEL002738

27 36 AAEL007814 52 16 AAEL002937

27 36 AAEL008129 52 16 AAEL005533

27 36 AAEL008190 52 16 AAEL005849

27 36 AAEL008660 52 16 AAEL007489

27 36 AAEL009595 52 16 AAEL009989

27 36 AAEL009609 52 16 AAEL012098

27 36 AAEL010226 52 16 AAEL012567

27 36 AAEL010472 52 16 AAEL012574

27 36 AAEL010557 52 16 AAEL012572

27 36 AAEL010555 52 16 AAEL013884

27 36 AAEL010700 52 16 AAEL014911
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27 36 AAEL011202 52 16 AAEL014910

27 36 AAEL012237 52 16 AAEL015283

27 36 AAEL012662 53 16 AAEL001083

27 36 AAEL013946 53 16 AAEL001923

27 36 AAEL014143 53 16 AAEL003021

27 36 AAEL014322 53 16 AAEL004424

28 34 AAEL000283 53 16 AAEL005157

28 34 AAEL000543 53 16 AAEL006183

28 34 AAEL000535 53 16 AAEL007210

28 34 AAEL000533 53 16 AAEL008349

28 34 AAEL000563 53 16 AAEL008504

28 34 AAEL000556 53 16 AAEL009146

28 34 AAEL002524 53 16 AAEL010985

28 34 AAEL003119 53 16 AAEL013375

28 34 AAEL004679 53 16 AAEL013379

28 34 AAEL005482 53 16 AAEL014081

28 34 AAEL005641 53 16 AAEL014952

28 34 AAEL006456 53 16 AAEL015074

28 34 AAEL008299 54 16 AAEL001113

28 34 AAEL008681 54 16 AAEL001209

28 34 AAEL009209 54 16 AAEL001658

28 34 AAEL009338 54 16 AAEL001656

28 34 AAEL010992 54 16 AAEL001867

28 34 AAEL011079 54 16 AAEL003426

28 34 AAEL011078 54 16 AAEL004247

28 34 AAEL011404 54 16 AAEL004256

28 34 AAEL011407 54 16 AAEL004268

28 34 AAEL011408 54 16 AAEL004836

28 34 AAEL011446 54 16 AAEL006514

28 34 AAEL011455 54 16 AAEL007485

28 34 AAEL011453 54 16 AAEL009753

28 34 AAEL011609 54 16 AAEL009749

28 34 AAEL011607 54 16 AAEL012522

28 34 AAEL011612 54 16 AAEL015191

28 34 AAEL012353 55 16 AAEL001673

28 34 AAEL013566 55 16 AAEL001928

28 34 AAEL013853 55 16 AAEL001951

28 34 AAEL014384 55 16 AAEL003383

28 34 AAEL014382 55 16 AAEL004631

28 34 AAEL014385 55 16 AAEL004616

29 32 AAEL000622 55 16 AAEL004646

29 32 AAEL000897 55 16 AAEL004843

29 32 AAEL001896 55 16 AAEL005964

29 32 AAEL002708 55 16 AAEL005961

29 32 AAEL003070 55 16 AAEL009451

29 32 AAEL003634 55 16 AAEL011197

29 32 AAEL004148 55 16 AAEL011317

29 32 AAEL005133 55 16 AAEL011750

29 32 AAEL005311 55 16 AAEL012310

29 32 AAEL005904 55 16 AAEL015309

29 32 AAEL006025 56 15 AAEL000120
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29 32 AAEL006087 56 15 AAEL000991

29 32 AAEL006531 56 15 AAEL001003

29 32 AAEL006799 56 15 AAEL000976

29 32 AAEL007730 56 15 AAEL000997

29 32 AAEL008558 56 15 AAEL001267

29 32 AAEL008743 56 15 AAEL001259

29 32 AAEL008745 56 15 AAEL002517

29 32 AAEL009703 56 15 AAEL002535

29 32 AAEL009776 56 15 AAEL002755

29 32 AAEL010512 56 15 AAEL002749

29 32 AAEL010607 56 15 AAEL002745

29 32 AAEL010948 56 15 AAEL007529

29 32 AAEL011162 56 15 AAEL009873

29 32 AAEL011235 56 15 AAEL009870

29 32 AAEL011694 57 15 AAEL000498

29 32 AAEL011813 57 15 AAEL000576

29 32 AAEL011881 57 15 AAEL001790

29 32 AAEL012096 57 15 AAEL004077

29 32 AAEL012365 57 15 AAEL004998

29 32 AAEL013907 57 15 AAEL004992

29 32 AAEL014957 57 15 AAEL005189

30 32 AAEL000371 57 15 AAEL005765

30 32 AAEL000908 57 15 AAEL005751

30 32 AAEL001815 57 15 AAEL006478

30 32 AAEL002340 57 15 AAEL006477

30 32 AAEL003118 57 15 AAEL009942

30 32 AAEL004673 57 15 AAEL012384

30 32 AAEL004819 57 15 AAEL014334

30 32 AAEL004810 57 15 AAEL015352

30 32 AAEL004842 58 15 AAEL000517

30 32 AAEL004858 58 15 AAEL000490

30 32 AAEL004835 58 15 AAEL000513

30 32 AAEL004964 58 15 AAEL000501

30 32 AAEL005196 58 15 AAEL003673

30 32 AAEL005391 58 15 AAEL003689

30 32 AAEL005634 58 15 AAEL003814

30 32 AAEL006926 58 15 AAEL003846

30 32 AAEL007358 58 15 AAEL003823

30 32 AAEL007658 58 15 AAEL003838

30 32 AAEL008075 58 15 AAEL003866

30 32 AAEL008400 58 15 AAEL003863

30 32 AAEL009906 58 15 AAEL003833

30 32 AAEL009910 58 15 AAEL011999

30 32 AAEL009904 58 15 AAEL013709

30 32 AAEL009988 59 15 AAEL000603

30 32 AAEL010198 59 15 AAEL001466

30 32 AAEL012658 59 15 AAEL005543

30 32 AAEL013138 59 15 AAEL007302

30 32 AAEL013228 59 15 AAEL007287

30 32 AAEL014422 59 15 AAEL007919

30 32 AAEL014552 59 15 AAEL008348
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30 32 AAEL015095 59 15 AAEL008957

30 32 AAEL015459 59 15 AAEL008939

31 31 AAEL000902 59 15 AAEL008955

31 31 AAEL001257 59 15 AAEL008948

31 31 AAEL001289 59 15 AAEL012737

31 31 AAEL002292 59 15 AAEL013971

31 31 AAEL003192 59 15 AAEL014328

31 31 AAEL003184 59 15 AAEL015357

31 31 AAEL003899 60 15 AAEL000931

31 31 AAEL004464 60 15 AAEL003297

31 31 AAEL004451 60 15 AAEL003313

31 31 AAEL004479 60 15 AAEL003309

31 31 AAEL005849 60 15 AAEL003317

31 31 AAEL006432 60 15 AAEL003289

31 31 AAEL006482 60 15 AAEL003298

31 31 AAEL007138 60 15 AAEL003286

31 31 AAEL007126 60 15 AAEL003905

31 31 AAEL007139 60 15 AAEL009077

31 31 AAEL007136 60 15 AAEL011175

31 31 AAEL007128 60 15 AAEL011176

31 31 AAEL007131 60 15 AAEL013330

31 31 AAEL007378 60 15 AAEL014601

31 31 AAEL009206 60 15 AAEL015070

31 31 AAEL010219 61 15 AAEL001002

31 31 AAEL010348 61 15 AAEL001198

31 31 AAEL011411 61 15 AAEL001813

31 31 AAEL011423 61 15 AAEL001835

31 31 AAEL011470 61 15 AAEL001792

31 31 AAEL012443 61 15 AAEL002574

31 31 AAEL012444 61 15 AAEL002555

31 31 AAEL012894 61 15 AAEL002576

31 31 AAEL012903 61 15 AAEL006139

31 31 AAEL014968 61 15 AAEL006487

32 30 AAEL000547 61 15 AAEL007027

32 30 AAEL000534 61 15 AAEL007016

32 30 AAEL000552 61 15 AAEL006995

32 30 AAEL000582 61 15 AAEL010650

32 30 AAEL000863 61 15 AAEL012691

32 30 AAEL000917 62 15 AAEL001429

32 30 AAEL000926 62 15 AAEL002214

32 30 AAEL000873 62 15 AAEL003956

32 30 AAEL002575 62 15 AAEL003970

32 30 AAEL003470 62 15 AAEL005859

32 30 AAEL004091 62 15 AAEL005855

32 30 AAEL005729 62 15 AAEL005865

32 30 AAEL006258 62 15 AAEL005854

32 30 AAEL006613 62 15 AAEL005853

32 30 AAEL008053 62 15 AAEL007197

32 30 AAEL010534 62 15 AAEL007193

32 30 AAEL010779 62 15 AAEL007191

32 30 AAEL010995 62 15 AAEL007458
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32 30 AAEL011002 62 15 AAEL008913

32 30 AAEL011005 62 15 AAEL009479

32 30 AAEL011000 63 15 AAEL003703

32 30 AAEL012760 63 15 AAEL008138

32 30 AAEL012795 63 15 AAEL008627

32 30 AAEL013573 63 15 AAEL008631

32 30 AAEL014009 63 15 AAEL008625

32 30 AAEL014010 63 15 AAEL008624

32 30 AAEL014232 63 15 AAEL008632

32 30 AAEL014233 63 15 AAEL008628

32 30 AAEL014228 63 15 AAEL008629

32 30 AAEL014230 63 15 AAEL008635

33 29 AAEL001292 63 15 AAEL008672

33 29 AAEL002031 63 15 AAEL011863

33 29 AAEL002005 63 15 AAEL012170

33 29 AAEL002046 63 15 AAEL013372

33 29 AAEL002071 63 15 AAEL015670

33 29 AAEL002872 64 15 AAEL006877

33 29 AAEL004870 64 15 AAEL006874

33 29 AAEL004888 64 15 AAEL010919

33 29 AAEL006875 64 15 AAEL011763

33 29 AAEL008638 64 15 AAEL011764

33 29 AAEL009018 64 15 AAEL013499

33 29 AAEL009762 64 15 AAEL013501

33 29 AAEL010946 64 15 AAEL013496

33 29 AAEL011463 64 15 AAEL013493

33 29 AAEL011850 64 15 AAEL013492

33 29 AAEL012144 64 15 AAEL013498

33 29 AAEL012491 64 15 AAEL014544

33 29 AAEL012770 64 15 AAEL014837

33 29 AAEL014208 64 15 AAEL015113

33 29 AAEL014411 64 15 AAEL015116

33 29 AAEL014413 65 14 AAEL000686

33 29 AAEL014412 65 14 AAEL001076

33 29 AAEL014594 65 14 AAEL001064

33 29 AAEL014680 65 14 AAEL001081

33 29 AAEL014924 65 14 AAEL001057

33 29 AAEL015370 65 14 AAEL001072

33 29 AAEL015591 65 14 AAEL001096

33 29 AAEL015655 65 14 AAEL002150

33 29 AAEL015663 65 14 AAEL002149

34 29 AAEL000687 65 14 AAEL002138

34 29 AAEL001364 65 14 AAEL002603

34 29 AAEL001365 65 14 AAEL007941

34 29 AAEL001533 65 14 AAEL011008

34 29 AAEL001548 65 14 AAEL011528

34 29 AAEL001586 66 14 AAEL001233

34 29 AAEL001816 66 14 AAEL002505

34 29 AAEL001804 66 14 AAEL003276

34 29 AAEL002688 66 14 AAEL004948

34 29 AAEL003091 66 14 AAEL005654
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34 29 AAEL003076 66 14 AAEL005650

34 29 AAEL003058 66 14 AAEL005645

34 29 AAEL003079 66 14 AAEL009558

34 29 AAEL003098 66 14 AAEL010270

34 29 AAEL003102 66 14 AAEL011624

34 29 AAEL003099 66 14 AAEL012785

34 29 AAEL005138 66 14 AAEL012780

34 29 AAEL005375 66 14 AAEL012791

34 29 AAEL005903 66 14 AAEL013032

34 29 AAEL008568 67 14 AAEL001621

34 29 AAEL008560 67 14 AAEL001611

34 29 AAEL010366 67 14 AAEL009166

34 29 AAEL010381 67 14 AAEL009165

34 29 AAEL010390 67 14 AAEL010431

34 29 AAEL010386 67 14 AAEL010436

34 29 AAEL011937 67 14 AAEL010429

34 29 AAEL014244 67 14 AAEL010435

34 29 AAEL014246 67 14 AAEL010920

34 29 AAEL014371 67 14 AAEL013127

35 27 AAEL000217 67 14 AAEL013118

35 27 AAEL000589 67 14 AAEL013126

35 27 AAEL001139 67 14 AAEL013584

35 27 AAEL001915 67 14 AAEL013577

35 27 AAEL002404 68 14 AAEL001618

35 27 AAEL002594 68 14 AAEL001719

35 27 AAEL003061 68 14 AAEL004117

35 27 AAEL003896 68 14 AAEL004419

35 27 AAEL004700 68 14 AAEL004859

35 27 AAEL005448 68 14 AAEL007150

35 27 AAEL006539 68 14 AAEL008140

35 27 AAEL006712 68 14 AAEL010732

35 27 AAEL007035 68 14 AAEL011534

35 27 AAEL007123 68 14 AAEL013182

35 27 AAEL007153 68 14 AAEL013235

35 27 AAEL007835 68 14 AAEL014106

35 27 AAEL007931 68 14 AAEL014155

35 27 AAEL008306 68 14 AAEL014256

35 27 AAEL009360 69 14 AAEL002558

35 27 AAEL009521 69 14 AAEL003853

35 27 AAEL009880 69 14 AAEL005011

35 27 AAEL010466 69 14 AAEL005002

35 27 AAEL010835 69 14 AAEL005319

35 27 AAEL011578 69 14 AAEL006898

35 27 AAEL012553 69 14 AAEL006901

35 27 AAEL012612 69 14 AAEL007401

35 27 AAEL013057 69 14 AAEL010961

36 27 AAEL000403 69 14 AAEL011566

36 27 AAEL000440 69 14 AAEL013559

36 27 AAEL000815 69 14 AAEL014592

36 27 AAEL001332 69 14 AAEL015056

36 27 AAEL002437 69 14 AAEL015183
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36 27 AAEL003282 70 14 AAEL004557

36 27 AAEL003605 70 14 AAEL006353

36 27 AAEL004045 70 14 AAEL006344

36 27 AAEL004634 70 14 AAEL006359

36 27 AAEL004984 70 14 AAEL006327

36 27 AAEL005211 70 14 AAEL006338

36 27 AAEL005712 70 14 AAEL006334

36 27 AAEL006527 70 14 AAEL007421

36 27 AAEL006977 70 14 AAEL007413

36 27 AAEL007242 70 14 AAEL007913

36 27 AAEL007631 70 14 AAEL008898

36 27 AAEL007884 70 14 AAEL013972

36 27 AAEL008954 70 14 AAEL013976

36 27 AAEL009289 70 14 AAEL015305

36 27 AAEL010549 71 14 AAEL004674

36 27 AAEL011201 71 14 AAEL008294

36 27 AAEL011329 71 14 AAEL008290

36 27 AAEL011389 71 14 AAEL008284

36 27 AAEL012079 71 14 AAEL008285

36 27 AAEL012325 71 14 AAEL008289

36 27 AAEL012374 71 14 AAEL008295

36 27 AAEL014212 71 14 AAEL008288

37 27 AAEL000508 71 14 AAEL008293

37 27 AAEL000726 71 14 AAEL010134

37 27 AAEL000749 71 14 AAEL010130

37 27 AAEL001713 71 14 AAEL010127

37 27 AAEL003294 71 14 AAEL014879

37 27 AAEL003607 71 14 AAEL015474

37 27 AAEL003753 72 13 AAEL000392

37 27 AAEL004150 72 13 AAEL000642

37 27 AAEL005194 72 13 AAEL000651

37 27 AAEL006704 72 13 AAEL000667

37 27 AAEL006691 72 13 AAEL000678

37 27 AAEL006699 72 13 AAEL000647

37 27 AAEL006702 72 13 AAEL003434

37 27 AAEL007942 72 13 AAEL009524

37 27 AAEL008030 72 13 AAEL010536

37 27 AAEL008104 72 13 AAEL010532

37 27 AAEL009384 72 13 AAEL010537

37 27 AAEL009723 72 13 AAEL010540

37 27 AAEL010103 72 13 AAEL014710

37 27 AAEL010117 73 13 AAEL001195

37 27 AAEL010131 73 13 AAEL001833

37 27 AAEL011009 73 13 AAEL002373

37 27 AAEL011400 73 13 AAEL004023

37 27 AAEL013417 73 13 AAEL004242

37 27 AAEL013506 73 13 AAEL006581

37 27 AAEL014432 73 13 AAEL012683

37 27 AAEL015428 73 13 AAEL012685

38 26 AAEL002515 73 13 AAEL012687

38 26 AAEL004929 73 13 AAEL012688
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38 26 AAEL004925 73 13 AAEL012694

38 26 AAEL004933 73 13 AAEL012679

38 26 AAEL011467 73 13 AAEL012680

38 26 AAEL012199 74 13 AAEL001457

38 26 AAEL012342 74 13 AAEL004876

38 26 AAEL012341 74 13 AAEL004883

38 26 AAEL012345 74 13 AAEL005330

38 26 AAEL012349 74 13 AAEL005442

38 26 AAEL012344 74 13 AAEL006806

38 26 AAEL012350 74 13 AAEL007359

38 26 AAEL012340 74 13 AAEL008390

38 26 AAEL012343 74 13 AAEL008387

38 26 AAEL012407 74 13 AAEL011318

38 26 AAEL013365 74 13 AAEL012988

38 26 AAEL013362 74 13 AAEL013328

38 26 AAEL013361 74 13 AAEL015372

38 26 AAEL013368 75 13 AAEL001440

38 26 AAEL014916 75 13 AAEL002230

38 26 AAEL014919 75 13 AAEL002341

38 26 AAEL014920 75 13 AAEL002647

38 26 AAEL014918 75 13 AAEL003950

38 26 AAEL014921 75 13 AAEL003968

38 26 AAEL014917 75 13 AAEL004716

38 26 AAEL015326 75 13 AAEL004942

39 26 AAEL000526 75 13 AAEL007558

39 26 AAEL000619 75 13 AAEL012355

39 26 AAEL000740 75 13 AAEL013135

39 26 AAEL000877 75 13 AAEL013136

39 26 AAEL001718 75 13 AAEL013189

39 26 AAEL001885 76 13 AAEL002683

39 26 AAEL001880 76 13 AAEL006157

39 26 AAEL002431 76 13 AAEL006163

39 26 AAEL002897 76 13 AAEL010380

39 26 AAEL003031 76 13 AAEL010367

39 26 AAEL004072 76 13 AAEL010391

39 26 AAEL004670 76 13 AAEL010384

39 26 AAEL004963 76 13 AAEL010382

39 26 AAEL005620 76 13 AAEL010370

39 26 AAEL005860 76 13 AAEL010372

39 26 AAEL008059 76 13 AAEL010630

39 26 AAEL008771 76 13 AAEL012308

39 26 AAEL010754 76 13 AAEL014493

39 26 AAEL011010 77 13 AAEL002767

39 26 AAEL011110 77 13 AAEL005861

39 26 AAEL011437 77 13 AAEL007041

39 26 AAEL011456 77 13 AAEL007226

39 26 AAEL012454 77 13 AAEL007657

39 26 AAEL013988 77 13 AAEL009806

39 26 AAEL014532 77 13 AAEL009869

39 26 AAEL014681 77 13 AAEL010712

40 25 AAEL001117 77 13 AAEL011604
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40 25 AAEL001226 77 13 AAEL012253

40 25 AAEL002156 77 13 AAEL012251

40 25 AAEL003068 77 13 AAEL014222

40 25 AAEL004296 77 13 AAEL014367

40 25 AAEL004380 78 13 AAEL002848

40 25 AAEL004560 78 13 AAEL002851

40 25 AAEL004795 78 13 AAEL004172

40 25 AAEL005087 78 13 AAEL004939

40 25 AAEL005051 78 13 AAEL005084

40 25 AAEL005274 78 13 AAEL005052

40 25 AAEL006626 78 13 AAEL006179

40 25 AAEL006657 78 13 AAEL006642

40 25 AAEL007361 78 13 AAEL012101

40 25 AAEL007846 78 13 AAEL012424

40 25 AAEL008423 78 13 AAEL012843

40 25 AAEL008626 78 13 AAEL013064

40 25 AAEL009643 78 13 AAEL013229

40 25 AAEL009897 79 13 AAEL004273

40 25 AAEL010096 79 13 AAEL004281

40 25 AAEL012432 79 13 AAEL006318

40 25 AAEL013838 79 13 AAEL008016

40 25 AAEL013850 79 13 AAEL009632

40 25 AAEL015172 79 13 AAEL009625

40 25 AAEL015327 79 13 AAEL009631

41 25 AAEL000390 79 13 AAEL009628

41 25 AAEL001086 79 13 AAEL013603

41 25 AAEL001903 79 13 AAEL013601

41 25 AAEL002298 79 13 AAEL014626

41 25 AAEL002790 79 13 AAEL014627

41 25 AAEL002801 79 13 AAEL014840

41 25 AAEL002816 80 12 AAEL000189

41 25 AAEL002925 80 12 AAEL000158

41 25 AAEL003004 80 12 AAEL000169

41 25 AAEL003016 80 12 AAEL004174

41 25 AAEL003007 80 12 AAEL004159

41 25 AAEL003189 80 12 AAEL008339

41 25 AAEL003795 80 12 AAEL008337

41 25 AAEL003783 80 12 AAEL008818

41 25 AAEL004570 80 12 AAEL011926

41 25 AAEL004882 80 12 AAEL013504

41 25 AAEL005168 80 12 AAEL013855

41 25 AAEL006237 80 12 AAEL014429

41 25 AAEL008420 81 12 AAEL000307

41 25 AAEL009087 81 12 AAEL000512

41 25 AAEL009786 81 12 AAEL000885

41 25 AAEL010305 81 12 AAEL003155

41 25 AAEL011896 81 12 AAEL007132

41 25 AAEL013582 81 12 AAEL007225

41 25 AAEL015005 81 12 AAEL007911

42 25 AAEL000179 81 12 AAEL007918

42 25 AAEL000265 81 12 AAEL008036

Page 51



42 25 AAEL002118 81 12 AAEL008855

42 25 AAEL003103 81 12 AAEL009881

42 25 AAEL004121 81 12 AAEL014313

42 25 AAEL005038 82 12 AAEL000679

42 25 AAEL006073 82 12 AAEL000795

42 25 AAEL006728 82 12 AAEL002368

42 25 AAEL007337 82 12 AAEL003888

42 25 AAEL007336 82 12 AAEL003881

42 25 AAEL007477 82 12 AAEL003877

42 25 AAEL007822 82 12 AAEL006511

42 25 AAEL008514 82 12 AAEL007168

42 25 AAEL008837 82 12 AAEL008920

42 25 AAEL009026 82 12 AAEL011219

42 25 AAEL009770 82 12 AAEL013536

42 25 AAEL010798 82 12 AAEL013680

42 25 AAEL010844 83 12 AAEL001938

42 25 AAEL011873 83 12 AAEL004331

42 25 AAEL012011 83 12 AAEL004968

42 25 AAEL012672 83 12 AAEL008388

42 25 AAEL013633 83 12 AAEL008384

42 25 AAEL014639 83 12 AAEL008386

42 25 AAEL014642 83 12 AAEL012700

42 25 AAEL015648 83 12 AAEL012701

43 24 AAEL000739 83 12 AAEL012702

43 24 AAEL001095 83 12 AAEL012698

43 24 AAEL002222 83 12 AAEL014699

43 24 AAEL002840 83 12 AAEL015146

43 24 AAEL002838 84 12 AAEL003886

43 24 AAEL003321 84 12 AAEL003869

43 24 AAEL005005 84 12 AAEL008156

43 24 AAEL005063 84 12 AAEL008153

43 24 AAEL006705 84 12 AAEL008165

43 24 AAEL007975 84 12 AAEL008186

43 24 AAEL008137 84 12 AAEL008157

43 24 AAEL009487 84 12 AAEL008173

43 24 AAEL010793 84 12 AAEL008172

43 24 AAEL011561 84 12 AAEL008151

43 24 AAEL011737 84 12 AAEL008185

43 24 AAEL011860 84 12 AAEL014132

43 24 AAEL011875 85 12 AAEL004006

43 24 AAEL012592 85 12 AAEL004019

43 24 AAEL012670 85 12 AAEL004008

43 24 AAEL013208 85 12 AAEL004032

43 24 AAEL014705 85 12 AAEL004061

43 24 AAEL014960 85 12 AAEL005750

43 24 AAEL015124 85 12 AAEL006526

43 24 AAEL015181 85 12 AAEL006535

44 23 AAEL000188 85 12 AAEL007664

44 23 AAEL000216 85 12 AAEL008055

44 23 AAEL002662 85 12 AAEL010570

44 23 AAEL002673 85 12 AAEL012106
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44 23 AAEL003093 86 11 AAEL000064

44 23 AAEL003977 86 11 AAEL000024

44 23 AAEL004947 86 11 AAEL000029

44 23 AAEL004953 86 11 AAEL004863

44 23 AAEL004949 86 11 AAEL005325

44 23 AAEL007216 86 11 AAEL005738

44 23 AAEL008004 86 11 AAEL006830

44 23 AAEL008219 86 11 AAEL006985

44 23 AAEL009574 86 11 AAEL007374

44 23 AAEL011954 86 11 AAEL011699

44 23 AAEL011957 86 11 AAEL014001

44 23 AAEL011951 87 11 AAEL000398

44 23 AAEL012402 87 11 AAEL001227

44 23 AAEL012497 87 11 AAEL002410

44 23 AAEL013128 87 11 AAEL002414

44 23 AAEL013542 87 11 AAEL005560

44 23 AAEL013649 87 11 AAEL008010

44 23 AAEL014190 87 11 AAEL008236

44 23 AAEL015063 87 11 AAEL009064

45 23 AAEL002720 87 11 AAEL009943

45 23 AAEL002730 87 11 AAEL010645

45 23 AAEL002715 87 11 AAEL014839

45 23 AAEL002704 88 11 AAEL015674

45 23 AAEL002699 88 11 AAEL015675

45 23 AAEL002731 88 11 AAEL015677

45 23 AAEL003653 88 11 AAEL015676

45 23 AAEL003697 88 11 AAEL015682

45 23 AAEL003686 88 11 AAEL015684

45 23 AAEL005665 88 11 AAEL015683

45 23 AAEL005670 88 11 AAEL015678

45 23 AAEL005673 88 11 AAEL015681

45 23 AAEL006137 88 11 AAEL015679

45 23 AAEL007420 88 11 AAEL015680

45 23 AAEL007765 89 11 AAEL003154

45 23 AAEL008364 89 11 AAEL004086

45 23 AAEL010769 89 11 AAEL004095

45 23 AAEL011777 89 11 AAEL004118

45 23 AAEL014078 89 11 AAEL004096

45 23 AAEL014079 89 11 AAEL004102

45 23 AAEL014141 89 11 AAEL004088

45 23 AAEL014138 89 11 AAEL007275

45 23 AAEL014980 89 11 AAEL009134

46 22 AAEL000298 89 11 AAEL013096

46 22 AAEL002236 89 11 AAEL015002

46 22 AAEL002210 90 11 AAEL006679

46 22 AAEL003627 90 11 AAEL006684

46 22 AAEL003619 90 11 AAEL006742

46 22 AAEL003626 90 11 AAEL006850

46 22 AAEL003624 90 11 AAEL006837

46 22 AAEL003618 90 11 AAEL008614

46 22 AAEL003640 90 11 AAEL008933
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46 22 AAEL003641 90 11 AAEL009245

46 22 AAEL003638 90 11 AAEL010208

46 22 AAEL003639 90 11 AAEL010580

46 22 AAEL003860 90 11 AAEL012580

46 22 AAEL005278 91 11 AAEL007154

46 22 AAEL005581 91 11 AAEL007549

46 22 AAEL006412 91 11 AAEL011268

46 22 AAEL006800 91 11 AAEL011264

46 22 AAEL008424 91 11 AAEL011260

46 22 AAEL010106 91 11 AAEL011259

46 22 AAEL010681 91 11 AAEL011263

46 22 AAEL010883 91 11 AAEL012666

46 22 AAEL015287 91 11 AAEL012955

47 22 AAEL000333 91 11 AAEL015260

47 22 AAEL000369 91 11 AAEL015262

47 22 AAEL000351 92 10 AAEL000179

47 22 AAEL000356 92 10 AAEL002118

47 22 AAEL000302 92 10 AAEL005038

47 22 AAEL000361 92 10 AAEL006728

47 22 AAEL000379 92 10 AAEL007822

47 22 AAEL000317 92 10 AAEL008837

47 22 AAEL000353 92 10 AAEL010798

47 22 AAEL000363 92 10 AAEL013633

47 22 AAEL000374 92 10 AAEL014639

47 22 AAEL000323 92 10 AAEL014642

47 22 AAEL000375 93 10 AAEL000246

47 22 AAEL002667 93 10 AAEL000717

47 22 AAEL005098 93 10 AAEL000700

47 22 AAEL005090 93 10 AAEL001074

47 22 AAEL005094 93 10 AAEL006534

47 22 AAEL005219 93 10 AAEL006955

47 22 AAEL011238 93 10 AAEL008421

47 22 AAEL012194 93 10 AAEL009616

47 22 AAEL012204 93 10 AAEL011166

47 22 AAEL013122 93 10 AAEL011164

48 20 AAEL000773 94 10 AAEL001225

48 20 AAEL000822 94 10 AAEL009243

48 20 AAEL001648 94 10 AAEL009237

48 20 AAEL002714 94 10 AAEL009246

48 20 AAEL002877 94 10 AAEL009236

48 20 AAEL004241 94 10 AAEL015021

48 20 AAEL004235 94 10 AAEL015020

48 20 AAEL005497 94 10 AAEL015022

48 20 AAEL007176 94 10 AAEL015051

48 20 AAEL008499 94 10 AAEL015573

48 20 AAEL008542 95 10 AAEL001256

48 20 AAEL008890 95 10 AAEL001278

48 20 AAEL009227 95 10 AAEL001258

48 20 AAEL010568 95 10 AAEL001265

48 20 AAEL010619 95 10 AAEL001248

48 20 AAEL010803 95 10 AAEL001286
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48 20 AAEL010942 95 10 AAEL001263

48 20 AAEL013401 95 10 AAEL014835

48 20 AAEL014084 95 10 AAEL014834

48 20 AAEL014134 95 10 AAEL014833

49 20 AAEL000042 96 10 AAEL002311

49 20 AAEL001569 96 10 AAEL003281

49 20 AAEL002502 96 10 AAEL004568

49 20 AAEL003366 96 10 AAEL004565

49 20 AAEL003911 96 10 AAEL004913

49 20 AAEL005070 96 10 AAEL007065

49 20 AAEL005305 96 10 AAEL007209

49 20 AAEL005914 96 10 AAEL010423

49 20 AAEL007034 96 10 AAEL013761

49 20 AAEL007987 96 10 AAEL014177

49 20 AAEL008642 97 10 AAEL008708

49 20 AAEL008864 97 10 AAEL008699

49 20 AAEL010955 97 10 AAEL008698

49 20 AAEL011082 97 10 AAEL008702

49 20 AAEL012005 97 10 AAEL009038

49 20 AAEL013114 97 10 AAEL012351

49 20 AAEL013199 97 10 AAEL012590

49 20 AAEL013753 97 10 AAEL012589

49 20 AAEL014735 97 10 AAEL012663

49 20 AAEL015218 97 10 AAEL012664

50 20 AAEL001137 98 9 AAEL000135

50 20 AAEL002402 98 9 AAEL000131

50 20 AAEL002935 98 9 AAEL004126

50 20 AAEL003252 98 9 AAEL004135

50 20 AAEL004567 98 9 AAEL007741

50 20 AAEL004731 98 9 AAEL012298

50 20 AAEL005862 98 9 AAEL012297

50 20 AAEL007522 98 9 AAEL012425

50 20 AAEL007819 98 9 AAEL012422

50 20 AAEL008577 99 9 AAEL000227

50 20 AAEL008670 99 9 AAEL000256

50 20 AAEL008677 99 9 AAEL002741

50 20 AAEL008730 99 9 AAEL005979

50 20 AAEL009213 99 9 AAEL007748

50 20 AAEL009375 99 9 AAEL008370

50 20 AAEL011412 99 9 AAEL009420

50 20 AAEL012744 99 9 AAEL009432

50 20 AAEL013175 99 9 AAEL009423

50 20 AAEL015302 100 9 AAEL000473

50 20 AAEL015384 100 9 AAEL001712

51 20 AAEL000399 100 9 AAEL002604

51 20 AAEL000780 100 9 AAEL007263

51 20 AAEL001114 100 9 AAEL008187

51 20 AAEL001429 100 9 AAEL009172

51 20 AAEL002214 100 9 AAEL010897

51 20 AAEL003956 100 9 AAEL012331

51 20 AAEL003970 100 9 AAEL014133
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51 20 AAEL005859 101 9 AAEL000449

51 20 AAEL005855 101 9 AAEL003324

51 20 AAEL005865 101 9 AAEL003530

51 20 AAEL005854 101 9 AAEL005027

51 20 AAEL005853 101 9 AAEL008946

51 20 AAEL007197 101 9 AAEL009472

51 20 AAEL007193 101 9 AAEL009830

51 20 AAEL007191 101 9 AAEL013587

51 20 AAEL007200 101 9 AAEL014764

51 20 AAEL007458 102 9 AAEL000575

51 20 AAEL008913 102 9 AAEL006333

51 20 AAEL009479 102 9 AAEL006347

51 20 AAEL009923 102 9 AAEL009970

52 19 AAEL000567 102 9 AAEL009968

52 19 AAEL003718 102 9 AAEL010986

52 19 AAEL003810 102 9 AAEL011341

52 19 AAEL003808 102 9 AAEL011348

52 19 AAEL003809 102 9 AAEL011346

52 19 AAEL006264 103 9 AAEL000765

52 19 AAEL006281 103 9 AAEL008045

52 19 AAEL007050 103 9 AAEL008817

52 19 AAEL008232 103 9 AAEL011169

52 19 AAEL010485 103 9 AAEL013759

52 19 AAEL010481 103 9 AAEL013757

52 19 AAEL010479 103 9 AAEL013990

52 19 AAEL010478 103 9 AAEL013981

52 19 AAEL010868 103 9 AAEL013983

52 19 AAEL011878 104 9 AAEL000999

52 19 AAEL012044 104 9 AAEL002810

52 19 AAEL012288 104 9 AAEL004200

52 19 AAEL012287 104 9 AAEL007007

52 19 AAEL014207 104 9 AAEL008178

53 19 AAEL002696 104 9 AAEL010086

53 19 AAEL005821 104 9 AAEL011811

53 19 AAEL005808 104 9 AAEL012546

53 19 AAEL005806 104 9 AAEL014524

53 19 AAEL006323 105 9 AAEL002211

53 19 AAEL007201 105 9 AAEL002233

53 19 AAEL008155 105 9 AAEL002187

53 19 AAEL008163 105 9 AAEL002231

53 19 AAEL008162 105 9 AAEL002229

53 19 AAEL008158 105 9 AAEL002223

53 19 AAEL009108 105 9 AAEL002241

53 19 AAEL011292 105 9 AAEL002191

53 19 AAEL012099 105 9 AAEL002246

53 19 AAEL012217 106 9 AAEL003035

53 19 AAEL012776 106 9 AAEL005322

53 19 AAEL012783 106 9 AAEL005621

53 19 AAEL012779 106 9 AAEL005625

53 19 AAEL012778 106 9 AAEL006259

53 19 AAEL015248 106 9 AAEL006498
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54 19 AAEL000584 106 9 AAEL006484

54 19 AAEL000661 106 9 AAEL007389

54 19 AAEL000656 106 9 AAEL009615

54 19 AAEL000792 107 9 AAEL003111

54 19 AAEL000864 107 9 AAEL003115

54 19 AAEL000893 107 9 AAEL006092

54 19 AAEL002381 107 9 AAEL006093

54 19 AAEL004381 107 9 AAEL006099

54 19 AAEL005309 107 9 AAEL007121

54 19 AAEL005518 107 9 AAEL011717

54 19 AAEL007882 107 9 AAEL011716

54 19 AAEL010903 107 9 AAEL013159

54 19 AAEL011161 108 9 AAEL003701

54 19 AAEL011380 108 9 AAEL005424

54 19 AAEL011414 108 9 AAEL007144

54 19 AAEL011831 108 9 AAEL008102

54 19 AAEL013643 108 9 AAEL008591

54 19 AAEL013914 108 9 AAEL009706

54 19 AAEL014794 108 9 AAEL010911

55 18 AAEL001083 108 9 AAEL012285

55 18 AAEL001923 108 9 AAEL013953

55 18 AAEL003021 109 9 AAEL004240

55 18 AAEL004424 109 9 AAEL010936

55 18 AAEL005157 109 9 AAEL010935

55 18 AAEL006183 109 9 AAEL011824

55 18 AAEL007210 109 9 AAEL011822

55 18 AAEL008349 109 9 AAEL011823

55 18 AAEL008504 109 9 AAEL014580

55 18 AAEL009146 109 9 AAEL015391

55 18 AAEL010985 109 9 AAEL015561

55 18 AAEL011785 110 9 AAEL005875

55 18 AAEL011855 110 9 AAEL009696

55 18 AAEL013375 110 9 AAEL010880

55 18 AAEL013379 110 9 AAEL013198

55 18 AAEL014081 110 9 AAEL014086

55 18 AAEL014952 110 9 AAEL014085

55 18 AAEL015074 110 9 AAEL014087

56 18 AAEL000389 110 9 AAEL014089

56 18 AAEL001965 110 9 AAEL015479

56 18 AAEL002023 111 9 AAEL006276

56 18 AAEL002969 111 9 AAEL006273

56 18 AAEL002959 111 9 AAEL010601

56 18 AAEL002964 111 9 AAEL012555

56 18 AAEL003056 111 9 AAEL012554

56 18 AAEL003094 111 9 AAEL014537

56 18 AAEL003110 111 9 AAEL014543

56 18 AAEL005684 111 9 AAEL014541

56 18 AAEL006147 111 9 AAEL014539

56 18 AAEL008040 112 9 AAEL006368

56 18 AAEL008570 112 9 AAEL006365

56 18 AAEL009782 112 9 AAEL006384
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56 18 AAEL010963 112 9 AAEL006376

56 18 AAEL012370 112 9 AAEL006382

56 18 AAEL013385 112 9 AAEL015102

56 18 AAEL014667 112 9 AAEL015104

57 18 AAEL002949 112 9 AAEL015103

57 18 AAEL002961 112 9 AAEL015528

57 18 AAEL002966 113 9 AAEL009395

57 18 AAEL002960 113 9 AAEL009404

57 18 AAEL002965 113 9 AAEL009393

57 18 AAEL002962 113 9 AAEL009397

57 18 AAEL002955 113 9 AAEL009411

57 18 AAEL004298 113 9 AAEL010693

57 18 AAEL004303 113 9 AAEL010696

57 18 AAEL004280 113 9 AAEL011817

57 18 AAEL004275 113 9 AAEL013025

57 18 AAEL004788 114 9 AAEL012866

57 18 AAEL010624 114 9 AAEL012860

57 18 AAEL010623 114 9 AAEL012859

57 18 AAEL014433 114 9 AAEL012863

57 18 AAEL014727 114 9 AAEL012864

57 18 AAEL014873 114 9 AAEL012862

57 18 AAEL015156 114 9 AAEL012870

58 18 AAEL000821 114 9 AAEL012867

58 18 AAEL000827 114 9 AAEL013851

58 18 AAEL000831 115 8 AAEL000062

58 18 AAEL000835 115 8 AAEL001034

58 18 AAEL000796 115 8 AAEL005177

58 18 AAEL000837 115 8 AAEL008859

58 18 AAEL000833 115 8 AAEL009022

58 18 AAEL000846 115 8 AAEL009343

58 18 AAEL003315 115 8 AAEL009344

58 18 AAEL003525 115 8 AAEL012294

58 18 AAEL003511 116 8 AAEL000130

58 18 AAEL003513 116 8 AAEL000114

58 18 AAEL003538 116 8 AAEL000808

58 18 AAEL010718 116 8 AAEL003033

58 18 AAEL010714 116 8 AAEL004959

58 18 AAEL010874 116 8 AAEL005456

58 18 AAEL010875 116 8 AAEL009525

58 18 AAEL010872 116 8 AAEL012729

59 18 AAEL001602 117 8 AAEL000486

59 18 AAEL001621 117 8 AAEL001715

59 18 AAEL001611 117 8 AAEL006946

59 18 AAEL009166 117 8 AAEL007650

59 18 AAEL009165 117 8 AAEL007702

59 18 AAEL010431 117 8 AAEL009320

59 18 AAEL010436 117 8 AAEL010063

59 18 AAEL010429 117 8 AAEL015373

59 18 AAEL010435 118 8 AAEL000744

59 18 AAEL010438 118 8 AAEL005222

59 18 AAEL010920 118 8 AAEL005663

Page 58



59 18 AAEL010918 118 8 AAEL005891

59 18 AAEL013127 118 8 AAEL006572

59 18 AAEL013118 118 8 AAEL006921

59 18 AAEL013126 118 8 AAEL007439

59 18 AAEL013585 118 8 AAEL012326

59 18 AAEL013584 119 8 AAEL001051

59 18 AAEL013577 119 8 AAEL003892

60 18 AAEL000339 119 8 AAEL004647

60 18 AAEL001214 119 8 AAEL009053

60 18 AAEL001207 119 8 AAEL009219

60 18 AAEL001946 119 8 AAEL012887

60 18 AAEL002415 119 8 AAEL013246

60 18 AAEL004874 119 8 AAEL014751

60 18 AAEL005346 120 8 AAEL001130

60 18 AAEL005667 120 8 AAEL006719

60 18 AAEL006866 120 8 AAEL007673

60 18 AAEL006897 120 8 AAEL007675

60 18 AAEL007290 120 8 AAEL008456

60 18 AAEL007316 120 8 AAEL008452

60 18 AAEL007704 120 8 AAEL008451

60 18 AAEL007719 120 8 AAEL013421

60 18 AAEL008358 121 8 AAEL001477

60 18 AAEL011022 121 8 AAEL003024

60 18 AAEL013438 121 8 AAEL003047

60 18 AAEL014791 121 8 AAEL003048

61 17 AAEL005350 121 8 AAEL003658

61 17 AAEL005779 121 8 AAEL005187

61 17 AAEL007999 121 8 AAEL008773

61 17 AAEL007997 121 8 AAEL012304

61 17 AAEL007998 122 8 AAEL001743

61 17 AAEL007984 122 8 AAEL001735

61 17 AAEL008007 122 8 AAEL003221

61 17 AAEL008278 122 8 AAEL003216

61 17 AAEL008281 122 8 AAEL008873

61 17 AAEL008279 122 8 AAEL008866

61 17 AAEL008271 122 8 AAEL008869

61 17 AAEL008275 122 8 AAEL008872

61 17 AAEL010053 123 8 AAEL001826

61 17 AAEL011448 123 8 AAEL002606

61 17 AAEL011460 123 8 AAEL002617

61 17 AAEL011454 123 8 AAEL002605

61 17 AAEL011623 123 8 AAEL002596

62 17 AAEL000478 123 8 AAEL002587

62 17 AAEL001382 123 8 AAEL002591

62 17 AAEL001363 123 8 AAEL015554

62 17 AAEL002377 124 8 AAEL002031

62 17 AAEL003985 124 8 AAEL002005

62 17 AAEL004263 124 8 AAEL001960

62 17 AAEL004848 124 8 AAEL006827

62 17 AAEL005355 124 8 AAEL008638

62 17 AAEL008228 124 8 AAEL011463
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62 17 AAEL008719 124 8 AAEL014594

62 17 AAEL009671 124 8 AAEL015655

62 17 AAEL009914 125 8 AAEL002063

62 17 AAEL011233 125 8 AAEL002525

62 17 AAEL011433 125 8 AAEL002557

62 17 AAEL013061 125 8 AAEL003387

62 17 AAEL013425 125 8 AAEL003919

62 17 AAEL014169 125 8 AAEL008142

63 17 AAEL002476 125 8 AAEL008406

63 17 AAEL003057 125 8 AAEL014161

63 17 AAEL003053 126 8 AAEL002506

63 17 AAEL004199 126 8 AAEL002538

63 17 AAEL004407 126 8 AAEL002518

63 17 AAEL005531 126 8 AAEL002509

63 17 AAEL008479 126 8 AAEL002511

63 17 AAEL008487 126 8 AAEL002922

63 17 AAEL008488 126 8 AAEL007966

63 17 AAEL008473 126 8 AAEL009813

63 17 AAEL011795 127 8 AAEL002942

63 17 AAEL012136 127 8 AAEL006231

63 17 AAEL013406 127 8 AAEL007506

63 17 AAEL014069 127 8 AAEL008273

63 17 AAEL014759 127 8 AAEL008881

63 17 AAEL015472 127 8 AAEL009915

63 17 AAEL015483 127 8 AAEL013697

64 17 AAEL001467 127 8 AAEL014706

64 17 AAEL003169 128 8 AAEL003203

64 17 AAEL003498 128 8 AAEL003611

64 17 AAEL003586 128 8 AAEL003645

64 17 AAEL003966 128 8 AAEL003622

64 17 AAEL005011 128 8 AAEL004573

64 17 AAEL005002 128 8 AAEL007213

64 17 AAEL005814 128 8 AAEL007516

64 17 AAEL006522 128 8 AAEL007515

64 17 AAEL008340 129 8 AAEL003475

64 17 AAEL008827 129 8 AAEL003462

64 17 AAEL009173 129 8 AAEL003450

64 17 AAEL010606 129 8 AAEL010735

64 17 AAEL011284 129 8 AAEL010734

64 17 AAEL011405 129 8 AAEL010737

64 17 AAEL013409 129 8 AAEL014238

64 17 AAEL014457 129 8 AAEL014632

65 17 AAEL003210 130 8 AAEL003587

65 17 AAEL004147 130 8 AAEL006786

65 17 AAEL004349 130 8 AAEL008543

65 17 AAEL005142 130 8 AAEL009732

65 17 AAEL005136 130 8 AAEL011500

65 17 AAEL005137 130 8 AAEL013139

65 17 AAEL005548 130 8 AAEL014636

65 17 AAEL005835 130 8 AAEL015271

65 17 AAEL010102 131 8 AAEL003920
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65 17 AAEL010967 131 8 AAEL005834

65 17 AAEL012531 131 8 AAEL005945

65 17 AAEL013404 131 8 AAEL005952

65 17 AAEL013875 131 8 AAEL006844

65 17 AAEL013917 131 8 AAEL009573

65 17 AAEL013918 131 8 AAEL011844

65 17 AAEL014311 131 8 AAEL015321

65 17 AAEL014572 132 8 AAEL003971

66 16 AAEL001673 132 8 AAEL003954

66 16 AAEL001928 132 8 AAEL010166

66 16 AAEL001951 132 8 AAEL010163

66 16 AAEL003383 132 8 AAEL014372

66 16 AAEL004631 132 8 AAEL014440

66 16 AAEL004616 132 8 AAEL014441

66 16 AAEL004646 132 8 AAEL014439

66 16 AAEL004843 133 8 AAEL003989

66 16 AAEL005964 133 8 AAEL008630

66 16 AAEL005961 133 8 AAEL008641

66 16 AAEL009451 133 8 AAEL009037

66 16 AAEL011197 133 8 AAEL010506

66 16 AAEL011317 133 8 AAEL011168

66 16 AAEL011750 133 8 AAEL013123

66 16 AAEL012310 133 8 AAEL013124

66 16 AAEL015309 134 8 AAEL004372

67 16 AAEL000498 134 8 AAEL006820

67 16 AAEL000576 134 8 AAEL009231

67 16 AAEL001790 134 8 AAEL009997

67 16 AAEL004077 134 8 AAEL010579

67 16 AAEL004992 134 8 AAEL012027

67 16 AAEL005599 134 8 AAEL012032

67 16 AAEL005612 134 8 AAEL012963

67 16 AAEL005619 135 8 AAEL005160

67 16 AAEL005661 135 8 AAEL006372

67 16 AAEL005765 135 8 AAEL010822

67 16 AAEL006261 135 8 AAEL012041

67 16 AAEL006478 135 8 AAEL012037

67 16 AAEL007129 135 8 AAEL012036

67 16 AAEL012384 135 8 AAEL013801

67 16 AAEL014334 135 8 AAEL015249

67 16 AAEL015352 136 8 AAEL006287

68 16 AAEL000524 136 8 AAEL007698

68 16 AAEL000704 136 8 AAEL007823

68 16 AAEL001167 136 8 AAEL008098

68 16 AAEL002756 136 8 AAEL008076

68 16 AAEL003283 136 8 AAEL013233

68 16 AAEL004802 136 8 AAEL013227

68 16 AAEL005519 136 8 AAEL013692

68 16 AAEL006881 137 8 AAEL009358

68 16 AAEL006893 137 8 AAEL009362

68 16 AAEL007276 137 8 AAEL010988

68 16 AAEL007310 137 8 AAEL011654
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68 16 AAEL009169 137 8 AAEL012129

68 16 AAEL010851 137 8 AAEL012128

68 16 AAEL013618 137 8 AAEL012133

68 16 AAEL013947 137 8 AAEL012131

68 16 AAEL014853 138 7 AAEL000056

69 16 AAEL000801 138 7 AAEL000453

69 16 AAEL001229 138 7 AAEL000684

69 16 AAEL001330 138 7 AAEL002030

69 16 AAEL003834 138 7 AAEL007645

69 16 AAEL008245 138 7 AAEL010079

69 16 AAEL008254 138 7 AAEL012544

69 16 AAEL009820 139 7 AAEL000066

69 16 AAEL010788 139 7 AAEL000018

69 16 AAEL011132 139 7 AAEL000007

69 16 AAEL011557 139 7 AAEL000089

69 16 AAEL011540 139 7 AAEL000039

69 16 AAEL011559 139 7 AAEL000031

69 16 AAEL011543 139 7 AAEL011001

69 16 AAEL012174 140 7 AAEL000027

69 16 AAEL013360 140 7 AAEL000095

69 16 AAEL015412 140 7 AAEL000047

70 15 AAEL000517 140 7 AAEL000063

70 15 AAEL000490 140 7 AAEL000011

70 15 AAEL000513 140 7 AAEL000052

70 15 AAEL000501 140 7 AAEL015429

70 15 AAEL003673 141 7 AAEL000087

70 15 AAEL003689 141 7 AAEL001163

70 15 AAEL003814 141 7 AAEL001802

70 15 AAEL003846 141 7 AAEL001794

70 15 AAEL003823 141 7 AAEL008607

70 15 AAEL003838 141 7 AAEL012267

70 15 AAEL003866 141 7 AAEL014755

70 15 AAEL003863 142 7 AAEL000206

70 15 AAEL003833 142 7 AAEL003710

70 15 AAEL011999 142 7 AAEL003708

70 15 AAEL013709 142 7 AAEL003727

71 15 AAEL000241 142 7 AAEL004665

71 15 AAEL000635 142 7 AAEL015353

71 15 AAEL001874 142 7 AAEL015456

71 15 AAEL002271 143 7 AAEL000600

71 15 AAEL002334 143 7 AAEL000599

71 15 AAEL004347 143 7 AAEL008277

71 15 AAEL005730 143 7 AAEL008847

71 15 AAEL007078 143 7 AAEL010740

71 15 AAEL010048 143 7 AAEL014566

71 15 AAEL011673 143 7 AAEL015250

71 15 AAEL012122 144 7 AAEL000690

71 15 AAEL012419 144 7 AAEL000705

71 15 AAEL014325 144 7 AAEL000689

71 15 AAEL014915 144 7 AAEL000814

71 15 AAEL015122 144 7 AAEL000830
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72 15 AAEL003191 144 7 AAEL006496

72 15 AAEL004089 144 7 AAEL009634

72 15 AAEL005149 145 7 AAEL000902

72 15 AAEL005370 145 7 AAEL004451

72 15 AAEL005743 145 7 AAEL009206

72 15 AAEL006939 145 7 AAEL011275

72 15 AAEL007667 145 7 AAEL012443

72 15 AAEL008058 145 7 AAEL012444

72 15 AAEL008357 145 7 AAEL013271

72 15 AAEL010711 146 7 AAEL001040

72 15 AAEL013510 146 7 AAEL001070

72 15 AAEL013609 146 7 AAEL001534

72 15 AAEL013728 146 7 AAEL003446

72 15 AAEL014931 146 7 AAEL011372

72 15 AAEL015662 146 7 AAEL013745

73 15 AAEL000084 146 7 AAEL013954

73 15 AAEL000679 147 7 AAEL001134

73 15 AAEL000795 147 7 AAEL004685

73 15 AAEL003888 147 7 AAEL009029

73 15 AAEL003881 147 7 AAEL009948

73 15 AAEL003877 147 7 AAEL010764

73 15 AAEL003921 147 7 AAEL011756

73 15 AAEL005405 147 7 AAEL014080

73 15 AAEL007082 148 7 AAEL001189

73 15 AAEL008015 148 7 AAEL001153

73 15 AAEL008920 148 7 AAEL001174

73 15 AAEL013787 148 7 AAEL001179

73 15 AAEL014732 148 7 AAEL004516

73 15 AAEL014998 148 7 AAEL008640

73 15 AAEL015064 148 7 AAEL014876

74 15 AAEL001540 149 7 AAEL001194

74 15 AAEL001827 149 7 AAEL002228

74 15 AAEL002698 149 7 AAEL002200

74 15 AAEL003517 149 7 AAEL002237

74 15 AAEL003733 149 7 AAEL002227

74 15 AAEL009824 149 7 AAEL002204

74 15 AAEL010854 149 7 AAEL008160

74 15 AAEL011146 150 7 AAEL001323

74 15 AAEL011287 150 7 AAEL001294

74 15 AAEL011975 150 7 AAEL001311

74 15 AAEL012146 150 7 AAEL001291

74 15 AAEL012219 150 7 AAEL001306

74 15 AAEL012593 150 7 AAEL001295

74 15 AAEL012707 150 7 AAEL001287

74 15 AAEL013203 151 7 AAEL001308

75 15 AAEL002669 151 7 AAEL001301

75 15 AAEL002668 151 7 AAEL001297

75 15 AAEL002666 151 7 AAEL001307

75 15 AAEL002658 151 7 AAEL001293

75 15 AAEL002680 151 7 AAEL003347

75 15 AAEL002929 151 7 AAEL010337
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75 15 AAEL002940 152 7 AAEL001461

75 15 AAEL002947 152 7 AAEL003183

75 15 AAEL006823 152 7 AAEL007669

75 15 AAEL010858 152 7 AAEL009685

75 15 AAEL010853 152 7 AAEL010075

75 15 AAEL012430 152 7 AAEL010677

75 15 AAEL012436 152 7 AAEL010671

75 15 AAEL012431 153 7 AAEL001467

75 15 AAEL013611 153 7 AAEL003498

76 15 AAEL000794 153 7 AAEL006958

76 15 AAEL002019 153 7 AAEL008340

76 15 AAEL002674 153 7 AAEL010606

76 15 AAEL002943 153 7 AAEL011284

76 15 AAEL003377 153 7 AAEL013409

76 15 AAEL004330 154 7 AAEL001620

76 15 AAEL008671 154 7 AAEL001613

76 15 AAEL009965 154 7 AAEL001812

76 15 AAEL010730 154 7 AAEL007691

76 15 AAEL010864 154 7 AAEL007693

76 15 AAEL011819 154 7 AAEL010917

76 15 AAEL013194 154 7 AAEL010921

76 15 AAEL013294 155 7 AAEL001857

76 15 AAEL013634 155 7 AAEL001936

76 15 AAEL014793 155 7 AAEL001920

77 15 AAEL002401 155 7 AAEL003295

77 15 AAEL003431 155 7 AAEL003788

77 15 AAEL003871 155 7 AAEL009751

77 15 AAEL004308 155 7 AAEL009757

77 15 AAEL005830 156 7 AAEL002043

77 15 AAEL006061 156 7 AAEL002071

77 15 AAEL006174 156 7 AAEL002067

77 15 AAEL006441 156 7 AAEL012144

77 15 AAEL007049 156 7 AAEL014411

77 15 AAEL008770 156 7 AAEL014413

77 15 AAEL009898 156 7 AAEL014412

77 15 AAEL010087 157 7 AAEL002042

77 15 AAEL013089 157 7 AAEL003123

77 15 AAEL013236 157 7 AAEL008857

77 15 AAEL015007 157 7 AAEL008861

78 14 AAEL010670 157 7 AAEL008876

78 14 AAEL010660 157 7 AAEL008858

78 14 AAEL010654 157 7 AAEL013029

78 14 AAEL010667 158 7 AAEL002119

78 14 AAEL013346 158 7 AAEL003306

78 14 AAEL013344 158 7 AAEL005072

78 14 AAEL013349 158 7 AAEL008179

78 14 AAEL013340 158 7 AAEL009180

78 14 AAEL013352 158 7 AAEL012071

78 14 AAEL013348 158 7 AAEL015232

78 14 AAEL013338 159 7 AAEL002114

78 14 AAEL013351 159 7 AAEL003592
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78 14 AAEL013347 159 7 AAEL005066

78 14 AAEL013341 159 7 AAEL005837

79 14 AAEL000708 159 7 AAEL006935

79 14 AAEL001245 159 7 AAEL009823

79 14 AAEL001421 159 7 AAEL014730

79 14 AAEL002621 160 7 AAEL002189

79 14 AAEL005358 160 7 AAEL002245

79 14 AAEL006510 160 7 AAEL002202

79 14 AAEL007329 160 7 AAEL002201

79 14 AAEL009694 160 7 AAEL002208

79 14 AAEL010153 160 7 AAEL002239

79 14 AAEL010199 160 7 AAEL002218

79 14 AAEL011050 161 7 AAEL002199

79 14 AAEL011832 161 7 AAEL002242

79 14 AAEL012708 161 7 AAEL006668

79 14 AAEL014965 161 7 AAEL006672

80 14 AAEL002300 161 7 AAEL009938

80 14 AAEL003042 161 7 AAEL009935

80 14 AAEL003023 161 7 AAEL009945

80 14 AAEL003702 162 7 AAEL002413

80 14 AAEL005467 162 7 AAEL003402

80 14 AAEL006388 162 7 AAEL006380

80 14 AAEL006821 162 7 AAEL006375

80 14 AAEL007380 162 7 AAEL006381

80 14 AAEL007724 162 7 AAEL009111

80 14 AAEL008200 162 7 AAEL013717

80 14 AAEL009301 163 7 AAEL003125

80 14 AAEL011914 163 7 AAEL004127

80 14 AAEL012231 163 7 AAEL004137

80 14 AAEL015127 163 7 AAEL005732

81 14 AAEL002063 163 7 AAEL007555

81 14 AAEL002525 163 7 AAEL014452

81 14 AAEL002557 163 7 AAEL015589

81 14 AAEL003387 164 7 AAEL003241

81 14 AAEL003919 164 7 AAEL003218

81 14 AAEL008406 164 7 AAEL003222

81 14 AAEL009358 164 7 AAEL003225

81 14 AAEL009362 164 7 AAEL003266

81 14 AAEL010988 164 7 AAEL003232

81 14 AAEL011654 164 7 AAEL003235

81 14 AAEL012129 165 7 AAEL003307

81 14 AAEL012128 165 7 AAEL005284

81 14 AAEL012131 165 7 AAEL005492

81 14 AAEL014161 165 7 AAEL006320

82 14 AAEL002716 165 7 AAEL012083

82 14 AAEL003116 165 7 AAEL013105

82 14 AAEL003886 165 7 AAEL014181

82 14 AAEL003869 166 7 AAEL003477

82 14 AAEL005657 166 7 AAEL005799

82 14 AAEL007164 166 7 AAEL007273

82 14 AAEL008180 166 7 AAEL009421
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82 14 AAEL008156 166 7 AAEL011758

82 14 AAEL008172 166 7 AAEL013279

82 14 AAEL008185 166 7 AAEL013948

82 14 AAEL012004 167 7 AAEL003466

82 14 AAEL013535 167 7 AAEL006291

82 14 AAEL013704 167 7 AAEL006929

82 14 AAEL014132 167 7 AAEL007187

83 14 AAEL000041 167 7 AAEL007353

83 14 AAEL000250 167 7 AAEL008008

83 14 AAEL000236 167 7 AAEL013530

83 14 AAEL001912 168 7 AAEL004040

83 14 AAEL004840 168 7 AAEL004288

83 14 AAEL005741 168 7 AAEL005080

83 14 AAEL007736 168 7 AAEL008930

83 14 AAEL008832 168 7 AAEL009275

83 14 AAEL009031 168 7 AAEL013068

83 14 AAEL009489 168 7 AAEL013181

83 14 AAEL009903 169 7 AAEL004759

83 14 AAEL013354 169 7 AAEL004772

83 14 AAEL014284 169 7 AAEL004782

83 14 AAEL015632 169 7 AAEL004752

84 14 AAEL000856 169 7 AAEL004747

84 14 AAEL001149 169 7 AAEL004771

84 14 AAEL001739 169 7 AAEL004770

84 14 AAEL002008 170 7 AAEL004822

84 14 AAEL002392 170 7 AAEL004830

84 14 AAEL002499 170 7 AAEL006785

84 14 AAEL003043 170 7 AAEL008447

84 14 AAEL007071 170 7 AAEL010335

84 14 AAEL009756 170 7 AAEL010550

84 14 AAEL010244 170 7 AAEL010830

84 14 AAEL013465 171 7 AAEL005412

84 14 AAEL013654 171 7 AAEL005417

84 14 AAEL014083 171 7 AAEL005426

84 14 AAEL014298 171 7 AAEL005408

85 14 AAEL000595 171 7 AAEL005407

85 14 AAEL002143 171 7 AAEL011302

85 14 AAEL002692 171 7 AAEL015595

85 14 AAEL005649 172 7 AAEL005917

85 14 AAEL008909 172 7 AAEL009580

85 14 AAEL009729 172 7 AAEL009577

85 14 AAEL009716 172 7 AAEL011897

85 14 AAEL010152 172 7 AAEL012245

85 14 AAEL010395 172 7 AAEL013222

85 14 AAEL012844 172 7 AAEL013766

85 14 AAEL013185 173 7 AAEL006307

85 14 AAEL013331 173 7 AAEL009691

85 14 AAEL014602 173 7 AAEL010296

85 14 AAEL015649 173 7 AAEL010288

86 14 AAEL001048 173 7 AAEL012485

86 14 AAEL001427 173 7 AAEL012933
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86 14 AAEL002901 173 7 AAEL013130

86 14 AAEL003961 174 7 AAEL007090

86 14 AAEL003959 174 7 AAEL007094

86 14 AAEL004281 174 7 AAEL007098

86 14 AAEL006317 174 7 AAEL007097

86 14 AAEL008016 174 7 AAEL010099

86 14 AAEL009634 174 7 AAEL010098

86 14 AAEL012401 174 7 AAEL012292

86 14 AAEL012400 175 7 AAEL007115

86 14 AAEL012433 175 7 AAEL007117

86 14 AAEL014626 175 7 AAEL007116

86 14 AAEL015588 175 7 AAEL007112

87 14 AAEL000737 175 7 AAEL010707

87 14 AAEL001505 175 7 AAEL010705

87 14 AAEL002711 175 7 AAEL010706

87 14 AAEL003059 176 7 AAEL007599

87 14 AAEL004131 176 7 AAEL007590

87 14 AAEL005239 176 7 AAEL007585

87 14 AAEL006791 176 7 AAEL009637

87 14 AAEL007848 176 7 AAEL009642

87 14 AAEL008795 176 7 AAEL012216

87 14 AAEL009704 176 7 AAEL015312

87 14 AAEL011326 177 7 AAEL008332

87 14 AAEL013250 177 7 AAEL015078

87 14 AAEL014425 177 7 AAEL015079

87 14 AAEL014771 177 7 AAEL015265

88 14 AAEL000492 177 7 AAEL015266

88 14 AAEL000482 177 7 AAEL015267

88 14 AAEL000506 177 7 AAEL015647

88 14 AAEL003659 178 7 AAEL009553

88 14 AAEL003685 178 7 AAEL009556

88 14 AAEL003852 178 7 AAEL009555

88 14 AAEL003828 178 7 AAEL009557

88 14 AAEL003856 178 7 AAEL015140

88 14 AAEL003850 178 7 AAEL015136

88 14 AAEL003836 178 7 AAEL015516

88 14 AAEL003827 179 7 AAEL010272

88 14 AAEL006158 179 7 AAEL013196

88 14 AAEL011424 179 7 AAEL013200

88 14 AAEL012072 179 7 AAEL013195

89 14 AAEL000130 179 7 AAEL013190

89 14 AAEL000114 179 7 AAEL013192

89 14 AAEL000808 179 7 AAEL013193

89 14 AAEL002749 180 7 AAEL010418

89 14 AAEL002745 180 7 AAEL010409

89 14 AAEL003033 180 7 AAEL010415

89 14 AAEL004959 180 7 AAEL010428

89 14 AAEL005456 180 7 AAEL010426

89 14 AAEL006218 180 7 AAEL010410

89 14 AAEL006217 180 7 AAEL015286

89 14 AAEL007520 181 7 AAEL012652
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89 14 AAEL009525 181 7 AAEL012651

89 14 AAEL009940 181 7 AAEL012645

89 14 AAEL012729 181 7 AAEL012641

90 13 AAEL002891 181 7 AAEL012649

90 13 AAEL004042 181 7 AAEL012646

90 13 AAEL004043 181 7 AAEL015253

90 13 AAEL005709 182 7 AAEL013437

90 13 AAEL006743 182 7 AAEL013444

90 13 AAEL009373 182 7 AAEL013443

90 13 AAEL009818 182 7 AAEL013442

90 13 AAEL010806 182 7 AAEL015155

90 13 AAEL012413 182 7 AAEL015152

90 13 AAEL012952 182 7 AAEL015153

90 13 AAEL014822 183 6 AAEL000044

90 13 AAEL014820 183 6 AAEL005694

90 13 AAEL015623 183 6 AAEL007880

91 13 AAEL000413 183 6 AAEL007887

91 13 AAEL000462 183 6 AAEL007878

91 13 AAEL003329 183 6 AAEL014995

91 13 AAEL003341 184 6 AAEL000123

91 13 AAEL003328 184 6 AAEL000156

91 13 AAEL003353 184 6 AAEL000536

91 13 AAEL003350 184 6 AAEL000803

91 13 AAEL014685 184 6 AAEL001018

91 13 AAEL014688 184 6 AAEL011405

91 13 AAEL014686 185 6 AAEL000223

91 13 AAEL014690 185 6 AAEL004369

91 13 AAEL015150 185 6 AAEL004361

91 13 AAEL015149 185 6 AAEL004374

92 13 AAEL000156 185 6 AAEL004367

92 13 AAEL000536 185 6 AAEL005481

92 13 AAEL000803 186 6 AAEL000301

92 13 AAEL002558 186 6 AAEL011704

92 13 AAEL003209 186 6 AAEL011708

92 13 AAEL005338 186 6 AAEL012827

92 13 AAEL005323 186 6 AAEL014843

92 13 AAEL005317 186 6 AAEL014845

92 13 AAEL006477 187 6 AAEL000334

92 13 AAEL007281 187 6 AAEL003855

92 13 AAEL009295 187 6 AAEL006102

92 13 AAEL012977 187 6 AAEL006096

92 13 AAEL013508 187 6 AAEL006095

93 13 AAEL012650 187 6 AAEL006090

93 13 AAEL012652 188 6 AAEL000778

93 13 AAEL012651 188 6 AAEL002408

93 13 AAEL012643 188 6 AAEL002432

93 13 AAEL012645 188 6 AAEL002426

93 13 AAEL012648 188 6 AAEL012153

93 13 AAEL012649 188 6 AAEL012157

93 13 AAEL012647 189 6 AAEL001041

93 13 AAEL012644 189 6 AAEL003127

Page 68



93 13 AAEL012646 189 6 AAEL008108

93 13 AAEL012642 189 6 AAEL010070

93 13 AAEL015252 189 6 AAEL013991

93 13 AAEL015254 189 6 AAEL013997

94 13 AAEL000717 190 6 AAEL001456

94 13 AAEL001074 190 6 AAEL005167

94 13 AAEL003499 190 6 AAEL005168

94 13 AAEL006534 190 6 AAEL005164

94 13 AAEL006955 190 6 AAEL014481

94 13 AAEL007299 190 6 AAEL014480

94 13 AAEL007488 191 6 AAEL001654

94 13 AAEL008318 191 6 AAEL001650

94 13 AAEL008421 191 6 AAEL001661

94 13 AAEL009616 191 6 AAEL001634

94 13 AAEL010014 191 6 AAEL007591

94 13 AAEL011166 191 6 AAEL013835

94 13 AAEL011343 192 6 AAEL001667

95 13 AAEL000653 192 6 AAEL001672

95 13 AAEL001855 192 6 AAEL001640

95 13 AAEL001846 192 6 AAEL001632

95 13 AAEL001842 192 6 AAEL007415

95 13 AAEL002000 192 6 AAEL007802

95 13 AAEL003424 193 6 AAEL001912

95 13 AAEL010780 193 6 AAEL004840

95 13 AAEL011016 193 6 AAEL005741

95 13 AAEL011722 193 6 AAEL007736

95 13 AAEL013187 193 6 AAEL013354

95 13 AAEL013269 193 6 AAEL014284

95 13 AAEL015272 194 6 AAEL002141

95 13 AAEL015559 194 6 AAEL005207

96 13 AAEL000509 194 6 AAEL008527

96 13 AAEL000624 194 6 AAEL009233

96 13 AAEL002089 194 6 AAEL009895

96 13 AAEL003883 194 6 AAEL011369

96 13 AAEL009085 195 6 AAEL002300

96 13 AAEL009157 195 6 AAEL002707

96 13 AAEL009261 195 6 AAEL003042

96 13 AAEL012236 195 6 AAEL003023

96 13 AAEL012749 195 6 AAEL007380

96 13 AAEL013429 195 6 AAEL007724

96 13 AAEL014335 196 6 AAEL002493

96 13 AAEL014901 196 6 AAEL002893

96 13 AAEL015539 196 6 AAEL003139

97 13 AAEL000617 196 6 AAEL003148

97 13 AAEL000843 196 6 AAEL013483

97 13 AAEL003644 196 6 AAEL013491

97 13 AAEL004930 197 6 AAEL002672

97 13 AAEL005337 197 6 AAEL002665

97 13 AAEL005520 197 6 AAEL002655

97 13 AAEL008031 197 6 AAEL002677

97 13 AAEL008828 197 6 AAEL002661
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97 13 AAEL009323 197 6 AAEL005666

97 13 AAEL009330 198 6 AAEL003419

97 13 AAEL010894 198 6 AAEL003425

97 13 AAEL010886 198 6 AAEL005530

97 13 AAEL010893 198 6 AAEL005685

98 13 AAEL000496 198 6 AAEL013059

98 13 AAEL000507 198 6 AAEL013367

98 13 AAEL002354 199 6 AAEL003485

98 13 AAEL003612 199 6 AAEL009335

98 13 AAEL003933 199 6 AAEL009435

98 13 AAEL004401 199 6 AAEL009710

98 13 AAEL004390 199 6 AAEL011554

98 13 AAEL005416 199 6 AAEL013450

98 13 AAEL006014 200 6 AAEL003476

98 13 AAEL011941 200 6 AAEL003974

98 13 AAEL012481 200 6 AAEL003963

98 13 AAEL013171 200 6 AAEL003967

98 13 AAEL015354 200 6 AAEL003965

99 13 AAEL003012 200 6 AAEL003952

99 13 AAEL003227 201 6 AAEL004082

99 13 AAEL003212 201 6 AAEL011144

99 13 AAEL004226 201 6 AAEL012654

99 13 AAEL005076 201 6 AAEL014551

99 13 AAEL005805 201 6 AAEL014553

99 13 AAEL007204 201 6 AAEL015093

99 13 AAEL012110 202 6 AAEL004793

99 13 AAEL012786 202 6 AAEL007448

99 13 AAEL012774 202 6 AAEL007764

99 13 AAEL012918 202 6 AAEL010912

99 13 AAEL013899 202 6 AAEL015110

99 13 AAEL014023 202 6 AAEL015386

100 13 AAEL000516 203 6 AAEL005270

100 13 AAEL000505 203 6 AAEL005259

100 13 AAEL000515 203 6 AAEL010392

100 13 AAEL001899 203 6 AAEL011177

100 13 AAEL002133 203 6 AAEL011180

100 13 AAEL002904 203 6 AAEL012038

100 13 AAEL002917 204 6 AAEL005779

100 13 AAEL004023 204 6 AAEL008278

100 13 AAEL006600 204 6 AAEL008281

100 13 AAEL007335 204 6 AAEL008279

100 13 AAEL010062 204 6 AAEL008271

100 13 AAEL012486 204 6 AAEL008275

100 13 AAEL014435 205 6 AAEL006224

101 13 AAEL000066 205 6 AAEL007893

101 13 AAEL000018 205 6 AAEL008152

101 13 AAEL000027 205 6 AAEL008159

101 13 AAEL000095 205 6 AAEL010137

101 13 AAEL000007 205 6 AAEL012433

101 13 AAEL000047 206 6 AAEL006393

101 13 AAEL000089 206 6 AAEL006396
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101 13 AAEL000039 206 6 AAEL006398

101 13 AAEL000063 206 6 AAEL006385

101 13 AAEL000011 206 6 AAEL006387

101 13 AAEL000052 206 6 AAEL014431

101 13 AAEL000031 207 6 AAEL006973

101 13 AAEL015429 207 6 AAEL010583

102 13 AAEL003779 207 6 AAEL012112

102 13 AAEL004645 207 6 AAEL014066

102 13 AAEL004609 207 6 AAEL014076

102 13 AAEL004618 207 6 AAEL014621

102 13 AAEL004649 208 6 AAEL011622

102 13 AAEL004628 208 6 AAEL011610

102 13 AAEL004606 208 6 AAEL011616

102 13 AAEL004637 208 6 AAEL011619

102 13 AAEL004638 208 6 AAEL014390

102 13 AAEL004617 208 6 AAEL014385

102 13 AAEL004604 209 6 AAEL011677

102 13 AAEL009247 209 6 AAEL011676

102 13 AAEL009250 209 6 AAEL014664

103 13 AAEL000201 209 6 AAEL014662

103 13 AAEL005272 209 6 AAEL014663

103 13 AAEL009395 209 6 AAEL014665

103 13 AAEL009404 210 6 AAEL012643

103 13 AAEL009393 210 6 AAEL012653

103 13 AAEL009397 210 6 AAEL012648

103 13 AAEL009411 210 6 AAEL012642

103 13 AAEL009618 210 6 AAEL015252

103 13 AAEL010693 210 6 AAEL015254

103 13 AAEL010696 211 5 AAEL000082

103 13 AAEL011817 211 5 AAEL000075

103 13 AAEL013025 211 5 AAEL000048

103 13 AAEL013736 211 5 AAEL011174

104 13 AAEL002185 211 5 AAEL015071

104 13 AAEL002212 212 5 AAEL000057

104 13 AAEL002211 212 5 AAEL003507

104 13 AAEL002233 212 5 AAEL007613

104 13 AAEL002187 212 5 AAEL007619

104 13 AAEL002231 212 5 AAEL014337

104 13 AAEL002181 213 5 AAEL000023

104 13 AAEL002229 213 5 AAEL004550

104 13 AAEL002223 213 5 AAEL006770

104 13 AAEL002241 213 5 AAEL010683

104 13 AAEL002197 213 5 AAEL012241

104 13 AAEL002191 214 5 AAEL000014

104 13 AAEL002246 214 5 AAEL007345

105 13 AAEL001110 214 5 AAEL010216

105 13 AAEL001145 214 5 AAEL011638

105 13 AAEL003662 214 5 AAEL014581

105 13 AAEL004251 215 5 AAEL000146

105 13 AAEL004410 215 5 AAEL000105

105 13 AAEL004437 215 5 AAEL000150
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105 13 AAEL006439 215 5 AAEL000111

105 13 AAEL010411 215 5 AAEL000143

105 13 AAEL010530 216 5 AAEL000153

105 13 AAEL012935 216 5 AAEL005251

105 13 AAEL013312 216 5 AAEL006084

105 13 AAEL014391 216 5 AAEL009385

105 13 AAEL014504 216 5 AAEL014044

106 12 AAEL000227 217 5 AAEL000333

106 12 AAEL000256 217 5 AAEL000369

106 12 AAEL000234 217 5 AAEL000302

106 12 AAEL002741 217 5 AAEL000361

106 12 AAEL005374 217 5 AAEL000317

106 12 AAEL005979 218 5 AAEL000344

106 12 AAEL007748 218 5 AAEL000377

106 12 AAEL008370 218 5 AAEL000319

106 12 AAEL009420 218 5 AAEL013720

106 12 AAEL009432 218 5 AAEL013719

106 12 AAEL009423 219 5 AAEL000356

106 12 AAEL011222 219 5 AAEL000379

107 12 AAEL007154 219 5 AAEL000353

107 12 AAEL007549 219 5 AAEL000363

107 12 AAEL011198 219 5 AAEL005090

107 12 AAEL011268 220 5 AAEL000598

107 12 AAEL011264 220 5 AAEL000627

107 12 AAEL011260 220 5 AAEL000625

107 12 AAEL011259 220 5 AAEL004223

107 12 AAEL011263 220 5 AAEL015515

107 12 AAEL012666 221 5 AAEL000767

107 12 AAEL012955 221 5 AAEL004981

107 12 AAEL015260 221 5 AAEL005495

107 12 AAEL015262 221 5 AAEL007689

108 12 AAEL001323 221 5 AAEL012549

108 12 AAEL001294 222 5 AAEL000757

108 12 AAEL001306 222 5 AAEL001020

108 12 AAEL001309 222 5 AAEL001035

108 12 AAEL001295 222 5 AAEL001022

108 12 AAEL001287 222 5 AAEL013662

108 12 AAEL004987 223 5 AAEL000820

108 12 AAEL013324 223 5 AAEL000797

108 12 AAEL013323 223 5 AAEL000829

108 12 AAEL013327 223 5 AAEL000813

108 12 AAEL013326 223 5 AAEL000834

108 12 AAEL014366 224 5 AAEL000800

109 12 AAEL001863 224 5 AAEL000842

109 12 AAEL001839 224 5 AAEL005490

109 12 AAEL001840 224 5 AAEL010922

109 12 AAEL001844 224 5 AAEL012893

109 12 AAEL003781 225 5 AAEL000870

109 12 AAEL008604 225 5 AAEL000916

109 12 AAEL008600 225 5 AAEL000881

109 12 AAEL008609 225 5 AAEL000913
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109 12 AAEL008599 225 5 AAEL000921

109 12 AAEL010782 226 5 AAEL001173

109 12 AAEL010776 226 5 AAEL005477

109 12 AAEL015417 226 5 AAEL006181

110 12 AAEL000392 226 5 AAEL009925

110 12 AAEL000642 226 5 AAEL014361

110 12 AAEL000651 227 5 AAEL001205

110 12 AAEL000667 227 5 AAEL002536

110 12 AAEL000678 227 5 AAEL005774

110 12 AAEL003434 227 5 AAEL006008

110 12 AAEL009524 227 5 AAEL008374

110 12 AAEL010536 228 5 AAEL001337

110 12 AAEL010532 228 5 AAEL002571

110 12 AAEL010537 228 5 AAEL003108

110 12 AAEL010540 228 5 AAEL004623

110 12 AAEL014710 228 5 AAEL007888

111 12 AAEL000763 229 5 AAEL001508

111 12 AAEL001009 229 5 AAEL003114

111 12 AAEL001262 229 5 AAEL004667

111 12 AAEL003036 229 5 AAEL004672

111 12 AAEL006250 229 5 AAEL008856

111 12 AAEL006245 230 5 AAEL001574

111 12 AAEL006272 230 5 AAEL004668

111 12 AAEL006729 230 5 AAEL005493

111 12 AAEL011133 230 5 AAEL011012

111 12 AAEL012888 230 5 AAEL015296

111 12 AAEL014308 231 5 AAEL001660

111 12 AAEL014832 231 5 AAEL004269

112 12 AAEL000722 231 5 AAEL004248

112 12 AAEL001085 231 5 AAEL006055

112 12 AAEL004065 231 5 AAEL007002

112 12 AAEL008149 232 5 AAEL001646

112 12 AAEL010363 232 5 AAEL008931

112 12 AAEL010350 232 5 AAEL008932

112 12 AAEL012296 232 5 AAEL008928

112 12 AAEL012939 232 5 AAEL013373

112 12 AAEL014157 233 5 AAEL001711

112 12 AAEL014673 233 5 AAEL009339

112 12 AAEL014889 233 5 AAEL012125

112 12 AAEL015379 233 5 AAEL012152

113 12 AAEL000344 233 5 AAEL015125

113 12 AAEL000319 234 5 AAEL002133

113 12 AAEL000350 234 5 AAEL006207

113 12 AAEL001189 234 5 AAEL014434

113 12 AAEL001153 234 5 AAEL014435

113 12 AAEL001487 234 5 AAEL014436

113 12 AAEL004516 235 5 AAEL002178

113 12 AAEL009433 235 5 AAEL003565

113 12 AAEL013720 235 5 AAEL012075

113 12 AAEL013719 235 5 AAEL013565

113 12 AAEL014876 235 5 AAEL013716
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113 12 AAEL014874 236 5 AAEL002494

114 12 AAEL003154 236 5 AAEL005151

114 12 AAEL004086 236 5 AAEL005697

114 12 AAEL004095 236 5 AAEL009610

114 12 AAEL004118 236 5 AAEL013024

114 12 AAEL004096 237 5 AAEL002676

114 12 AAEL004102 237 5 AAEL004299

114 12 AAEL004088 237 5 AAEL009310

114 12 AAEL007275 237 5 AAEL009316

114 12 AAEL008663 237 5 AAEL012873

114 12 AAEL009134 238 5 AAEL002845

114 12 AAEL013096 238 5 AAEL005845

114 12 AAEL015002 238 5 AAEL006242

115 12 AAEL001244 238 5 AAEL007306

115 12 AAEL001393 238 5 AAEL015065

115 12 AAEL001509 239 5 AAEL003277

115 12 AAEL001530 239 5 AAEL006593

115 12 AAEL001519 239 5 AAEL012824

115 12 AAEL002100 239 5 AAEL013405

115 12 AAEL004600 239 5 AAEL014125

115 12 AAEL005726 240 5 AAEL003617

115 12 AAEL007721 240 5 AAEL011356

115 12 AAEL011061 240 5 AAEL012455

115 12 AAEL013487 240 5 AAEL012457

115 12 AAEL015597 240 5 AAEL015034

116 11 AAEL000824 241 5 AAEL003655

116 11 AAEL001936 241 5 AAEL003699

116 11 AAEL003295 241 5 AAEL004181

116 11 AAEL003447 241 5 AAEL009993

116 11 AAEL003674 241 5 AAEL009992

116 11 AAEL003788 242 5 AAEL003726

116 11 AAEL005721 242 5 AAEL003738

116 11 AAEL010138 242 5 AAEL003737

116 11 AAEL010315 242 5 AAEL003740

116 11 AAEL011840 242 5 AAEL003728

116 11 AAEL011836 243 5 AAEL003844

117 11 AAEL005521 243 5 AAEL005294

117 11 AAEL008708 243 5 AAEL005293

117 11 AAEL008699 243 5 AAEL012001

117 11 AAEL008698 243 5 AAEL012003

117 11 AAEL008702 244 5 AAEL003894

117 11 AAEL009038 244 5 AAEL003889

117 11 AAEL012351 244 5 AAEL007064

117 11 AAEL012590 244 5 AAEL009178

117 11 AAEL012589 244 5 AAEL009176

117 11 AAEL012663 245 5 AAEL004222

117 11 AAEL012664 245 5 AAEL004201

118 11 AAEL001317 245 5 AAEL006809

118 11 AAEL004445 245 5 AAEL006849

118 11 AAEL004456 245 5 AAEL011280

118 11 AAEL004911 246 5 AAEL004293
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118 11 AAEL008463 246 5 AAEL006416

118 11 AAEL008728 246 5 AAEL009222

118 11 AAEL009913 246 5 AAEL009224

118 11 AAEL010317 246 5 AAEL015489

118 11 AAEL011649 247 5 AAEL004389

118 11 AAEL012015 247 5 AAEL005749

118 11 AAEL014904 247 5 AAEL005752

119 11 AAEL001527 247 5 AAEL005763

119 11 AAEL002308 247 5 AAEL011978

119 11 AAEL003065 248 5 AAEL004505

119 11 AAEL006713 248 5 AAEL008411

119 11 AAEL006790 248 5 AAEL009682

119 11 AAEL009061 248 5 AAEL010957

119 11 AAEL010074 248 5 AAEL010959

119 11 AAEL010535 249 5 AAEL005249

119 11 AAEL011111 249 5 AAEL005244

119 11 AAEL014030 249 5 AAEL005491

119 11 AAEL015059 249 5 AAEL014428

120 11 AAEL000550 249 5 AAEL015551

120 11 AAEL000583 250 5 AAEL005702

120 11 AAEL000895 250 5 AAEL007616

120 11 AAEL005454 250 5 AAEL007611

120 11 AAEL006788 250 5 AAEL010609

120 11 AAEL009465 250 5 AAEL010615

120 11 AAEL009883 251 5 AAEL005759

120 11 AAEL010080 251 5 AAEL005756

120 11 AAEL010855 251 5 AAEL005890

120 11 AAEL011123 251 5 AAEL005884

120 11 AAEL011653 251 5 AAEL007339

121 11 AAEL003541 252 5 AAEL006241

121 11 AAEL003840 252 5 AAEL007930

121 11 AAEL003844 252 5 AAEL012981

121 11 AAEL005294 252 5 AAEL012982

121 11 AAEL005293 252 5 AAEL014700

121 11 AAEL009842 253 5 AAEL006591

121 11 AAEL009850 253 5 AAEL009141

121 11 AAEL009845 253 5 AAEL009143

121 11 AAEL012001 253 5 AAEL010285

121 11 AAEL012003 253 5 AAEL010283

121 11 AAEL012135 254 5 AAEL006624

122 11 AAEL001380 254 5 AAEL006607

122 11 AAEL001373 254 5 AAEL006605

122 11 AAEL001500 254 5 AAEL006620

122 11 AAEL007120 254 5 AAEL006600

122 11 AAEL008694 255 5 AAEL006656

122 11 AAEL008685 255 5 AAEL007716

122 11 AAEL010744 255 5 AAEL012300

122 11 AAEL011247 255 5 AAEL012293

122 11 AAEL013168 255 5 AAEL012806

122 11 AAEL013765 256 5 AAEL006675

122 11 AAEL013763 256 5 AAEL008164
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123 11 AAEL004046 256 5 AAEL008516

123 11 AAEL004463 256 5 AAEL010567

123 11 AAEL004664 256 5 AAEL011150

123 11 AAEL006293 257 5 AAEL006722

123 11 AAEL007386 257 5 AAEL011229

123 11 AAEL009548 257 5 AAEL011228

123 11 AAEL009549 257 5 AAEL014409

123 11 AAEL009544 257 5 AAEL015552

123 11 AAEL011786 258 5 AAEL006778

123 11 AAEL011924 258 5 AAEL009983

123 11 AAEL013184 258 5 AAEL009986

124 11 AAEL000525 258 5 AAEL013160

124 11 AAEL000518 258 5 AAEL013886

124 11 AAEL000494 259 5 AAEL006981

124 11 AAEL000497 259 5 AAEL009071

124 11 AAEL003687 259 5 AAEL009279

124 11 AAEL003706 259 5 AAEL009312

124 11 AAEL003818 259 5 AAEL012585

124 11 AAEL003826 260 5 AAEL007271

124 11 AAEL003851 260 5 AAEL013945

124 11 AAEL003862 260 5 AAEL013946

124 11 AAEL007005 260 5 AAEL013944

125 11 AAEL001371 260 5 AAEL013949

125 11 AAEL002207 261 5 AAEL007464

125 11 AAEL003678 261 5 AAEL007456

125 11 AAEL004266 261 5 AAEL007461

125 11 AAEL005715 261 5 AAEL007468

125 11 AAEL007364 261 5 AAEL015380

125 11 AAEL007750 262 5 AAEL008479

125 11 AAEL009833 262 5 AAEL008487

125 11 AAEL013065 262 5 AAEL008488

125 11 AAEL013382 262 5 AAEL008473

125 11 AAEL014050 262 5 AAEL015483

126 11 AAEL000962 263 5 AAEL008580

126 11 AAEL001603 263 5 AAEL008843

126 11 AAEL006343 263 5 AAEL009728

126 11 AAEL008840 263 5 AAEL011859

126 11 AAEL011038 263 5 AAEL013843

126 11 AAEL012249 264 5 AAEL008588

126 11 AAEL013381 264 5 AAEL011248

126 11 AAEL013600 264 5 AAEL014227

126 11 AAEL013762 264 5 AAEL014846

126 11 AAEL014660 264 5 AAEL014847

126 11 AAEL015560 265 5 AAEL010477

127 11 AAEL000510 265 5 AAEL010487

127 11 AAEL003676 265 5 AAEL011492

127 11 AAEL004989 265 5 AAEL014819

127 11 AAEL007239 265 5 AAEL014811

127 11 AAEL008419 266 5 AAEL010666

127 11 AAEL008415 266 5 AAEL010662

127 11 AAEL008437 266 5 AAEL011499
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127 11 AAEL008445 266 5 AAEL015566

127 11 AAEL011738 266 5 AAEL015567

127 11 AAEL011985 267 5 AAEL012703

127 11 AAEL012869 267 5 AAEL012697

128 11 AAEL000092 267 5 AAEL012696

128 11 AAEL001090 267 5 AAEL012695

128 11 AAEL006764 267 5 AAEL015661

128 11 AAEL007954 268 4 AAEL000051

128 11 AAEL007951 268 4 AAEL000071

128 11 AAEL007964 268 4 AAEL000073

128 11 AAEL007946 268 4 AAEL012377

128 11 AAEL007962 269 4 AAEL000078

128 11 AAEL007947 269 4 AAEL000754

128 11 AAEL010582 269 4 AAEL004807

128 11 AAEL011752 269 4 AAEL015033

129 11 AAEL000037 270 4 AAEL000121

129 11 AAEL000038 270 4 AAEL005392

129 11 AAEL000086 270 4 AAEL009062

129 11 AAEL000099 270 4 AAEL011040

129 11 AAEL000028 271 4 AAEL000249

129 11 AAEL000760 271 4 AAEL006262

129 11 AAEL005064 271 4 AAEL008213

129 11 AAEL005093 271 4 AAEL008211

129 11 AAEL006168 272 4 AAEL000274

129 11 AAEL014354 272 4 AAEL000259

129 11 AAEL014349 272 4 AAEL006271

130 11 AAEL004614 272 4 AAEL011498

130 11 AAEL004626 273 4 AAEL000414

130 11 AAEL004610 273 4 AAEL009170

130 11 AAEL004650 273 4 AAEL010327

130 11 AAEL004627 273 4 AAEL014151

130 11 AAEL004636 274 4 AAEL000597

130 11 AAEL004640 274 4 AAEL001196

130 11 AAEL004608 274 4 AAEL012421

130 11 AAEL004629 274 4 AAEL013873

130 11 AAEL004644 275 4 AAEL000714

130 11 AAEL004601 275 4 AAEL004496

131 11 AAEL000793 275 4 AAEL013109

131 11 AAEL002682 275 4 AAEL013111

131 11 AAEL002693 276 4 AAEL000764

131 11 AAEL006297 276 4 AAEL002650

131 11 AAEL006524 276 4 AAEL003432

131 11 AAEL009239 276 4 AAEL006590

131 11 AAEL009695 277 4 AAEL000770

131 11 AAEL010269 277 4 AAEL003001

131 11 AAEL011798 277 4 AAEL005387

131 11 AAEL011802 277 4 AAEL007708

131 11 AAEL011797 278 4 AAEL000843

132 11 AAEL015674 278 4 AAEL005520

132 11 AAEL015675 278 4 AAEL010894

132 11 AAEL015677 278 4 AAEL010893
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132 11 AAEL015676 279 4 AAEL000914

132 11 AAEL015682 279 4 AAEL000909

132 11 AAEL015684 279 4 AAEL000879

132 11 AAEL015683 279 4 AAEL000878

132 11 AAEL015678 280 4 AAEL001141

132 11 AAEL015681 280 4 AAEL008484

132 11 AAEL015679 280 4 AAEL010502

132 11 AAEL015680 280 4 AAEL010499

133 11 AAEL000395 281 4 AAEL001117

133 11 AAEL001304 281 4 AAEL004380

133 11 AAEL002062 281 4 AAEL004560

133 11 AAEL005381 281 4 AAEL004795

133 11 AAEL007190 282 4 AAEL001175

133 11 AAEL007397 282 4 AAEL002602

133 11 AAEL009588 282 4 AAEL004146

133 11 AAEL009600 282 4 AAEL011967

133 11 AAEL011323 283 4 AAEL001272

133 11 AAEL013270 283 4 AAEL008354

133 11 AAEL013546 283 4 AAEL010710

134 11 AAEL001879 283 4 AAEL015452

134 11 AAEL002442 284 4 AAEL001290

134 11 AAEL003356 284 4 AAEL001319

134 11 AAEL005132 284 4 AAEL007922

134 11 AAEL006871 284 4 AAEL013789

134 11 AAEL008049 285 4 AAEL001344

134 11 AAEL008052 285 4 AAEL005120

134 11 AAEL009056 285 4 AAEL006064

134 11 AAEL010239 285 4 AAEL012039

134 11 AAEL010261 286 4 AAEL001504

134 11 AAEL012501 286 4 AAEL001731

135 11 AAEL000402 286 4 AAEL003370

135 11 AAEL002853 286 4 AAEL003400

135 11 AAEL003505 287 4 AAEL001617

135 11 AAEL003519 287 4 AAEL011409

135 11 AAEL003646 287 4 AAEL013563

135 11 AAEL005255 287 4 AAEL013893

135 11 AAEL005558 288 4 AAEL001622

135 11 AAEL008953 288 4 AAEL003013

135 11 AAEL009734 288 4 AAEL003359

135 11 AAEL011371 288 4 AAEL015365

135 11 AAEL012671 289 4 AAEL001699

136 10 AAEL000600 289 4 AAEL001687

136 10 AAEL000632 289 4 AAEL001691

136 10 AAEL000618 289 4 AAEL009513

136 10 AAEL000599 290 4 AAEL001823

136 10 AAEL008277 290 4 AAEL007692

136 10 AAEL008847 290 4 AAEL009901

136 10 AAEL010739 290 4 AAEL009905

136 10 AAEL010740 291 4 AAEL001902

136 10 AAEL014566 291 4 AAEL007542

136 10 AAEL015250 291 4 AAEL010951
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137 10 AAEL001441 291 4 AAEL011981

137 10 AAEL001462 292 4 AAEL002087

137 10 AAEL004709 292 4 AAEL008436

137 10 AAEL007171 292 4 AAEL014556

137 10 AAEL010446 292 4 AAEL015053

137 10 AAEL011108 293 4 AAEL002158

137 10 AAEL011567 293 4 AAEL004335

137 10 AAEL014331 293 4 AAEL007383

137 10 AAEL014750 293 4 AAEL010396

137 10 AAEL014763 294 4 AAEL002255

138 10 AAEL001191 294 4 AAEL004847

138 10 AAEL001670 294 4 AAEL004827

138 10 AAEL004185 294 4 AAEL014713

138 10 AAEL004277 295 4 AAEL002462

138 10 AAEL006240 295 4 AAEL008464

138 10 AAEL008930 295 4 AAEL010863

138 10 AAEL009275 295 4 AAEL011726

138 10 AAEL011172 296 4 AAEL002495

138 10 AAEL013181 296 4 AAEL004798

138 10 AAEL013879 296 4 AAEL006953

139 10 AAEL001626 296 4 AAEL009543

139 10 AAEL001968 297 4 AAEL002855

139 10 AAEL005496 297 4 AAEL007727

139 10 AAEL007959 297 4 AAEL010649

139 10 AAEL008146 297 4 AAEL014020

139 10 AAEL010905 298 4 AAEL003003

139 10 AAEL013490 298 4 AAEL003028

139 10 AAEL013756 298 4 AAEL006047

139 10 AAEL014156 298 4 AAEL012248

139 10 AAEL014762 299 4 AAEL002992

140 10 AAEL006335 299 4 AAEL012801

140 10 AAEL006706 299 4 AAEL012813

140 10 AAEL007510 299 4 AAEL013047

140 10 AAEL007507 300 4 AAEL003116

140 10 AAEL008518 300 4 AAEL012004

140 10 AAEL010647 300 4 AAEL013535

140 10 AAEL011139 300 4 AAEL013704

140 10 AAEL011516 301 4 AAEL003194

140 10 AAEL013807 301 4 AAEL007892

140 10 AAEL014765 301 4 AAEL009764

141 10 AAEL001237 301 4 AAEL015629

141 10 AAEL002302 302 4 AAEL003251

141 10 AAEL005483 302 4 AAEL012625

141 10 AAEL005941 302 4 AAEL012777

141 10 AAEL008748 302 4 AAEL012782

141 10 AAEL008752 303 4 AAEL003428

141 10 AAEL009054 303 4 AAEL003405

141 10 AAEL010552 303 4 AAEL003430

141 10 AAEL012828 303 4 AAEL003406

141 10 AAEL013370 304 4 AAEL003439

142 10 AAEL000646 304 4 AAEL003444
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142 10 AAEL000654 304 4 AAEL012143

142 10 AAEL000639 304 4 AAEL014348

142 10 AAEL004538 305 4 AAEL003463

142 10 AAEL006452 305 4 AAEL003480

142 10 AAEL008037 305 4 AAEL005592

142 10 AAEL010596 305 4 AAEL005571

142 10 AAEL011095 306 4 AAEL003601

142 10 AAEL012823 306 4 AAEL003584

142 10 AAEL012972 306 4 AAEL003585

143 10 AAEL000155 306 4 AAEL007872

143 10 AAEL000961 307 4 AAEL003633

143 10 AAEL003650 307 4 AAEL011520

143 10 AAEL003745 307 4 AAEL011519

143 10 AAEL007788 307 4 AAEL012109

143 10 AAEL008063 308 4 AAEL003702

143 10 AAEL010862 308 4 AAEL006388

143 10 AAEL011279 308 4 AAEL009301

143 10 AAEL011721 308 4 AAEL011914

143 10 AAEL013616 309 4 AAEL003722

144 10 AAEL002531 309 4 AAEL003716

144 10 AAEL008539 309 4 AAEL005127

144 10 AAEL008536 309 4 AAEL015450

144 10 AAEL008540 310 4 AAEL003897

144 10 AAEL008549 310 4 AAEL003868

144 10 AAEL008523 310 4 AAEL003893

144 10 AAEL008531 310 4 AAEL013313

144 10 AAEL008551 311 4 AAEL003914

144 10 AAEL008548 311 4 AAEL009937

144 10 AAEL012470 311 4 AAEL010294

145 10 AAEL000064 311 4 AAEL014012

145 10 AAEL000024 312 4 AAEL003948

145 10 AAEL000029 312 4 AAEL010092

145 10 AAEL004863 312 4 AAEL014225

145 10 AAEL005325 312 4 AAEL014293

145 10 AAEL005738 313 4 AAEL004051

145 10 AAEL006830 313 4 AAEL004078

145 10 AAEL006985 313 4 AAEL005552

145 10 AAEL007374 313 4 AAEL011746

145 10 AAEL011699 314 4 AAEL004103

146 10 AAEL000875 314 4 AAEL004092

146 10 AAEL005780 314 4 AAEL006326

146 10 AAEL007268 314 4 AAEL006348

146 10 AAEL007471 315 4 AAEL004141

146 10 AAEL010755 315 4 AAEL007503

146 10 AAEL011983 315 4 AAEL011091

146 10 AAEL013905 315 4 AAEL015170

146 10 AAEL014018 316 4 AAEL004229

146 10 AAEL014022 316 4 AAEL009020

146 10 AAEL015436 316 4 AAEL009017

147 10 AAEL000910 316 4 AAEL009016

147 10 AAEL000876 317 4 AAEL004507
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147 10 AAEL000871 317 4 AAEL004487

147 10 AAEL001747 317 4 AAEL004486

147 10 AAEL002533 317 4 AAEL004504

147 10 AAEL006774 318 4 AAEL004614

147 10 AAEL007220 318 4 AAEL004627

147 10 AAEL008034 318 4 AAEL004636

147 10 AAEL011027 318 4 AAEL004608

147 10 AAEL013648 319 4 AAEL004610

148 10 AAEL000206 319 4 AAEL004650

148 10 AAEL000308 319 4 AAEL004640

148 10 AAEL000329 319 4 AAEL004644

148 10 AAEL003398 320 4 AAEL004612

148 10 AAEL003710 320 4 AAEL006019

148 10 AAEL003708 320 4 AAEL008297

148 10 AAEL003727 320 4 AAEL013277

148 10 AAEL004665 321 4 AAEL004779

148 10 AAEL015353 321 4 AAEL006244

148 10 AAEL015456 321 4 AAEL007008

149 10 AAEL001256 321 4 AAEL007061

149 10 AAEL001278 322 4 AAEL004785

149 10 AAEL001258 322 4 AAEL004821

149 10 AAEL001265 322 4 AAEL004805

149 10 AAEL001248 322 4 AAEL004814

149 10 AAEL001286 323 4 AAEL004809

149 10 AAEL001263 323 4 AAEL009985

149 10 AAEL014835 323 4 AAEL013885

149 10 AAEL014834 323 4 AAEL013895

149 10 AAEL014833 324 4 AAEL004855

150 10 AAEL003477 324 4 AAEL010884

150 10 AAEL004779 324 4 AAEL012198

150 10 AAEL005799 324 4 AAEL014127

150 10 AAEL007061 325 4 AAEL005014

150 10 AAEL009282 325 4 AAEL005437

150 10 AAEL009421 325 4 AAEL005586

150 10 AAEL011758 325 4 AAEL005575

150 10 AAEL012008 326 4 AAEL005059

150 10 AAEL013279 326 4 AAEL005065

150 10 AAEL013705 326 4 AAEL005229

151 10 AAEL001225 326 4 AAEL005223

151 10 AAEL009243 327 4 AAEL005195

151 10 AAEL009237 327 4 AAEL010463

151 10 AAEL009246 327 4 AAEL014277

151 10 AAEL009236 327 4 AAEL015111

151 10 AAEL015021 328 4 AAEL005467

151 10 AAEL015020 328 4 AAEL006821

151 10 AAEL015022 328 4 AAEL008200

151 10 AAEL015051 328 4 AAEL012231

151 10 AAEL015573 329 4 AAEL005502

152 10 AAEL002435 329 4 AAEL011410

152 10 AAEL002474 329 4 AAEL012472

152 10 AAEL002771 329 4 AAEL014967
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152 10 AAEL003075 330 4 AAEL005642

152 10 AAEL003861 330 4 AAEL006324

152 10 AAEL006301 330 4 AAEL006475

152 10 AAEL008426 330 4 AAEL011646

152 10 AAEL009212 331 4 AAEL005714

152 10 AAEL011779 331 4 AAEL007038

152 10 AAEL013830 331 4 AAEL007032

153 10 AAEL002848 331 4 AAEL015284

153 10 AAEL002851 332 4 AAEL005820

153 10 AAEL004172 332 4 AAEL012314

153 10 AAEL004939 332 4 AAEL012305

153 10 AAEL005084 332 4 AAEL012500

153 10 AAEL005052 333 4 AAEL005818

153 10 AAEL006179 333 4 AAEL006358

153 10 AAEL006642 333 4 AAEL013485

153 10 AAEL012101 333 4 AAEL014563

153 10 AAEL013229 334 4 AAEL005830

154 10 AAEL003202 334 4 AAEL006061

154 10 AAEL003709 334 4 AAEL013089

154 10 AAEL003993 334 4 AAEL015007

154 10 AAEL004784 335 4 AAEL005869

154 10 AAEL004755 335 4 AAEL008483

154 10 AAEL009049 335 4 AAEL011332

154 10 AAEL009501 335 4 AAEL013836

154 10 AAEL010008 336 4 AAEL005969

154 10 AAEL011736 336 4 AAEL005959

154 10 AAEL012439 336 4 AAEL005957

155 10 AAEL003003 336 4 AAEL010369

155 10 AAEL004006 337 4 AAEL006034

155 10 AAEL004008 337 4 AAEL006024

155 10 AAEL004032 337 4 AAEL015161

155 10 AAEL004061 337 4 AAEL015162

155 10 AAEL008055 338 4 AAEL006076

155 10 AAEL008354 338 4 AAEL007169

155 10 AAEL010570 338 4 AAEL007924

155 10 AAEL010710 338 4 AAEL013505

155 10 AAEL012248 339 4 AAEL006145

156 10 AAEL013437 339 4 AAEL009390

156 10 AAEL013444 339 4 AAEL009655

156 10 AAEL013446 339 4 AAEL010425

156 10 AAEL013439 340 4 AAEL006160

156 10 AAEL013443 340 4 AAEL006167

156 10 AAEL013442 340 4 AAEL007036

156 10 AAEL015154 340 4 AAEL007040

156 10 AAEL015155 341 4 AAEL006203

156 10 AAEL015152 341 4 AAEL006190

156 10 AAEL015153 341 4 AAEL014437

157 9 AAEL001938 341 4 AAEL014438

157 9 AAEL008388 342 4 AAEL006212

157 9 AAEL008384 342 4 AAEL006213

157 9 AAEL008386 342 4 AAEL014955
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157 9 AAEL012700 342 4 AAEL014956

157 9 AAEL012701 343 4 AAEL006218

157 9 AAEL012702 343 4 AAEL006217

157 9 AAEL012698 343 4 AAEL007520

157 9 AAEL015146 343 4 AAEL009940

158 9 AAEL000303 344 4 AAEL006673

158 9 AAEL003669 344 4 AAEL006671

158 9 AAEL003820 344 4 AAEL008352

158 9 AAEL004001 344 4 AAEL008666

158 9 AAEL007609 345 4 AAEL006665

158 9 AAEL007925 345 4 AAEL011906

158 9 AAEL008385 345 4 AAEL014560

158 9 AAEL009284 345 4 AAEL015464

158 9 AAEL012499 346 4 AAEL006872

159 9 AAEL000574 346 4 AAEL006922

159 9 AAEL001824 346 4 AAEL008315

159 9 AAEL006553 346 4 AAEL008303

159 9 AAEL007253 347 4 AAEL006999

159 9 AAEL007247 347 4 AAEL007000

159 9 AAEL009158 347 4 AAEL007025

159 9 AAEL009708 347 4 AAEL015537

159 9 AAEL011995 348 4 AAEL007037

159 9 AAEL013845 348 4 AAEL007039

160 9 AAEL000189 348 4 AAEL009474

160 9 AAEL000158 348 4 AAEL010171

160 9 AAEL000169 349 4 AAEL007047

160 9 AAEL004174 349 4 AAEL008342

160 9 AAEL004159 349 4 AAEL008347

160 9 AAEL008339 349 4 AAEL013915

160 9 AAEL008818 350 4 AAEL007104

160 9 AAEL011926 350 4 AAEL007146

160 9 AAEL013504 350 4 AAEL007143

161 9 AAEL002862 350 4 AAEL009619

161 9 AAEL004326 351 4 AAEL007119

161 9 AAEL004898 351 4 AAEL007110

161 9 AAEL004961 351 4 AAEL010703

161 9 AAEL005347 351 4 AAEL010702

161 9 AAEL008554 352 4 AAEL007324

161 9 AAEL008552 352 4 AAEL014164

161 9 AAEL010041 352 4 AAEL014165

161 9 AAEL013596 352 4 AAEL015277

162 9 AAEL000765 353 4 AAEL007711

162 9 AAEL008045 353 4 AAEL007722

162 9 AAEL008817 353 4 AAEL008380

162 9 AAEL011169 353 4 AAEL009528

162 9 AAEL013759 354 4 AAEL008013

162 9 AAEL013757 354 4 AAEL009449

162 9 AAEL013990 354 4 AAEL013018

162 9 AAEL013981 354 4 AAEL015499

162 9 AAEL013983 355 4 AAEL008214

163 9 AAEL001336 355 4 AAEL008201
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163 9 AAEL001698 355 4 AAEL012558

163 9 AAEL005797 355 4 AAEL012560

163 9 AAEL007509 356 4 AAEL008565

163 9 AAEL010371 356 4 AAEL009721

163 9 AAEL011747 356 4 AAEL010241

163 9 AAEL012313 356 4 AAEL013841

163 9 AAEL013119 357 4 AAEL008717

163 9 AAEL014895 357 4 AAEL012533

164 9 AAEL000349 357 4 AAEL012530

164 9 AAEL002130 357 4 AAEL014624

164 9 AAEL003575 358 4 AAEL009050

164 9 AAEL004209 358 4 AAEL009045

164 9 AAEL004233 358 4 AAEL009044

164 9 AAEL007890 358 4 AAEL009396

164 9 AAEL008111 359 4 AAEL009454

164 9 AAEL010865 359 4 AAEL011838

164 9 AAEL012262 359 4 AAEL011840

165 9 AAEL004036 359 4 AAEL011836

165 9 AAEL004003 360 4 AAEL009478

165 9 AAEL004013 360 4 AAEL009484

165 9 AAEL004009 360 4 AAEL013793

165 9 AAEL004021 360 4 AAEL013792

165 9 AAEL004002 361 4 AAEL009567

165 9 AAEL004015 361 4 AAEL009560

165 9 AAEL011809 361 4 AAEL009566

165 9 AAEL011806 361 4 AAEL009559

166 9 AAEL003352 362 4 AAEL009583

166 9 AAEL003469 362 4 AAEL010215

166 9 AAEL005085 362 4 AAEL014591

166 9 AAEL005220 362 4 AAEL015058

166 9 AAEL005722 363 4 AAEL009664

166 9 AAEL006886 363 4 AAEL012165

166 9 AAEL006883 363 4 AAEL012162

166 9 AAEL010299 363 4 AAEL012161

166 9 AAEL011576 364 4 AAEL009743

167 9 AAEL003439 364 4 AAEL009742

167 9 AAEL003444 364 4 AAEL009933

167 9 AAEL005956 364 4 AAEL013832

167 9 AAEL005963 365 4 AAEL009860

167 9 AAEL011562 365 4 AAEL009856

167 9 AAEL012143 365 4 AAEL009855

167 9 AAEL014148 365 4 AAEL009863

167 9 AAEL014348 366 4 AAEL009939

167 9 AAEL014658 366 4 AAEL010828

168 9 AAEL007592 366 4 AAEL013015

168 9 AAEL007591 366 4 AAEL014316

168 9 AAEL009557 367 4 AAEL009956

168 9 AAEL009760 367 4 AAEL009954

168 9 AAEL009956 367 4 AAEL015139

168 9 AAEL013835 367 4 AAEL015135

168 9 AAEL015136 368 4 AAEL010148
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168 9 AAEL015135 368 4 AAEL010140

168 9 AAEL015137 368 4 AAEL010145

169 9 AAEL000135 368 4 AAEL010783

169 9 AAEL000131 369 4 AAEL011038

169 9 AAEL004126 369 4 AAEL013381

169 9 AAEL004135 369 4 AAEL013762

169 9 AAEL007741 369 4 AAEL014660

169 9 AAEL012298 370 4 AAEL011070

169 9 AAEL012297 370 4 AAEL011078

169 9 AAEL012425 370 4 AAEL013566

169 9 AAEL012422 370 4 AAEL013853

170 9 AAEL004195 371 4 AAEL011127

170 9 AAEL004450 371 4 AAEL011122

170 9 AAEL008606 371 4 AAEL011131

170 9 AAEL010017 371 4 AAEL011115

170 9 AAEL012636 372 4 AAEL011126

170 9 AAEL012931 372 4 AAEL011129

170 9 AAEL013073 372 4 AAEL011112

170 9 AAEL014754 372 4 AAEL011130

170 9 AAEL014935 373 4 AAEL011247

171 9 AAEL002180 373 4 AAEL013168

171 9 AAEL002189 373 4 AAEL013765

171 9 AAEL002245 373 4 AAEL013763

171 9 AAEL002202 374 4 AAEL011339

171 9 AAEL002201 374 4 AAEL012715

171 9 AAEL002208 374 4 AAEL012706

171 9 AAEL002239 374 4 AAEL012710

171 9 AAEL002218 375 4 AAEL011458

171 9 AAEL002243 375 4 AAEL011461

172 9 AAEL001350 375 4 AAEL013030

172 9 AAEL004315 375 4 AAEL013031

172 9 AAEL004309 376 4 AAEL011792

172 9 AAEL004318 376 4 AAEL012334

172 9 AAEL004316 376 4 AAEL012335

172 9 AAEL009787 376 4 AAEL012333

172 9 AAEL009799 377 4 AAEL012225

172 9 AAEL012022 377 4 AAEL012228

172 9 AAEL012018 377 4 AAEL012230

173 9 AAEL003701 377 4 AAEL015328

173 9 AAEL005424 378 4 AAEL012521

173 9 AAEL007144 378 4 AAEL014150

173 9 AAEL008102 378 4 AAEL015045

173 9 AAEL008591 378 4 AAEL015046

173 9 AAEL010911 379 4 AAEL012724

173 9 AAEL012285 379 4 AAEL012721

173 9 AAEL012709 379 4 AAEL012726

173 9 AAEL013953 379 4 AAEL012722

174 9 AAEL001618 380 4 AAEL013420

174 9 AAEL004419 380 4 AAEL013419

174 9 AAEL007150 380 4 AAEL013423

174 9 AAEL008035 380 4 AAEL013422
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174 9 AAEL008140 381 4 AAEL013780

174 9 AAEL010732 381 4 AAEL013775

174 9 AAEL014106 381 4 AAEL013772

174 9 AAEL014155 381 4 AAEL013779

174 9 AAEL014256 382 4 AAEL015581

175 9 AAEL001008 382 4 AAEL015580

175 9 AAEL008529 382 4 AAEL015582

175 9 AAEL008547 382 4 AAEL015579

175 9 AAEL008550 383 3 AAEL000045

175 9 AAEL008555 383 3 AAEL011221

175 9 AAEL009499 383 3 AAEL011272

175 9 AAEL012469 384 3 AAEL000080

175 9 AAEL014403 384 3 AAEL000006

175 9 AAEL014398 384 3 AAEL000025

176 9 AAEL004014 385 3 AAEL000010

176 9 AAEL004028 385 3 AAEL002639

176 9 AAEL004025 385 3 AAEL012921

176 9 AAEL004027 386 3 AAEL000108

176 9 AAEL005769 386 3 AAEL000424

176 9 AAEL011808 386 3 AAEL006975

176 9 AAEL012689 387 3 AAEL000136

176 9 AAEL012808 387 3 AAEL000125

176 9 AAEL013046 387 3 AAEL000157

177 9 AAEL010278 388 3 AAEL000117

177 9 AAEL010279 388 3 AAEL000151

177 9 AAEL010272 388 3 AAEL010036

177 9 AAEL013196 389 3 AAEL000144

177 9 AAEL013200 389 3 AAEL002400

177 9 AAEL013195 389 3 AAEL008669

177 9 AAEL013190 390 3 AAEL000226

177 9 AAEL013192 390 3 AAEL013569

177 9 AAEL013193 390 3 AAEL013852

178 9 AAEL001654 391 3 AAEL000321

178 9 AAEL001650 391 3 AAEL007283

178 9 AAEL001661 391 3 AAEL015010

178 9 AAEL001634 392 3 AAEL000432

178 9 AAEL009953 392 3 AAEL012289

178 9 AAEL009954 392 3 AAEL013951

178 9 AAEL013837 393 3 AAEL000454

178 9 AAEL015139 393 3 AAEL010143

178 9 AAEL015138 393 3 AAEL010814

179 9 AAEL000307 394 3 AAEL000466

179 9 AAEL000512 394 3 AAEL001542

179 9 AAEL003155 394 3 AAEL007770

179 9 AAEL007225 395 3 AAEL000520

179 9 AAEL007918 395 3 AAEL000505

179 9 AAEL008036 395 3 AAEL000515

179 9 AAEL008855 396 3 AAEL000480

179 9 AAEL009881 396 3 AAEL013363

179 9 AAEL014313 396 3 AAEL013644

180 9 AAEL012866 397 3 AAEL000529
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180 9 AAEL012860 397 3 AAEL004503

180 9 AAEL012859 397 3 AAEL014189

180 9 AAEL012863 398 3 AAEL000572

180 9 AAEL012864 398 3 AAEL003643

180 9 AAEL012862 398 3 AAEL008144

180 9 AAEL012870 399 3 AAEL000564

180 9 AAEL012867 399 3 AAEL003083

180 9 AAEL013851 399 3 AAEL005367

181 9 AAEL007037 400 3 AAEL000628

181 9 AAEL007039 400 3 AAEL000614

181 9 AAEL009474 400 3 AAEL006465

181 9 AAEL010171 401 3 AAEL000636

181 9 AAEL011608 401 3 AAEL007976

181 9 AAEL012380 401 3 AAEL007967

181 9 AAEL013112 402 3 AAEL000648

181 9 AAEL014640 402 3 AAEL002365

181 9 AAEL014989 402 3 AAEL012050

182 9 AAEL001796 403 3 AAEL000734

182 9 AAEL003020 403 3 AAEL001398

182 9 AAEL005864 403 3 AAEL011695

182 9 AAEL006916 404 3 AAEL000761

182 9 AAEL007202 404 3 AAEL005542

182 9 AAEL008043 404 3 AAEL015504

182 9 AAEL011231 405 3 AAEL000769

182 9 AAEL013518 405 3 AAEL001889

182 9 AAEL015498 405 3 AAEL012621

183 9 AAEL006877 406 3 AAEL000828

183 9 AAEL010919 406 3 AAEL005815

183 9 AAEL011763 406 3 AAEL012311

183 9 AAEL011764 407 3 AAEL000855

183 9 AAEL013501 407 3 AAEL006100

183 9 AAEL013496 407 3 AAEL013732

183 9 AAEL013498 408 3 AAEL000935

183 9 AAEL014544 408 3 AAEL005377

183 9 AAEL014837 408 3 AAEL011846

184 8 AAEL000698 409 3 AAEL001019

184 8 AAEL000776 409 3 AAEL004500

184 8 AAEL001217 409 3 AAEL011382

184 8 AAEL002637 410 3 AAEL001043

184 8 AAEL008511 410 3 AAEL010503

184 8 AAEL011085 410 3 AAEL011270

184 8 AAEL013204 411 3 AAEL001091

184 8 AAEL014180 411 3 AAEL001073

185 8 AAEL001423 411 3 AAEL005790

185 8 AAEL003903 412 3 AAEL001101

185 8 AAEL003915 412 3 AAEL010359

185 8 AAEL006562 412 3 AAEL010977

185 8 AAEL008950 413 3 AAEL001161

185 8 AAEL011421 413 3 AAEL003062

185 8 AAEL013070 413 3 AAEL004403

185 8 AAEL013276 414 3 AAEL001231
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186 8 AAEL004030 414 3 AAEL005992

186 8 AAEL004031 414 3 AAEL014344

186 8 AAEL004024 415 3 AAEL001310

186 8 AAEL004018 415 3 AAEL001303

186 8 AAEL004020 415 3 AAEL008368

186 8 AAEL004016 416 3 AAEL001327

186 8 AAEL007531 416 3 AAEL001348

186 8 AAEL011579 416 3 AAEL007912

187 8 AAEL001897 417 3 AAEL001333

187 8 AAEL001882 417 3 AAEL003179

187 8 AAEL001892 417 3 AAEL010829

187 8 AAEL006969 418 3 AAEL001380

187 8 AAEL006964 418 3 AAEL007120

187 8 AAEL006971 418 3 AAEL010744

187 8 AAEL006968 419 3 AAEL001458

187 8 AAEL006962 419 3 AAEL009777

188 8 AAEL002541 419 3 AAEL013186

188 8 AAEL006580 420 3 AAEL001492

188 8 AAEL007324 420 3 AAEL004520

188 8 AAEL008594 420 3 AAEL013900

188 8 AAEL011217 421 3 AAEL001552

188 8 AAEL014164 421 3 AAEL009333

188 8 AAEL014165 421 3 AAEL012829

188 8 AAEL015277 422 3 AAEL001603

189 8 AAEL000572 422 3 AAEL013600

189 8 AAEL005740 422 3 AAEL015560

189 8 AAEL005793 423 3 AAEL001636

189 8 AAEL007283 423 3 AAEL006574

189 8 AAEL008144 423 3 AAEL011212

189 8 AAEL009232 424 3 AAEL001677

189 8 AAEL010991 424 3 AAEL001704

189 8 AAEL012906 424 3 AAEL001683

190 8 AAEL000078 425 3 AAEL001689

190 8 AAEL000522 425 3 AAEL011647

190 8 AAEL000754 425 3 AAEL014848

190 8 AAEL001161 426 3 AAEL001745

190 8 AAEL003062 426 3 AAEL001740

190 8 AAEL004403 426 3 AAEL001732

190 8 AAEL004807 427 3 AAEL001748

190 8 AAEL015033 427 3 AAEL005568

191 8 AAEL000956 427 3 AAEL005566

191 8 AAEL001954 428 3 AAEL001806

191 8 AAEL003758 428 3 AAEL001793

191 8 AAEL004620 428 3 AAEL010280

191 8 AAEL005655 429 3 AAEL001829

191 8 AAEL006870 429 3 AAEL010289

191 8 AAEL008530 429 3 AAEL012466

191 8 AAEL010731 430 3 AAEL001895

192 8 AAEL002342 430 3 AAEL001900

192 8 AAEL002537 430 3 AAEL005019

192 8 AAEL002513 431 3 AAEL002033
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192 8 AAEL003724 431 3 AAEL006906

192 8 AAEL006122 431 3 AAEL013958

192 8 AAEL007305 432 3 AAEL002086

192 8 AAEL013149 432 3 AAEL005926

192 8 AAEL013452 432 3 AAEL008434

193 8 AAEL000211 433 3 AAEL002051

193 8 AAEL005107 433 3 AAEL002735

193 8 AAEL006011 433 3 AAEL004485

193 8 AAEL006007 434 3 AAEL002143

193 8 AAEL006397 434 3 AAEL005649

193 8 AAEL011506 434 3 AAEL010152

193 8 AAEL013605 435 3 AAEL002174

193 8 AAEL014520 435 3 AAEL003468

194 8 AAEL003125 435 3 AAEL013619

194 8 AAEL004127 436 3 AAEL002221

194 8 AAEL004137 436 3 AAEL010038

194 8 AAEL004778 436 3 AAEL013689

194 8 AAEL005732 437 3 AAEL002275

194 8 AAEL007555 437 3 AAEL005540

194 8 AAEL014452 437 3 AAEL015481

194 8 AAEL015589 438 3 AAEL002264

195 8 AAEL001130 438 3 AAEL012587

195 8 AAEL006719 438 3 AAEL015047

195 8 AAEL007673 439 3 AAEL002274

195 8 AAEL007675 439 3 AAEL010695

195 8 AAEL008456 439 3 AAEL015298

195 8 AAEL008452 440 3 AAEL002302

195 8 AAEL008451 440 3 AAEL010552

195 8 AAEL013421 440 3 AAEL013370

196 8 AAEL000473 441 3 AAEL002343

196 8 AAEL001712 441 3 AAEL011013

196 8 AAEL002604 441 3 AAEL014740

196 8 AAEL007263 442 3 AAEL002346

196 8 AAEL008187 442 3 AAEL011432

196 8 AAEL010897 442 3 AAEL014597

196 8 AAEL012331 443 3 AAEL002350

196 8 AAEL014133 443 3 AAEL002328

197 8 AAEL001458 443 3 AAEL013655

197 8 AAEL004557 444 3 AAEL002336

197 8 AAEL006334 444 3 AAEL009928

197 8 AAEL007913 444 3 AAEL014718

197 8 AAEL009777 445 3 AAEL002381

197 8 AAEL012539 445 3 AAEL011425

197 8 AAEL013186 445 3 AAEL011414

197 8 AAEL015305 446 3 AAEL002412

198 8 AAEL000553 446 3 AAEL014109

198 8 AAEL000594 446 3 AAEL014258

198 8 AAEL003537 447 3 AAEL002449

198 8 AAEL004182 447 3 AAEL002439

198 8 AAEL008427 447 3 AAEL013517

198 8 AAEL013977 448 3 AAEL002537
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198 8 AAEL014377 448 3 AAEL002513

198 8 AAEL014585 448 3 AAEL006122

199 8 AAEL000840 449 3 AAEL002645

199 8 AAEL001367 449 3 AAEL002648

199 8 AAEL001419 449 3 AAEL005639

199 8 AAEL002009 450 3 AAEL002653

199 8 AAEL002836 450 3 AAEL003063

199 8 AAEL004708 450 3 AAEL007804

199 8 AAEL007189 451 3 AAEL002722

199 8 AAEL012925 451 3 AAEL011468

200 8 AAEL003363 451 3 AAEL012200

200 8 AAEL003874 452 3 AAEL002804

200 8 AAEL004295 452 3 AAEL004228

200 8 AAEL006987 452 3 AAEL015049

200 8 AAEL006990 453 3 AAEL002833

200 8 AAEL007322 453 3 AAEL009097

200 8 AAEL008674 453 3 AAEL011167

200 8 AAEL010728 454 3 AAEL002826

201 8 AAEL004242 454 3 AAEL003421

201 8 AAEL006207 454 3 AAEL010726

201 8 AAEL006581 455 3 AAEL002882

201 8 AAEL006624 455 3 AAEL002857

201 8 AAEL012687 455 3 AAEL002861

201 8 AAEL012694 456 3 AAEL002904

201 8 AAEL014434 456 3 AAEL002917

201 8 AAEL014436 456 3 AAEL003760

202 8 AAEL001094 457 3 AAEL002954

202 8 AAEL010664 457 3 AAEL002951

202 8 AAEL010659 457 3 AAEL015443

202 8 AAEL013343 458 3 AAEL003015

202 8 AAEL013350 458 3 AAEL008194

202 8 AAEL013339 458 3 AAEL014031

202 8 AAEL013345 459 3 AAEL003026

202 8 AAEL015090 459 3 AAEL005409

203 8 AAEL000077 459 3 AAEL010676

203 8 AAEL001239 460 3 AAEL003106

203 8 AAEL003964 460 3 AAEL007124

203 8 AAEL008693 460 3 AAEL010704

203 8 AAEL010511 461 3 AAEL003122

203 8 AAEL010902 461 3 AAEL003118

203 8 AAEL011256 461 3 AAEL015076

203 8 AAEL014902 462 3 AAEL003145

204 8 AAEL000282 462 3 AAEL012021

204 8 AAEL004168 462 3 AAEL012831

204 8 AAEL005258 463 3 AAEL003152

204 8 AAEL007261 463 3 AAEL004039

204 8 AAEL009464 463 3 AAEL007256

204 8 AAEL009458 464 3 AAEL003209

204 8 AAEL011834 464 3 AAEL009295

204 8 AAEL015461 464 3 AAEL015529

205 8 AAEL000449 465 3 AAEL003245
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205 8 AAEL003530 465 3 AAEL010553

205 8 AAEL005027 465 3 AAEL010548

205 8 AAEL008946 466 3 AAEL003214

205 8 AAEL009830 466 3 AAEL005676

205 8 AAEL013587 466 3 AAEL005672

205 8 AAEL014583 467 3 AAEL003318

205 8 AAEL014764 467 3 AAEL008396

206 8 AAEL001484 467 3 AAEL008381

206 8 AAEL003573 468 3 AAEL003349

206 8 AAEL003789 468 3 AAEL009745

206 8 AAEL004441 468 3 AAEL014689

206 8 AAEL005390 469 3 AAEL003372

206 8 AAEL009392 469 3 AAEL003506

206 8 AAEL009636 469 3 AAEL003504

206 8 AAEL014758 470 3 AAEL003518

207 8 AAEL000706 470 3 AAEL006582

207 8 AAEL002399 470 3 AAEL012062

207 8 AAEL004435 471 3 AAEL003508

207 8 AAEL009872 471 3 AAEL010480

207 8 AAEL009875 471 3 AAEL014817

207 8 AAEL010610 472 3 AAEL003567

207 8 AAEL012579 472 3 AAEL006483

207 8 AAEL013166 472 3 AAEL012067

208 8 AAEL000772 473 3 AAEL003589

208 8 AAEL001717 473 3 AAEL003603

208 8 AAEL002472 473 3 AAEL015447

208 8 AAEL007869 474 3 AAEL003586

208 8 AAEL010577 474 3 AAEL006522

208 8 AAEL010811 474 3 AAEL014457

208 8 AAEL011589 475 3 AAEL003583

208 8 AAEL013164 475 3 AAEL010958

209 8 AAEL000049 475 3 AAEL011187

209 8 AAEL001761 476 3 AAEL003697

209 8 AAEL003572 476 3 AAEL003686

209 8 AAEL005564 476 3 AAEL014980

209 8 AAEL006744 477 3 AAEL003647

209 8 AAEL007801 477 3 AAEL008296

209 8 AAEL008865 477 3 AAEL015418

209 8 AAEL010932 478 3 AAEL003652

210 8 AAEL000580 478 3 AAEL010725

210 8 AAEL000578 478 3 AAEL014523

210 8 AAEL000988 479 3 AAEL003712

210 8 AAEL001898 479 3 AAEL003723

210 8 AAEL002775 479 3 AAEL009670

210 8 AAEL005148 480 3 AAEL003743

210 8 AAEL007638 480 3 AAEL006390

210 8 AAEL013750 480 3 AAEL014053

211 8 AAEL003989 481 3 AAEL003800

211 8 AAEL008630 481 3 AAEL008814

211 8 AAEL008641 481 3 AAEL015316

211 8 AAEL009037 482 3 AAEL003784
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211 8 AAEL010506 482 3 AAEL005283

211 8 AAEL011168 482 3 AAEL013197

211 8 AAEL013123 483 3 AAEL003803

211 8 AAEL013124 483 3 AAEL003782

212 8 AAEL001195 483 3 AAEL005282

212 8 AAEL001833 484 3 AAEL003848

212 8 AAEL002373 484 3 AAEL003821

212 8 AAEL012683 484 3 AAEL003843

212 8 AAEL012685 485 3 AAEL003857

212 8 AAEL012688 485 3 AAEL003841

212 8 AAEL012679 485 3 AAEL003832

212 8 AAEL012680 486 3 AAEL004041

213 8 AAEL000931 486 3 AAEL012046

213 8 AAEL003297 486 3 AAEL015235

213 8 AAEL003298 487 3 AAEL004083

213 8 AAEL003905 487 3 AAEL012717

213 8 AAEL009077 487 3 AAEL014202

213 8 AAEL013330 488 3 AAEL004112

213 8 AAEL014601 488 3 AAEL013528

213 8 AAEL015070 488 3 AAEL014548

214 8 AAEL002170 489 3 AAEL004144

214 8 AAEL003069 489 3 AAEL007140

214 8 AAEL008132 489 3 AAEL010976

214 8 AAEL009032 490 3 AAEL004165

214 8 AAEL010337 490 3 AAEL007384

214 8 AAEL010344 490 3 AAEL009652

214 8 AAEL010944 491 3 AAEL004215

214 8 AAEL010943 491 3 AAEL014213

215 8 AAEL000427 491 3 AAEL014209

215 8 AAEL001448 492 3 AAEL004327

215 8 AAEL001564 492 3 AAEL013469

215 8 AAEL007080 492 3 AAEL014099

215 8 AAEL010399 493 3 AAEL004394

215 8 AAEL012417 493 3 AAEL007586

215 8 AAEL012743 493 3 AAEL013293

215 8 AAEL014026 494 3 AAEL004416

216 8 AAEL001101 494 3 AAEL004586

216 8 AAEL004968 494 3 AAEL011117

216 8 AAEL005499 495 3 AAEL004464

216 8 AAEL008627 495 3 AAEL004479

216 8 AAEL010359 495 3 AAEL009587

216 8 AAEL010977 496 3 AAEL004450

216 8 AAEL012170 496 3 AAEL010017

216 8 AAEL012189 496 3 AAEL014935

217 8 AAEL004310 497 3 AAEL004582

217 8 AAEL005420 497 3 AAEL004580

217 8 AAEL008409 497 3 AAEL004575

217 8 AAEL008900 498 3 AAEL004661

217 8 AAEL009144 498 3 AAEL007839

217 8 AAEL010424 498 3 AAEL011517

217 8 AAEL010849 499 3 AAEL004671
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217 8 AAEL010987 499 3 AAEL004677

218 7 AAEL000465 499 3 AAEL004676

218 7 AAEL000938 500 3 AAEL004687

218 7 AAEL002798 500 3 AAEL004692

218 7 AAEL002945 500 3 AAEL006828

218 7 AAEL005822 501 3 AAEL004737

218 7 AAEL007501 501 3 AAEL011058

218 7 AAEL008099 501 3 AAEL013094

219 7 AAEL013780 502 3 AAEL004790

219 7 AAEL013773 502 3 AAEL011541

219 7 AAEL013775 502 3 AAEL013454

219 7 AAEL013777 503 3 AAEL004811

219 7 AAEL013781 503 3 AAEL013894

219 7 AAEL013772 503 3 AAEL015331

219 7 AAEL013779 504 3 AAEL004853

220 7 AAEL000611 504 3 AAEL006239

220 7 AAEL000598 504 3 AAEL011697

220 7 AAEL000621 505 3 AAEL004868

220 7 AAEL000627 505 3 AAEL004884

220 7 AAEL000625 505 3 AAEL006196

220 7 AAEL004223 506 3 AAEL005081

220 7 AAEL015515 506 3 AAEL005058

221 7 AAEL009837 506 3 AAEL005067

221 7 AAEL009844 507 3 AAEL005049

221 7 AAEL009848 507 3 AAEL005515

221 7 AAEL009836 507 3 AAEL006057

221 7 AAEL009852 508 3 AAEL005287

221 7 AAEL013696 508 3 AAEL008094

221 7 AAEL015114 508 3 AAEL013691

222 7 AAEL002036 509 3 AAEL005308

222 7 AAEL007841 509 3 AAEL013613

222 7 AAEL008101 509 3 AAEL014865

222 7 AAEL008834 510 3 AAEL005349

222 7 AAEL009987 510 3 AAEL005353

222 7 AAEL010311 510 3 AAEL006718

222 7 AAEL014694 511 3 AAEL005422

223 7 AAEL000690 511 3 AAEL013831

223 7 AAEL000705 511 3 AAEL015630

223 7 AAEL000689 512 3 AAEL005439

223 7 AAEL000814 512 3 AAEL005430

223 7 AAEL000830 512 3 AAEL006897

223 7 AAEL006496 513 3 AAEL005458

223 7 AAEL011193 513 3 AAEL010471

224 7 AAEL000138 513 3 AAEL011355

224 7 AAEL002812 514 3 AAEL005506

224 7 AAEL005928 514 3 AAEL007873

224 7 AAEL010230 514 3 AAEL011223

224 7 AAEL012328 515 3 AAEL005675

224 7 AAEL013043 515 3 AAEL014007

224 7 AAEL013479 515 3 AAEL014386

225 7 AAEL000127 516 3 AAEL005668
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225 7 AAEL000101 516 3 AAEL010973

225 7 AAEL000119 516 3 AAEL010969

225 7 AAEL000415 517 3 AAEL005665

225 7 AAEL001128 517 3 AAEL005673

225 7 AAEL002670 517 3 AAEL014078

225 7 AAEL005062 518 3 AAEL005670

226 7 AAEL000542 518 3 AAEL007765

226 7 AAEL007523 518 3 AAEL014079

226 7 AAEL009050 519 3 AAEL005703

226 7 AAEL009045 519 3 AAEL010290

226 7 AAEL009044 519 3 AAEL011488

226 7 AAEL009410 520 3 AAEL005786

226 7 AAEL009396 520 3 AAEL009446

227 7 AAEL000728 520 3 AAEL009434

227 7 AAEL006330 521 3 AAEL005894

227 7 AAEL007293 521 3 AAEL008292

227 7 AAEL009466 521 3 AAEL008287

227 7 AAEL010021 522 3 AAEL005901

227 7 AAEL011145 522 3 AAEL006141

227 7 AAEL013826 522 3 AAEL013158

228 7 AAEL006287 523 3 AAEL005942

228 7 AAEL007698 523 3 AAEL005954

228 7 AAEL008098 523 3 AAEL005950

228 7 AAEL008076 524 3 AAEL006005

228 7 AAEL013233 524 3 AAEL005999

228 7 AAEL013227 524 3 AAEL006003

228 7 AAEL013692 525 3 AAEL006040

229 7 AAEL000274 525 3 AAEL013098

229 7 AAEL000259 525 3 AAEL015001

229 7 AAEL002559 526 3 AAEL006018

229 7 AAEL006271 526 3 AAEL007915

229 7 AAEL009436 526 3 AAEL014907

229 7 AAEL011498 527 3 AAEL006074

229 7 AAEL014091 527 3 AAEL013678

230 7 AAEL000043 527 3 AAEL014721

230 7 AAEL000082 528 3 AAEL006138

230 7 AAEL000075 528 3 AAEL006126

230 7 AAEL000048 528 3 AAEL010434

230 7 AAEL000012 529 3 AAEL006180

230 7 AAEL000060 529 3 AAEL009888

230 7 AAEL011174 529 3 AAEL009886

231 7 AAEL004372 530 3 AAEL006192

231 7 AAEL009231 530 3 AAEL006202

231 7 AAEL009997 530 3 AAEL006195

231 7 AAEL010579 531 3 AAEL006264

231 7 AAEL012027 531 3 AAEL006274

231 7 AAEL012032 531 3 AAEL006281

231 7 AAEL012963 532 3 AAEL006296

232 7 AAEL000672 532 3 AAEL006292

232 7 AAEL008256 532 3 AAEL007180

232 7 AAEL009057 533 3 AAEL006448
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232 7 AAEL009572 533 3 AAEL006443

232 7 AAEL010094 533 3 AAEL010686

232 7 AAEL011648 534 3 AAEL006458

232 7 AAEL013531 534 3 AAEL006471

233 7 AAEL001333 534 3 AAEL006467

233 7 AAEL003179 535 3 AAEL006495

233 7 AAEL003522 535 3 AAEL006504

233 7 AAEL006782 535 3 AAEL006505

233 7 AAEL009281 536 3 AAEL006542

233 7 AAEL010829 536 3 AAEL006563

233 7 AAEL011877 536 3 AAEL009291

234 7 AAEL003466 537 3 AAEL006562

234 7 AAEL006291 537 3 AAEL013276

234 7 AAEL006929 537 3 AAEL015151

234 7 AAEL007187 538 3 AAEL006575

234 7 AAEL007353 538 3 AAEL009336

234 7 AAEL008008 538 3 AAEL012114

234 7 AAEL013530 539 3 AAEL006636

235 7 AAEL006742 539 3 AAEL006947

235 7 AAEL006850 539 3 AAEL011026

235 7 AAEL006837 540 3 AAEL006670

235 7 AAEL008614 540 3 AAEL013027

235 7 AAEL008933 540 3 AAEL014561

235 7 AAEL010208 541 3 AAEL006808

235 7 AAEL012580 541 3 AAEL007472

236 7 AAEL005160 541 3 AAEL014826

236 7 AAEL006372 542 3 AAEL006829

236 7 AAEL010822 542 3 AAEL006818

236 7 AAEL012037 542 3 AAEL010157

236 7 AAEL012036 543 3 AAEL006831

236 7 AAEL013801 543 3 AAEL008346

236 7 AAEL015249 543 3 AAEL008350

237 7 AAEL004405 544 3 AAEL006930

237 7 AAEL007157 544 3 AAEL007696

237 7 AAEL008084 544 3 AAEL013301

237 7 AAEL011977 545 3 AAEL006950

237 7 AAEL013254 545 3 AAEL010786

237 7 AAEL013632 545 3 AAEL013813

237 7 AAEL014267 546 3 AAEL006979

238 7 AAEL000056 546 3 AAEL008119

238 7 AAEL000684 546 3 AAEL010293

238 7 AAEL002030 547 3 AAEL007033

238 7 AAEL004144 547 3 AAEL009831

238 7 AAEL007645 547 3 AAEL014101

238 7 AAEL010079 548 3 AAEL007184

238 7 AAEL010976 548 3 AAEL012819

239 7 AAEL000694 548 3 AAEL013302

239 7 AAEL002817 549 3 AAEL007320

239 7 AAEL005791 549 3 AAEL010189

239 7 AAEL008822 549 3 AAEL011803

239 7 AAEL008944 550 3 AAEL007344
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239 7 AAEL010257 550 3 AAEL007342

239 7 AAEL013242 550 3 AAEL007349

240 7 AAEL001125 551 3 AAEL007331

240 7 AAEL002649 551 3 AAEL012493

240 7 AAEL007580 551 3 AAEL014347

240 7 AAEL008130 552 3 AAEL007372

240 7 AAEL011628 552 3 AAEL007709

240 7 AAEL013497 552 3 AAEL010408

240 7 AAEL014575 553 3 AAEL007449

241 7 AAEL000575 553 3 AAEL007447

241 7 AAEL006333 553 3 AAEL007436

241 7 AAEL006347 554 3 AAEL007459

241 7 AAEL009970 554 3 AAEL009366

241 7 AAEL010986 554 3 AAEL009494

241 7 AAEL011341 555 3 AAEL007494

241 7 AAEL011346 555 3 AAEL010470

242 7 AAEL004982 555 3 AAEL015549

242 7 AAEL006656 556 3 AAEL007592

242 7 AAEL007716 556 3 AAEL013837

242 7 AAEL010243 556 3 AAEL015137

242 7 AAEL012300 557 3 AAEL007617

242 7 AAEL012293 557 3 AAEL015216

242 7 AAEL012806 557 3 AAEL015389

243 7 AAEL000538 558 3 AAEL007687

243 7 AAEL000742 558 3 AAEL012016

243 7 AAEL008735 558 3 AAEL012833

243 7 AAEL011600 559 3 AAEL007793

243 7 AAEL012253 559 3 AAEL007789

243 7 AAEL012352 559 3 AAEL010405

243 7 AAEL012633 560 3 AAEL008058

244 7 AAEL005270 560 3 AAEL008357

244 7 AAEL005259 560 3 AAEL015662

244 7 AAEL007246 561 3 AAEL008090

244 7 AAEL007236 561 3 AAEL008587

244 7 AAEL007238 561 3 AAEL013695

244 7 AAEL011177 562 3 AAEL008143

244 7 AAEL011180 562 3 AAEL010360

245 7 AAEL001557 562 3 AAEL014154

245 7 AAEL006809 563 3 AAEL008225

245 7 AAEL006849 563 3 AAEL011243

245 7 AAEL011034 563 3 AAEL011239

245 7 AAEL012221 564 3 AAEL008308

245 7 AAEL013378 564 3 AAEL008312

245 7 AAEL014581 564 3 AAEL008313

246 7 AAEL001046 565 3 AAEL008575

246 7 AAEL001919 565 3 AAEL013819

246 7 AAEL003307 565 3 AAEL013820

246 7 AAEL008528 566 3 AAEL008689

246 7 AAEL010914 566 3 AAEL008690

246 7 AAEL011434 566 3 AAEL014669

246 7 AAEL014181 567 3 AAEL009014
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247 7 AAEL000270 567 3 AAEL012814

247 7 AAEL006370 567 3 AAEL015075

247 7 AAEL007827 568 3 AAEL009104

247 7 AAEL007945 568 3 AAEL009107

247 7 AAEL009101 568 3 AAEL010508

247 7 AAEL014282 569 3 AAEL009160

247 7 AAEL015398 569 3 AAEL010651

248 7 AAEL004120 569 3 AAEL010692

248 7 AAEL006854 570 3 AAEL009198

248 7 AAEL009553 570 3 AAEL009197

248 7 AAEL009556 570 3 AAEL009195

248 7 AAEL009555 571 3 AAEL009328

248 7 AAEL012064 571 3 AAEL009324

248 7 AAEL015140 571 3 AAEL015588

249 7 AAEL001738 572 3 AAEL009345

249 7 AAEL001901 572 3 AAEL012282

249 7 AAEL002999 572 3 AAEL013952

249 7 AAEL003306 573 3 AAEL009445

249 7 AAEL004087 573 3 AAEL010629

249 7 AAEL012195 573 3 AAEL012367

249 7 AAEL013387 574 3 AAEL009448

250 7 AAEL001438 574 3 AAEL010025

250 7 AAEL002234 574 3 AAEL013687

250 7 AAEL006004 575 3 AAEL009760

250 7 AAEL006448 575 3 AAEL009953

250 7 AAEL006443 575 3 AAEL015138

250 7 AAEL010686 576 3 AAEL009816

250 7 AAEL011910 576 3 AAEL012961

251 7 AAEL002209 576 3 AAEL014323

251 7 AAEL002219 577 3 AAEL009976

251 7 AAEL003238 577 3 AAEL010873

251 7 AAEL005023 577 3 AAEL010871

251 7 AAEL006780 578 3 AAEL010073

251 7 AAEL010581 578 3 AAEL011731

251 7 AAEL012784 578 3 AAEL014897

252 7 AAEL001318 579 3 AAEL010278

252 7 AAEL001308 579 3 AAEL010279

252 7 AAEL001301 579 3 AAEL010274

252 7 AAEL001297 580 3 AAEL010363

252 7 AAEL001307 580 3 AAEL010350

252 7 AAEL001293 580 3 AAEL012296

252 7 AAEL003347 581 3 AAEL010399

253 7 AAEL005412 581 3 AAEL010394

253 7 AAEL005417 581 3 AAEL014026

253 7 AAEL005426 582 3 AAEL010526

253 7 AAEL005408 582 3 AAEL014502

253 7 AAEL005407 582 3 AAEL014503

253 7 AAEL011302 583 3 AAEL010562

253 7 AAEL015595 583 3 AAEL015128

254 7 AAEL002103 583 3 AAEL015127

254 7 AAEL006665 584 3 AAEL010628
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254 7 AAEL010638 584 3 AAEL010631

254 7 AAEL011906 584 3 AAEL014841

254 7 AAEL011908 585 3 AAEL010742

254 7 AAEL014560 585 3 AAEL013636

254 7 AAEL015464 585 3 AAEL014796

255 7 AAEL000359 586 3 AAEL010758

255 7 AAEL002158 586 3 AAEL010751

255 7 AAEL004335 586 3 AAEL014871

255 7 AAEL007383 587 3 AAEL010750

255 7 AAEL007385 587 3 AAEL010763

255 7 AAEL010396 587 3 AAEL014872

255 7 AAEL010393 588 3 AAEL010769

256 7 AAEL003475 588 3 AAEL014141

256 7 AAEL003462 588 3 AAEL014138

256 7 AAEL010735 589 3 AAEL010775

256 7 AAEL010734 589 3 AAEL010767

256 7 AAEL010737 589 3 AAEL010774

256 7 AAEL014238 590 3 AAEL010900

256 7 AAEL014632 590 3 AAEL011657

257 7 AAEL009780 590 3 AAEL012960

257 7 AAEL009771 591 3 AAEL011188

257 7 AAEL009774 591 3 AAEL014129

257 7 AAEL012953 591 3 AAEL015073

257 7 AAEL012956 592 3 AAEL011342

257 7 AAEL013140 592 3 AAEL012705

257 7 AAEL013432 592 3 AAEL015466

258 7 AAEL008332 593 3 AAEL011510

258 7 AAEL015078 593 3 AAEL014842

258 7 AAEL015079 593 3 AAEL015040

258 7 AAEL015265 594 3 AAEL011618

258 7 AAEL015266 594 3 AAEL011609

258 7 AAEL015267 594 3 AAEL014384

258 7 AAEL015647 595 3 AAEL011712

259 7 AAEL001568 595 3 AAEL013038

259 7 AAEL003958 595 3 AAEL013034

259 7 AAEL004513 596 3 AAEL011706

259 7 AAEL006526 596 3 AAEL013036

259 7 AAEL006535 596 3 AAEL013037

259 7 AAEL007664 597 3 AAEL011727

259 7 AAEL012106 597 3 AAEL011729

260 7 AAEL001428 597 3 AAEL014381

260 7 AAEL004106 598 3 AAEL011977

260 7 AAEL004097 598 3 AAEL011976

260 7 AAEL005480 598 3 AAEL014267

260 7 AAEL010513 599 3 AAEL012116

260 7 AAEL011056 599 3 AAEL012238

260 7 AAEL011943 599 3 AAEL014064

261 7 AAEL007147 600 3 AAEL012290

261 7 AAEL007145 600 3 AAEL014008

261 7 AAEL007311 600 3 AAEL014011

261 7 AAEL008087 601 3 AAEL012650
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261 7 AAEL010188 601 3 AAEL012647

261 7 AAEL010685 601 3 AAEL012644

261 7 AAEL013804 602 3 AAEL012804

262 6 AAEL000163 602 3 AAEL013053

262 6 AAEL001852 602 3 AAEL013055

262 6 AAEL003204 603 3 AAEL012821

262 6 AAEL010002 603 3 AAEL012967

262 6 AAEL012820 603 3 AAEL012970

262 6 AAEL015575 604 3 AAEL012838

263 6 AAEL000487 604 3 AAEL012836

263 6 AAEL002607 604 3 AAEL012832

263 6 AAEL002642 605 3 AAEL013097

263 6 AAEL003771 605 3 AAEL013583

263 6 AAEL007953 605 3 AAEL015006

263 6 AAEL014824 606 3 AAEL013773

264 6 AAEL006726 606 3 AAEL013777

264 6 AAEL008588 606 3 AAEL013781

264 6 AAEL011248 607 3 AAEL013785

264 6 AAEL014227 607 3 AAEL014275

264 6 AAEL014846 607 3 AAEL014272

264 6 AAEL014847 608 3 AAEL014241

265 6 AAEL006327 608 3 AAEL014240

265 6 AAEL007421 608 3 AAEL014245

265 6 AAEL007413 609 2 AAEL000020

265 6 AAEL008898 609 2 AAEL010587

265 6 AAEL013972 610 2 AAEL000019

265 6 AAEL013976 610 2 AAEL009181

266 6 AAEL001950 611 2 AAEL000041

266 6 AAEL004734 611 2 AAEL015632

266 6 AAEL008115 612 2 AAEL000046

266 6 AAEL008382 612 2 AAEL010594

266 6 AAEL009607 613 2 AAEL000076

266 6 AAEL012084 613 2 AAEL010575

267 6 AAEL000800 614 2 AAEL000036

267 6 AAEL000842 614 2 AAEL015634

267 6 AAEL002547 615 2 AAEL000096

267 6 AAEL005490 615 2 AAEL009086

267 6 AAEL010922 616 2 AAEL000068

267 6 AAEL012893 616 2 AAEL010573

268 6 AAEL001948 617 2 AAEL000017

268 6 AAEL009915 617 2 AAEL008298

268 6 AAEL011864 618 2 AAEL000054

268 6 AAEL012031 618 2 AAEL010578

268 6 AAEL014706 619 2 AAEL000034

268 6 AAEL014969 619 2 AAEL010595

269 6 AAEL002313 620 2 AAEL000113

269 6 AAEL006274 620 2 AAEL009378

269 6 AAEL011368 621 2 AAEL000148

269 6 AAEL012042 621 2 AAEL015148

269 6 AAEL012655 622 2 AAEL000133

269 6 AAEL014206 622 2 AAEL009006
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270 6 AAEL001170 623 2 AAEL000138

270 6 AAEL004487 623 2 AAEL013043

270 6 AAEL008664 624 2 AAEL000115

270 6 AAEL010592 624 2 AAEL015658

270 6 AAEL011209 625 2 AAEL000212

270 6 AAEL014949 625 2 AAEL000207

271 6 AAEL000309 626 2 AAEL000209

271 6 AAEL003571 626 2 AAEL000205

271 6 AAEL004214 627 2 AAEL000248

271 6 AAEL006012 627 2 AAEL005071

271 6 AAEL007417 628 2 AAEL000290

271 6 AAEL012471 628 2 AAEL014870

272 6 AAEL001059 629 2 AAEL000286

272 6 AAEL007948 629 2 AAEL003134

272 6 AAEL009020 630 2 AAEL000282

272 6 AAEL009017 630 2 AAEL015461

272 6 AAEL009016 631 2 AAEL000360

272 6 AAEL011741 631 2 AAEL012201

273 6 AAEL005621 632 2 AAEL000352

273 6 AAEL005625 632 2 AAEL004789

273 6 AAEL006259 633 2 AAEL000354

273 6 AAEL006498 633 2 AAEL009951

273 6 AAEL006484 634 2 AAEL000318

273 6 AAEL007389 634 2 AAEL000350

274 6 AAEL000120 635 2 AAEL000335

274 6 AAEL001267 635 2 AAEL003415

274 6 AAEL002517 636 2 AAEL000374

274 6 AAEL002755 636 2 AAEL012194

274 6 AAEL007529 637 2 AAEL000323

274 6 AAEL009870 637 2 AAEL012204

275 6 AAEL001198 638 2 AAEL000348

275 6 AAEL006487 638 2 AAEL012196

275 6 AAEL007016 639 2 AAEL000372

275 6 AAEL006995 639 2 AAEL015011

275 6 AAEL010650 640 2 AAEL000310

275 6 AAEL012691 640 2 AAEL012975

276 6 AAEL009801 641 2 AAEL000313

276 6 AAEL009793 641 2 AAEL012978

276 6 AAEL009802 642 2 AAEL000370

276 6 AAEL009783 642 2 AAEL008841

276 6 AAEL009803 643 2 AAEL000339

276 6 AAEL015163 643 2 AAEL011022

277 6 AAEL001077 644 2 AAEL000345

277 6 AAEL002254 644 2 AAEL010443

277 6 AAEL007347 645 2 AAEL000364

277 6 AAEL008378 645 2 AAEL012974

277 6 AAEL008934 646 2 AAEL000386

277 6 AAEL014163 646 2 AAEL002903

278 6 AAEL011508 647 2 AAEL000387

278 6 AAEL011513 647 2 AAEL000668

278 6 AAEL013595 648 2 AAEL000384
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278 6 AAEL014766 648 2 AAEL013238

278 6 AAEL014803 649 2 AAEL000405

278 6 AAEL014801 649 2 AAEL013308

279 6 AAEL003971 650 2 AAEL000395

279 6 AAEL003954 650 2 AAEL007350

279 6 AAEL010166 651 2 AAEL000471

279 6 AAEL014372 651 2 AAEL000417

279 6 AAEL014440 652 2 AAEL000443

279 6 AAEL014439 652 2 AAEL002326

280 6 AAEL001528 653 2 AAEL000407

280 6 AAEL001523 653 2 AAEL005301

280 6 AAEL006826 654 2 AAEL000426

280 6 AAEL009679 654 2 AAEL006228

280 6 AAEL009876 655 2 AAEL000496

280 6 AAEL014113 655 2 AAEL000507

281 6 AAEL000870 656 2 AAEL000484

281 6 AAEL000916 656 2 AAEL013718

281 6 AAEL000881 657 2 AAEL000499

281 6 AAEL000913 657 2 AAEL013434

281 6 AAEL000921 658 2 AAEL000555

281 6 AAEL005960 658 2 AAEL008731

282 6 AAEL002199 659 2 AAEL000532

282 6 AAEL002242 659 2 AAEL002265

282 6 AAEL006668 660 2 AAEL000573

282 6 AAEL009938 660 2 AAEL001168

282 6 AAEL009935 661 2 AAEL000594

282 6 AAEL009945 661 2 AAEL004182

283 6 AAEL011677 662 2 AAEL000595

283 6 AAEL011676 662 2 AAEL010395

283 6 AAEL014664 663 2 AAEL000584

283 6 AAEL014662 663 2 AAEL000864

283 6 AAEL014663 664 2 AAEL000579

283 6 AAEL014665 664 2 AAEL004198

284 6 AAEL000896 665 2 AAEL000568

284 6 AAEL000914 665 2 AAEL004173

284 6 AAEL000909 666 2 AAEL000580

284 6 AAEL000879 666 2 AAEL000578

284 6 AAEL000890 667 2 AAEL000602

284 6 AAEL000878 667 2 AAEL012073

285 6 AAEL003241 668 2 AAEL000623

285 6 AAEL003218 668 2 AAEL000631

285 6 AAEL003222 669 2 AAEL000612

285 6 AAEL003225 669 2 AAEL000607

285 6 AAEL003266 670 2 AAEL000617

285 6 AAEL003232 670 2 AAEL008031

286 6 AAEL000603 671 2 AAEL000632

286 6 AAEL005543 671 2 AAEL010739

286 6 AAEL008939 672 2 AAEL000615

286 6 AAEL008955 672 2 AAEL001351

286 6 AAEL012737 673 2 AAEL000616

286 6 AAEL015357 673 2 AAEL003045
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287 6 AAEL004732 674 2 AAEL000670

287 6 AAEL005310 674 2 AAEL000660

287 6 AAEL005994 675 2 AAEL000661

287 6 AAEL011680 675 2 AAEL000656

287 6 AAEL012053 676 2 AAEL000675

287 6 AAEL012601 676 2 AAEL009322

288 6 AAEL004822 677 2 AAEL000688

288 6 AAEL004830 677 2 AAEL003999

288 6 AAEL006785 678 2 AAEL000735

288 6 AAEL010335 678 2 AAEL008574

288 6 AAEL010550 679 2 AAEL000748

288 6 AAEL010830 679 2 AAEL000732

289 6 AAEL000023 680 2 AAEL000746

289 6 AAEL004550 680 2 AAEL012614

289 6 AAEL006284 681 2 AAEL000783

289 6 AAEL006770 681 2 AAEL015607

289 6 AAEL010683 682 2 AAEL000775

289 6 AAEL012241 682 2 AAEL000777

290 6 AAEL002475 683 2 AAEL000756

290 6 AAEL009650 683 2 AAEL001053

290 6 AAEL011560 684 2 AAEL000805

290 6 AAEL012690 684 2 AAEL002967

290 6 AAEL012676 685 2 AAEL000817

290 6 AAEL013455 685 2 AAEL004678

291 6 AAEL009633 686 2 AAEL000929

291 6 AAEL011252 686 2 AAEL003234

291 6 AAEL012225 687 2 AAEL000866

291 6 AAEL012228 687 2 AAEL004208

291 6 AAEL012230 688 2 AAEL000896

291 6 AAEL015328 688 2 AAEL000890

292 6 AAEL011555 689 2 AAEL000961

292 6 AAEL011547 689 2 AAEL007879

292 6 AAEL011539 690 2 AAEL001001

292 6 AAEL011550 690 2 AAEL013921

292 6 AAEL014515 691 2 AAEL001013

292 6 AAEL014514 691 2 AAEL007072

293 6 AAEL006678 692 2 AAEL000990

293 6 AAEL008580 692 2 AAEL011725

293 6 AAEL008843 693 2 AAEL001000

293 6 AAEL009728 693 2 AAEL011898

293 6 AAEL011859 694 2 AAEL000983

293 6 AAEL013843 694 2 AAEL014375

294 6 AAEL002477 695 2 AAEL001005

294 6 AAEL005077 695 2 AAEL011773

294 6 AAEL007444 696 2 AAEL001015

294 6 AAEL009171 696 2 AAEL005000

294 6 AAEL009376 697 2 AAEL001052

294 6 AAEL015467 697 2 AAEL013161

295 6 AAEL003203 698 2 AAEL001079

295 6 AAEL003611 698 2 AAEL001433

295 6 AAEL003645 699 2 AAEL001055
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295 6 AAEL003622 699 2 AAEL003074

295 6 AAEL004573 700 2 AAEL001097

295 6 AAEL007213 700 2 AAEL015383

296 6 AAEL009621 701 2 AAEL001093

296 6 AAEL011418 701 2 AAEL011124

296 6 AAEL011856 702 2 AAEL001058

296 6 AAEL011852 702 2 AAEL014747

296 6 AAEL011853 703 2 AAEL001063

296 6 AAEL015494 703 2 AAEL001067

297 6 AAEL002845 704 2 AAEL001082

297 6 AAEL007151 704 2 AAEL010205

297 6 AAEL008678 705 2 AAEL001066

297 6 AAEL012429 705 2 AAEL001439

297 6 AAEL013461 706 2 AAEL001143

297 6 AAEL014209 706 2 AAEL013004

298 6 AAEL002494 707 2 AAEL001218

298 6 AAEL005151 707 2 AAEL008509

298 6 AAEL005697 708 2 AAEL001236

298 6 AAEL009610 708 2 AAEL012291

298 6 AAEL013024 709 2 AAEL001280

298 6 AAEL014814 709 2 AAEL014836

299 6 AAEL000213 710 2 AAEL001285

299 6 AAEL000164 710 2 AAEL015416

299 6 AAEL008512 711 2 AAEL001273

299 6 AAEL012120 711 2 AAEL004977

299 6 AAEL012674 712 2 AAEL001268

299 6 AAEL014077 712 2 AAEL009419

300 6 AAEL008153 713 2 AAEL001247

300 6 AAEL008165 713 2 AAEL001264

300 6 AAEL008186 714 2 AAEL001277

300 6 AAEL008157 714 2 AAEL010834

300 6 AAEL008173 715 2 AAEL001279

300 6 AAEL008151 715 2 AAEL009422

301 6 AAEL006108 716 2 AAEL001251

301 6 AAEL006106 716 2 AAEL001266

301 6 AAEL006094 717 2 AAEL001283

301 6 AAEL006109 717 2 AAEL015054

301 6 AAEL006105 718 2 AAEL001262

301 6 AAEL006103 718 2 AAEL014832

302 6 AAEL007115 719 2 AAEL001269

302 6 AAEL007116 719 2 AAEL010738

302 6 AAEL007112 720 2 AAEL001338

302 6 AAEL010707 720 2 AAEL008410

302 6 AAEL010705 721 2 AAEL001382

302 6 AAEL010706 721 2 AAEL004263

303 6 AAEL004913 722 2 AAEL001371

303 6 AAEL007065 722 2 AAEL004266

303 6 AAEL007209 723 2 AAEL001369

303 6 AAEL010423 723 2 AAEL004250

303 6 AAEL013761 724 2 AAEL001360

303 6 AAEL014177 724 2 AAEL001434
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304 6 AAEL002478 725 2 AAEL001418

304 6 AAEL007470 725 2 AAEL005340

304 6 AAEL008687 726 2 AAEL001419

304 6 AAEL011753 726 2 AAEL007189

304 6 AAEL012964 727 2 AAEL001431

304 6 AAEL013721 727 2 AAEL005388

305 6 AAEL001023 728 2 AAEL001413

305 6 AAEL001706 728 2 AAEL015651

305 6 AAEL002266 729 2 AAEL001427

305 6 AAEL004037 729 2 AAEL002416

305 6 AAEL008114 730 2 AAEL001465

305 6 AAEL010233 730 2 AAEL015520

306 6 AAEL000853 731 2 AAEL001472

306 6 AAEL001204 731 2 AAEL006667

306 6 AAEL005583 732 2 AAEL001488

306 6 AAEL005653 732 2 AAEL012736

306 6 AAEL009596 733 2 AAEL001514

306 6 AAEL011051 733 2 AAEL002623

307 6 AAEL001002 734 2 AAEL001521

307 6 AAEL001813 734 2 AAEL001515

307 6 AAEL001835 735 2 AAEL001530

307 6 AAEL001792 735 2 AAEL015597

307 6 AAEL002555 736 2 AAEL001555

307 6 AAEL006139 736 2 AAEL002643

308 6 AAEL003712 737 2 AAEL001596

308 6 AAEL003723 737 2 AAEL015616

308 6 AAEL005988 738 2 AAEL001544

308 6 AAEL009670 738 2 AAEL015617

308 6 AAEL010100 739 2 AAEL001566

308 6 AAEL015404 739 2 AAEL013239

309 6 AAEL001078 740 2 AAEL001589

309 6 AAEL001054 740 2 AAEL013740

309 6 AAEL001071 741 2 AAEL001590

309 6 AAEL001061 741 2 AAEL009190

309 6 AAEL007955 742 2 AAEL001541

309 6 AAEL010591 742 2 AAEL003980

310 6 AAEL005894 743 2 AAEL001543

310 6 AAEL006232 743 2 AAEL008471

310 6 AAEL009024 744 2 AAEL001602

310 6 AAEL010982 744 2 AAEL010918

310 6 AAEL010980 745 2 AAEL001625

310 6 AAEL011526 745 2 AAEL001601

311 6 AAEL000688 746 2 AAEL001599

311 6 AAEL002277 746 2 AAEL015437

311 6 AAEL002393 747 2 AAEL001670

311 6 AAEL009216 747 2 AAEL004277

311 6 AAEL009485 748 2 AAEL001705

311 6 AAEL015314 748 2 AAEL015633

312 6 AAEL001123 749 2 AAEL001686

312 6 AAEL004179 749 2 AAEL001694

312 6 AAEL008338 750 2 AAEL001681
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312 6 AAEL009258 750 2 AAEL008778

312 6 AAEL009419 751 2 AAEL001678

312 6 AAEL011679 751 2 AAEL011464

313 6 AAEL002309 752 2 AAEL001728

313 6 AAEL004112 752 2 AAEL008711

313 6 AAEL007135 753 2 AAEL001709

313 6 AAEL009051 753 2 AAEL005364

313 6 AAEL013528 754 2 AAEL001733

313 6 AAEL014548 754 2 AAEL011192

314 6 AAEL006157 755 2 AAEL001739

314 6 AAEL006163 755 2 AAEL010244

314 6 AAEL010380 756 2 AAEL001770

314 6 AAEL010367 756 2 AAEL001750

314 6 AAEL010391 757 2 AAEL001781

314 6 AAEL010370 757 2 AAEL001785

315 6 AAEL001917 758 2 AAEL001768

315 6 AAEL004455 758 2 AAEL007811

315 6 AAEL004997 759 2 AAEL001777

315 6 AAEL006063 759 2 AAEL015332

315 6 AAEL009309 760 2 AAEL001760

315 6 AAEL015449 760 2 AAEL014620

316 6 AAEL005012 761 2 AAEL001753

316 6 AAEL006360 761 2 AAEL001786

316 6 AAEL010775 762 2 AAEL001783

316 6 AAEL010767 762 2 AAEL013880

316 6 AAEL010774 763 2 AAEL001784

316 6 AAEL014085 763 2 AAEL007800

317 6 AAEL002508 764 2 AAEL001852

317 6 AAEL004563 764 2 AAEL003204

317 6 AAEL012095 765 2 AAEL001868

317 6 AAEL012943 765 2 AAEL014726

317 6 AAEL013676 766 2 AAEL001847

317 6 AAEL014723 766 2 AAEL015297

318 6 AAEL001757 767 2 AAEL001848

318 6 AAEL003960 767 2 AAEL013057

318 6 AAEL004460 768 2 AAEL001849

318 6 AAEL005134 768 2 AAEL009341

318 6 AAEL010081 769 2 AAEL001901

318 6 AAEL010437 769 2 AAEL011522

319 6 AAEL002506 770 2 AAEL001908

319 6 AAEL002538 770 2 AAEL004111

319 6 AAEL002511 771 2 AAEL001897

319 6 AAEL008090 771 2 AAEL001892

319 6 AAEL008587 772 2 AAEL001887

319 6 AAEL013695 772 2 AAEL013458

320 6 AAEL004685 773 2 AAEL001947

320 6 AAEL009029 773 2 AAEL011939

320 6 AAEL009948 774 2 AAEL001942

320 6 AAEL011756 774 2 AAEL001931

320 6 AAEL012165 775 2 AAEL001917

320 6 AAEL014080 775 2 AAEL015449
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321 6 AAEL007919 776 2 AAEL001944

321 6 AAEL008348 776 2 AAEL011938

321 6 AAEL008343 777 2 AAEL001943

321 6 AAEL008957 777 2 AAEL001926

321 6 AAEL008948 778 2 AAEL001933

321 6 AAEL014328 778 2 AAEL010167

322 6 AAEL002717 779 2 AAEL001956

322 6 AAEL003902 779 2 AAEL014743

322 6 AAEL004245 780 2 AAEL001925

322 6 AAEL004398 780 2 AAEL015517

322 6 AAEL005953 781 2 AAEL001965

322 6 AAEL015553 781 2 AAEL002023

323 6 AAEL008522 782 2 AAEL002066

323 6 AAEL008544 782 2 AAEL009594

323 6 AAEL008526 783 2 AAEL002079

323 6 AAEL014400 783 2 AAEL012330

323 6 AAEL014401 784 2 AAEL002076

323 6 AAEL014407 784 2 AAEL009590

324 6 AAEL001383 785 2 AAEL002064

324 6 AAEL002491 785 2 AAEL009589

324 6 AAEL002691 786 2 AAEL002068

324 6 AAEL007429 786 2 AAEL013743

324 6 AAEL008181 787 2 AAEL002058

324 6 AAEL011625 787 2 AAEL015381

325 6 AAEL002273 788 2 AAEL002050

325 6 AAEL005753 788 2 AAEL008402

325 6 AAEL007969 789 2 AAEL002154

325 6 AAEL010867 789 2 AAEL002140

325 6 AAEL010866 790 2 AAEL002167

325 6 AAEL011624 790 2 AAEL002380

326 6 AAEL000500 791 2 AAEL002180

326 6 AAEL001291 791 2 AAEL002243

326 6 AAEL008307 792 2 AAEL002262

326 6 AAEL011966 792 2 AAEL012068

326 6 AAEL013325 793 2 AAEL002257

326 6 AAEL014364 793 2 AAEL002267

327 6 AAEL008717 794 2 AAEL002278

327 6 AAEL012533 794 2 AAEL010383

327 6 AAEL012526 795 2 AAEL002313

327 6 AAEL012530 795 2 AAEL002292

327 6 AAEL014624 796 2 AAEL002309

327 6 AAEL014623 796 2 AAEL009051

328 6 AAEL000021 797 2 AAEL002307

328 6 AAEL001522 797 2 AAEL002295

328 6 AAEL008746 798 2 AAEL002315

328 6 AAEL008885 798 2 AAEL005608

328 6 AAEL013157 799 2 AAEL002294

328 6 AAEL013152 799 2 AAEL003548

329 6 AAEL005759 800 2 AAEL002339

329 6 AAEL005756 800 2 AAEL012793

329 6 AAEL005890 801 2 AAEL002325
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329 6 AAEL005884 801 2 AAEL006599

329 6 AAEL007339 802 2 AAEL002331

329 6 AAEL014408 802 2 AAEL015438

330 6 AAEL003616 803 2 AAEL002342

330 6 AAEL008193 803 2 AAEL013452

330 6 AAEL011032 804 2 AAEL002338

330 6 AAEL011029 804 2 AAEL014964

330 6 AAEL011028 805 2 AAEL002324

330 6 AAEL013984 805 2 AAEL013658

331 6 AAEL010174 806 2 AAEL002361

331 6 AAEL010161 806 2 AAEL006592

331 6 AAEL010186 807 2 AAEL002358

331 6 AAEL010183 807 2 AAEL007083

331 6 AAEL010164 808 2 AAEL002333

331 6 AAEL010160 808 2 AAEL007096

332 5 AAEL001508 809 2 AAEL002340

332 5 AAEL003114 809 2 AAEL015459

332 5 AAEL004667 810 2 AAEL002399

332 5 AAEL004672 810 2 AAEL012579

332 5 AAEL008856 811 2 AAEL002428

333 5 AAEL001403 811 2 AAEL014192

333 5 AAEL004517 812 2 AAEL002424

333 5 AAEL004515 812 2 AAEL006366

333 5 AAEL010263 813 2 AAEL002441

333 5 AAEL010260 813 2 AAEL002458

334 5 AAEL008221 814 2 AAEL002452

334 5 AAEL008206 814 2 AAEL002440

334 5 AAEL008208 815 2 AAEL002445

334 5 AAEL008207 815 2 AAEL002975

334 5 AAEL008203 816 2 AAEL002472

335 5 AAEL006276 816 2 AAEL009804

335 5 AAEL012554 817 2 AAEL002482

335 5 AAEL014543 817 2 AAEL015606

335 5 AAEL014541 818 2 AAEL002519

335 5 AAEL014539 818 2 AAEL005647

336 5 AAEL005169 819 2 AAEL002521

336 5 AAEL005458 819 2 AAEL012936

336 5 AAEL007536 820 2 AAEL002497

336 5 AAEL010471 820 2 AAEL011075

336 5 AAEL011355 821 2 AAEL002516

337 5 AAEL005606 821 2 AAEL012941

337 5 AAEL009292 822 2 AAEL002542

337 5 AAEL009767 822 2 AAEL015624

337 5 AAEL009769 823 2 AAEL002541

337 5 AAEL015403 823 2 AAEL006113

338 5 AAEL001832 824 2 AAEL002618

338 5 AAEL002871 824 2 AAEL002598

338 5 AAEL005344 825 2 AAEL002654

338 5 AAEL011948 825 2 AAEL004216

338 5 AAEL014488 826 2 AAEL002663

339 5 AAEL000973 826 2 AAEL004881
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339 5 AAEL000932 827 2 AAEL002690

339 5 AAEL000960 827 2 AAEL002692

339 5 AAEL000937 828 2 AAEL002681

339 5 AAEL004547 828 2 AAEL006023

340 5 AAEL001075 829 2 AAEL002709

340 5 AAEL002217 829 2 AAEL015441

340 5 AAEL002876 830 2 AAEL002720

340 5 AAEL003472 830 2 AAEL002699

340 5 AAEL005633 831 2 AAEL002716

341 5 AAEL001535 831 2 AAEL007164

341 5 AAEL003131 832 2 AAEL002704

341 5 AAEL004957 832 2 AAEL007420

341 5 AAEL010876 833 2 AAEL002717

341 5 AAEL012403 833 2 AAEL015553

342 5 AAEL006832 834 2 AAEL002718

342 5 AAEL009983 834 2 AAEL005618

342 5 AAEL009986 835 2 AAEL002754

342 5 AAEL013160 835 2 AAEL002732

342 5 AAEL013886 836 2 AAEL002748

343 5 AAEL002480 836 2 AAEL011518

343 5 AAEL008262 837 2 AAEL002737

343 5 AAEL011921 837 2 AAEL011514

343 5 AAEL013568 838 2 AAEL002759

343 5 AAEL014330 838 2 AAEL002761

344 5 AAEL010477 839 2 AAEL002780

344 5 AAEL010487 839 2 AAEL012728

344 5 AAEL011492 840 2 AAEL002792

344 5 AAEL014819 840 2 AAEL003217

344 5 AAEL014811 841 2 AAEL002841

345 5 AAEL001186 841 2 AAEL002842

345 5 AAEL002434 842 2 AAEL002827

345 5 AAEL003940 842 2 AAEL003393

345 5 AAEL006616 843 2 AAEL002884

345 5 AAEL008361 843 2 AAEL004426

346 5 AAEL003957 844 2 AAEL002913

346 5 AAEL005419 844 2 AAEL010047

346 5 AAEL007334 845 2 AAEL002908

346 5 AAEL009467 845 2 AAEL015451

346 5 AAEL013768 846 2 AAEL002901

347 5 AAEL005442 846 2 AAEL015653

347 5 AAEL013026 847 2 AAEL002905

347 5 AAEL013328 847 2 AAEL009418

347 5 AAEL014569 848 2 AAEL002894

347 5 AAEL015372 848 2 AAEL011970

348 5 AAEL007657 849 2 AAEL002941

348 5 AAEL009869 849 2 AAEL013883

348 5 AAEL010712 850 2 AAEL002970

348 5 AAEL012251 850 2 AAEL011790

348 5 AAEL014222 851 2 AAEL002981

349 5 AAEL005875 851 2 AAEL011791

349 5 AAEL009696 852 2 AAEL002957
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349 5 AAEL010880 852 2 AAEL014393

349 5 AAEL013198 853 2 AAEL002980

349 5 AAEL014089 853 2 AAEL014167

350 5 AAEL002972 854 2 AAEL002956

350 5 AAEL003066 854 2 AAEL011789

350 5 AAEL004897 855 2 AAEL002976

350 5 AAEL012268 855 2 AAEL011793

350 5 AAEL012467 856 2 AAEL002958

351 5 AAEL000757 856 2 AAEL015669

351 5 AAEL001020 857 2 AAEL002955

351 5 AAEL001035 857 2 AAEL014727

351 5 AAEL001022 858 2 AAEL002985

351 5 AAEL013662 858 2 AAEL015609

352 5 AAEL003229 859 2 AAEL003041

352 5 AAEL005241 859 2 AAEL003027

352 5 AAEL006020 860 2 AAEL003037

352 5 AAEL009110 860 2 AAEL014640

352 5 AAEL013842 861 2 AAEL003084

353 5 AAEL003290 861 2 AAEL014186

353 5 AAEL005135 862 2 AAEL003080

353 5 AAEL006825 862 2 AAEL014182

353 5 AAEL009219 863 2 AAEL003069

353 5 AAEL010265 863 2 AAEL010943

354 5 AAEL001121 864 2 AAEL003073

354 5 AAEL001151 864 2 AAEL006533

354 5 AAEL001146 865 2 AAEL003090

354 5 AAEL008252 865 2 AAEL015315

354 5 AAEL013274 866 2 AAEL003054

355 5 AAEL000004 866 2 AAEL014187

355 5 AAEL000899 867 2 AAEL003072

355 5 AAEL007308 867 2 AAEL007365

355 5 AAEL013078 868 2 AAEL003101

355 5 AAEL014279 868 2 AAEL011267

356 5 AAEL001494 869 2 AAEL003103

356 5 AAEL003044 869 2 AAEL006413

356 5 AAEL006905 870 2 AAEL003094

356 5 AAEL008657 870 2 AAEL003110

356 5 AAEL008907 871 2 AAEL003124

357 5 AAEL004529 871 2 AAEL005549

357 5 AAEL004532 872 2 AAEL003120

357 5 AAEL005336 872 2 AAEL005546

357 5 AAEL005400 873 2 AAEL003119

357 5 AAEL009676 873 2 AAEL005547

358 5 AAEL012703 874 2 AAEL003132

358 5 AAEL012697 874 2 AAEL013008

358 5 AAEL012696 875 2 AAEL003143

358 5 AAEL012695 875 2 AAEL015539

358 5 AAEL015661 876 2 AAEL003135

359 5 AAEL000451 876 2 AAEL003137

359 5 AAEL000559 877 2 AAEL003177

359 5 AAEL005395 877 2 AAEL003164
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359 5 AAEL005468 878 2 AAEL003163

359 5 AAEL012034 878 2 AAEL003173

360 5 AAEL005702 879 2 AAEL003169

360 5 AAEL007616 879 2 AAEL004133

360 5 AAEL007611 880 2 AAEL003168

360 5 AAEL010609 880 2 AAEL013860

360 5 AAEL010615 881 2 AAEL003165

361 5 AAEL005984 881 2 AAEL003237

361 5 AAEL009266 882 2 AAEL003192

361 5 AAEL011004 882 2 AAEL003184

361 5 AAEL014357 883 2 AAEL003270

361 5 AAEL015668 883 2 AAEL010544

362 5 AAEL000751 884 2 AAEL003282

362 5 AAEL004785 884 2 AAEL010549

362 5 AAEL004821 885 2 AAEL003268

362 5 AAEL004825 885 2 AAEL010551

362 5 AAEL012480 886 2 AAEL003238

363 5 AAEL008001 886 2 AAEL012784

363 5 AAEL008268 887 2 AAEL003215

363 5 AAEL011452 887 2 AAEL010546

363 5 AAEL011457 888 2 AAEL003240

363 5 AAEL011449 888 2 AAEL010545

364 5 AAEL008474 889 2 AAEL003301

364 5 AAEL008472 889 2 AAEL007766

364 5 AAEL010206 890 2 AAEL003330

364 5 AAEL011697 890 2 AAEL010089

364 5 AAEL013821 891 2 AAEL003354

365 5 AAEL008524 891 2 AAEL009221

365 5 AAEL008538 892 2 AAEL003325

365 5 AAEL008535 892 2 AAEL009531

365 5 AAEL014397 893 2 AAEL003378

365 5 AAEL014402 893 2 AAEL015604

366 5 AAEL004852 894 2 AAEL003366

366 5 AAEL005423 894 2 AAEL013199

366 5 AAEL007105 895 2 AAEL003379

366 5 AAEL008401 895 2 AAEL015419

366 5 AAEL012451 896 2 AAEL003395

367 5 AAEL000941 896 2 AAEL015311

367 5 AAEL002486 897 2 AAEL003369

367 5 AAEL002523 897 2 AAEL015310

367 5 AAEL008128 898 2 AAEL003381

367 5 AAEL010450 898 2 AAEL006596

368 5 AAEL007302 899 2 AAEL003367

368 5 AAEL007287 899 2 AAEL015673

368 5 AAEL011512 900 2 AAEL003413

368 5 AAEL013971 900 2 AAEL007889

368 5 AAEL014802 901 2 AAEL003422

369 5 AAEL001040 901 2 AAEL013586

369 5 AAEL001534 902 2 AAEL003449

369 5 AAEL003446 902 2 AAEL006937

369 5 AAEL013745 903 2 AAEL003473
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369 5 AAEL013954 903 2 AAEL012385

370 5 AAEL002068 904 2 AAEL003496

370 5 AAEL005269 904 2 AAEL004903

370 5 AAEL005435 905 2 AAEL003527

370 5 AAEL008862 905 2 AAEL003516

370 5 AAEL010073 906 2 AAEL003550

371 5 AAEL002493 906 2 AAEL003512

371 5 AAEL003139 907 2 AAEL003568

371 5 AAEL011239 907 2 AAEL003564

371 5 AAEL013483 908 2 AAEL003571

371 5 AAEL013491 908 2 AAEL006012

372 5 AAEL002406 909 2 AAEL003594

372 5 AAEL011281 909 2 AAEL014736

372 5 AAEL012502 910 2 AAEL003579

372 5 AAEL012836 910 2 AAEL014738

372 5 AAEL012832 911 2 AAEL003588

373 5 AAEL006495 911 2 AAEL006899

373 5 AAEL006503 912 2 AAEL003578

373 5 AAEL006504 912 2 AAEL014326

373 5 AAEL006481 913 2 AAEL003591

373 5 AAEL006505 913 2 AAEL010960

374 5 AAEL002528 914 2 AAEL003608

374 5 AAEL004416 914 2 AAEL014637

374 5 AAEL004586 915 2 AAEL003595

374 5 AAEL004639 915 2 AAEL014729

374 5 AAEL011117 916 2 AAEL003623

375 5 AAEL002676 916 2 AAEL015521

375 5 AAEL004299 917 2 AAEL003630

375 5 AAEL009310 917 2 AAEL015454

375 5 AAEL009316 918 2 AAEL003615

375 5 AAEL012873 918 2 AAEL014203

376 5 AAEL002064 919 2 AAEL003650

376 5 AAEL002042 919 2 AAEL011721

376 5 AAEL003123 920 2 AAEL003715

376 5 AAEL009589 920 2 AAEL004157

376 5 AAEL013029 921 2 AAEL003724

377 5 AAEL000420 921 2 AAEL013149

377 5 AAEL002196 922 2 AAEL003734

377 5 AAEL007590 922 2 AAEL012897

377 5 AAEL009097 923 2 AAEL003721

377 5 AAEL009642 923 2 AAEL012902

378 5 AAEL005306 924 2 AAEL003733

378 5 AAEL005300 924 2 AAEL012707

378 5 AAEL013912 925 2 AAEL003718

378 5 AAEL013911 925 2 AAEL011878

378 5 AAEL014866 926 2 AAEL003725

379 5 AAEL002789 926 2 AAEL014362

379 5 AAEL005326 927 2 AAEL003757

379 5 AAEL006115 927 2 AAEL010464

379 5 AAEL007548 928 2 AAEL003747

379 5 AAEL009871 928 2 AAEL012796
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380 5 AAEL002595 929 2 AAEL003742

380 5 AAEL002624 929 2 AAEL014321

380 5 AAEL002610 930 2 AAEL003797

380 5 AAEL002585 930 2 AAEL003804

380 5 AAEL002629 931 2 AAEL003787

381 5 AAEL003617 931 2 AAEL014744

381 5 AAEL011356 932 2 AAEL003861

381 5 AAEL012455 932 2 AAEL013830

381 5 AAEL012457 933 2 AAEL003870

381 5 AAEL015034 933 2 AAEL015393

382 5 AAEL003647 934 2 AAEL003903

382 5 AAEL003920 934 2 AAEL003915

382 5 AAEL006076 935 2 AAEL003909

382 5 AAEL007169 935 2 AAEL015435

382 5 AAEL010207 936 2 AAEL003961

383 5 AAEL001764 936 2 AAEL003959

383 5 AAEL004744 937 2 AAEL003960

383 5 AAEL007466 937 2 AAEL005134

383 5 AAEL008763 938 2 AAEL003983

383 5 AAEL010458 938 2 AAEL010255

384 5 AAEL006224 939 2 AAEL003979

384 5 AAEL007893 939 2 AAEL014033

384 5 AAEL008159 940 2 AAEL004031

384 5 AAEL010137 940 2 AAEL004018

384 5 AAEL014899 941 2 AAEL004020

385 5 AAEL007403 941 2 AAEL004016

385 5 AAEL008154 942 2 AAEL004073

385 5 AAEL010178 942 2 AAEL011220

385 5 AAEL012519 943 2 AAEL004075

385 5 AAEL013889 943 2 AAEL015645

386 5 AAEL003703 944 2 AAEL004048

386 5 AAEL008628 944 2 AAEL004114

386 5 AAEL011265 945 2 AAEL004062

386 5 AAEL011863 945 2 AAEL015598

386 5 AAEL013372 946 2 AAEL004101

387 5 AAEL000615 946 2 AAEL008453

387 5 AAEL001351 947 2 AAEL004134

387 5 AAEL008444 947 2 AAEL009073

387 5 AAEL008446 948 2 AAEL004123

387 5 AAEL011296 948 2 AAEL007252

388 5 AAEL001646 949 2 AAEL004122

388 5 AAEL008931 949 2 AAEL013042

388 5 AAEL008932 950 2 AAEL004153

388 5 AAEL008928 950 2 AAEL005745

388 5 AAEL013373 951 2 AAEL004194

389 5 AAEL000193 951 2 AAEL004158

389 5 AAEL008027 952 2 AAEL004185

389 5 AAEL010578 952 2 AAEL011172

389 5 AAEL012995 953 2 AAEL004180

389 5 AAEL013213 953 2 AAEL015392

390 5 AAEL000146 954 2 AAEL004190
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390 5 AAEL000105 954 2 AAEL008074

390 5 AAEL000150 955 2 AAEL004176

390 5 AAEL000111 955 2 AAEL008678

390 5 AAEL000143 956 2 AAEL004217

391 5 AAEL001751 956 2 AAEL004204

391 5 AAEL004865 957 2 AAEL004207

391 5 AAEL005863 957 2 AAEL015506

391 5 AAEL010543 958 2 AAEL004270

391 5 AAEL013397 958 2 AAEL004857

392 5 AAEL006203 959 2 AAEL004261

392 5 AAEL006607 959 2 AAEL004257

392 5 AAEL006605 960 2 AAEL004264

392 5 AAEL006620 960 2 AAEL014456

392 5 AAEL014441 961 2 AAEL004260

393 5 AAEL001010 961 2 AAEL004267

393 5 AAEL001127 962 2 AAEL004254

393 5 AAEL001676 962 2 AAEL004252

393 5 AAEL007278 963 2 AAEL004253

393 5 AAEL007794 963 2 AAEL004864

394 5 AAEL000301 964 2 AAEL004251

394 5 AAEL011704 964 2 AAEL014391

394 5 AAEL011708 965 2 AAEL004285

394 5 AAEL012827 965 2 AAEL008510

394 5 AAEL014843 966 2 AAEL004278

395 5 AAEL000817 966 2 AAEL005737

395 5 AAEL001749 967 2 AAEL004291

395 5 AAEL004502 967 2 AAEL008508

395 5 AAEL004678 968 2 AAEL004279

395 5 AAEL013749 968 2 AAEL008513

396 5 AAEL006722 969 2 AAEL004289

396 5 AAEL011229 969 2 AAEL008506

396 5 AAEL011228 970 2 AAEL004313

396 5 AAEL014409 970 2 AAEL008367

396 5 AAEL015552 971 2 AAEL004318

397 5 AAEL006931 971 2 AAEL004316

397 5 AAEL007452 972 2 AAEL004342

397 5 AAEL009839 972 2 AAEL004343

397 5 AAEL010598 973 2 AAEL004377

397 5 AAEL013249 973 2 AAEL007152

398 5 AAEL006393 974 2 AAEL004381

398 5 AAEL006396 974 2 AAEL015613

398 5 AAEL006398 975 2 AAEL004351

398 5 AAEL006385 975 2 AAEL007662

398 5 AAEL006387 976 2 AAEL004399

399 5 AAEL009478 976 2 AAEL004777

399 5 AAEL009484 977 2 AAEL004443

399 5 AAEL013793 977 2 AAEL013049

399 5 AAEL013792 978 2 AAEL004429

399 5 AAEL014994 978 2 AAEL013051

400 5 AAEL001266 979 2 AAEL004492

400 5 AAEL003493 979 2 AAEL005232
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400 5 AAEL003579 980 2 AAEL004514

400 5 AAEL004287 980 2 AAEL008521

400 5 AAEL014738 981 2 AAEL004525

401 5 AAEL000432 981 2 AAEL013846

401 5 AAEL005567 982 2 AAEL004523

401 5 AAEL010809 982 2 AAEL010716

401 5 AAEL012289 983 2 AAEL004528

401 5 AAEL013951 983 2 AAEL013681

402 5 AAEL010666 984 2 AAEL004529

402 5 AAEL010662 984 2 AAEL004532

402 5 AAEL011499 985 2 AAEL004511

402 5 AAEL015566 985 2 AAEL012800

402 5 AAEL015567 986 2 AAEL004536

403 5 AAEL005479 986 2 AAEL013683

403 5 AAEL008497 987 2 AAEL004542

403 5 AAEL009493 987 2 AAEL015603

403 5 AAEL009483 988 2 AAEL004591

403 5 AAEL009492 988 2 AAEL012534

404 5 AAEL011641 989 2 AAEL004609

404 5 AAEL011949 989 2 AAEL004638

404 5 AAEL012949 990 2 AAEL004606

404 5 AAEL015458 990 2 AAEL004604

404 5 AAEL015639 991 2 AAEL004633

405 5 AAEL004389 991 2 AAEL011971

405 5 AAEL005749 992 2 AAEL004619

405 5 AAEL005752 992 2 AAEL009332

405 5 AAEL005763 993 2 AAEL004605

405 5 AAEL011978 993 2 AAEL004648

406 5 AAEL005572 994 2 AAEL004682

406 5 AAEL009562 994 2 AAEL004684

406 5 AAEL009714 995 2 AAEL004656

406 5 AAEL011083 995 2 AAEL014015

406 5 AAEL012462 996 2 AAEL004686

407 5 AAEL005927 996 2 AAEL010341

407 5 AAEL005921 997 2 AAEL004690

407 5 AAEL007793 997 2 AAEL004694

407 5 AAEL007789 998 2 AAEL004699

407 5 AAEL010405 998 2 AAEL012243

408 5 AAEL001574 999 2 AAEL004735

408 5 AAEL004668 999 2 AAEL004714

408 5 AAEL005493 1000 2 AAEL004784

408 5 AAEL011012 1000 2 AAEL004755

408 5 AAEL015296 1001 2 AAEL004739

409 5 AAEL003567 1001 2 AAEL004778

409 5 AAEL006483 1002 2 AAEL004797

409 5 AAEL006493 1002 2 AAEL012269

409 5 AAEL006494 1003 2 AAEL004788

409 5 AAEL012067 1003 2 AAEL014873

410 5 AAEL004561 1004 2 AAEL004806

410 5 AAEL006116 1004 2 AAEL012404

410 5 AAEL007799 1005 2 AAEL004819
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410 5 AAEL009303 1005 2 AAEL004810

410 5 AAEL012314 1006 2 AAEL004823

411 5 AAEL001103 1006 2 AAEL005108

411 5 AAEL001838 1007 2 AAEL004803

411 5 AAEL002337 1007 2 AAEL007255

411 5 AAEL012507 1008 2 AAEL004828

411 5 AAEL013212 1008 2 AAEL015425

412 5 AAEL009791 1009 2 AAEL004837

412 5 AAEL009788 1009 2 AAEL004850

412 5 AAEL009796 1010 2 AAEL004826

412 5 AAEL009790 1010 2 AAEL014171

412 5 AAEL009794 1011 2 AAEL004848

413 5 AAEL004240 1011 2 AAEL014169

413 5 AAEL010936 1012 2 AAEL004858

413 5 AAEL011823 1012 2 AAEL004835

413 5 AAEL014580 1013 2 AAEL004838

413 5 AAEL015561 1013 2 AAEL014168

414 5 AAEL000044 1014 2 AAEL004844

414 5 AAEL007880 1014 2 AAEL009159

414 5 AAEL007887 1015 2 AAEL004841

414 5 AAEL007878 1015 2 AAEL014714

414 5 AAEL014995 1016 2 AAEL004845

415 5 AAEL000214 1016 2 AAEL014960

415 5 AAEL001014 1017 2 AAEL004870

415 5 AAEL001859 1017 2 AAEL004888

415 5 AAEL003660 1018 2 AAEL004900

415 5 AAEL007282 1018 2 AAEL005925

416 5 AAEL000457 1019 2 AAEL004904

416 5 AAEL002689 1019 2 AAEL015289

416 5 AAEL003438 1020 2 AAEL004908

416 5 AAEL010639 1020 2 AAEL015288

416 5 AAEL011094 1021 2 AAEL004922

417 5 AAEL002734 1021 2 AAEL014217

417 5 AAEL002747 1022 2 AAEL004927

417 5 AAEL009187 1022 2 AAEL011723

417 5 AAEL012020 1023 2 AAEL004982

417 5 AAEL012834 1023 2 AAEL010243

418 5 AAEL003600 1024 2 AAEL004974

418 5 AAEL003601 1024 2 AAEL006254

418 5 AAEL003584 1025 2 AAEL004970

418 5 AAEL003585 1025 2 AAEL013211

418 5 AAEL007872 1026 2 AAEL005001

419 5 AAEL000755 1026 2 AAEL005008

419 5 AAEL011659 1027 2 AAEL005009

419 5 AAEL012898 1027 2 AAEL010433

419 5 AAEL012896 1028 2 AAEL005079

419 5 AAEL014237 1028 2 AAEL012510

420 4 AAEL002467 1029 2 AAEL005088

420 4 AAEL002481 1029 2 AAEL005237

420 4 AAEL002490 1030 2 AAEL005085

420 4 AAEL002466 1030 2 AAEL005220
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421 4 AAEL002518 1031 2 AAEL005077

421 4 AAEL002922 1031 2 AAEL015467

421 4 AAEL007966 1032 2 AAEL005050

421 4 AAEL009813 1032 2 AAEL006938

422 4 AAEL000421 1033 2 AAEL005102

422 4 AAEL000605 1033 2 AAEL015304

422 4 AAEL013783 1034 2 AAEL005118

422 4 AAEL014396 1034 2 AAEL005100

423 4 AAEL008258 1035 2 AAEL005107

423 4 AAEL009406 1035 2 AAEL013605

423 4 AAEL010938 1036 2 AAEL005124

423 4 AAEL010930 1036 2 AAEL013604

424 4 AAEL000327 1037 2 AAEL005129

424 4 AAEL002765 1037 2 AAEL009653

424 4 AAEL008047 1038 2 AAEL005104

424 4 AAEL015043 1038 2 AAEL005155

425 4 AAEL006591 1039 2 AAEL005103

425 4 AAEL009141 1039 2 AAEL005158

425 4 AAEL010285 1040 2 AAEL005126

425 4 AAEL010283 1040 2 AAEL015303

426 4 AAEL001935 1041 2 AAEL005114

426 4 AAEL002280 1041 2 AAEL015263

426 4 AAEL003891 1042 2 AAEL005169

426 4 AAEL003867 1042 2 AAEL011511

427 4 AAEL000845 1043 2 AAEL005170

427 4 AAEL006320 1043 2 AAEL013009

427 4 AAEL012083 1044 2 AAEL005166

427 4 AAEL013105 1044 2 AAEL013010

428 4 AAEL006026 1045 2 AAEL005159

428 4 AAEL006227 1045 2 AAEL005156

428 4 AAEL007565 1046 2 AAEL005192

428 4 AAEL010042 1046 2 AAEL014126

429 4 AAEL001337 1047 2 AAEL005174

429 4 AAEL002571 1047 2 AAEL015610

429 4 AAEL004623 1048 2 AAEL005188

429 4 AAEL004991 1048 2 AAEL005460

430 4 AAEL010148 1049 2 AAEL005204

430 4 AAEL010140 1049 2 AAEL009205

430 4 AAEL010145 1050 2 AAEL005212

430 4 AAEL010783 1050 2 AAEL014128

431 4 AAEL001784 1051 2 AAEL005173

431 4 AAEL007800 1051 2 AAEL015594

431 4 AAEL013289 1052 2 AAEL005245

431 4 AAEL014287 1052 2 AAEL014748

432 4 AAEL002855 1053 2 AAEL005247

432 4 AAEL007727 1053 2 AAEL006597

432 4 AAEL010649 1054 2 AAEL005243

432 4 AAEL014020 1054 2 AAEL013104

433 4 AAEL013597 1055 2 AAEL005311

433 4 AAEL013594 1055 2 AAEL010512

433 4 AAEL013901 1056 2 AAEL005304
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433 4 AAEL014882 1056 2 AAEL010510

434 4 AAEL000714 1057 2 AAEL005309

434 4 AAEL004496 1057 2 AAEL013914

434 4 AAEL013109 1058 2 AAEL005310

434 4 AAEL013111 1058 2 AAEL011680

435 4 AAEL000273 1059 2 AAEL005302

435 4 AAEL002846 1059 2 AAEL012002

435 4 AAEL010766 1060 2 AAEL005291

435 4 AAEL013183 1060 2 AAEL010515

436 4 AAEL004285 1061 2 AAEL005307

436 4 AAEL004542 1061 2 AAEL010514

436 4 AAEL008510 1062 2 AAEL005297

436 4 AAEL008676 1062 2 AAEL010517

437 4 AAEL000983 1063 2 AAEL005292

437 4 AAEL001405 1063 2 AAEL013913

437 4 AAEL013121 1064 2 AAEL005303

437 4 AAEL014375 1064 2 AAEL011681

438 4 AAEL007097 1065 2 AAEL005288

438 4 AAEL010099 1065 2 AAEL012006

438 4 AAEL010098 1066 2 AAEL005305

438 4 AAEL012292 1066 2 AAEL012005

439 4 AAEL006523 1067 2 AAEL005320

439 4 AAEL013539 1067 2 AAEL011927

439 4 AAEL013786 1068 2 AAEL005358

439 4 AAEL014394 1068 2 AAEL009694

440 4 AAEL004809 1069 2 AAEL005397

440 4 AAEL009985 1069 2 AAEL013039

440 4 AAEL013885 1070 2 AAEL005382

440 4 AAEL013895 1070 2 AAEL005394

441 4 AAEL011458 1071 2 AAEL005386

441 4 AAEL011461 1071 2 AAEL005376

441 4 AAEL013030 1072 2 AAEL005390

441 4 AAEL013031 1072 2 AAEL014758

442 4 AAEL003897 1073 2 AAEL005429

442 4 AAEL003868 1073 2 AAEL006721

442 4 AAEL003893 1074 2 AAEL005443

442 4 AAEL013313 1074 2 AAEL015611

443 4 AAEL006160 1075 2 AAEL005433

443 4 AAEL006167 1075 2 AAEL015555

443 4 AAEL007036 1076 2 AAEL005486

443 4 AAEL007040 1076 2 AAEL011459

444 4 AAEL004793 1077 2 AAEL005485

444 4 AAEL010912 1077 2 AAEL009795

444 4 AAEL015110 1078 2 AAEL005480

444 4 AAEL015386 1078 2 AAEL011943

445 4 AAEL005030 1079 2 AAEL005496

445 4 AAEL006622 1079 2 AAEL013756

445 4 AAEL013215 1080 2 AAEL005499

445 4 AAEL013833 1080 2 AAEL015644

446 4 AAEL002753 1081 2 AAEL005503

446 4 AAEL007244 1081 2 AAEL014538
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446 4 AAEL009500 1082 2 AAEL005513

446 4 AAEL011507 1082 2 AAEL008696

447 4 AAEL001087 1083 2 AAEL005505

447 4 AAEL005533 1083 2 AAEL011678

447 4 AAEL012567 1084 2 AAEL005524

447 4 AAEL014910 1084 2 AAEL008341

448 4 AAEL006299 1085 2 AAEL005553

448 4 AAEL006991 1085 2 AAEL005686

448 4 AAEL012156 1086 2 AAEL005535

448 4 AAEL015123 1086 2 AAEL005683

449 4 AAEL003857 1087 2 AAEL005550

449 4 AAEL003841 1087 2 AAEL005677

449 4 AAEL003849 1088 2 AAEL005539

449 4 AAEL003832 1088 2 AAEL012529

450 4 AAEL003565 1089 2 AAEL005536

450 4 AAEL012075 1089 2 AAEL012532

450 4 AAEL013565 1090 2 AAEL005545

450 4 AAEL013716 1090 2 AAEL012528

451 4 AAEL000477 1091 2 AAEL005548

451 4 AAEL000502 1091 2 AAEL012531

451 4 AAEL006081 1092 2 AAEL005538

451 4 AAEL014689 1092 2 AAEL005693

452 4 AAEL006675 1093 2 AAEL005541

452 4 AAEL008164 1093 2 AAEL005690

452 4 AAEL008516 1094 2 AAEL005562

452 4 AAEL010567 1094 2 AAEL013069

453 4 AAEL002087 1095 2 AAEL005579

453 4 AAEL008436 1095 2 AAEL012250

453 4 AAEL014556 1096 2 AAEL005570

453 4 AAEL015053 1096 2 AAEL005576

454 4 AAEL009193 1097 2 AAEL005602

454 4 AAEL009203 1097 2 AAEL005606

454 4 AAEL009207 1098 2 AAEL005671

454 4 AAEL009204 1098 2 AAEL014772

455 4 AAEL011144 1099 2 AAEL005667

455 4 AAEL014551 1099 2 AAEL013438

455 4 AAEL014553 1100 2 AAEL005708

455 4 AAEL015093 1100 2 AAEL011493

456 4 AAEL014453 1101 2 AAEL005684

456 4 AAEL014451 1101 2 AAEL011496

456 4 AAEL014455 1102 2 AAEL005746

456 4 AAEL014454 1102 2 AAEL005743

457 4 AAEL003784 1103 2 AAEL005782

457 4 AAEL005283 1103 2 AAEL005783

457 4 AAEL006154 1104 2 AAEL005781

457 4 AAEL013197 1104 2 AAEL013806

458 4 AAEL001216 1105 2 AAEL005780

458 4 AAEL008500 1105 2 AAEL015436

458 4 AAEL013359 1106 2 AAEL005778

458 4 AAEL014414 1106 2 AAEL015313

459 4 AAEL003655 1107 2 AAEL005810
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459 4 AAEL003699 1107 2 AAEL012309

459 4 AAEL009993 1108 2 AAEL005794

459 4 AAEL009992 1108 2 AAEL010135

460 4 AAEL003148 1109 2 AAEL005797

460 4 AAEL004579 1109 2 AAEL012313

460 4 AAEL008225 1110 2 AAEL005802

460 4 AAEL011243 1110 2 AAEL015592

461 4 AAEL000741 1111 2 AAEL005791

461 4 AAEL003073 1111 2 AAEL013242

461 4 AAEL003845 1112 2 AAEL005809

461 4 AAEL007700 1112 2 AAEL012315

462 4 AAEL001793 1113 2 AAEL005826

462 4 AAEL006028 1113 2 AAEL015485

462 4 AAEL008598 1114 2 AAEL005840

462 4 AAEL010280 1114 2 AAEL015069

463 4 AAEL004219 1115 2 AAEL005835

463 4 AAEL005099 1115 2 AAEL014572

463 4 AAEL005998 1116 2 AAEL005872

463 4 AAEL012583 1116 2 AAEL005882

464 4 AAEL002754 1117 2 AAEL005932

464 4 AAEL002732 1117 2 AAEL015455

464 4 AAEL003167 1118 2 AAEL005927

464 4 AAEL004098 1118 2 AAEL005921

465 4 AAEL001079 1119 2 AAEL005956

465 4 AAEL001433 1119 2 AAEL005963

465 4 AAEL012984 1120 2 AAEL005984

465 4 AAEL013206 1120 2 AAEL015668

466 4 AAEL007315 1121 2 AAEL005989

466 4 AAEL010590 1121 2 AAEL006753

466 4 AAEL014288 1122 2 AAEL005990

466 4 AAEL015291 1122 2 AAEL006733

467 4 AAEL006353 1123 2 AAEL005993

467 4 AAEL006344 1123 2 AAEL013589

467 4 AAEL006359 1124 2 AAEL006004

467 4 AAEL006338 1124 2 AAEL011910

468 4 AAEL001277 1125 2 AAEL006031

468 4 AAEL003509 1125 2 AAEL014908

468 4 AAEL004129 1126 2 AAEL006029

468 4 AAEL010834 1126 2 AAEL011590

469 4 AAEL006375 1127 2 AAEL006036

469 4 AAEL006381 1127 2 AAEL015160

469 4 AAEL009111 1128 2 AAEL006042

469 4 AAEL013717 1128 2 AAEL009185

470 4 AAEL003303 1129 2 AAEL006041

470 4 AAEL007883 1129 2 AAEL014906

470 4 AAEL008367 1130 2 AAEL006045

470 4 AAEL014933 1130 2 AAEL011234

471 4 AAEL011558 1131 2 AAEL006048

471 4 AAEL011542 1131 2 AAEL015636

471 4 AAEL013449 1132 2 AAEL006049

471 4 AAEL014516 1132 2 AAEL015635
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472 4 AAEL006102 1133 2 AAEL006070

472 4 AAEL006096 1133 2 AAEL007495

472 4 AAEL006095 1134 2 AAEL006108

472 4 AAEL006090 1134 2 AAEL006103

473 4 AAEL001353 1135 2 AAEL006106

473 4 AAEL004066 1135 2 AAEL006109

473 4 AAEL005297 1136 2 AAEL006094

473 4 AAEL010517 1136 2 AAEL006105

474 4 AAEL003454 1137 2 AAEL006114

474 4 AAEL007325 1137 2 AAEL007205

474 4 AAEL007920 1138 2 AAEL006140

474 4 AAEL010046 1138 2 AAEL011376

475 4 AAEL001051 1139 2 AAEL006164

475 4 AAEL004647 1139 2 AAEL009201

475 4 AAEL013246 1140 2 AAEL006178

475 4 AAEL014751 1140 2 AAEL007075

476 4 AAEL005678 1141 2 AAEL006200

476 4 AAEL006855 1141 2 AAEL015665

476 4 AAEL014644 1142 2 AAEL006223

476 4 AAEL014643 1142 2 AAEL006788

477 4 AAEL001647 1143 2 AAEL006238

477 4 AAEL002114 1143 2 AAEL006996

477 4 AAEL005066 1144 2 AAEL006258

477 4 AAEL005837 1144 2 AAEL006613

478 4 AAEL000383 1145 2 AAEL006250

478 4 AAEL001088 1145 2 AAEL006245

478 4 AAEL001152 1146 2 AAEL006256

478 4 AAEL006234 1146 2 AAEL012740

479 4 AAEL005147 1147 2 AAEL006283

479 4 AAEL006533 1147 2 AAEL008566

479 4 AAEL009584 1148 2 AAEL006295

479 4 AAEL010488 1148 2 AAEL007185

480 4 AAEL004928 1149 2 AAEL006293

480 4 AAEL010055 1149 2 AAEL009544

480 4 AAEL012061 1150 2 AAEL006303

480 4 AAEL014731 1150 2 AAEL010260

481 4 AAEL004035 1151 2 AAEL006361

481 4 AAEL010159 1151 2 AAEL006355

481 4 AAEL010698 1152 2 AAEL006383

481 4 AAEL013275 1152 2 AAEL015105

482 4 AAEL005308 1153 2 AAEL006369

482 4 AAEL008366 1153 2 AAEL010262

482 4 AAEL013613 1154 2 AAEL006431

482 4 AAEL014865 1154 2 AAEL006895

483 4 AAEL011126 1155 2 AAEL006428

483 4 AAEL011129 1155 2 AAEL009228

483 4 AAEL011112 1156 2 AAEL006405

483 4 AAEL011130 1156 2 AAEL009220

484 4 AAEL009939 1157 2 AAEL006436

484 4 AAEL010828 1157 2 AAEL007651

484 4 AAEL013015 1158 2 AAEL006446
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484 4 AAEL014316 1158 2 AAEL010684

485 4 AAEL001956 1159 2 AAEL006454

485 4 AAEL006891 1159 2 AAEL014082

485 4 AAEL009271 1160 2 AAEL006476

485 4 AAEL014743 1160 2 AAEL015487

486 4 AAEL002125 1161 2 AAEL006546

486 4 AAEL002090 1161 2 AAEL006545

486 4 AAEL002215 1162 2 AAEL006547

486 4 AAEL003562 1162 2 AAEL015532

487 4 AAEL001596 1163 2 AAEL006578

487 4 AAEL006450 1163 2 AAEL011216

487 4 AAEL011754 1164 2 AAEL006569

487 4 AAEL015616 1164 2 AAEL011209

488 4 AAEL004409 1165 2 AAEL006580

488 4 AAEL007096 1165 2 AAEL011217

488 4 AAEL010848 1166 2 AAEL006570

488 4 AAEL014001 1166 2 AAEL015457

489 4 AAEL003113 1167 2 AAEL006617

489 4 AAEL003775 1167 2 AAEL006630

489 4 AAEL013428 1168 2 AAEL006616

489 4 AAEL015044 1168 2 AAEL014449

490 4 AAEL001327 1169 2 AAEL006634

490 4 AAEL001348 1169 2 AAEL006912

490 4 AAEL007912 1170 2 AAEL006682

490 4 AAEL015285 1170 2 AAEL014559

491 4 AAEL000348 1171 2 AAEL006664

491 4 AAEL012196 1171 2 AAEL009437

491 4 AAEL013956 1172 2 AAEL006663

491 4 AAEL014858 1172 2 AAEL014558

492 4 AAEL005825 1173 2 AAEL006714

492 4 AAEL010251 1173 2 AAEL012630

492 4 AAEL012514 1174 2 AAEL006741

492 4 AAEL014262 1174 2 AAEL006751

493 4 AAEL000787 1175 2 AAEL006771

493 4 AAEL010966 1175 2 AAEL007059

493 4 AAEL012807 1176 2 AAEL006761

493 4 AAEL013052 1176 2 AAEL006766

494 4 AAEL007599 1177 2 AAEL006846

494 4 AAEL007585 1177 2 AAEL009622

494 4 AAEL012216 1178 2 AAEL006840

494 4 AAEL015312 1178 2 AAEL012656

495 4 AAEL001375 1179 2 AAEL006853

495 4 AAEL002060 1179 2 AAEL012660

495 4 AAEL009235 1180 2 AAEL006851

495 4 AAEL010018 1180 2 AAEL012661

496 4 AAEL002135 1181 2 AAEL006875

496 4 AAEL013253 1181 2 AAEL014208

496 4 AAEL013698 1182 2 AAEL006857

496 4 AAEL015374 1182 2 AAEL013502

497 4 AAEL010672 1183 2 AAEL006886

497 4 AAEL012718 1183 2 AAEL006883
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497 4 AAEL013864 1184 2 AAEL006885

497 4 AAEL014717 1184 2 AAEL011116

498 4 AAEL010727 1185 2 AAEL006905

498 4 AAEL011658 1185 2 AAEL008907

498 4 AAEL011662 1186 2 AAEL006908

498 4 AAEL012184 1186 2 AAEL010295

499 4 AAEL004753 1187 2 AAEL006907

499 4 AAEL004805 1187 2 AAEL014725

499 4 AAEL004814 1188 2 AAEL006896

499 4 AAEL014527 1188 2 AAEL008910

500 4 AAEL002264 1189 2 AAEL006916

500 4 AAEL012587 1189 2 AAEL015498

500 4 AAEL012948 1190 2 AAEL006925

500 4 AAEL015047 1190 2 AAEL014002

501 4 AAEL000255 1191 2 AAEL006949

501 4 AAEL000393 1191 2 AAEL006936

501 4 AAEL006949 1192 2 AAEL006939

501 4 AAEL006936 1192 2 AAEL013510

502 4 AAEL009807 1193 2 AAEL006971

502 4 AAEL009784 1193 2 AAEL006968

502 4 AAEL015364 1194 2 AAEL007014

502 4 AAEL015363 1194 2 AAEL007003

503 4 AAEL011127 1195 2 AAEL006987

503 4 AAEL011122 1195 2 AAEL006990

503 4 AAEL011131 1196 2 AAEL007018

503 4 AAEL011115 1196 2 AAEL007390

504 4 AAEL010935 1197 2 AAEL007028

504 4 AAEL011824 1197 2 AAEL007030

504 4 AAEL011822 1198 2 AAEL007069

504 4 AAEL015391 1198 2 AAEL015330

505 4 AAEL000121 1199 2 AAEL007045

505 4 AAEL005392 1199 2 AAEL012923

505 4 AAEL009062 1200 2 AAEL007057

505 4 AAEL011040 1200 2 AAEL007926

506 4 AAEL001290 1201 2 AAEL007073

506 4 AAEL001319 1201 2 AAEL007649

506 4 AAEL007922 1202 2 AAEL007089

506 4 AAEL013789 1202 2 AAEL010831

507 4 AAEL006490 1203 2 AAEL007088

507 4 AAEL008292 1203 2 AAEL010836

507 4 AAEL008287 1204 2 AAEL007091

507 4 AAEL010043 1204 2 AAEL014999

508 4 AAEL003422 1205 2 AAEL007082

508 4 AAEL009966 1205 2 AAEL014998

508 4 AAEL011305 1206 2 AAEL007122

508 4 AAEL013586 1206 2 AAEL014065

509 4 AAEL000818 1207 2 AAEL007113

509 4 AAEL004533 1207 2 AAEL008849

509 4 AAEL007004 1208 2 AAEL007147

509 4 AAEL009139 1208 2 AAEL007145

510 4 AAEL012571 1209 2 AAEL007171
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510 4 AAEL012577 1209 2 AAEL010446

510 4 AAEL014914 1210 2 AAEL007155

510 4 AAEL014909 1210 2 AAEL013265

511 4 AAEL000832 1211 2 AAEL007182

511 4 AAEL002407 1211 2 AAEL010192

511 4 AAEL002709 1212 2 AAEL007174

511 4 AAEL015441 1212 2 AAEL009516

512 4 AAEL002713 1213 2 AAEL007181

512 4 AAEL008646 1213 2 AAEL009113

512 4 AAEL011633 1214 2 AAEL007176

512 4 AAEL011634 1214 2 AAEL008499

513 4 AAEL005354 1215 2 AAEL007246

513 4 AAEL005371 1215 2 AAEL007238

513 4 AAEL010572 1216 2 AAEL007221

513 4 AAEL011529 1216 2 AAEL008466

514 4 AAEL000014 1217 2 AAEL007248

514 4 AAEL007345 1217 2 AAEL011214

514 4 AAEL010216 1218 2 AAEL007254

514 4 AAEL011638 1218 2 AAEL012278

515 4 AAEL012724 1219 2 AAEL007276

515 4 AAEL012721 1219 2 AAEL013947

515 4 AAEL012726 1220 2 AAEL007282

515 4 AAEL012722 1220 2 AAEL007300

516 4 AAEL007459 1221 2 AAEL007288

516 4 AAEL009366 1221 2 AAEL009068

516 4 AAEL009494 1222 2 AAEL007318

516 4 AAEL015180 1222 2 AAEL014049

517 4 AAEL009462 1223 2 AAEL007311

517 4 AAEL009700 1223 2 AAEL010188

517 4 AAEL010336 1224 2 AAEL007323

517 4 AAEL013113 1224 2 AAEL012629

518 4 AAEL002722 1225 2 AAEL007315

518 4 AAEL008486 1225 2 AAEL015291

518 4 AAEL011468 1226 2 AAEL007337

518 4 AAEL012200 1226 2 AAEL007336

519 4 AAEL000372 1227 2 AAEL007330

519 4 AAEL004566 1227 2 AAEL013769

519 4 AAEL004967 1228 2 AAEL007326

519 4 AAEL005054 1228 2 AAEL013767

520 4 AAEL011497 1229 2 AAEL007333

520 4 AAEL011489 1229 2 AAEL012490

520 4 AAEL011487 1230 2 AAEL007325

520 4 AAEL011490 1230 2 AAEL010046

521 4 AAEL002368 1231 2 AAEL007340

521 4 AAEL011219 1231 2 AAEL007348

521 4 AAEL013536 1232 2 AAEL007335

521 4 AAEL013680 1232 2 AAEL012486

522 4 AAEL011491 1233 2 AAEL007343

522 4 AAEL011481 1233 2 AAEL012483

522 4 AAEL011482 1234 2 AAEL007327

522 4 AAEL011484 1234 2 AAEL007332
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523 4 AAEL000764 1235 2 AAEL007334

523 4 AAEL002650 1235 2 AAEL013768

523 4 AAEL003432 1236 2 AAEL007360

523 4 AAEL006590 1236 2 AAEL015480

524 4 AAEL008240 1237 2 AAEL007381

524 4 AAEL010067 1237 2 AAEL014855

524 4 AAEL012979 1238 2 AAEL007377

524 4 AAEL014852 1238 2 AAEL007373

525 4 AAEL005349 1239 2 AAEL007379

525 4 AAEL005353 1239 2 AAEL008264

525 4 AAEL006270 1240 2 AAEL007386

525 4 AAEL006718 1240 2 AAEL011924

526 4 AAEL011339 1241 2 AAEL007400

526 4 AAEL012715 1241 2 AAEL013076

526 4 AAEL012706 1242 2 AAEL007408

526 4 AAEL012710 1242 2 AAEL007407

527 4 AAEL001979 1243 2 AAEL007426

527 4 AAEL004844 1243 2 AAEL009509

527 4 AAEL005476 1244 2 AAEL007418

527 4 AAEL009159 1244 2 AAEL013974

528 4 AAEL001143 1245 2 AAEL007414

528 4 AAEL002397 1245 2 AAEL015446

528 4 AAEL013001 1246 2 AAEL007433

528 4 AAEL013004 1246 2 AAEL014415

529 4 AAEL000360 1247 2 AAEL007416

529 4 AAEL003588 1247 2 AAEL015445

529 4 AAEL006899 1248 2 AAEL007455

529 4 AAEL012201 1248 2 AAEL008062

530 4 AAEL008857 1249 2 AAEL007477

530 4 AAEL008861 1249 2 AAEL009770

530 4 AAEL008876 1250 2 AAEL007474

530 4 AAEL008858 1250 2 AAEL009773

531 4 AAEL002343 1251 2 AAEL007498

531 4 AAEL012562 1251 2 AAEL014305

531 4 AAEL014740 1252 2 AAEL007491

531 4 AAEL015383 1252 2 AAEL015338

532 4 AAEL005081 1253 2 AAEL007537

532 4 AAEL005058 1253 2 AAEL015493

532 4 AAEL005067 1254 2 AAEL007557

532 4 AAEL011968 1254 2 AAEL015631

533 4 AAEL009651 1255 2 AAEL007541

533 4 AAEL011711 1255 2 AAEL012669

533 4 AAEL012271 1256 2 AAEL007560

533 4 AAEL014932 1256 2 AAEL009199

534 4 AAEL007344 1257 2 AAEL007589

534 4 AAEL007342 1257 2 AAEL011258

534 4 AAEL007349 1258 2 AAEL007594

534 4 AAEL010879 1258 2 AAEL013292

535 4 AAEL002312 1259 2 AAEL007588

535 4 AAEL003546 1259 2 AAEL014443

535 4 AAEL008465 1260 2 AAEL007623
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535 4 AAEL013903 1260 2 AAEL010614

536 4 AAEL003485 1261 2 AAEL007608

536 4 AAEL009335 1261 2 AAEL010616

536 4 AAEL009435 1262 2 AAEL007620

536 4 AAEL009710 1262 2 AAEL010604

537 4 AAEL004247 1263 2 AAEL007618

537 4 AAEL004268 1263 2 AAEL015215

537 4 AAEL004836 1264 2 AAEL007610

537 4 AAEL009749 1264 2 AAEL015217

538 4 AAEL000888 1265 2 AAEL007615

538 4 AAEL004336 1265 2 AAEL010618

538 4 AAEL005376 1266 2 AAEL007621

538 4 AAEL007528 1266 2 AAEL010620

539 4 AAEL006981 1267 2 AAEL007625

539 4 AAEL009071 1267 2 AAEL015042

539 4 AAEL009279 1268 2 AAEL007627

539 4 AAEL009312 1268 2 AAEL011003

540 4 AAEL004260 1269 2 AAEL007624

540 4 AAEL007426 1269 2 AAEL010996

540 4 AAEL009509 1270 2 AAEL007635

540 4 AAEL013028 1270 2 AAEL011635

541 4 AAEL000426 1271 2 AAEL007643

541 4 AAEL001015 1271 2 AAEL015583

541 4 AAEL005000 1272 2 AAEL007640

541 4 AAEL006228 1272 2 AAEL015584

542 4 AAEL002681 1273 2 AAEL007683

542 4 AAEL006023 1273 2 AAEL011603

542 4 AAEL006034 1274 2 AAEL007714

542 4 AAEL015162 1274 2 AAEL012214

543 4 AAEL013420 1275 2 AAEL007733

543 4 AAEL013418 1275 2 AAEL014447

543 4 AAEL013423 1276 2 AAEL007732

543 4 AAEL013422 1276 2 AAEL014450

544 4 AAEL003722 1277 2 AAEL007738

544 4 AAEL003716 1277 2 AAEL012097

544 4 AAEL005127 1278 2 AAEL007734

544 4 AAEL015450 1278 2 AAEL014236

545 4 AAEL010418 1279 2 AAEL007743

545 4 AAEL010409 1279 2 AAEL009740

545 4 AAEL010415 1280 2 AAEL007758

545 4 AAEL010428 1280 2 AAEL015657

546 4 AAEL008143 1281 2 AAEL007754

546 4 AAEL010360 1281 2 AAEL014731

546 4 AAEL013177 1282 2 AAEL007755

546 4 AAEL014154 1282 2 AAEL015571

547 4 AAEL008138 1283 2 AAEL007746

547 4 AAEL008629 1283 2 AAEL007745

547 4 AAEL008635 1284 2 AAEL007749

547 4 AAEL008672 1284 2 AAEL014720

548 4 AAEL000859 1285 2 AAEL007781

548 4 AAEL000861 1285 2 AAEL007786
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548 4 AAEL000915 1286 2 AAEL007776

548 4 AAEL008801 1286 2 AAEL007780

549 4 AAEL004273 1287 2 AAEL007827

549 4 AAEL006318 1287 2 AAEL015398

549 4 AAEL013603 1288 2 AAEL007832

549 4 AAEL014840 1288 2 AAEL015037

550 4 AAEL001728 1289 2 AAEL007831

550 4 AAEL008713 1289 2 AAEL015197

550 4 AAEL008711 1290 2 AAEL007828

550 4 AAEL011585 1290 2 AAEL015038

551 4 AAEL001325 1291 2 AAEL007883

551 4 AAEL001346 1291 2 AAEL010491

551 4 AAEL001355 1292 2 AAEL007917

551 4 AAEL001358 1292 2 AAEL013453

552 4 AAEL002287 1293 2 AAEL007923

552 4 AAEL003497 1293 2 AAEL007928

552 4 AAEL004900 1294 2 AAEL007916

552 4 AAEL005925 1294 2 AAEL014327

553 4 AAEL005639 1295 2 AAEL007943

553 4 AAEL006074 1295 2 AAEL015083

553 4 AAEL013678 1296 2 AAEL007939

553 4 AAEL014721 1296 2 AAEL015080

554 4 AAEL000659 1297 2 AAEL007937

554 4 AAEL005851 1297 2 AAEL007935

554 4 AAEL012812 1298 2 AAEL007929

554 4 AAEL013045 1298 2 AAEL015055

555 4 AAEL001456 1299 2 AAEL007934

555 4 AAEL005167 1299 2 AAEL015081

555 4 AAEL014481 1300 2 AAEL007931

555 4 AAEL014480 1300 2 AAEL015082

556 4 AAEL001932 1301 2 AAEL007936

556 4 AAEL002563 1301 2 AAEL015084

556 4 AAEL008695 1302 2 AAEL007949

556 4 AAEL010083 1302 2 AAEL008078

557 4 AAEL004490 1303 2 AAEL007953

557 4 AAEL009345 1303 2 AAEL014824

557 4 AAEL012282 1304 2 AAEL007979

557 4 AAEL013952 1304 2 AAEL007971

558 4 AAEL004758 1305 2 AAEL008043

558 4 AAEL004751 1305 2 AAEL008047

558 4 AAEL004746 1306 2 AAEL008035

558 4 AAEL004745 1306 2 AAEL015570

559 4 AAEL004004 1307 2 AAEL008096

559 4 AAEL005816 1307 2 AAEL013630

559 4 AAEL006655 1308 2 AAEL008095

559 4 AAEL011473 1308 2 AAEL008086

560 4 AAEL003194 1309 2 AAEL008077

560 4 AAEL007892 1309 2 AAEL013627

560 4 AAEL009764 1310 2 AAEL008089

560 4 AAEL015629 1310 2 AAEL013805

561 4 AAEL006324 1311 2 AAEL008091
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561 4 AAEL006475 1311 2 AAEL013803

561 4 AAEL015535 1312 2 AAEL008081

561 4 AAEL015666 1312 2 AAEL013693

562 4 AAEL003135 1313 2 AAEL008087

562 4 AAEL003137 1313 2 AAEL013804

562 4 AAEL005397 1314 2 AAEL008092

562 4 AAEL013041 1314 2 AAEL011818

563 4 AAEL001503 1315 2 AAEL008083

563 4 AAEL002051 1315 2 AAEL013694

563 4 AAEL002735 1316 2 AAEL008084

563 4 AAEL004485 1316 2 AAEL013632

564 4 AAEL011841 1317 2 AAEL008118

564 4 AAEL012719 1317 2 AAEL008109

564 4 AAEL014142 1318 2 AAEL008101

564 4 AAEL014198 1318 2 AAEL009987

565 4 AAEL004687 1319 2 AAEL008121

565 4 AAEL004692 1319 2 AAEL015360

565 4 AAEL006828 1320 2 AAEL008139

565 4 AAEL006822 1320 2 AAEL014160

566 4 AAEL006673 1321 2 AAEL008147

566 4 AAEL006671 1321 2 AAEL014159

566 4 AAEL008352 1322 2 AAEL008145

566 4 AAEL008666 1322 2 AAEL014153

567 4 AAEL006901 1323 2 AAEL008149

567 4 AAEL010961 1323 2 AAEL014157

567 4 AAEL015056 1324 2 AAEL008148

567 4 AAEL015183 1324 2 AAEL013179

568 4 AAEL004103 1325 2 AAEL008146

568 4 AAEL004092 1325 2 AAEL014156

568 4 AAEL006326 1326 2 AAEL008193

568 4 AAEL006348 1326 2 AAEL011033

569 4 AAEL006212 1327 2 AAEL008229

569 4 AAEL006213 1327 2 AAEL011241

569 4 AAEL014955 1328 2 AAEL008233

569 4 AAEL014956 1328 2 AAEL015468

570 4 AAEL001769 1329 2 AAEL008223

570 4 AAEL002083 1329 2 AAEL011237

570 4 AAEL008738 1330 2 AAEL008235

570 4 AAEL010787 1330 2 AAEL011244

571 4 AAEL002296 1331 2 AAEL008239

571 4 AAEL006634 1331 2 AAEL015345

571 4 AAEL006912 1332 2 AAEL008237

571 4 AAEL010697 1332 2 AAEL014100

572 4 AAEL003419 1333 2 AAEL008241

572 4 AAEL003425 1333 2 AAEL009439

572 4 AAEL005685 1334 2 AAEL008267

572 4 AAEL013059 1334 2 AAEL008282

573 4 AAEL000091 1335 2 AAEL008260

573 4 AAEL004076 1335 2 AAEL010522

573 4 AAEL007738 1336 2 AAEL008291

573 4 AAEL012097 1336 2 AAEL010777
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574 4 AAEL003948 1337 2 AAEL008300

574 4 AAEL010092 1337 2 AAEL012447

574 4 AAEL014225 1338 2 AAEL008302

574 4 AAEL014293 1338 2 AAEL015411

575 4 AAEL001435 1339 2 AAEL008311

575 4 AAEL001929 1339 2 AAEL008306

575 4 AAEL008596 1340 2 AAEL008412

575 4 AAEL014950 1340 2 AAEL012845

576 4 AAEL000928 1341 2 AAEL008444

576 4 AAEL000882 1341 2 AAEL011296

576 4 AAEL000912 1342 2 AAEL008437

576 4 AAEL006635 1342 2 AAEL008445

577 4 AAEL015581 1343 2 AAEL008449

577 4 AAEL015580 1343 2 AAEL011300

577 4 AAEL015582 1344 2 AAEL008440

577 4 AAEL015579 1344 2 AAEL011299

578 4 AAEL006999 1345 2 AAEL008448

578 4 AAEL007000 1345 2 AAEL008442

578 4 AAEL007025 1346 2 AAEL008439

578 4 AAEL015537 1346 2 AAEL011295

579 4 AAEL004661 1347 2 AAEL008468

579 4 AAEL004931 1347 2 AAEL008467

579 4 AAEL007839 1348 2 AAEL008485

579 4 AAEL011517 1348 2 AAEL008478

580 4 AAEL003428 1349 2 AAEL008474

580 4 AAEL003405 1349 2 AAEL008472

580 4 AAEL003430 1350 2 AAEL008512

580 4 AAEL003406 1350 2 AAEL012674

581 4 AAEL000778 1351 2 AAEL008517

581 4 AAEL002408 1351 2 AAEL012167

581 4 AAEL002432 1352 2 AAEL008515

581 4 AAEL002426 1352 2 AAEL012673

582 4 AAEL000499 1353 2 AAEL008514

582 4 AAEL013435 1353 2 AAEL012672

582 4 AAEL013433 1354 2 AAEL008529

582 4 AAEL013434 1354 2 AAEL014403

583 4 AAEL002641 1355 2 AAEL008554

583 4 AAEL006846 1355 2 AAEL008552

583 4 AAEL009622 1356 2 AAEL008563

583 4 AAEL013986 1356 2 AAEL013677

584 4 AAEL005536 1357 2 AAEL008606

584 4 AAEL006282 1357 2 AAEL014754

584 4 AAEL012528 1358 2 AAEL008596

584 4 AAEL012532 1358 2 AAEL014950

585 4 AAEL003106 1359 2 AAEL008602

585 4 AAEL007124 1359 2 AAEL014756

585 4 AAEL010704 1360 2 AAEL008593

585 4 AAEL011429 1360 2 AAEL014651

586 4 AAEL005302 1361 2 AAEL008589

586 4 AAEL006426 1361 2 AAEL014650

586 4 AAEL007895 1362 2 AAEL008655
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586 4 AAEL012002 1362 2 AAEL008652

587 4 AAEL008884 1363 2 AAEL008649

587 4 AAEL008877 1363 2 AAEL008663

587 4 AAEL011768 1364 2 AAEL008677

587 4 AAEL011771 1364 2 AAEL015384

588 4 AAEL004433 1365 2 AAEL008691

588 4 AAEL013097 1365 2 AAEL010878

588 4 AAEL013583 1366 2 AAEL008694

588 4 AAEL015006 1366 2 AAEL014791

589 4 AAEL002757 1367 2 AAEL008686

589 4 AAEL004514 1367 2 AAEL011250

589 4 AAEL006186 1368 2 AAEL008697

589 4 AAEL008521 1368 2 AAEL013007

590 4 AAEL005774 1369 2 AAEL008688

590 4 AAEL006008 1369 2 AAEL014195

590 4 AAEL012305 1370 2 AAEL008693

590 4 AAEL012500 1370 2 AAEL011256

591 4 AAEL009547 1371 2 AAEL008720

591 4 AAEL010028 1371 2 AAEL010926

591 4 AAEL012077 1372 2 AAEL008725

591 4 AAEL014936 1372 2 AAEL011531

592 4 AAEL002887 1373 2 AAEL008729

592 4 AAEL005461 1373 2 AAEL011532

592 4 AAEL010682 1374 2 AAEL008759

592 4 AAEL012608 1374 2 AAEL008765

593 4 AAEL002941 1375 2 AAEL008766

593 4 AAEL011227 1375 2 AAEL015086

593 4 AAEL013883 1376 2 AAEL008774

593 4 AAEL014193 1376 2 AAEL010126

594 4 AAEL005088 1377 2 AAEL008783

594 4 AAEL005218 1377 2 AAEL008776

594 4 AAEL005228 1378 2 AAEL008775

594 4 AAEL005237 1378 2 AAEL013231

595 4 AAEL005206 1379 2 AAEL008779

595 4 AAEL008229 1379 2 AAEL014231

595 4 AAEL011241 1380 2 AAEL008795

595 4 AAEL012518 1380 2 AAEL009704

596 4 AAEL001811 1381 2 AAEL008887

596 4 AAEL013099 1381 2 AAEL008880

596 4 AAEL013579 1382 2 AAEL008888

596 4 AAEL015003 1382 2 AAEL010518

597 4 AAEL004379 1383 2 AAEL008891

597 4 AAEL009294 1383 2 AAEL014737

597 4 AAEL009826 1384 2 AAEL008879

597 4 AAEL010928 1384 2 AAEL012757

598 4 AAEL003147 1385 2 AAEL008882

598 4 AAEL012810 1385 2 AAEL014392

598 4 AAEL013044 1386 2 AAEL008925

598 4 AAEL013048 1386 2 AAEL010694

599 4 AAEL004224 1387 2 AAEL008958

599 4 AAEL004210 1387 2 AAEL010565
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599 4 AAEL014210 1388 2 AAEL008940

599 4 AAEL014211 1388 2 AAEL015659

600 4 AAEL005716 1389 2 AAEL009002

600 4 AAEL009515 1389 2 AAEL014975

600 4 AAEL011479 1390 2 AAEL009021

600 4 AAEL013538 1390 2 AAEL012809

601 4 AAEL002255 1391 2 AAEL009027

601 4 AAEL004847 1391 2 AAEL013943

601 4 AAEL004827 1392 2 AAEL009067

601 4 AAEL014713 1392 2 AAEL013825

602 3 AAEL009119 1393 2 AAEL009100

602 3 AAEL015476 1393 2 AAEL015484

602 3 AAEL015475 1394 2 AAEL009139

603 3 AAEL004582 1394 2 AAEL015394

603 3 AAEL004580 1395 2 AAEL009167

603 3 AAEL004575 1395 2 AAEL013906

604 3 AAEL002257 1396 2 AAEL009191

604 3 AAEL002267 1396 2 AAEL015233

604 3 AAEL009862 1397 2 AAEL009214

605 3 AAEL003449 1397 2 AAEL013844

605 3 AAEL005802 1398 2 AAEL009229

605 3 AAEL006937 1398 2 AAEL009218

606 3 AAEL011905 1399 2 AAEL009216

606 3 AAEL012631 1399 2 AAEL015314

606 3 AAEL012922 1400 2 AAEL009248

607 3 AAEL008575 1400 2 AAEL015453

607 3 AAEL013819 1401 2 AAEL009281

607 3 AAEL013820 1401 2 AAEL011877

608 3 AAEL001734 1402 2 AAEL009304

608 3 AAEL003751 1402 2 AAEL012657

608 3 AAEL004572 1403 2 AAEL009290

609 3 AAEL005513 1403 2 AAEL015402

609 3 AAEL008696 1404 2 AAEL009292

609 3 AAEL013896 1404 2 AAEL015403

610 3 AAEL006633 1405 2 AAEL009300

610 3 AAEL012512 1405 2 AAEL015672

610 3 AAEL014251 1406 2 AAEL009323

611 3 AAEL002172 1406 2 AAEL009330

611 3 AAEL004932 1407 2 AAEL009350

611 3 AAEL007876 1407 2 AAEL014576

612 3 AAEL007731 1408 2 AAEL009348

612 3 AAEL009304 1408 2 AAEL014577

612 3 AAEL009398 1409 2 AAEL009353

613 3 AAEL008742 1409 2 AAEL014578

613 3 AAEL008734 1410 2 AAEL009363

613 3 AAEL010771 1410 2 AAEL012130

614 3 AAEL002176 1411 2 AAEL009370

614 3 AAEL006485 1411 2 AAEL012134

614 3 AAEL014719 1412 2 AAEL009380

615 3 AAEL006031 1412 2 AAEL010124

615 3 AAEL013017 1413 2 AAEL009433
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615 3 AAEL013631 1413 2 AAEL014874

616 3 AAEL005177 1414 2 AAEL009441

616 3 AAEL008859 1414 2 AAEL012369

616 3 AAEL009344 1415 2 AAEL009443

617 3 AAEL002810 1415 2 AAEL012360

617 3 AAEL007007 1416 2 AAEL009436

617 3 AAEL011811 1416 2 AAEL012368

618 3 AAEL000434 1417 2 AAEL009447

618 3 AAEL002468 1417 2 AAEL012362

618 3 AAEL010379 1418 2 AAEL009444

619 3 AAEL002174 1418 2 AAEL012358

619 3 AAEL003468 1419 2 AAEL009440

619 3 AAEL013619 1419 2 AAEL012361

620 3 AAEL011551 1420 2 AAEL009456

620 3 AAEL012007 1420 2 AAEL009450

620 3 AAEL013710 1421 2 AAEL009457

621 3 AAEL007090 1421 2 AAEL009884

621 3 AAEL007094 1422 2 AAEL009453

621 3 AAEL007098 1422 2 AAEL011835

622 3 AAEL002141 1423 2 AAEL009470

622 3 AAEL005207 1423 2 AAEL012281

622 3 AAEL011369 1424 2 AAEL009492

623 3 AAEL007639 1424 2 AAEL015577

623 3 AAEL010586 1425 2 AAEL009514

623 3 AAEL010990 1425 2 AAEL015106

624 3 AAEL007728 1426 2 AAEL009538

624 3 AAEL009025 1426 2 AAEL010213

624 3 AAEL009946 1427 2 AAEL009532

625 3 AAEL009602 1427 2 AAEL012861

625 3 AAEL011932 1428 2 AAEL009529

625 3 AAEL015336 1428 2 AAEL009536

626 3 AAEL004165 1429 2 AAEL009547

626 3 AAEL012125 1429 2 AAEL012077

626 3 AAEL012152 1430 2 AAEL009575

627 3 AAEL001565 1430 2 AAEL015050

627 3 AAEL007732 1431 2 AAEL009576

627 3 AAEL014450 1431 2 AAEL015052

628 3 AAEL007481 1432 2 AAEL009578

628 3 AAEL013468 1432 2 AAEL015048

628 3 AAEL014094 1433 2 AAEL009592

629 3 AAEL009665 1433 2 AAEL015299

629 3 AAEL012937 1434 2 AAEL009588

629 3 AAEL015423 1434 2 AAEL015043

630 3 AAEL006447 1435 2 AAEL009624

630 3 AAEL010221 1435 2 AAEL015335

630 3 AAEL010222 1436 2 AAEL009609

631 3 AAEL000045 1436 2 AAEL014143

631 3 AAEL001779 1437 2 AAEL009602

631 3 AAEL011221 1437 2 AAEL015336

632 3 AAEL001321 1438 2 AAEL009617

632 3 AAEL007279 1438 2 AAEL014715
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632 3 AAEL012817 1439 2 AAEL009623

633 3 AAEL014241 1439 2 AAEL015237

633 3 AAEL014240 1440 2 AAEL009638

633 3 AAEL014245 1440 2 AAEL010114

634 3 AAEL005291 1441 2 AAEL009633

634 3 AAEL007636 1441 2 AAEL011252

634 3 AAEL010515 1442 2 AAEL009651

635 3 AAEL003803 1442 2 AAEL011711

635 3 AAEL003782 1443 2 AAEL009647

635 3 AAEL005282 1443 2 AAEL015541

636 3 AAEL003429 1444 2 AAEL009661

636 3 AAEL003404 1444 2 AAEL010983

636 3 AAEL004551 1445 2 AAEL009677

637 3 AAEL002275 1445 2 AAEL012159

637 3 AAEL005540 1446 2 AAEL009669

637 3 AAEL015481 1446 2 AAEL009927

638 3 AAEL000554 1447 2 AAEL009673

638 3 AAEL000540 1447 2 AAEL011325

638 3 AAEL000541 1448 2 AAEL009665

639 3 AAEL012424 1448 2 AAEL015423

639 3 AAEL012843 1449 2 AAEL009713

639 3 AAEL013064 1449 2 AAEL014573

640 3 AAEL001005 1450 2 AAEL009711

640 3 AAEL011773 1450 2 AAEL014574

640 3 AAEL015100 1451 2 AAEL009730

641 3 AAEL000117 1451 2 AAEL013839

641 3 AAEL000151 1452 2 AAEL009722

641 3 AAEL010036 1452 2 AAEL011671

642 3 AAEL003281 1453 2 AAEL009718

642 3 AAEL004565 1453 2 AAEL011074

642 3 AAEL010012 1454 2 AAEL009715

643 3 AAEL005506 1454 2 AAEL014097

643 3 AAEL007873 1455 2 AAEL009725

643 3 AAEL011223 1455 2 AAEL009724

644 3 AAEL010339 1456 2 AAEL009716

644 3 AAEL012009 1456 2 AAEL015649

644 3 AAEL013711 1457 2 AAEL009719

645 3 AAEL002221 1457 2 AAEL011668

645 3 AAEL010038 1458 2 AAEL009748

645 3 AAEL013689 1458 2 AAEL014707

646 3 AAEL005744 1459 2 AAEL009767

646 3 AAEL006640 1459 2 AAEL009769

646 3 AAEL013400 1460 2 AAEL009771

647 3 AAEL005826 1460 2 AAEL009774

647 3 AAEL009614 1461 2 AAEL009805

647 3 AAEL015485 1461 2 AAEL009980

648 3 AAEL005901 1462 2 AAEL009789

648 3 AAEL006141 1462 2 AAEL014633

648 3 AAEL013158 1463 2 AAEL009787

649 3 AAEL003540 1463 2 AAEL009799

649 3 AAEL006515 1464 2 AAEL009850
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649 3 AAEL006787 1464 2 AAEL009845

650 3 AAEL006256 1465 2 AAEL009864

650 3 AAEL012113 1465 2 AAEL015009

650 3 AAEL012740 1466 2 AAEL009872

651 3 AAEL008625 1466 2 AAEL009875

651 3 AAEL008624 1467 2 AAEL009880

651 3 AAEL008632 1467 2 AAEL015523

652 3 AAEL012981 1468 2 AAEL009892

652 3 AAEL012982 1468 2 AAEL015507

652 3 AAEL014700 1469 2 AAEL009929

653 3 AAEL001822 1469 2 AAEL014421

653 3 AAEL008751 1470 2 AAEL009931

653 3 AAEL008749 1470 2 AAEL014531

654 3 AAEL007372 1471 2 AAEL009930

654 3 AAEL007709 1471 2 AAEL014360

654 3 AAEL010408 1472 2 AAEL009946

655 3 AAEL012284 1472 2 AAEL013020

655 3 AAEL013700 1473 2 AAEL009950

655 3 AAEL014869 1473 2 AAEL015355

656 3 AAEL003026 1474 2 AAEL009961

656 3 AAEL005409 1474 2 AAEL015292

656 3 AAEL010676 1475 2 AAEL009967

657 3 AAEL001028 1475 2 AAEL011345

657 3 AAEL001042 1476 2 AAEL009966

657 3 AAEL001021 1476 2 AAEL011305

658 3 AAEL010617 1477 2 AAEL009979

658 3 AAEL011692 1477 2 AAEL010869

658 3 AAEL013134 1478 2 AAEL009982

659 3 AAEL006358 1478 2 AAEL011583

659 3 AAEL013485 1479 2 AAEL009988

659 3 AAEL014563 1479 2 AAEL010198

660 3 AAEL011410 1480 2 AAEL010009

660 3 AAEL012472 1480 2 AAEL011347

660 3 AAEL014967 1481 2 AAEL010002

661 3 AAEL003367 1481 2 AAEL015575

661 3 AAEL009738 1482 2 AAEL010028

661 3 AAEL015673 1482 2 AAEL014936

662 3 AAEL006641 1483 2 AAEL010030

662 3 AAEL007009 1483 2 AAEL013688

662 3 AAEL008496 1484 2 AAEL010024

663 3 AAEL006458 1484 2 AAEL013686

663 3 AAEL006471 1485 2 AAEL010019

663 3 AAEL006467 1485 2 AAEL014850

664 3 AAEL003813 1486 2 AAEL010020

664 3 AAEL005573 1486 2 AAEL014851

664 3 AAEL011255 1487 2 AAEL010035

665 3 AAEL010491 1487 2 AAEL013685

665 3 AAEL012272 1488 2 AAEL010033

665 3 AAEL012809 1488 2 AAEL013690

666 3 AAEL012192 1489 2 AAEL010072

666 3 AAEL012395 1489 2 AAEL015243

Page 133



666 3 AAEL012386 1490 2 AAEL010091

667 3 AAEL001555 1490 2 AAEL014525

667 3 AAEL002643 1491 2 AAEL010082

667 3 AAEL015471 1491 2 AAEL015444

668 3 AAEL002581 1492 2 AAEL010093

668 3 AAEL010913 1492 2 AAEL013216

668 3 AAEL015592 1493 2 AAEL010110

669 3 AAEL007119 1493 2 AAEL015405

669 3 AAEL010703 1494 2 AAEL010100

669 3 AAEL010702 1494 2 AAEL015404

670 3 AAEL004507 1495 2 AAEL010101

670 3 AAEL004486 1495 2 AAEL014649

670 3 AAEL004504 1496 2 AAEL010104

671 3 AAEL001389 1496 2 AAEL014239

671 3 AAEL015257 1497 2 AAEL010131

671 3 AAEL015258 1497 2 AAEL014773

672 3 AAEL010791 1498 2 AAEL010133

672 3 AAEL013063 1498 2 AAEL014774

672 3 AAEL013995 1499 2 AAEL010146

673 3 AAEL006679 1499 2 AAEL015524

673 3 AAEL009245 1500 2 AAEL010190

673 3 AAEL010580 1500 2 AAEL010972

674 3 AAEL009514 1501 2 AAEL010199

674 3 AAEL011419 1501 2 AAEL011050

674 3 AAEL015106 1502 2 AAEL010197

675 3 AAEL007701 1502 2 AAEL010201

675 3 AAEL008107 1503 2 AAEL010206

675 3 AAEL012603 1503 2 AAEL013821

676 3 AAEL007923 1504 2 AAEL010204

676 3 AAEL012026 1504 2 AAEL014199

676 3 AAEL015512 1505 2 AAEL010209

677 3 AAEL000716 1505 2 AAEL013815

677 3 AAEL005977 1506 2 AAEL010238

677 3 AAEL010120 1506 2 AAEL015255

678 3 AAEL010077 1507 2 AAEL010250

678 3 AAEL011135 1507 2 AAEL014264

678 3 AAEL011782 1508 2 AAEL010258

679 3 AAEL000443 1508 2 AAEL014261

679 3 AAEL002326 1509 2 AAEL010251

679 3 AAEL003714 1509 2 AAEL014262

680 3 AAEL008986 1510 2 AAEL010277

680 3 AAEL009001 1510 2 AAEL015556

680 3 AAEL014983 1511 2 AAEL010298

681 3 AAEL003652 1511 2 AAEL014032

681 3 AAEL010725 1512 2 AAEL010356

681 3 AAEL014523 1512 2 AAEL010351

682 3 AAEL004083 1513 2 AAEL010377

682 3 AAEL012717 1513 2 AAEL010385

682 3 AAEL014202 1514 2 AAEL010438

683 3 AAEL003072 1514 2 AAEL013585

683 3 AAEL004029 1515 2 AAEL010452
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683 3 AAEL007365 1515 2 AAEL010448

684 3 AAEL007033 1516 2 AAEL010457

684 3 AAEL008418 1516 2 AAEL010458

684 3 AAEL009831 1517 2 AAEL010453

685 3 AAEL007566 1517 2 AAEL011544

685 3 AAEL013591 1518 2 AAEL010460

685 3 AAEL014883 1518 2 AAEL010441

686 3 AAEL011510 1519 2 AAEL010449

686 3 AAEL014842 1519 2 AAEL014598

686 3 AAEL015040 1520 2 AAEL010442

687 3 AAEL005065 1520 2 AAEL014600

687 3 AAEL005229 1521 2 AAEL010455

687 3 AAEL005223 1521 2 AAEL011545

688 3 AAEL001472 1522 2 AAEL010484

688 3 AAEL006667 1522 2 AAEL014815

688 3 AAEL014395 1523 2 AAEL010482

689 3 AAEL004998 1523 2 AAEL014816

689 3 AAEL005640 1524 2 AAEL010486

689 3 AAEL006394 1524 2 AAEL014813

690 3 AAEL002289 1525 2 AAEL010476

690 3 AAEL004080 1525 2 AAEL014818

690 3 AAEL012346 1526 2 AAEL010507

691 3 AAEL002841 1526 2 AAEL011262

691 3 AAEL002842 1527 2 AAEL010504

691 3 AAEL008006 1527 2 AAEL013307

692 3 AAEL000788 1528 2 AAEL010530

692 3 AAEL002661 1528 2 AAEL014504

692 3 AAEL002982 1529 2 AAEL010521

693 3 AAEL000438 1529 2 AAEL015572

693 3 AAEL006354 1530 2 AAEL010527

693 3 AAEL006342 1530 2 AAEL012302

694 3 AAEL003129 1531 2 AAEL010519

694 3 AAEL012141 1531 2 AAEL014505

694 3 AAEL014303 1532 2 AAEL010534

695 3 AAEL009989 1532 2 AAEL013219

695 3 AAEL012572 1533 2 AAEL010538

695 3 AAEL014911 1533 2 AAEL013226

696 3 AAEL007806 1534 2 AAEL010572

696 3 AAEL009470 1534 2 AAEL011529

696 3 AAEL012281 1535 2 AAEL010556

697 3 AAEL007725 1535 2 AAEL011530

697 3 AAEL011076 1536 2 AAEL010558

697 3 AAEL014589 1536 2 AAEL010564

698 3 AAEL011918 1537 2 AAEL010586

698 3 AAEL012535 1537 2 AAEL010990

698 3 AAEL014739 1538 2 AAEL010589

699 3 AAEL001003 1538 2 AAEL012366

699 3 AAEL000976 1539 2 AAEL010599

699 3 AAEL000997 1539 2 AAEL015337

700 3 AAEL006769 1540 2 AAEL010600

700 3 AAEL013521 1540 2 AAEL014540
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700 3 AAEL015601 1541 2 AAEL010607

701 3 AAEL003633 1541 2 AAEL011694

701 3 AAEL011519 1542 2 AAEL010602

701 3 AAEL012109 1542 2 AAEL011686

702 3 AAEL007327 1543 2 AAEL010621

702 3 AAEL007332 1543 2 AAEL011696

702 3 AAEL010119 1544 2 AAEL010603

703 3 AAEL009937 1544 2 AAEL011688

703 3 AAEL010294 1545 2 AAEL010608

703 3 AAEL014012 1545 2 AAEL011683

704 3 AAEL001175 1546 2 AAEL010617

704 3 AAEL004146 1546 2 AAEL011692

704 3 AAEL011967 1547 2 AAEL010612

705 3 AAEL005422 1547 2 AAEL011687

705 3 AAEL013831 1548 2 AAEL010611

705 3 AAEL015630 1548 2 AAEL011689

706 3 AAEL012605 1549 2 AAEL010658

706 3 AAEL014887 1549 2 AAEL013151

706 3 AAEL014885 1550 2 AAEL010672

707 3 AAEL001745 1550 2 AAEL012718

707 3 AAEL001740 1551 2 AAEL010691

707 3 AAEL001732 1551 2 AAEL013412

708 3 AAEL003664 1552 2 AAEL010709

708 3 AAEL009073 1552 2 AAEL010708

708 3 AAEL010841 1553 2 AAEL010741

709 3 AAEL000198 1553 2 AAEL014242

709 3 AAEL011071 1554 2 AAEL010766

709 3 AAEL015434 1554 2 AAEL013183

710 3 AAEL002954 1555 2 AAEL010789

710 3 AAEL002951 1555 2 AAEL010792

710 3 AAEL015443 1556 2 AAEL010793

711 3 AAEL001471 1556 2 AAEL014073

711 3 AAEL004049 1557 2 AAEL010845

711 3 AAEL005343 1557 2 AAEL012371

712 3 AAEL005495 1558 2 AAEL010838

712 3 AAEL007689 1558 2 AAEL012375

712 3 AAEL012549 1559 2 AAEL010839

713 3 AAEL005858 1559 2 AAEL010833

713 3 AAEL010033 1560 2 AAEL010859

713 3 AAEL013690 1560 2 AAEL013861

714 3 AAEL000756 1561 2 AAEL010876

714 3 AAEL001053 1561 2 AAEL012403

714 3 AAEL004965 1562 2 AAEL010883

715 3 AAEL000945 1562 2 AAEL014927

715 3 AAEL004681 1563 2 AAEL010902

715 3 AAEL009761 1563 2 AAEL014902

716 3 AAEL003501 1564 2 AAEL010938

716 3 AAEL003941 1564 2 AAEL010930

716 3 AAEL003931 1565 2 AAEL010965

717 3 AAEL001334 1565 2 AAEL014312

717 3 AAEL001830 1566 2 AAEL010967
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717 3 AAEL004866 1566 2 AAEL014311

718 3 AAEL006998 1567 2 AAEL010982

718 3 AAEL009469 1567 2 AAEL010980

718 3 AAEL014286 1568 2 AAEL010993

719 3 AAEL014139 1568 2 AAEL015117

719 3 AAEL014137 1569 2 AAEL011032

719 3 AAEL014140 1569 2 AAEL011029

720 3 AAEL000648 1570 2 AAEL011039

720 3 AAEL002365 1570 2 AAEL013376

720 3 AAEL012050 1571 2 AAEL011034

721 3 AAEL007823 1571 2 AAEL013378

721 3 AAEL012410 1572 2 AAEL011067

721 3 AAEL015246 1572 2 AAEL014111

722 3 AAEL013551 1573 2 AAEL011061

722 3 AAEL013796 1573 2 AAEL013102

722 3 AAEL014654 1574 2 AAEL011059

723 3 AAEL010108 1574 2 AAEL013095

723 3 AAEL011182 1575 2 AAEL011072

723 3 AAEL014046 1575 2 AAEL015300

724 3 AAEL005296 1576 2 AAEL011076

724 3 AAEL005299 1576 2 AAEL014589

724 3 AAEL013910 1577 2 AAEL011077

725 3 AAEL001677 1577 2 AAEL011073

725 3 AAEL001704 1578 2 AAEL011071

725 3 AAEL001683 1578 2 AAEL015434

726 3 AAEL002882 1579 2 AAEL011082

726 3 AAEL002857 1579 2 AAEL015218

726 3 AAEL002861 1580 2 AAEL011081

727 3 AAEL001783 1580 2 AAEL015219

727 3 AAEL012323 1581 2 AAEL011141

727 3 AAEL013880 1581 2 AAEL012551

728 3 AAEL001737 1582 2 AAEL011136

728 3 AAEL007298 1582 2 AAEL012316

728 3 AAEL008125 1583 2 AAEL011163

729 3 AAEL000495 1583 2 AAEL011152

729 3 AAEL008397 1584 2 AAEL011181

729 3 AAEL012069 1584 2 AAEL015203

730 3 AAEL002167 1585 2 AAEL011182

730 3 AAEL002380 1585 2 AAEL014046

730 3 AAEL010058 1586 2 AAEL011195

731 3 AAEL001872 1586 2 AAEL011184

731 3 AAEL007001 1587 2 AAEL011189

731 3 AAEL009564 1587 2 AAEL015275

732 3 AAEL008247 1588 2 AAEL011190

732 3 AAEL009851 1588 2 AAEL015107

732 3 AAEL014178 1589 2 AAEL011186

733 3 AAEL007660 1589 2 AAEL015276

733 3 AAEL008807 1590 2 AAEL011204

733 3 AAEL014035 1590 2 AAEL014297

734 3 AAEL000461 1591 2 AAEL011213

734 3 AAEL002597 1591 2 AAEL011210
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734 3 AAEL011017 1592 2 AAEL011215

735 3 AAEL002574 1592 2 AAEL015522

735 3 AAEL002576 1593 2 AAEL011246

735 3 AAEL008432 1593 2 AAEL013764

736 3 AAEL006648 1594 2 AAEL011238

736 3 AAEL014107 1594 2 AAEL013122

736 3 AAEL014253 1595 2 AAEL011251

737 3 AAEL000529 1595 2 AAEL013282

737 3 AAEL004503 1596 2 AAEL011312

737 3 AAEL014189 1596 2 AAEL014205

738 3 AAEL005754 1597 2 AAEL011313

738 3 AAEL007826 1597 2 AAEL011314

738 3 AAEL013214 1598 2 AAEL011333

739 3 AAEL004269 1598 2 AAEL011331

739 3 AAEL006055 1599 2 AAEL011340

739 3 AAEL007002 1599 2 AAEL015585

740 3 AAEL001714 1600 2 AAEL011363

740 3 AAEL007223 1600 2 AAEL015342

740 3 AAEL009223 1601 2 AAEL011378

741 3 AAEL000636 1601 2 AAEL012962

741 3 AAEL007976 1602 2 AAEL011387

741 3 AAEL007967 1602 2 AAEL012958

742 3 AAEL002833 1603 2 AAEL011397

742 3 AAEL006389 1603 2 AAEL012617

742 3 AAEL011167 1604 2 AAEL011394

743 3 AAEL003015 1604 2 AAEL014294

743 3 AAEL008194 1605 2 AAEL011406

743 3 AAEL014031 1605 2 AAEL014944

744 3 AAEL009448 1606 2 AAEL011428

744 3 AAEL010025 1606 2 AAEL011419

744 3 AAEL013687 1607 2 AAEL011433

745 3 AAEL002079 1607 2 AAEL012919

745 3 AAEL012330 1608 2 AAEL011465

745 3 AAEL013653 1608 2 AAEL012205

746 3 AAEL004905 1609 2 AAEL011466

746 3 AAEL014109 1609 2 AAEL012197

746 3 AAEL014258 1610 2 AAEL011497

747 3 AAEL006831 1610 2 AAEL011484

747 3 AAEL008346 1611 2 AAEL011481

747 3 AAEL008350 1611 2 AAEL011482

748 3 AAEL007617 1612 2 AAEL011486

748 3 AAEL015216 1612 2 AAEL011483

748 3 AAEL015389 1613 2 AAEL011538

749 3 AAEL006690 1613 2 AAEL015198

749 3 AAEL010842 1614 2 AAEL011535

749 3 AAEL013882 1614 2 AAEL015199

750 3 AAEL000820 1615 2 AAEL011560

750 3 AAEL000829 1615 2 AAEL013455

750 3 AAEL000813 1616 2 AAEL011556

751 3 AAEL001372 1616 2 AAEL013451

751 3 AAEL005475 1617 2 AAEL011546
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751 3 AAEL008952 1617 2 AAEL013448

752 3 AAEL001017 1618 2 AAEL011552

752 3 AAEL002471 1618 2 AAEL013599

752 3 AAEL014512 1619 2 AAEL011586

753 3 AAEL000588 1619 2 AAEL013117

753 3 AAEL004691 1620 2 AAEL011587

753 3 AAEL007241 1620 2 AAEL014838

754 3 AAEL007877 1621 2 AAEL011613

754 3 AAEL014495 1621 2 AAEL011620

754 3 AAEL014712 1622 2 AAEL011607

755 3 AAEL000226 1622 2 AAEL014382

755 3 AAEL013569 1623 2 AAEL011608

755 3 AAEL013852 1623 2 AAEL014989

756 3 AAEL001468 1624 2 AAEL011615

756 3 AAEL001454 1624 2 AAEL014992

756 3 AAEL002652 1625 2 AAEL011629

757 3 AAEL007972 1625 2 AAEL015141

757 3 AAEL009567 1626 2 AAEL011658

757 3 AAEL009561 1626 2 AAEL011662

758 3 AAEL010384 1627 2 AAEL011667

758 3 AAEL010382 1627 2 AAEL015120

758 3 AAEL010372 1628 2 AAEL011673

759 3 AAEL008308 1628 2 AAEL015122

759 3 AAEL008312 1629 2 AAEL011690

759 3 AAEL008313 1629 2 AAEL011691

760 3 AAEL000223 1630 2 AAEL011714

760 3 AAEL004369 1630 2 AAEL014844

760 3 AAEL004361 1631 2 AAEL011724

761 3 AAEL007944 1631 2 AAEL014389

761 3 AAEL011718 1632 2 AAEL011718

761 3 AAEL014383 1632 2 AAEL014383

762 3 AAEL002916 1633 2 AAEL011719

762 3 AAEL010116 1633 2 AAEL014388

762 3 AAEL011306 1634 2 AAEL011740

763 3 AAEL000967 1634 2 AAEL014894

763 3 AAEL005186 1635 2 AAEL011747

763 3 AAEL009530 1635 2 AAEL014895

764 3 AAEL006808 1636 2 AAEL011734

764 3 AAEL007472 1636 2 AAEL014896

764 3 AAEL014826 1637 2 AAEL011768

765 3 AAEL006664 1637 2 AAEL011771

765 3 AAEL009437 1638 2 AAEL011785

765 3 AAEL011251 1638 2 AAEL011855

766 3 AAEL002743 1639 2 AAEL011794

766 3 AAEL002937 1639 2 AAEL012336

766 3 AAEL012574 1640 2 AAEL011821

767 3 AAEL002299 1640 2 AAEL013074

767 3 AAEL013263 1641 2 AAEL011841

767 3 AAEL013309 1641 2 AAEL014395

768 3 AAEL004974 1642 2 AAEL011843

768 3 AAEL006254 1642 2 AAEL015147
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768 3 AAEL009174 1643 2 AAEL011856

769 3 AAEL000168 1643 2 AAEL015494

769 3 AAEL005664 1644 2 AAEL011873

769 3 AAEL011783 1644 2 AAEL015648

770 3 AAEL007500 1645 2 AAEL011875

770 3 AAEL007991 1645 2 AAEL015181

770 3 AAEL014990 1646 2 AAEL011876

771 3 AAEL002724 1646 2 AAEL015182

771 3 AAEL004690 1647 2 AAEL011885

771 3 AAEL004694 1647 2 AAEL012461

772 3 AAEL001102 1648 2 AAEL011899

772 3 AAEL001856 1648 2 AAEL011900

772 3 AAEL006316 1649 2 AAEL011923

773 3 AAEL000080 1649 2 AAEL011915

773 3 AAEL000006 1650 2 AAEL011928

773 3 AAEL000025 1650 2 AAEL013056

774 3 AAEL014215 1651 2 AAEL011921

774 3 AAEL014219 1651 2 AAEL014330

774 3 AAEL014217 1652 2 AAEL011963

775 3 AAEL002663 1652 2 AAEL011961

775 3 AAEL003910 1653 2 AAEL011984

775 3 AAEL004881 1653 2 AAEL014265

776 3 AAEL009259 1654 2 AAEL011980

776 3 AAEL010292 1654 2 AAEL014268

776 3 AAEL010300 1655 2 AAEL011975

777 3 AAEL004327 1655 2 AAEL014266

777 3 AAEL013469 1656 2 AAEL011986

777 3 AAEL014099 1656 2 AAEL014269

778 3 AAEL000425 1657 2 AAEL012008

778 3 AAEL005870 1657 2 AAEL013705

778 3 AAEL006209 1658 2 AAEL012007

779 3 AAEL003894 1658 2 AAEL013710

779 3 AAEL009178 1659 2 AAEL012009

779 3 AAEL009176 1659 2 AAEL013711

780 3 AAEL005263 1660 2 AAEL012000

780 3 AAEL007621 1660 2 AAEL013708

780 3 AAEL010620 1661 2 AAEL012012

781 3 AAEL003560 1661 2 AAEL012295

781 3 AAEL004094 1662 2 AAEL012026

781 3 AAEL005507 1662 2 AAEL015512

782 3 AAEL001091 1663 2 AAEL012049

782 3 AAEL001073 1663 2 AAEL015236

782 3 AAEL005790 1664 2 AAEL012053

783 3 AAEL001625 1664 2 AAEL012601

783 3 AAEL001601 1665 2 AAEL012090

783 3 AAEL009112 1665 2 AAEL015534

784 3 AAEL009145 1666 2 AAEL012115

784 3 AAEL010612 1666 2 AAEL014070

784 3 AAEL011687 1667 2 AAEL012120

785 3 AAEL012112 1667 2 AAEL014077

785 3 AAEL014066 1668 2 AAEL012123
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785 3 AAEL014621 1668 2 AAEL014068

786 3 AAEL006331 1669 2 AAEL012111

786 3 AAEL006963 1669 2 AAEL014071

786 3 AAEL008484 1670 2 AAEL012156

787 3 AAEL005091 1670 2 AAEL015123

787 3 AAEL005285 1671 2 AAEL012155

787 3 AAEL013267 1671 2 AAEL012256

788 3 AAEL002086 1672 2 AAEL012179

788 3 AAEL005926 1672 2 AAEL012172

788 3 AAEL008434 1673 2 AAEL012183

789 3 AAEL008412 1673 2 AAEL013146

789 3 AAEL012025 1674 2 AAEL012186

789 3 AAEL012845 1674 2 AAEL014792

790 3 AAEL000855 1675 2 AAEL012191

790 3 AAEL006100 1675 2 AAEL012396

790 3 AAEL013732 1676 2 AAEL012206

791 3 AAEL011342 1676 2 AAEL015538

791 3 AAEL012705 1677 2 AAEL012275

791 3 AAEL015466 1677 2 AAEL014934

792 3 AAEL002831 1678 2 AAEL012271

792 3 AAEL003912 1678 2 AAEL014932

792 3 AAEL007988 1679 2 AAEL012272

793 3 AAEL002804 1679 2 AAEL014933

793 3 AAEL004228 1680 2 AAEL012284

793 3 AAEL015049 1680 2 AAEL014869

794 3 AAEL009573 1681 2 AAEL012286

794 3 AAEL011844 1681 2 AAEL014867

794 3 AAEL015321 1682 2 AAEL012283

795 3 AAEL005852 1682 2 AAEL014868

795 3 AAEL011953 1683 2 AAEL012299

795 3 AAEL012056 1683 2 AAEL014331

796 3 AAEL006466 1684 2 AAEL012303

796 3 AAEL010569 1684 2 AAEL014333

796 3 AAEL013572 1685 2 AAEL012301

797 3 AAEL003156 1685 2 AAEL014332

797 3 AAEL004156 1686 2 AAEL012320

797 3 AAEL011007 1686 2 AAEL013478

798 3 AAEL010900 1687 2 AAEL012324

798 3 AAEL011657 1687 2 AAEL013482

798 3 AAEL012960 1688 2 AAEL012328

799 3 AAEL007863 1688 2 AAEL013479

799 3 AAEL008602 1689 2 AAEL012321

799 3 AAEL014756 1689 2 AAEL013477

800 3 AAEL001682 1690 2 AAEL012319

800 3 AAEL003034 1690 2 AAEL013481

800 3 AAEL014943 1691 2 AAEL012338

801 3 AAEL002992 1691 2 AAEL012626

801 3 AAEL012801 1692 2 AAEL012348

801 3 AAEL013047 1692 2 AAEL015244

802 3 AAEL001027 1693 2 AAEL012356

802 3 AAEL010194 1693 2 AAEL012920
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802 3 AAEL014625 1694 2 AAEL012363

803 3 AAEL002413 1694 2 AAEL014666

803 3 AAEL003402 1695 2 AAEL012399

803 3 AAEL006380 1695 2 AAEL014191

804 3 AAEL006872 1696 2 AAEL012412

804 3 AAEL006922 1696 2 AAEL015322

804 3 AAEL008303 1697 2 AAEL012411

805 3 AAEL006747 1697 2 AAEL014997

805 3 AAEL008120 1698 2 AAEL012408

805 3 AAEL011303 1698 2 AAEL014996

806 3 AAEL003726 1699 2 AAEL012410

806 3 AAEL003740 1699 2 AAEL015246

806 3 AAEL003728 1700 2 AAEL012434

807 3 AAEL010526 1700 2 AAEL014655

807 3 AAEL014502 1701 2 AAEL012452

807 3 AAEL014503 1701 2 AAEL014547

808 3 AAEL003395 1702 2 AAEL012456

808 3 AAEL015311 1702 2 AAEL014545

808 3 AAEL015310 1703 2 AAEL012507

809 3 AAEL002469 1703 2 AAEL013212

809 3 AAEL009754 1704 2 AAEL012535

809 3 AAEL010509 1704 2 AAEL014739

810 3 AAEL014086 1705 2 AAEL012526

810 3 AAEL014087 1705 2 AAEL014623

810 3 AAEL015479 1706 2 AAEL012541

811 3 AAEL006188 1706 2 AAEL013529

811 3 AAEL010643 1707 2 AAEL012543

811 3 AAEL015082 1707 2 AAEL015536

812 3 AAEL006669 1708 2 AAEL012561

812 3 AAEL006778 1708 2 AAEL015593

812 3 AAEL008322 1709 2 AAEL012576

813 3 AAEL004194 1709 2 AAEL014913

813 3 AAEL004158 1710 2 AAEL012582

813 3 AAEL010000 1710 2 AAEL014912

814 3 AAEL000549 1711 2 AAEL012571

814 3 AAEL001584 1711 2 AAEL014909

814 3 AAEL005983 1712 2 AAEL012575

815 3 AAEL008941 1712 2 AAEL012573

815 3 AAEL011538 1713 2 AAEL012577

815 3 AAEL015198 1713 2 AAEL014914

816 3 AAEL004291 1714 2 AAEL012583

816 3 AAEL008508 1714 2 AAEL014320

816 3 AAEL010419 1715 2 AAEL012592

817 3 AAEL010197 1715 2 AAEL012670

817 3 AAEL010201 1716 2 AAEL012597

817 3 AAEL012239 1716 2 AAEL014309

818 3 AAEL010215 1717 2 AAEL012607

818 3 AAEL014591 1717 2 AAEL015015

818 3 AAEL015058 1718 2 AAEL012608

819 3 AAEL007069 1718 2 AAEL015016

819 3 AAEL014098 1719 2 AAEL012605
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819 3 AAEL015330 1719 2 AAEL014887

820 3 AAEL004737 1720 2 AAEL012606

820 3 AAEL011058 1720 2 AAEL015017

820 3 AAEL013094 1721 2 AAEL012609

821 3 AAEL002614 1721 2 AAEL014886

821 3 AAEL005411 1722 2 AAEL012619

821 3 AAEL010123 1722 2 AAEL014003

822 3 AAEL000208 1723 2 AAEL012632

822 3 AAEL000410 1723 2 AAEL015612

822 3 AAEL011755 1724 2 AAEL012640

823 3 AAEL003631 1724 2 AAEL014708

823 3 AAEL003628 1725 2 AAEL012665

823 3 AAEL003614 1725 2 AAEL012994

824 3 AAEL003892 1726 2 AAEL012699

824 3 AAEL009053 1726 2 AAEL014485

824 3 AAEL012887 1727 2 AAEL012716

825 3 AAEL013975 1727 2 AAEL014201

825 3 AAEL014584 1728 2 AAEL012719

825 3 AAEL015640 1728 2 AAEL014198

826 3 AAEL002707 1729 2 AAEL012735

826 3 AAEL004619 1729 2 AAEL014508

826 3 AAEL009332 1730 2 AAEL012734

827 3 AAEL007687 1730 2 AAEL015356

827 3 AAEL012016 1731 2 AAEL012751

827 3 AAEL012833 1731 2 AAEL012753

828 3 AAEL006295 1732 2 AAEL012759

828 3 AAEL007185 1732 2 AAEL013576

828 3 AAEL013369 1733 2 AAEL012771

829 3 AAEL005784 1733 2 AAEL015627

829 3 AAEL011883 1734 2 AAEL012811

829 3 AAEL012458 1734 2 AAEL013058

830 3 AAEL010139 1735 2 AAEL012812

830 3 AAEL012575 1735 2 AAEL013045

830 3 AAEL012573 1736 2 AAEL012807

831 3 AAEL003743 1736 2 AAEL013052

831 3 AAEL006390 1737 2 AAEL012844

831 3 AAEL014053 1737 2 AAEL013185

832 3 AAEL006114 1738 2 AAEL012850

832 3 AAEL007205 1738 2 AAEL015650

832 3 AAEL010224 1739 2 AAEL012899

833 3 AAEL006428 1739 2 AAEL012895

833 3 AAEL009228 1740 2 AAEL012891

833 3 AAEL014379 1740 2 AAEL012900

834 3 AAEL006670 1741 2 AAEL012898

834 3 AAEL013027 1741 2 AAEL012896

834 3 AAEL014561 1742 2 AAEL012917

835 3 AAEL006542 1742 2 AAEL015415

835 3 AAEL006563 1743 2 AAEL012939

835 3 AAEL009291 1743 2 AAEL015379

836 3 AAEL004041 1744 2 AAEL012957

836 3 AAEL012046 1744 2 AAEL014448
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836 3 AAEL015235 1745 2 AAEL012965

837 3 AAEL006847 1745 2 AAEL015077

837 3 AAEL013970 1746 2 AAEL012966

837 3 AAEL014728 1746 2 AAEL012971

838 3 AAEL009390 1747 2 AAEL012991

838 3 AAEL009655 1747 2 AAEL013205

838 3 AAEL010425 1748 2 AAEL012992

839 3 AAEL001585 1748 2 AAEL013202

839 3 AAEL001996 1749 2 AAEL012986

839 3 AAEL010303 1749 2 AAEL013210

840 3 AAEL000026 1750 2 AAEL012984

840 3 AAEL006647 1750 2 AAEL013206

840 3 AAEL014243 1751 2 AAEL012995

841 3 AAEL002131 1751 2 AAEL013213

841 3 AAEL002088 1752 2 AAEL012983

841 3 AAEL002127 1752 2 AAEL013575

842 3 AAEL005714 1753 2 AAEL013000

842 3 AAEL007038 1753 2 AAEL014486

842 3 AAEL007032 1754 2 AAEL013021

843 3 AAEL000289 1754 2 AAEL013625

843 3 AAEL004786 1755 2 AAEL013019

843 3 AAEL010378 1755 2 AAEL013624

844 3 AAEL001093 1756 2 AAEL013017

844 3 AAEL008914 1756 2 AAEL013631

844 3 AAEL011124 1757 2 AAEL013026

845 3 AAEL001843 1757 2 AAEL014569

845 3 AAEL002684 1758 2 AAEL013063

845 3 AAEL009641 1758 2 AAEL013995

846 3 AAEL001058 1759 2 AAEL013077

846 3 AAEL004733 1759 2 AAEL014278

846 3 AAEL014747 1760 2 AAEL013078

847 3 AAEL003488 1760 2 AAEL014279

847 3 AAEL007174 1761 2 AAEL013081

847 3 AAEL009516 1761 2 AAEL013414

848 3 AAEL002033 1762 2 AAEL013084

848 3 AAEL006906 1762 2 AAEL013415

848 3 AAEL013958 1763 2 AAEL013088

849 3 AAEL000414 1763 2 AAEL014499

849 3 AAEL009170 1764 2 AAEL013090

849 3 AAEL010327 1764 2 AAEL013578

850 3 AAEL001615 1765 2 AAEL013103

850 3 AAEL002002 1765 2 AAEL014498

850 3 AAEL007355 1766 2 AAEL013092

851 3 AAEL013499 1766 2 AAEL014500

851 3 AAEL013493 1767 2 AAEL013087

851 3 AAEL013492 1767 2 AAEL015004

852 3 AAEL001235 1768 2 AAEL013093

852 3 AAEL007828 1768 2 AAEL013581

852 3 AAEL015038 1769 2 AAEL013144

853 3 AAEL012116 1769 2 AAEL015547

853 3 AAEL012238 1770 2 AAEL013155
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853 3 AAEL014064 1770 2 AAEL013153

854 3 AAEL010891 1771 2 AAEL013162

854 3 AAEL012051 1771 2 AAEL015190

854 3 AAEL013440 1772 2 AAEL013180

855 3 AAEL009860 1772 2 AAEL013178

855 3 AAEL009856 1773 2 AAEL013331

855 3 AAEL009863 1773 2 AAEL014602

856 3 AAEL008464 1774 2 AAEL013428

856 3 AAEL010863 1774 2 AAEL015044

856 3 AAEL011726 1775 2 AAEL013446

857 3 AAEL003233 1775 2 AAEL015154

857 3 AAEL006585 1776 2 AAEL013464

857 3 AAEL014350 1776 2 AAEL014534

858 3 AAEL005635 1777 2 AAEL013467

858 3 AAEL009457 1777 2 AAEL014535

858 3 AAEL014529 1778 2 AAEL013465

859 3 AAEL008527 1778 2 AAEL014533

859 3 AAEL009233 1779 2 AAEL013468

859 3 AAEL009895 1779 2 AAEL014094

860 3 AAEL000569 1780 2 AAEL013470

860 3 AAEL006231 1780 2 AAEL014095

860 3 AAEL010761 1781 2 AAEL013513

861 3 AAEL002501 1781 2 AAEL015460

861 3 AAEL008319 1782 2 AAEL013521

861 3 AAEL010065 1782 2 AAEL015601

862 3 AAEL001552 1783 2 AAEL013560

862 3 AAEL009333 1783 2 AAEL013790

862 3 AAEL012829 1784 2 AAEL013582

863 3 AAEL007377 1784 2 AAEL015005

863 3 AAEL007373 1785 2 AAEL013591

863 3 AAEL008046 1785 2 AAEL014883

864 3 AAEL011610 1786 2 AAEL013639

864 3 AAEL011619 1786 2 AAEL014795

864 3 AAEL014390 1787 2 AAEL013640

865 3 AAEL005786 1787 2 AAEL014798

865 3 AAEL009446 1788 2 AAEL013635

865 3 AAEL009434 1788 2 AAEL014800

866 3 AAEL014145 1789 2 AAEL013634

866 3 AAEL014150 1789 2 AAEL014793

866 3 AAEL015045 1790 2 AAEL013643

867 3 AAEL000108 1790 2 AAEL014794

867 3 AAEL000424 1791 2 AAEL013641

867 3 AAEL006975 1791 2 AAEL014799

868 3 AAEL002896 1792 2 AAEL013642

868 3 AAEL004255 1792 2 AAEL014797

868 3 AAEL013770 1793 2 AAEL013646

869 3 AAEL004876 1793 2 AAEL015664

869 3 AAEL004883 1794 2 AAEL013679

869 3 AAEL012294 1794 2 AAEL014722

870 3 AAEL006136 1795 2 AAEL013696

870 3 AAEL006121 1795 2 AAEL015114
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870 3 AAEL006123 1796 2 AAEL013698

871 3 AAEL000935 1796 2 AAEL015374

871 3 AAEL005377 1797 2 AAEL013730

871 3 AAEL011846 1797 2 AAEL013727

872 3 AAEL006954 1798 2 AAEL013742

872 3 AAEL008263 1798 2 AAEL015014

872 3 AAEL011285 1799 2 AAEL013786

873 3 AAEL004141 1799 2 AAEL014394

873 3 AAEL011091 1800 2 AAEL013783

873 3 AAEL015170 1800 2 AAEL014396

874 3 AAEL003807 1801 2 AAEL013787

874 3 AAEL008783 1801 2 AAEL015064

874 3 AAEL008776 1802 2 AAEL013849

875 3 AAEL005287 1802 2 AAEL013847

875 3 AAEL008094 1803 2 AAEL013875

875 3 AAEL013691 1803 2 AAEL013918

876 3 AAEL000991 1804 2 AAEL013934

876 3 AAEL002535 1804 2 AAEL013937

876 3 AAEL009873 1805 2 AAEL013956

877 3 AAEL001876 1805 2 AAEL014858

877 3 AAEL009167 1806 2 AAEL013955

877 3 AAEL013906 1806 2 AAEL014693

878 3 AAEL004105 1807 2 AAEL013970

878 3 AAEL005034 1807 2 AAEL014728

878 3 AAEL010322 1808 2 AAEL013978

879 3 AAEL006093 1808 2 AAEL014582

879 3 AAEL006099 1809 2 AAEL013977

879 3 AAEL013159 1809 2 AAEL014585

880 3 AAEL000286 1810 2 AAEL014009

880 3 AAEL003134 1810 2 AAEL014010

880 3 AAEL005537 1811 2 AAEL014018

881 3 AAEL012966 1811 2 AAEL015564

881 3 AAEL012971 1812 2 AAEL014074

881 3 AAEL013812 1812 2 AAEL014622

882 3 AAEL002909 1813 2 AAEL014107

882 3 AAEL002911 1813 2 AAEL014253

882 3 AAEL014218 1814 2 AAEL014108

883 3 AAEL000644 1814 2 AAEL014255

883 3 AAEL000666 1815 2 AAEL014105

883 3 AAEL004577 1815 2 AAEL014257

884 3 AAEL001492 1816 2 AAEL014103

884 3 AAEL004520 1816 2 AAEL014259

884 3 AAEL013900 1817 2 AAEL014110

885 3 AAEL002738 1817 2 AAEL014252

885 3 AAEL013884 1818 2 AAEL014115

885 3 AAEL015283 1818 2 AAEL015227

886 3 AAEL013933 1819 2 AAEL014176

886 3 AAEL013937 1819 2 AAEL015171

886 3 AAEL013936 1820 2 AAEL014196

887 3 AAEL004873 1820 2 AAEL015599

887 3 AAEL010345 1821 2 AAEL014215
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887 3 AAEL010397 1821 2 AAEL014219

888 3 AAEL011181 1822 2 AAEL014292

888 3 AAEL012145 1822 2 AAEL014903

888 3 AAEL015203 1823 2 AAEL014304

889 3 AAEL003824 1823 2 AAEL014306

889 3 AAEL009014 1824 2 AAEL014324

889 3 AAEL015075 1824 2 AAEL014963

890 3 AAEL003145 1825 2 AAEL014364

890 3 AAEL012021 1825 2 AAEL014366

890 3 AAEL012831 1826 2 AAEL014426

891 3 AAEL011706 1826 2 AAEL015628

891 3 AAEL013036 1827 2 AAEL014495

891 3 AAEL013037 1827 2 AAEL014712

892 3 AAEL006226 1828 2 AAEL014491

892 3 AAEL011081 1828 2 AAEL014711

892 3 AAEL012581 1829 2 AAEL014494

893 3 AAEL008274 1829 2 AAEL014709

893 3 AAEL008283 1830 2 AAEL014521

893 3 AAEL008259 1830 2 AAEL015231

894 3 AAEL003436 1831 2 AAEL014552

894 3 AAEL006419 1831 2 AAEL015095

894 3 AAEL009926 1832 2 AAEL014564

895 3 AAEL005118 1832 2 AAEL015302

895 3 AAEL005100 1833 2 AAEL014628

895 3 AAEL008911 1833 2 AAEL015274

896 3 AAEL009107 1834 2 AAEL014644

896 3 AAEL010484 1834 2 AAEL014643

896 3 AAEL014815 1835 2 AAEL014671

897 3 AAEL010480 1835 2 AAEL015036

897 3 AAEL010743 1836 2 AAEL014670

897 3 AAEL014817 1836 2 AAEL015035

898 3 AAEL007121 1837 2 AAEL014673

898 3 AAEL011717 1837 2 AAEL014889

898 3 AAEL011716 1838 2 AAEL014672

899 3 AAEL004995 1838 2 AAEL014888

899 3 AAEL006265 1839 2 AAEL014759

899 3 AAEL014825 1839 2 AAEL015472

900 3 AAEL009160 1840 2 AAEL014822

900 3 AAEL010651 1840 2 AAEL014820

900 3 AAEL010692 1841 2 AAEL015039

901 3 AAEL001006 1841 2 AAEL015108

901 3 AAEL001004 1842 2 AAEL015257

901 3 AAEL008595 1842 2 AAEL015258

902 3 AAEL000454 1843 2 AAEL015458

902 3 AAEL010143 1843 2 AAEL015639

902 3 AAEL010814 1844 2 AAEL015535

903 3 AAEL006835 1844 2 AAEL015666

903 3 AAEL009529

903 3 AAEL009536

904 3 AAEL006018

904 3 AAEL007915
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904 3 AAEL014907

905 3 AAEL002788

905 3 AAEL004068

905 3 AAEL007043

906 3 AAEL006236

906 3 AAEL009414

906 3 AAEL010473

907 3 AAEL003412

907 3 AAEL010078

907 3 AAEL010373

908 3 AAEL007320

908 3 AAEL010189

908 3 AAEL011803

909 3 AAEL001097

909 3 AAEL011013

909 3 AAEL011825

910 3 AAEL007243

910 3 AAEL013093

910 3 AAEL013581

911 3 AAEL003591

911 3 AAEL008893

911 3 AAEL010960

912 3 AAEL005249

912 3 AAEL005491

912 3 AAEL014428

913 3 AAEL006066

913 3 AAEL008145

913 3 AAEL014153

914 3 AAEL000212

914 3 AAEL007512

914 3 AAEL011378

915 3 AAEL003313

915 3 AAEL003309

915 3 AAEL003289

916 3 AAEL006182

916 3 AAEL007637

916 3 AAEL008715

917 3 AAEL001084

917 3 AAEL012028

917 3 AAEL013427

918 3 AAEL000577

918 3 AAEL001770

918 3 AAEL001750

919 3 AAEL004040

919 3 AAEL004288

919 3 AAEL013068

920 3 AAEL001360

920 3 AAEL001434

920 3 AAEL009249

921 3 AAEL004868

921 3 AAEL004884

Page 148



921 3 AAEL006196

922 3 AAEL001113

922 3 AAEL001209

922 3 AAEL001867

923 3 AAEL000297

923 3 AAEL002993

923 3 AAEL003011

924 3 AAEL011072

924 3 AAEL014863

924 3 AAEL015300

925 3 AAEL010006

925 3 AAEL010010

925 3 AAEL009996

926 3 AAEL004467

926 3 AAEL004484

926 3 AAEL006720

927 3 AAEL003311

927 3 AAEL004856

927 3 AAEL014430

928 3 AAEL009841

928 3 AAEL013083

928 3 AAEL015529

929 3 AAEL009582

929 3 AAEL009578

929 3 AAEL015048

930 3 AAEL002763

930 3 AAEL004799

930 3 AAEL015495

931 3 AAEL005918

931 3 AAEL005929

931 3 AAEL005937

932 3 AAEL007184

932 3 AAEL012819

932 3 AAEL013302

933 3 AAEL001402

933 3 AAEL001401

933 3 AAEL001414

934 3 AAEL004019

934 3 AAEL005750

934 3 AAEL006047

935 3 AAEL006052

935 3 AAEL010250

935 3 AAEL014264

936 3 AAEL002514

936 3 AAEL008545

936 3 AAEL008537

937 3 AAEL000144

937 3 AAEL002400

937 3 AAEL008669

938 3 AAEL005997

938 3 AAEL009569
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938 3 AAEL011278

939 3 AAEL004671

939 3 AAEL004677

939 3 AAEL004676

940 3 AAEL002654

940 3 AAEL004205

940 3 AAEL004216

941 3 AAEL003589

941 3 AAEL003596

941 3 AAEL003603

942 3 AAEL009995

942 3 AAEL010839

942 3 AAEL010833

943 3 AAEL003800

943 3 AAEL008814

943 3 AAEL015316

944 3 AAEL004418

944 3 AAEL008321

944 3 AAEL014692

945 3 AAEL006181

945 3 AAEL009925

945 3 AAEL014361

946 3 AAEL009324

946 3 AAEL013640

946 3 AAEL014798

947 3 AAEL006416

947 3 AAEL009222

947 3 AAEL009224

948 3 AAEL002350

948 3 AAEL002328

948 3 AAEL013655

949 3 AAEL007620

949 3 AAEL009325

949 3 AAEL010604

950 3 AAEL001361

950 3 AAEL002628

950 3 AAEL009299

951 3 AAEL003214

951 3 AAEL005676

951 3 AAEL005672

952 3 AAEL002815

952 3 AAEL008089

952 3 AAEL013805

953 3 AAEL003467

953 3 AAEL003483

953 3 AAEL003482

954 3 AAEL000377

954 3 AAEL000318

954 3 AAEL001179

955 3 AAEL000345

955 3 AAEL010443
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955 3 AAEL011945

956 3 AAEL010231

956 3 AAEL010228

956 3 AAEL010235

957 3 AAEL006654

957 3 AAEL007647

957 3 AAEL011413

958 3 AAEL005668

958 3 AAEL010973

958 3 AAEL010969

959 3 AAEL007296

959 3 AAEL013802

959 3 AAEL014302

960 3 AAEL009560

960 3 AAEL009566

960 3 AAEL009559

961 3 AAEL000736

961 3 AAEL002560

961 3 AAEL004581

962 3 AAEL009445

962 3 AAEL010629

962 3 AAEL012367

963 3 AAEL001273

963 3 AAEL004977

963 3 AAEL007484

964 3 AAEL000242

964 3 AAEL007146

964 3 AAEL007143

965 3 AAEL001001

965 3 AAEL012414

965 3 AAEL013921

966 3 AAEL006189

966 3 AAEL009214

966 3 AAEL013844

967 3 AAEL003848

967 3 AAEL003821

967 3 AAEL003843

968 3 AAEL001942

968 3 AAEL001931

968 3 AAEL004571

969 3 AAEL003550

969 3 AAEL003512

969 3 AAEL004741

970 3 AAEL000153

970 3 AAEL006084

970 3 AAEL014044

971 3 AAEL002070

971 3 AAEL008881

971 3 AAEL013697

972 3 AAEL002888

972 3 AAEL012520
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972 3 AAEL013968

973 3 AAEL006525

973 3 AAEL010118

973 3 AAEL011952

974 3 AAEL005840

974 3 AAEL006051

974 3 AAEL015069

975 3 AAEL002785

975 3 AAEL007541

975 3 AAEL012669

976 3 AAEL005288

976 3 AAEL012006

976 3 AAEL012252

977 3 AAEL009424

977 3 AAEL011114

977 3 AAEL011857

978 3 AAEL002653

978 3 AAEL003063

978 3 AAEL005993
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Table S12. Summary of Ae. aegypti non-sensory and opsin GPCRs and comparison to An. 

gambiae and D. melanogaster receptors. 

 

Receptor 

Aedes 

aegypti 

Anopheles 

gambiae 

Drosophila 

melanogaster 

    

Class A: Rhodopsin-like    

Biogenic amine 26 18 17 

glycoprotein hormone/LGRs 3 3 4 

Peptide 33 25 30 

Purine 1 1 1 

(Rhod)opsin 10 11 8 

Orphan 16 22 32 

    

Class B: Secretin-like    

Calcitonin 3 3 3 

diuretic insect hormone 2 2 3 

Growth hormone releasing hormone 4 4 3 

HE6 like 1 1 2 

Latrophilin 1 1 1 

Methuselah-like 9 7 15 

Orphan 4 4 2 

    

Class C: Metabotropic glutamate-like    

Metabotropic glutamate 5 5 5 

GABAB 3 3 4 

    

Class D: Atypical GPCRs    

Frizzled/Smoothened 11 8 6 

Boss 1 1 1 

Orphan 2 3 2 

    

Total 135 122 139 

 

 

 

 
Legend: Boss, bride-of-sevenless; GABAB, gamma amino butyric acid B receptor; HE6, human 

epididymus-specific protein 6; LGR, leucine-rich repeat GPCR. 
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Table S13. Comprehensive list of Ae. aegypti opsin and non-sensory GPCRs.   

 

GPCR GPCR GPCR A. aegypti Putative A. aegypti Base pair range Vectorbase (V1.0) 

class subclass family GPCR A. gambiae supercontig # on supercontig accession # 

    ortholog    

        

(1) Class A - Rhod(opsin) receptor family 

 Amine receptors 

  mAcR 

   GPRmac1 GPRmac1 1.834 372439-277986 AAEL007832 

   GPRmac2 GPRmac2 1.285 1058793-1061645  

   GPRmac3  1.1412 10499-13572 AAEL015037 

  Dopamine 

   GPRdop1 GPRdop1 1.100 21431-279934 AAEL003902 

   GPRdop2 GPRdop2 1.176 1317675-1175027 AAEL005834 

   GPRdop3_1† GPRdop3 1.1093 117534-189084 AAEL014373 

   GPRdop3_2†  1.1134 10324-10536  

   GPRdop4  1.181 306823-327934 AAEL005945 

   GPRdop5  1.181 597407-413820 AAEL005952 

  Histamine 

   GPRhis GPRhis 1.170 1757668-1759995 AAEL005681 

  Melatonin 

   GPRmtn GPRmtn 1.37 3112010-3106591 AAEL001606 

  Octopamine/Tyramine 

   GPRoar1 GPRoar1 1.1043 265813-81915 AAEL014224 

   GPRoar2 GPRoar2 1.117 1175073-1114925 AAEL004398 

   GPRoar3a  1.29 110513-304640  

   GPRoar3b  1.29 110513-242101  

   GPRoar4 GPRoar2a 1.117 789723-640125 AAEL004396 

   GPRtyr GPRtyr 1.223 555555-554017 AAEL006844 

  Serotonin 

   GPR5ht1 GPR5ht1a 1.319 255496-306119  

   GPR5ht2 GPR5ht2a 1.250 1371280-1525286  

   GPR5ht3_1† GPR5ht1b 1.771 374236-225759  

   GPR5ht3_2†  1.280 78315-78761  

   GPR5ht4  1.1801 15218-13824 AAEL009573 

   GPR5ht5a GPR5htorph1 1.621 528331-526913 AAEL011844 

   GPR5ht5b  1.621 528331-524289 AAEL008360 

   GPR5ht6 GPR5htorph2 1.322 1465-2616 AAEL015553 

   GPR5ht7 GPR5ht7 1.408 527553-528947 AAEL015321 

   GPR5ht8  1.65 2935086-2854937 AAEL002717 

   GPR5ht9  1.2108 331-720  

 Glycoprotein Hormone/LGRs receptors 

   GPRfsh GPRfsh 1.117 473456-549121 AAEL004399 

   GPRrk GPRrk 1.129 1338701-1660800 AAEL004777 

   GPRgph GPRgph 1.141 2083524-2027041 AAEL005095 
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Peptide receptors 

  Galanin/Allatostatin 

   GPRals1 GPRals1 1.240 1673858-1608479 AAEL007169 

   GPRals2 GPRals2 1.188 311468-311932 AAEL006076 

   GPRals3 GPRals3 1.760 394955-393705 AAEL012920 

  Gastrin/Bombesin     

   GPRgrp1 GPRgrp1 1.87 239205-202627 AAEL003473 

   GPRgrp2_1† GPRgrp2 1.687 392814-417063  

   GPRgrp2_2†  1.2469 3616-3921  

   GPRgrp2_3†  1.343 1229349-1229687 AAEL012385 

  Gastrin/Cholecystokinin 

   GPRcck1_1† GPRcck1 1.461 662135-465877 AAEL010207 

   GPRcck1_2†  1.166 216595-76937  

   GPRcck1_3†  1.1874 5641-5468  

   GPRcck2 GPRcck2 1.94 537864-538341 AAEL003647 

  Gonadotropin releasing hormone 

   GPRgnr1 GPRgnr1 1.567 21405-33010 AAEL011325 

   GPRgnr2 GPRgnr2 1.583 578551-521369 AAEL011475 

   GPRgnr3 GPRgnr3 1.417 548554-485119 AAEL009673 

  Growth hormone secretagogue (GHS-R) 

   GPRnpr1 GPRnpr1 1.175 935223-717749 AAEL005804 

   GPRnpr2 GPRnpr2 1.128 2226384-2271823 AAEL004732 

  Leukokinin 

   GPRllk1_1† GPRllk 1.214 155789-179913 AAEL006636 

   GPRllk1_2†  1.535 644256-603761 AAEL011026 

  Neurokinin/Tachykinin 

   GPRtak1_1† GPRtak1 1.1157 231593-124172  

   GPRtak1_2†  1.258 1537089-1469458  

   GPRtak1_3†  1.516 821987-822136  

   GPRtak2 GPRtak2 1.229 1543168-1674632 AAEL006947 

   GPRnpr3 GPRnpr3 1.94 526402-536092  

   GPRnpr4 GPRnpr4 1.310 680778-679828 AAEL008267 

   GPRnpr5  1.310 705338-704338 AAEL008282 

  Neuropeptide Y 

   GPRnpy1 GPRnpy1 1.312 789858-788818 AAEL008296 

   GPRnpy2 GPRnpy2 1.491 826221-794272 AAEL010626 

   GPRnpy3 GPRnpy3 1.289 1420645-1419464 AAEL013505 

   GPRnpy4  1.2151 8033-9094 AAEL015418 

   GPRnpy5_1†  1.664 523211-235358 AAEL012190 

   GPRnpy5_2†  1.1234 40108-1315  

   GPRnpy6a  1.156 1339839-698928  

   GPRnpy6b  1.156 1339839-715668  

   GPRnpy7  1.858 412542-413720 AAEL007924   

   GPRnpy8_1†  1.648 50550-50852 AAEL012601 
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   GPRnpy8_2†  1.715 581421-581723 AAEL012053 

  SIFamide 

   GPRsif1a GPRorpha7 1.420 978093-612743 AAEL009698 

   GPRsif1b  1.420 978093-613301  

  Dromyosuppressin 

   GPRdms  1.198 224591-211819 AAEL006283 

  Somatostatin 

   GPRsms GPRsms 1.683 181136-182131 AAEL012356 

  Vasopressin 

   GPRvpr1 GPRvpr1 1.339 219060-202844 AAEL008652 

   GPRvpr2 GPRvpr2 1.339 154301-175243 AAEL008655 

 Purine receptors 

  Adenosine 

   GPRads1_1† GPRads 1.71 1756581-1746921 AAEL011970 

   GPRads1_2†  1.639 12208-12842 AAEL002894 

 (Rhod)opsin receptors 

   GPRop1 GPRop1 1.208 1715269-1716390 AAEL006498 

   GPRop2 GPRop2 1.197 948069-949187 AAEL006259 

   GPRop3 GPRop3 1.208 1726735-1727928 AAEL006484 

   GPRop4 GPRop4 1.165 1775297-1776430 AAEL005621 

   GPRop5  1.165 1783587-1782454 AAEL005625 

   GPRop7 GPRop7 1.252 486311-485115 AAEL007389 

   GPRop8 GPRop8 1.412 320188-271590 AAEL009615 

   GPRop9_1† GPRop9 1.75 1344859-1358612 AAEL003035 

   GPRop9_2†  1.9 1914456-1914223 AAEL003035 

   GPRop10 GPRop10 1.151 1763069-1943586 AAEL005322 

   GPRop12 GPRop12 1.153 1134510-1048301 AAEL005373 

 Orphan/Putative Class A GPCRs 

   GPRnna1 GPRorpha1 1.85 2594249-2595535 AAEL003378 

   GPRnna2  1.3675 2413-3699 AAEL015604 

   GPRnna5_1† GPRnna5 1.844 394164-360849  

   GPRnna5_2†  1.108 1393449-1393333  

   GPRnna6 GPRnna6 1.270 559941-558479 AAEL007644 

   GPRnna7 GPRnna7 1.420 624186-622560  

   GPRnna9_1† GPRnna9 1.150 1284364-1407729 AAEL005310 

   GPRnna9_2†  1.602 427994-428191 AAEL011680 

   GPRnna10 GPRnna10 1.523 360952-349200 AAEL010929 

   GPRnna11_1† GPRnna11 1.332 353046-300423  

   GPRnna11_2† 1.92 1503297-1482149 AAEL008566 

   GPRnna13 GPRnna13 1.86 677693-685281 AAEL003448 

   GPRnna14 GPRnna14 1.86 685352-685705  

   GPRnna16 GPRnna16 1.470 899565-883705 AAEL010313 

   GPRnna18 GPRnna18 1.172 99084-99593 AAEL004153 

   GPRnna19_1† GPRnna19 1.111 833628-834518 AAEL004245 

   GPRnna19_2† 1.686 149790-149098  
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   GPRnna21 GPRnna21 1.5 3889782-3916796 AAEL000266 

   GPRnna22  1.10 585688-586260 AAEL000528 

   GPRnna23  1.109 949530-950039 AAEL005745 

        

(2) Class B - Secretin receptor family 

 Calcitonin/Diuretic hormone receptors 

   GPRcal1 GPRcal1 1.448 772408-820788  

   GPRcal2 GPRcal2 1.208 1440601-1323081 AAEL006490 

   GPRcal3 GPRcal3 1.363 837286-812619 AAEL009024 

 Diuretic insect hormone/Kinin/CRF receptors 

   GPRdih1 GPRdih1 1.311 1016267-1079811 AAEL008292 

   GPRdih2_1† GPRdih2 1.311 1310192-1341293 AAEL008287 

   GPRdih2_2†  1.178 1286766-1258456 AAEL005894 

 Growth hormone releasing hormone receptors 

   GPRghp1 GPRghp1 1.96 1452012-1528499 AAEL003747 

   GPRghp2 GPRghp2 1.1 1752632-1594435  

   GPRghp3 GPRghp3 1.741 220864-242318 AAEL012796 

   GPRghp4  1.741 451179-341772  

 HE6-like receptors 

   GPRhe6  1.656 432640-434969  

 Latrophilin receptors 

   GPRcir GPRcir 1.302 492276-488902 AAEL008126 

 Methuselah-like receptors 

   GPRmth1_1† GPRmth1 1.530 75614-131066  

   GPRmth1_2†  1.474 927081-954245  

   GPRmth2 GPRmth2 1.530 195420-209711 AAEL010980 

   GPRmth3 GPRmth3 1.651 119280-499201  

   GPRmth4 GPRmth4 1.530 209349-214894 AAEL010982 

   GPRmth5 GPRmth5 1.587 478450-450546 AAEL011526 

   GPRmth6 GPRmth6 1.587 568907-567314 AAEL011521 

   GPRmth7 GPRmth7 1.17 3650045-3647653 AAEL000811 

   GPRmth8  1.416 1044326-1031029 AAEL010981 

   GPRmth9  1.906 52185-51940  

 Orphan/Putative Class B GPCRs 

   GPRnnb1 GPRnnb1 1.27 824113-683239 AAEL001240 

   GPRnnb2 GPRnnb2 1.12 167966-169198 AAEL000602 

   GPRnnb3 GPRnnb3 1.40 1841404-1838951 AAEL001724 

   GPRnnb4  1.229 643894-647393 AAEL006957 

        

(3) Class C - Metabotropic glutamate receptor family 

 Metabotropic glutamate receptors 

   GPRmgl1 GPRmgl1 1.547 643188-587915  

   GPRmgl2 GPRmgl2 1.122 2083975-2045044 AAEL004533 

   GPRmgl3_† GPRmgl3 1.372 626455-634107 AAEL009139 

   GPRmgl3_2†  1.2032 13396-12980 AAEL015394 
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   GPRmgl5 GPRmgl5 1.430 330089-384275 AAEL009822 

   GPRmgl6  1.318 1198843-1140757  

 GABA-B receptors 

   GPRgbb1 GPRgbb1 1.251 825208-886052 AAEL007372 

   GPRgbb2 GPRgbb2 1.476 455253-468772 AAEL010408 

   GPRgbb3 GPRgbb3 1.275 1256535-1270521 AAEL007709 

        

(4) Class D - Atypical 7TM proteins 

 Frizzled/Smoothened 

   GPRfz1 GPRfz1a 1.798 225290-351973 AAEL013160 

   GPRfz2 GPRfz2 1.220 239667-241640 AAEL006778 

   GPRfz3 GPRfz3 1.222 346055-329928 AAEL006832 

   GPRfz4 GPRfz4 1.314 1132163-980663 AAEL008322 

   GPRfz5  1.444 698718-567881 AAEL009986 

   GPRfz6  1.1566 5245-4688 AAEL015190 

   GPRfz7 GPRfz1b 1.444 830414-829782 AAEL009983 

   GPRfz8  1.444 551064-550720 AAEL013886 

   GPRfz9 GPRfz1c 1.953 94483-95016  

   GPRsmo GPRsmo 1.216 304882-298826 AAEL006669 

   GPRstn GPRstn 1.4 4599206-4629231 AAEL000246 

 Bride of sevenless 

   GPRbos1 GPRbos 1.231 914691-912660 AAEL007004 

   GPRbos2‡  1.231 853960-851968  

 Orphan 

   GPRnnd2 GPRorphd2 1.42 2141428-2146568 AAEL001782 

   GPRnnd3 GPRorphd3 1.196 241829-242543 AAEL006232 

        

(6) Unique Predicted Multi-Transmembrane Spanning Protein Sequences from QFC Ouput 

 Possible 7TM Proteins/GPCRs 

   GPRqfc1  1.1019 121016-100129 AAEL014152 

   GPRqfc2  1.111 1720981-1726987 AAEL004238 

   GPRqfc3  1.116 1019926-991192 AAEL004370 

   GPRqfc4  1.17 3711268-3695492 AAEL000812 

 
The GPCRs have been classified by predicted class and family. The supercontig and 

coordinates for each Ae. aegypti GPCR are shown together with the Ae. aegypti AaegL1.1 

Genebuild gene id and where possible, the putative An. gambiae ortholog. Pseudogenes are 

indicated by the (‡) symbol. Short sequences designated by the (†) symbol were identified on 

different nonoverlapping supercontigs and are strongly suspected to comprise the full-length or 

close to full-length Ae. aegypti GPCR ortholog of the An. gambiae and/or D. melanogaster 



 6

receptor when taken together. However, noncontiguous genomic sequence prevents this 

determination at the present time. 

Abbreviations used for receptor nomenclature: ads, adenosine; als, allatostatin; bos, 

Boss/bride of sevenless; cal, calcitonin; cck, cholecystokinin; cir, cirl/latrophilin; dih, diuretic 

insect hormone; dms, dromyosuppressin; dop, dopamine; fsh, follicle stimulating hormone; fz, 

frizzled; gbb, GABAB; ghp, growth hormone releasing hormone (pyrokinin); gnr, gonadotrophin 

releasing hormone; gph, glycoprotein hormone; grp, gastrin releasing peptide; he6, human 

epididymis-specific protein 6; his, histamine; 5ht, 5-hydroxytryptamine/serotonin; lkk, leukokinin; 

mac, muscarinic acetycholine; mgl, metabotropic glutamate; mth, methuselah; mtn, melatonin; 

NF, not found; nna, not named class A GPCR; nnb, not named class B GPCR; nnd, not named 

class D GPCR; npr, neuropeptide receptor; npy, neuropeptide Y; oar, octopamine receptor; op, 

opsin; opr, opioid; orph, orphan GPCR; qfc, quasi-periodic feature classifier; rk, rickets; sif, 

SIFamide; smo, smoothened; sms, somatostatin; stn, stan/starry night; tak, tachykinin; tyr, 

tyramine; vpr, vasopressin. 

Lower case letters following gene names represent splice variants. 

†These short peptide sequences were assigned to different non-overlapping supercontigs and 

are strongly suspected to comprise the full-length or close to full-length Ae. aegypti GPCR 

ortholog of the An. gambiae and/or D. melanogaster receptor when taken together.  However, 

noncontiguous genomic sequence prevents this determination at the present time. 

‡Predicted pseudogene. 

±Sequence identified from trace files only. 



Table S14. EC assigment to Ae. aegypti and An. gambiae genes and Ae. aegypti supplementary genes

AA1 EC number Agam EC number AA1_supp EC number

AAEL003729-RA 1.1.1.1 ENSANGT00000028229 1.1.1.1 SUPP_AEDES011122 1.1.1.1

AAEL003729-RB 1.1.1.1 ENSANGT00000019292 1.1.1.10 SUPP_AEDES011127 1.1.1.1

AAEL011450-RA 1.1.1.1 ENSANGT00000003639 1.1.1.100 SUPP_AEDES011125 1.1.1.1

AAEL013640-RA 1.1.1.10 ENSANGT00000004628 1.1.1.100 SUPP_AEDES011126 1.1.1.1

AAEL014798-RA 1.1.1.10 ENSANGT00000010380 1.1.1.100 SUPP_AEDES011125 1.1.1.1

AAEL001427-RA 1.1.1.100 ENSANGT00000014422 1.1.1.100 SUPP_AEDES011565 1.1.1.1

AAEL001461-RA 1.1.1.100 ENSANGT00000016778 1.1.1.100 SUPP_AEDES012547 1.1.1.1

AAEL004281-RA 1.1.1.100 ENSANGT00000019038 1.1.1.100 SUPP_AEDES012544 1.1.1.1

AAEL005703-RA 1.1.1.100 ENSANGT00000021120 1.1.1.100 SUPP_AEDES012548 1.1.1.1

AAEL006224-RA 1.1.1.100 ENSANGT00000021187 1.1.1.100 SUPP_AEDES001669 1.1.1.100

AAEL006317-RA 1.1.1.100 ENSANGT00000021339 1.1.1.100 SUPP_AEDES006670 1.1.1.100

AAEL006317-RB 1.1.1.100 ENSANGT00000021685 1.1.1.100 SUPP_AEDES008269 1.1.1.100

AAEL006318-RA 1.1.1.100 ENSANGT00000021713 1.1.1.100 SUPP_AEDES008273 1.1.1.100

AAEL007893-RA 1.1.1.100 ENSANGT00000022775 1.1.1.100 SUPP_AEDES008276 1.1.1.100

AAEL008152-RA 1.1.1.100 ENSANGT00000028607 1.1.1.100 SUPP_AEDES003714 1.1.1.141

AAEL008159-RA 1.1.1.100 ENSANGT00000031458 1.1.1.100 SUPP_AEDES007971 1.1.1.22

AAEL010290-RA 1.1.1.100 ENSANGT00000014198 1.1.1.102 SUPP_AEDES011532 1.1.1.5

AAEL010677-RA 1.1.1.100 ENSANGT00000017799 1.1.1.105 SUPP_AEDES011532 1.1.1.5

AAEL011488-RA 1.1.1.100 ENSANGT00000032233 1.1.1.105 SUPP_AEDES012907 1.1.1.60

AAEL012401-RA 1.1.1.100 ENSANGT00000011284 1.1.1.14 SUPP_AEDES013879 1.1.1.60

AAEL012433-RA 1.1.1.100 ENSANGT00000011286 1.1.1.14 SUPP_AEDES013567 1.10.3.3

AAEL013601-RA 1.1.1.100 ENSANGT00000011358 1.1.1.14 SUPP_AEDES000475 1.11.1.7

AAEL014626-RA 1.1.1.100 ENSANGT00000011378 1.1.1.14 SUPP_AEDES000080 1.13.12.7

AAEL014627-RA 1.1.1.100 ENSANGT00000013280 1.1.1.141 SUPP_AEDES000096 1.13.12.7

AAEL014840-RA 1.1.1.100 ENSANGT00000011344 1.1.1.145 SUPP_AEDES012025 1.13.12.7

AAEL014899-RA 1.1.1.100 ENSANGT00000023834 1.1.1.153 SUPP_AEDES014837 1.14.11.2

AAEL014899-RB 1.1.1.100 ENSANGT00000012632 1.1.1.205 SUPP_AEDES008858 1.14.14.1

AAEL001048-RA 1.1.1.102 ENSANGT00000002572 1.1.1.21 SUPP_AEDES014267 1.14.14.1

AAEL002901-RA 1.1.1.105 ENSANGT00000003966 1.1.1.21 SUPP_AEDES014539 1.14.14.1

AAEL012400-RA 1.1.1.105 ENSANGT00000014386 1.1.1.21 SUPP_AEDES001883 1.14.16.2

AAEL011112-RA 1.1.1.14 ENSANGT00000015026 1.1.1.21 SUPP_AEDES001875 1.14.16.4

AAEL011112-RB 1.1.1.14 ENSANGT00000015335 1.1.1.21 SUPP_AEDES012116 1.14.16.4

AAEL011112-RC 1.1.1.14 ENSANGT00000019775 1.1.1.21 SUPP_AEDES006621 1.14.18.1

AAEL011126-RA 1.1.1.14 ENSANGT00000019779 1.1.1.21 SUPP_AEDES005520 1.14.99.3

AAEL011129-RA 1.1.1.14 ENSANGT00000019780 1.1.1.21 SUPP_AEDES010174 1.17.3.2
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AAEL011130-RA 1.1.1.14 ENSANGT00000023259 1.1.1.21 SUPP_AEDES010163 1.17.3.2

AAEL000733-RA 1.1.1.145 ENSANGT00000024390 1.1.1.21 SUPP_AEDES010168 1.17.3.2

AAEL000733-RB 1.1.1.145 ENSANGT00000025210 1.1.1.21 SUPP_AEDES011867 1.17.3.2

AAEL001845-RA 1.1.1.153 ENSANGT00000028296 1.1.1.21 SUPP_AEDES000117 1.17.4.1

AAEL010075-RA 1.1.1.159 ENSANGT00000032274 1.1.1.21 SUPP_AEDES005151 1.2.1.12

AAEL009273-RA 1.1.1.205 ENSANGT00000010297 1.1.1.211 SUPP_AEDES005151 1.2.1.12

AAEL003154-RA 1.1.1.21 ENSANGT00000002547 1.1.1.22 SUPP_AEDES014635 1.3.1.2

AAEL004086-RA 1.1.1.21 ENSANGT00000011329 1.1.1.244 SUPP_AEDES004505 1.3.99.2

AAEL004086-RB 1.1.1.21 ENSANGT00000011670 1.1.1.26 SUPP_AEDES004127 1.4.1.2

AAEL004088-RA 1.1.1.21 ENSANGT00000021023 1.1.1.26 SUPP_AEDES000339 2.3.1.21

AAEL004088-RB 1.1.1.21 ENSANGT00000021059 1.1.1.26 SUPP_AEDES011131 2.3.1.29

AAEL004088-RC 1.1.1.21 ENSANGT00000021069 1.1.1.26 SUPP_AEDES004537 2.3.2.2

AAEL004088-RD 1.1.1.21 ENSANGT00000013067 1.1.1.27 SUPP_AEDES003421 2.4.1.224

AAEL004088-RE 1.1.1.21 ENSANGT00000010445 1.1.1.271 SUPP_AEDES006215 2.7.1.11,2.7.1.90

AAEL004095-RA 1.1.1.21 ENSANGT00000024072 1.1.1.272 SUPP_AEDES001533 2.7.1.112

AAEL004096-RA 1.1.1.21 ENSANGT00000017720 1.1.1.31 SUPP_AEDES014957 2.7.1.112

AAEL004102-RA 1.1.1.21 ENSANGT00000006223 1.1.1.34 SUPP_AEDES009695 2.7.1.137

AAEL004118-RA 1.1.1.21 ENSANGT00000014299 1.1.1.35 SUPP_AEDES015171 2.7.1.15

AAEL007275-RA 1.1.1.21 ENSANGT00000015136 1.1.1.35 SUPP_AEDES003680 2.7.1.37

AAEL009134-RA 1.1.1.21 ENSANGT00000018337 1.1.1.35 SUPP_AEDES004217 2.7.1.37

AAEL013096-RA 1.1.1.21 ENSANGT00000007118 1.1.1.36 SUPP_AEDES010468 2.7.1.37

AAEL015002-RA 1.1.1.21 ENSANGT00000020184 1.1.1.37 SUPP_AEDES011670 2.7.1.37

AAEL010146-RA 1.1.1.211 ENSANGT00000011712 1.1.1.40 SUPP_AEDES012575 2.7.1.37

AAEL010146-RB 1.1.1.211 ENSANGT00000019421 1.1.1.40 SUPP_AEDES000230 2.7.4.8

AAEL015524-RA 1.1.1.211 ENSANGT00000010336 1.1.1.41 SUPP_AEDES005133 2.7.7.12

AAEL011242-RA 1.1.1.22 ENSANGT00000010852 1.1.1.41 SUPP_AEDES005358 2.7.7.12

AAEL004529-RA 1.1.1.26 ENSANGT00000013512 1.1.1.41 SUPP_AEDES001543 2.7.7.4

AAEL004532-RA 1.1.1.26 ENSANGT00000016660 1.1.1.42 SUPP_AEDES004051 2.7.7.4

AAEL009676-RA 1.1.1.26 ENSANGT00000020939 1.1.1.42 SUPP_AEDES006055 2.7.7.4

AAEL012014-RA 1.1.1.27 ENSANGT00000012857 1.1.1.44 SUPP_AEDES010144 2.7.7.4

AAEL008593-RA 1.1.1.271 ENSANGT00000020243 1.1.1.44 SUPP_AEDES002516 2.7.7.48

AAEL014651-RA 1.1.1.271 ENSANGT00000020637 1.1.1.44 SUPP_AEDES013945 2.7.7.48

AAEL000314-RA 1.1.1.272 ENSANGT00000023174 1.1.1.44 SUPP_AEDES001759 2.7.7.6

AAEL003959-RA 1.1.1.30 ENSANGT00000016310 1.1.1.47 SUPP_AEDES003153 2.7.7.6

AAEL009628-RA 1.1.1.30 ENSANGT00000016314 1.1.1.47 SUPP_AEDES003274 2.7.7.6

AAEL013904-RA 1.1.1.31 ENSANGT00000018841 1.1.1.47 SUPP_AEDES004248 2.7.7.6

AAEL009311-RA 1.1.1.34 ENSANGT00000030330 1.1.1.47 SUPP_AEDES005272 2.7.8.15
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AAEL002841-RA 1.1.1.35 ENSANGT00000012074 1.1.1.49 SUPP_AEDES015234 2.8.2.23

AAEL002842-RA 1.1.1.35 ENSANGT00000018551 1.1.1.49 SUPP_AEDES004954 2.8.3.5

AAEL007023-RA 1.1.1.35 ENSANGT00000027215 1.1.1.49 SUPP_AEDES003127 3.1.1.1

AAEL008006-RA 1.1.1.35 ENSANGT00000030773 1.1.1.49 SUPP_AEDES006460 3.1.1.1

AAEL009324-RA 1.1.1.35 ENSANGT00000010858 1.1.1.5 SUPP_AEDES010167 3.1.1.1

AAEL009324-RB 1.1.1.35 ENSANGT00000012437 1.1.1.5 SUPP_AEDES013012 3.1.1.1

AAEL009328-RA 1.1.1.35 ENSANGT00000020359 1.1.1.5 SUPP_AEDES006784 3.1.1.3

AAEL015588-RA 1.1.1.35 ENSANGT00000021773 1.1.1.5 SUPP_AEDES014879 3.1.1.7

AAEL007707-RA 1.1.1.37 ENSANGT00000032135 1.1.1.5 SUPP_AEDES007487 3.1.2.15

AAEL008166-RA 1.1.1.37 ENSANGT00000013149 1.1.1.60 SUPP_AEDES014409 3.1.2.15

AAEL001073-RA 1.1.1.40 ENSANGT00000010048 1.1.1.62 SUPP_AEDES008390 3.1.26.4

AAEL001091-RA 1.1.1.40 ENSANGT00000013086 1.1.1.62 SUPP_AEDES001789 3.1.3.67

AAEL005790-RA 1.1.1.40 ENSANGT00000023497 1.1.1.62 SUPP_AEDES009964 3.1.4.11

AAEL000454-RA 1.1.1.41 ENSANGT00000027571 1.1.1.62 SUPP_AEDES013238 3.1.4.17

AAEL000454-RB 1.1.1.41 ENSANGT00000032038 1.1.1.62 SUPP_AEDES004837 3.1.6.12

AAEL010143-RA 1.1.1.41 ENSANGT00000020590 1.1.1.73 SUPP_AEDES004828 3.1.6.12

AAEL010814-RA 1.1.1.41 ENSANGT00000011016 1.1.1.8 SUPP_AEDES015128 3.2.1.10

AAEL010814-RB 1.1.1.41 ENSANGT00000011006 1.1.1.82 SUPP_AEDES009512 3.2.1.20

AAEL010814-RC 1.1.1.41 ENSANGT00000016770 1.1.1.95 SUPP_AEDES000799 3.2.1.31

AAEL010814-RD 1.1.1.41 ENSANGT00000017163 1.1.1.95 SUPP_AEDES002016 3.4.11.2

AAEL000746-RA 1.1.1.42 ENSANGT00000012910 1.1.2.4 SUPP_AEDES005820 3.4.11.2

AAEL012614-RA 1.1.1.42 ENSANGT00000030929 1.1.2.4 SUPP_AEDES012286 3.4.11.2

AAEL005931-RA 1.1.1.44 ENSANGT00000018221 1.1.3.15 SUPP_AEDES012285 3.4.11.2

AAEL002416-RA 1.1.1.47 ENSANGT00000024248 1.1.3.15 SUPP_AEDES010588 3.4.13.19

AAEL002416-RB 1.1.1.47 ENSANGT00000025936 1.1.3.21 SUPP_AEDES007149 3.4.14.5

AAEL009685-RA 1.1.1.47 ENSANGT00000016366 1.1.99.1 SUPP_AEDES002636 3.4.15.1

AAEL009685-RB 1.1.1.47 ENSANGT00000026549 1.1.99.1 SUPP_AEDES002632 3.4.15.1

AAEL010137-RA 1.1.1.47 ENSANGT00000029256 1.1.99.1 SUPP_AEDES003431 3.4.16.5

AAEL009507-RA 1.1.1.49 ENSANGT00000029450 1.1.99.1 SUPP_AEDES009269 3.4.17.2

AAEL003183-RA 1.1.1.5 ENSANGT00000002145 1.1.99.10 SUPP_AEDES012909 3.4.17.22

AAEL004273-RA 1.1.1.5 ENSANGT00000002989 1.1.99.10 SUPP_AEDES006354 3.4.21.1

AAEL007669-RA 1.1.1.5 ENSANGT00000005452 1.1.99.10 SUPP_AEDES001454 3.4.21.26

AAEL008016-RA 1.1.1.5 ENSANGT00000005557 1.1.99.10 SUPP_AEDES011149 3.4.21.4

AAEL009625-RA 1.1.1.5 ENSANGT00000005577 1.1.99.10 SUPP_AEDES011497 3.4.21.4

AAEL009631-RA 1.1.1.5 ENSANGT00000009189 1.1.99.10 SUPP_AEDES011533 3.4.21.4

AAEL009632-RA 1.1.1.5 ENSANGT00000012169 1.1.99.10 SUPP_AEDES013195 3.4.21.4

AAEL010671-RA 1.1.1.5 ENSANGT00000012795 1.1.99.10 SUPP_AEDES015001 3.4.21.4
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AAEL013603-RA 1.1.1.5 ENSANGT00000015052 1.1.99.10 SUPP_AEDES001035 3.4.21.72

AAEL006679-RA 1.1.1.60 ENSANGT00000015188 1.1.99.10 SUPP_AEDES006308 3.4.21.91

AAEL006684-RA 1.1.1.60 ENSANGT00000015190 1.1.99.10 SUPP_AEDES012755 3.4.22.41

AAEL006742-RA 1.1.1.60 ENSANGT00000015865 1.1.99.10 SUPP_AEDES014573 3.4.24.12

AAEL006837-RA 1.1.1.60 ENSANGT00000016488 1.1.99.10 SUPP_AEDES015076 3.4.24.52

AAEL006850-RA 1.1.1.60 ENSANGT00000023201 1.1.99.10 SUPP_AEDES008316 3.4.24.71

AAEL008614-RA 1.1.1.60 ENSANGT00000023309 1.1.99.10 SUPP_AEDES008645 3.4.24.71

AAEL008933-RA 1.1.1.60 ENSANGT00000023673 1.1.99.10 SUPP_AEDES004642 3.4.24.82

AAEL009245-RA 1.1.1.60 ENSANGT00000023715 1.1.99.10 SUPP_AEDES005937 3.4.24.82

AAEL010208-RA 1.1.1.60 ENSANGT00000027190 1.1.99.10 SUPP_AEDES002951 3.5.2.6

AAEL010580-RA 1.1.1.60 ENSANGT00000027550 1.1.99.10 SUPP_AEDES012409 3.6.3.1

AAEL012580-RA 1.1.1.60 ENSANGT00000029096 1.1.99.10 SUPP_AEDES005601 3.6.3.27

AAEL000689-RA 1.1.1.62 ENSANGT00000031866 1.1.99.10 SUPP_AEDES002874 3.6.3.29

AAEL000690-RA 1.1.1.62 ENSANGT00000014100 1.10.2.2 SUPP_AEDES006631 3.6.3.29

AAEL000705-RA 1.1.1.62 ENSANGT00000019464 1.10.2.2 SUPP_AEDES003888 3.6.3.31

AAEL000814-RA 1.1.1.62 ENSANGT00000022509 1.10.2.2 SUPP_AEDES014245 3.6.3.31

AAEL000830-RA 1.1.1.62 ENSANGT00000005549 1.10.3.3 SUPP_AEDES009243 3.6.3.8

AAEL003961-RA 1.1.1.62 ENSANGT00000015836 1.10.3.3 SUPP_AEDES011453 3.6.3.8

AAEL006496-RA 1.1.1.62 ENSANGT00000017050 1.10.3.3 SUPP_AEDES011449 3.6.3.8

AAEL009634-RA 1.1.1.62 ENSANGT00000017150 1.10.3.3 SUPP_AEDES011450 3.6.3.8

AAEL009634-RB 1.1.1.62 ENSANGT00000030544 1.10.3.3 SUPP_AEDES002933 3.6.4.3

AAEL009634-RC 1.1.1.62 ENSANGT00000013962 1.11.1.12 SUPP_AEDES009775 4.3.2.2

AAEL009634-RD 1.1.1.62 ENSANGT00000013972 1.11.1.12 SUPP_AEDES013984 4.3.2.2

AAEL009634-RE 1.1.1.62 ENSANGT00000022894 1.11.1.12 SUPP_AEDES012326 4.6.1.1

AAEL009634-RF 1.1.1.62 ENSANGT00000032562 1.11.1.12 SUPP_AEDES013941 4.6.1.1

AAEL009634-RG 1.1.1.62 ENSANGT00000009997 1.11.1.15 SUPP_AEDES010443 5.3.4.1

AAEL011193-RA 1.1.1.62 ENSANGT00000010951 1.11.1.15 SUPP_AEDES000379 5.3.99.5

AAEL006458-RA 1.1.1.73 ENSANGT00000015116 1.11.1.15 SUPP_AEDES006553 5.3.99.5

AAEL006471-RA 1.1.1.73 ENSANGT00000019782 1.11.1.15 SUPP_AEDES012057 5.3.99.5

AAEL001593-RA 1.1.1.8 ENSANGT00000020201 1.11.1.15 SUPP_AEDES013694 6.1.1.20

AAEL001593-RB 1.1.1.8 ENSANGT00000030463 1.11.1.15 SUPP_AEDES006194 6.1.1.3

AAEL001593-RC 1.1.1.8 ENSANGT00000031948 1.11.1.15 SUPP_AEDES006415 6.1.1.7

AAEL015625-RA 1.1.1.94 ENSANGT00000030447 1.11.1.5 SUPP_AEDES011284 6.2.1.26

AAEL005336-RA 1.1.1.95 ENSANGT00000021298 1.11.1.6 SUPP_AEDES010665 6.2.1.4

AAEL005400-RA 1.1.1.95 ENSANGT00000000593 1.11.1.7 SUPP_AEDES007840 6.3.2.19

AAEL005400-RB 1.1.1.95 ENSANGT00000001781 1.11.1.7 SUPP_AEDES001921 6.4.1.4

AAEL005400-RC 1.1.1.95 ENSANGT00000010602 1.11.1.7 SUPP_AEDES013061 6.4.1.4
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AAEL005400-RD 1.1.1.95 ENSANGT00000012402 1.11.1.7 SUPP_AEDES002170 6.5.1.1

AAEL005921-RA 1.1.2.4 ENSANGT00000012513 1.11.1.7 SUPP_AEDES006171 6.5.1.1

AAEL005927-RA 1.1.2.4 ENSANGT00000012538 1.11.1.7 SUPP_AEDES010702 6.5.1.1

AAEL004671-RA 1.1.3.15 ENSANGT00000013832 1.11.1.7

AAEL004676-RA 1.1.3.15 ENSANGT00000018505 1.11.1.7

AAEL004677-RA 1.1.3.15 ENSANGT00000019620 1.11.1.7

AAEL003873-RA 1.1.3.21 ENSANGT00000019765 1.11.1.7

AAEL003873-RB 1.1.3.21 ENSANGT00000024313 1.11.1.7

AAEL012689-RA 1.1.99.1 ENSANGT00000024965 1.11.1.7

AAEL012808-RA 1.1.99.1 ENSANGT00000027885 1.11.1.7

AAEL013046-RA 1.1.99.1 ENSANGT00000029340 1.11.1.7

AAEL004002-RA 1.1.99.10 ENSANGT00000030384 1.11.1.7

AAEL004003-RA 1.1.99.10 ENSANGT00000030714 1.11.1.7

AAEL004009-RA 1.1.99.10 ENSANGT00000032453 1.11.1.7

AAEL004013-RA 1.1.99.10 ENSANGT00000032487 1.11.1.7

AAEL004014-RA 1.1.99.10 ENSANGT00000032553 1.11.1.7

AAEL004015-RA 1.1.99.10 ENSANGT00000032554 1.11.1.7

AAEL004021-RA 1.1.99.10 ENSANGT00000032555 1.11.1.7

AAEL004025-RA 1.1.99.10 ENSANGT00000006535 1.12.7.2

AAEL004027-RA 1.1.99.10 ENSANGT00000010864 1.13.11.11

AAEL004028-RA 1.1.99.10 ENSANGT00000015678 1.13.11.20

AAEL004036-RA 1.1.99.10 ENSANGT00000010800 1.13.11.27

AAEL005769-RA 1.1.99.10 ENSANGT00000021048 1.13.11.5

AAEL009193-RA 1.1.99.10 ENSANGT00000017087 1.13.12.6

AAEL009203-RA 1.1.99.10 ENSANGT00000003832 1.13.12.7

AAEL009204-RA 1.1.99.10 ENSANGT00000010831 1.13.12.7

AAEL009207-RA 1.1.99.10 ENSANGT00000013445 1.13.12.7

AAEL011806-RA 1.1.99.10 ENSANGT00000014318 1.13.12.7

AAEL011808-RA 1.1.99.10 ENSANGT00000016100 1.13.12.7

AAEL011809-RA 1.1.99.10 ENSANGT00000019433 1.13.12.7

AAEL003675-RA 1.10.2.2 ENSANGT00000021408 1.13.12.7

AAEL003675-RB 1.10.2.2 ENSANGT00000021504 1.13.12.7

AAEL005143-RB 1.10.2.2 ENSANGT00000025329 1.13.12.7

AAEL007868-RA 1.10.2.2 ENSANGT00000025801 1.13.12.7

AAEL001632-RA 1.10.3.3 ENSANGT00000027110 1.13.12.7

AAEL001640-RA 1.10.3.3 ENSANGT00000028912 1.13.12.7

AAEL001667-RA 1.10.3.3 ENSANGT00000011385 1.13.99.1
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AAEL001672-RA 1.10.3.3 ENSANGT00000006768 1.14.11.1

AAEL006583-RA 1.10.3.3 ENSANGT00000016374 1.14.11.1

AAEL007415-RA 1.10.3.3 ENSANGT00000004480 1.14.11.16

AAEL007802-RA 1.10.3.3 ENSANGT00000018149 1.14.11.2

AAEL000495-RA 1.11.1.12 ENSANGT00000018738 1.14.11.2

AAEL008397-RA 1.11.1.12 ENSANGT00000031824 1.14.11.2

AAEL008397-RB 1.11.1.12 ENSANGT00000011729 1.14.11.4

AAEL012069-RA 1.11.1.12 ENSANGT00000014001 1.14.11.4

AAEL012069-RB 1.11.1.12 ENSANGT00000014158 1.14.11.8

AAEL012069-RC 1.11.1.12 ENSANGT00000014260 1.14.13.11

AAEL002309-RA 1.11.1.15 ENSANGT00000011402 1.14.13.39

AAEL004112-RA 1.11.1.15 ENSANGT00000027475 1.14.13.39

AAEL007135-RA 1.11.1.15 ENSANGT00000030299 1.14.13.39

AAEL009051-RA 1.11.1.15 ENSANGT00000025921 1.14.13.70

AAEL013528-RA 1.11.1.15 ENSANGT00000010229 1.14.13.8

AAEL014548-RA 1.11.1.15 ENSANGT00000023234 1.14.13.8

AAEL013407-RA 1.11.1.6 ENSANGT00000027541 1.14.13.8

AAEL000496-RA 1.11.1.7 ENSANGT00000000677 1.14.14.1

AAEL000507-RA 1.11.1.7 ENSANGT00000001701 1.14.14.1

AAEL002354-RA 1.11.1.7 ENSANGT00000002973 1.14.14.1

AAEL003612-RA 1.11.1.7 ENSANGT00000003135 1.14.14.1

AAEL003933-RA 1.11.1.7 ENSANGT00000004678 1.14.14.1

AAEL004386-RA 1.11.1.7 ENSANGT00000005415 1.14.14.1

AAEL004388-RA 1.11.1.7 ENSANGT00000009680 1.14.14.1

AAEL004390-RA 1.11.1.7 ENSANGT00000010313 1.14.14.1

AAEL004400-RA 1.11.1.7 ENSANGT00000010492 1.14.14.1

AAEL004401-RA 1.11.1.7 ENSANGT00000011391 1.14.14.1

AAEL005416-RA 1.11.1.7 ENSANGT00000011790 1.14.14.1

AAEL006014-RA 1.11.1.7 ENSANGT00000012179 1.14.14.1

AAEL007563-RA 1.11.1.7 ENSANGT00000013668 1.14.14.1

AAEL011941-RA 1.11.1.7 ENSANGT00000014254 1.14.14.1

AAEL012481-RA 1.11.1.7 ENSANGT00000014843 1.14.14.1

AAEL013171-RA 1.11.1.7 ENSANGT00000016406 1.14.14.1

AAEL015354-RA 1.11.1.7 ENSANGT00000018707 1.14.14.1

AAEL000342-RA 1.11.1.8 ENSANGT00000019301 1.14.14.1

AAEL000376-RA 1.11.1.8 ENSANGT00000019496 1.14.14.1

AAEL012261-RA 1.12.7.2 ENSANGT00000019660 1.14.14.1
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AAEL000428-RA 1.13.11.11 ENSANGT00000020233 1.14.14.1

AAEL007416-RA 1.13.11.20 ENSANGT00000021702 1.14.14.1

AAEL015445-RA 1.13.11.20 ENSANGT00000021849 1.14.14.1

AAEL010442-RA 1.13.11.27 ENSANGT00000022003 1.14.14.1

AAEL014600-RA 1.13.11.27 ENSANGT00000022469 1.14.14.1

AAEL013637-RA 1.13.11.5 ENSANGT00000023383 1.14.14.1

AAEL000101-RA 1.13.12.7 ENSANGT00000023884 1.14.14.1

AAEL000119-RA 1.13.12.7 ENSANGT00000024279 1.14.14.1

AAEL000127-RA 1.13.12.7 ENSANGT00000024354 1.14.14.1

AAEL000132-RA 1.13.12.7 ENSANGT00000024471 1.14.14.1

AAEL000415-RA 1.13.12.7 ENSANGT00000024734 1.14.14.1

AAEL001128-RA 1.13.12.7 ENSANGT00000025325 1.14.14.1

AAEL002658-RA 1.13.12.7 ENSANGT00000025389 1.14.14.1

AAEL002658-RB 1.13.12.7 ENSANGT00000025654 1.14.14.1

AAEL002666-RA 1.13.12.7 ENSANGT00000025755 1.14.14.1

AAEL002668-RA 1.13.12.7 ENSANGT00000025978 1.14.14.1

AAEL002669-RA 1.13.12.7 ENSANGT00000026065 1.14.14.1

AAEL002670-RA 1.13.12.7 ENSANGT00000027106 1.14.14.1

AAEL002680-RA 1.13.12.7 ENSANGT00000027926 1.14.14.1

AAEL002929-RA 1.13.12.7 ENSANGT00000028556 1.14.14.1

AAEL002940-RA 1.13.12.7 ENSANGT00000028962 1.14.14.1

AAEL002947-RA 1.13.12.7 ENSANGT00000029117 1.14.14.1

AAEL005062-RA 1.13.12.7 ENSANGT00000029414 1.14.14.1

AAEL006823-RA 1.13.12.7 ENSANGT00000032407 1.14.14.1

AAEL010853-RA 1.13.12.7 ENSANGT00000032408 1.14.14.1

AAEL010858-RA 1.13.12.7 ENSANGT00000032411 1.14.14.1

AAEL011676-RA 1.13.12.7 ENSANGT00000032412 1.14.14.1

AAEL012430-RA 1.13.12.7 ENSANGT00000032420 1.14.14.1

AAEL012431-RA 1.13.12.7 ENSANGT00000032471 1.14.14.1

AAEL012436-RA 1.13.12.7 ENSANGT00000032502 1.14.14.1

AAEL012524-RA 1.13.12.7 ENSANGT00000032538 1.14.14.1

AAEL013611-RA 1.13.12.7 ENSANGT00000032568 1.14.14.1

AAEL008701-RA 1.13.99.1 ENSANGT00000032569 1.14.14.1

AAEL001707-RA 1.14.11.1 ENSANGT00000032570 1.14.14.1

AAEL005181-RA 1.14.11.16 ENSANGT00000023642 1.14.16.2

AAEL005714-RA 1.14.11.2 ENSANGT00000005854 1.14.16.4

AAEL007032-RA 1.14.11.2 ENSANGT00000016481 1.14.16.4
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AAEL007038-RA 1.14.11.2 ENSANGT00000002885 1.14.17.1

AAEL015284-RA 1.14.11.2 ENSANGT00000012012 1.14.17.1

AAEL008099-RA 1.14.11.4 ENSANGT00000012017 1.14.17.1

AAEL009731-RA 1.14.11.8 ENSANGT00000012031 1.14.17.1

AAEL010946-RA 1.14.13.11 ENSANGT00000014387 1.14.17.1

AAEL009745-RA 1.14.13.39 ENSANGT00000019087 1.14.17.3

AAEL000797-RA 1.14.13.8 ENSANGT00000002175 1.14.18.1

AAEL000813-RA 1.14.13.8 ENSANGT00000002437 1.14.18.1

AAEL000820-RA 1.14.13.8 ENSANGT00000009751 1.14.18.1

AAEL000829-RA 1.14.13.8 ENSANGT00000010740 1.14.18.1

AAEL000834-RA 1.14.13.8 ENSANGT00000010746 1.14.18.1

AAEL000834-RB 1.14.13.8 ENSANGT00000011456 1.14.18.1

AAEL000320-RA 1.14.14.1 ENSANGT00000016795 1.14.18.1

AAEL000325-RA 1.14.14.1 ENSANGT00000016955 1.14.18.1

AAEL000326-RA 1.14.14.1 ENSANGT00000020648 1.14.18.1

AAEL000338-RA 1.14.14.1 ENSANGT00000022055 1.14.18.1

AAEL000340-RA 1.14.14.1 ENSANGT00000022058 1.14.18.1

AAEL000357-RA 1.14.14.1 ENSANGT00000022677 1.14.18.1

AAEL001288-RA 1.14.14.1 ENSANGT00000022899 1.14.18.1

AAEL001292-RA 1.14.14.1 ENSANGT00000024167 1.14.18.1

AAEL001320-RA 1.14.14.1 ENSANGT00000029570 1.14.18.1

AAEL001960-RA 1.14.14.1 ENSANGT00000030336 1.14.18.1

AAEL001960-RB 1.14.14.1 ENSANGT00000011606 1.14.19.1

AAEL002005-RA 1.14.14.1 ENSANGT00000012262 1.14.19.1

AAEL002031-RA 1.14.14.1 ENSANGT00000014991 1.14.19.1

AAEL002043-RA 1.14.14.1 ENSANGT00000017562 1.14.19.1

AAEL002046-RA 1.14.14.1 ENSANGT00000018240 1.14.19.1

AAEL002067-RA 1.14.14.1 ENSANGT00000018269 1.14.19.1

AAEL002071-RA 1.14.14.1 ENSANGT00000018279 1.14.19.1

AAEL002872-RA 1.14.14.1 ENSANGT00000023648 1.14.19.1

AAEL003380-RA 1.14.14.1 ENSANGT00000024910 1.14.19.1

AAEL003399-RA 1.14.14.1 ENSANGT00000026137 1.14.19.1

AAEL003890-RA 1.14.14.1 ENSANGT00000026214 1.14.19.1

AAEL004012-RA 1.14.14.1 ENSANGT00000032367 1.14.19.1

AAEL004054-RA 1.14.14.1 ENSANGT00000032400 1.14.19.1

AAEL004870-RA 1.14.14.1 ENSANGT00000032401 1.14.19.1

AAEL004888-RA 1.14.14.1 ENSANGT00000000239 1.14.99.3
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AAEL005695-RA 1.14.14.1 ENSANGT00000007985 1.14.99.3

AAEL005696-RA 1.14.14.1 ENSANGT00000008132 1.14.99.3

AAEL005700-RA 1.14.14.1 ENSANGT00000010919 1.14.99.3

AAEL005771-RA 1.14.14.1 ENSANGT00000010950 1.14.99.3

AAEL005775-RA 1.14.14.1 ENSANGT00000011059 1.14.99.3

AAEL005788-RA 1.14.14.1 ENSANGT00000018651 1.14.99.3

AAEL006044-RA 1.14.14.1 ENSANGT00000018792 1.14.99.3

AAEL006058-RA 1.14.14.1 ENSANGT00000019424 1.14.99.3

AAEL006246-RA 1.14.14.1 ENSANGT00000022977 1.14.99.3

AAEL006257-RA 1.14.14.1 ENSANGT00000023261 1.14.99.3

AAEL006824-RA 1.14.14.1 ENSANGT00000026039 1.14.99.3

AAEL006827-RA 1.14.14.1 ENSANGT00000032414 1.14.99.3

AAEL006875-RA 1.14.14.1 ENSANGT00000015824 1.15.1.1

AAEL006984-RA 1.14.14.1 ENSANGT00000016164 1.15.1.1

AAEL006989-RA 1.14.14.1 ENSANGT00000019828 1.15.1.1

AAEL006992-RA 1.14.14.1 ENSANGT00000020588 1.15.1.1

AAEL007010-RA 1.14.14.1 ENSANGT00000032560 1.15.1.1

AAEL007024-RA 1.14.14.1 ENSANGT00000013762 1.16.1.8

AAEL007795-RA 1.14.14.1 ENSANGT00000018507 1.16.1.8

AAEL007798-RA 1.14.14.1 ENSANGT00000022116 1.16.3.1

AAEL007807-RA 1.14.14.1 ENSANGT00000007280 1.17.3.2

AAEL007808-RA 1.14.14.1 ENSANGT00000009930 1.17.3.2

AAEL007815-RA 1.14.14.1 ENSANGT00000013701 1.17.3.2

AAEL007816-RA 1.14.14.1 ENSANGT00000020618 1.17.3.2

AAEL008017-RA 1.14.14.1 ENSANGT00000013211 1.17.4.1

AAEL008018-RA 1.14.14.1 ENSANGT00000027677 1.17.4.1

AAEL008023-RA 1.14.14.1 ENSANGT00000027940 1.17.4.1

AAEL008345-RA 1.14.14.1 ENSANGT00000014217 1.18.1.2

AAEL008638-RA 1.14.14.1 ENSANGT00000011668 1.18.1.3

AAEL008889-RA 1.14.14.1 ENSANGT00000017177 1.18.1.3

AAEL009018-RA 1.14.14.1 ENSANGT00000010360 1.2.1.12

AAEL009121-RA 1.14.14.1 ENSANGT00000011393 1.2.1.16

AAEL009138-RA 1.14.14.1 ENSANGT00000013314 1.2.1.16

AAEL009762-RA 1.14.14.1 ENSANGT00000016555 1.2.1.16

AAEL010151-RA 1.14.14.1 ENSANGT00000017723 1.2.1.16

AAEL010154-RA 1.14.14.1 ENSANGT00000020207 1.2.1.16

AAEL010273-RA 1.14.14.1 ENSANGT00000021005 1.2.1.16
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AAEL011463-RA 1.14.14.1 ENSANGT00000030473 1.2.1.2

AAEL011761-RA 1.14.14.1 ENSANGT00000022164 1.2.1.27

AAEL011769-RA 1.14.14.1 ENSANGT00000021964 1.2.1.41

AAEL011770-RA 1.14.14.1 ENSANGT00000009992 1.2.1.68

AAEL011850-RA 1.14.14.1 ENSANGT00000021704 1.2.3.1

AAEL012144-RA 1.14.14.1 ENSANGT00000010075 1.2.4.1

AAEL012266-RA 1.14.14.1 ENSANGT00000010866 1.2.4.1

AAEL012761-RA 1.14.14.1 ENSANGT00000018271 1.2.4.1

AAEL012762-RA 1.14.14.1 ENSANGT00000019119 1.2.4.1

AAEL012765-RA 1.14.14.1 ENSANGT00000030572 1.2.4.1

AAEL012766-RA 1.14.14.1 ENSANGT00000017325 1.2.4.2

AAEL012769-RA 1.14.14.1 ENSANGT00000023759 1.2.4.2

AAEL012770-RA 1.14.14.1 ENSANGT00000022670 1.2.4.4

AAEL012772-RA 1.14.14.1 ENSANGT00000006538 1.3.1.10

AAEL012773-RA 1.14.14.1 ENSANGT00000007937 1.3.1.10

AAEL013554-RA 1.14.14.1 ENSANGT00000016695 1.3.1.10

AAEL013555-RA 1.14.14.1 ENSANGT00000016011 1.3.1.2

AAEL013556-RA 1.14.14.1 ENSANGT00000010805 1.3.1.33

AAEL013798-RA 1.14.14.1 ENSANGT00000010899 1.3.1.33

AAEL014019-RA 1.14.14.1 ENSANGT00000017978 1.3.1.33

AAEL014208-RA 1.14.14.1 ENSANGT00000018420 1.3.1.33

AAEL014411-RA 1.14.14.1 ENSANGT00000019266 1.3.1.33

AAEL014412-RA 1.14.14.1 ENSANGT00000032085 1.3.1.33

AAEL014413-RA 1.14.14.1 ENSANGT00000020213 1.3.1.38

AAEL014594-RA 1.14.14.1 ENSANGT00000011275 1.3.3.1

AAEL014613-RA 1.14.14.1 ENSANGT00000010734 1.3.3.3

AAEL014829-RA 1.14.14.1 ENSANGT00000021266 1.3.3.4

AAEL014830-RA 1.14.14.1 ENSANGT00000010243 1.3.5.1

AAEL014924-RA 1.14.14.1 ENSANGT00000023666 1.3.5.1

AAEL015361-RA 1.14.14.1 ENSANGT00000012475 1.3.99.10

AAEL015362-RA 1.14.14.1 ENSANGT00000012480 1.3.99.10

AAEL015370-RA 1.14.14.1 ENSANGT00000015771 1.3.99.10

AAEL015475-RA 1.14.14.1 ENSANGT00000020214 1.3.99.10

AAEL015476-RA 1.14.14.1 ENSANGT00000020722 1.3.99.10

AAEL015563-RA 1.14.14.1 ENSANGT00000021837 1.3.99.10

AAEL015654-RA 1.14.14.1 ENSANGT00000028427 1.3.99.10

AAEL015655-RA 1.14.14.1 ENSANGT00000010039 1.3.99.2
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AAEL015663-RA 1.14.14.1 ENSANGT00000012443 1.3.99.2

AAEL005869-RA 1.14.17.1 ENSANGT00000013168 1.3.99.2

AAEL008483-RA 1.14.17.1 ENSANGT00000019082 1.3.99.2

AAEL010856-RA 1.14.17.1 ENSANGT00000018490 1.3.99.5

AAEL011332-RA 1.14.17.1 ENSANGT00000019312 1.3.99.7

AAEL013836-RA 1.14.17.1 ENSANGT00000028530 1.4.1.1

AAEL001394-RA 1.14.17.3 ENSANGT00000013025 1.4.1.14

AAEL000765-RA 1.14.18.1 ENSANGT00000021599 1.4.1.3

AAEL006874-RA 1.14.18.1 ENSANGT00000023508 1.4.1.3

AAEL006877-RA 1.14.18.1 ENSANGT00000012045 1.4.3.1

AAEL008045-RA 1.14.18.1 ENSANGT00000020495 1.4.3.1

AAEL008817-RA 1.14.18.1 ENSANGT00000020950 1.4.3.1

AAEL010919-RA 1.14.18.1 ENSANGT00000020312 1.4.3.13

AAEL011169-RA 1.14.18.1 ENSANGT00000013516 1.4.3.5

AAEL011763-RA 1.14.18.1 ENSANGT00000021228 1.4.3.6

AAEL011764-RA 1.14.18.1 ENSANGT00000017893 1.4.4.2

AAEL013492-RA 1.14.18.1 ENSANGT00000013138 1.5.1.12

AAEL013493-RA 1.14.18.1 ENSANGT00000024418 1.5.1.15

AAEL013496-RA 1.14.18.1 ENSANGT00000011470 1.5.1.2

AAEL013498-RA 1.14.18.1 ENSANGT00000020661 1.5.1.2

AAEL013499-RA 1.14.18.1 ENSANGT00000025827 1.5.1.20

AAEL013501-RA 1.14.18.1 ENSANGT00000000349 1.5.1.3

AAEL013757-RA 1.14.18.1 ENSANGT00000002909 1.5.1.3

AAEL013759-RA 1.14.18.1 ENSANGT00000022132 1.5.1.34

AAEL013981-RA 1.14.18.1 ENSANGT00000016878 1.5.1.5

AAEL013983-RA 1.14.18.1 ENSANGT00000013147 1.5.1.8

AAEL013990-RA 1.14.18.1 ENSANGT00000002931 1.5.3.11

AAEL014544-RA 1.14.18.1 ENSANGT00000011164 1.5.3.11

AAEL014837-RA 1.14.18.1 ENSANGT00000014988 1.5.3.11

AAEL015113-RA 1.14.18.1 ENSANGT00000028367 1.5.3.11

AAEL015116-RA 1.14.18.1 ENSANGT00000028382 1.5.3.11

AAEL003203-RA 1.14.19.1 ENSANGT00000013487 1.5.5.1

AAEL003203-RB 1.14.19.1 ENSANGT00000011212 1.5.99.2

AAEL003611-RA 1.14.19.1 ENSANGT00000013508 1.5.99.2

AAEL003622-RA 1.14.19.1 ENSANGT00000017533 1.5.99.2

AAEL003622-RB 1.14.19.1 ENSANGT00000016622 1.6.1.2

AAEL003645-RA 1.14.19.1 ENSANGT00000003321 1.6.2.4
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AAEL004573-RA 1.14.19.1 ENSANGT00000019316 1.6.2.4

AAEL007213-RA 1.14.19.1 ENSANGT00000026058 1.6.2.4

AAEL007515-RA 1.14.19.1 ENSANGT00000022170 1.6.5.3

AAEL007516-RA 1.14.19.1 ENSANGT00000000280 1.6.5.5

AAEL004006-RA 1.14.99.3 ENSANGT00000007937 1.6.5.5

AAEL004008-RA 1.14.99.3 ENSANGT00000012490 1.6.5.5

AAEL004032-RA 1.14.99.3 ENSANGT00000016691 1.6.5.5

AAEL004061-RA 1.14.99.3 ENSANGT00000016695 1.6.5.5

AAEL004923-RA 1.14.99.3 ENSANGT00000019194 1.6.5.5

AAEL004935-RA 1.14.99.3 ENSANGT00000031398 1.6.5.5

AAEL005750-RA 1.14.99.3 ENSANGT00000012416 1.6.99.5

AAEL006526-RA 1.14.99.3 ENSANGT00000014787 1.6.99.5

AAEL006535-RA 1.14.99.3 ENSANGT00000019428 1.6.99.5

AAEL007664-RA 1.14.99.3 ENSANGT00000019442 1.6.99.5

AAEL008055-RA 1.14.99.3 ENSANGT00000008218 1.7.1.1

AAEL010570-RA 1.14.99.3 ENSANGT00000011266 1.7.1.1

AAEL012106-RA 1.14.99.3 ENSANGT00000015028 1.7.1.1

AAEL000259-RA 1.15.1.1 ENSANGT00000017691 1.7.1.1

AAEL000274-RA 1.15.1.1 ENSANGT00000031041 1.7.1.1

AAEL004823-RA 1.15.1.1 ENSANGT00000031042 1.7.1.1

AAEL004823-RB 1.15.1.1 ENSANGT00000019313 1.7.3.3

AAEL005108-RA 1.15.1.1 ENSANGT00000019195 1.8.1.4

AAEL006271-RA 1.15.1.1 ENSANGT00000017329 1.8.1.7

AAEL006271-RB 1.15.1.1 ENSANGT00000032565 1.8.1.7

AAEL006271-RC 1.15.1.1 ENSANGT00000018273 1.8.3.1

AAEL006271-RD 1.15.1.1 ENSANGT00000022070 1.9.3.1

AAEL011498-RA 1.15.1.1 ENSANGT00000020769 2.1.1.10

AAEL014091-RA 1.15.1.1 ENSANGT00000009786 2.1.1.100

AAEL000477-RA 1.16.1.8 ENSANGT00000019595 2.1.1.125

AAEL000502-RA 1.16.1.8 ENSANGT00000010185 2.1.1.32

AAEL000359-RA 1.16.3.1 ENSANGT00000003460 2.1.1.33

AAEL007385-RA 1.16.3.1 ENSANGT00000020403 2.1.1.37

AAEL007385-RB 1.16.3.1 ENSANGT00000023822 2.1.1.37

AAEL010393-RA 1.16.3.1 ENSANGT00000009609 2.1.1.43

AAEL010630-RA 1.17.1.4 ENSANGT00000011220 2.1.1.43

AAEL002683-RA 1.17.3.2 ENSANGT00000012923 2.1.1.43

AAEL010367-RA 1.17.3.2 ENSANGT00000016119 2.1.1.43
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AAEL010370-RA 1.17.3.2 ENSANGT00000016276 2.1.1.43

AAEL010372-RA 1.17.3.2 ENSANGT00000017865 2.1.1.43

AAEL010380-RA 1.17.3.2 ENSANGT00000018184 2.1.1.43

AAEL010382-RA 1.17.3.2 ENSANGT00000021856 2.1.1.43

AAEL010384-RA 1.17.3.2 ENSANGT00000024684 2.1.1.43

AAEL010391-RA 1.17.3.2 ENSANGT00000026607 2.1.1.43

AAEL012308-RA 1.17.3.2 ENSANGT00000027883 2.1.1.43

AAEL014493-RA 1.17.3.2 ENSANGT00000013700 2.1.1.45

AAEL010644-RA 1.17.4.1 ENSANGT00000016944 2.1.1.48

AAEL010691-RA 1.17.4.1 ENSANGT00000013646 2.1.1.56

AAEL013412-RA 1.17.4.1 ENSANGT00000015341 2.1.1.61

AAEL005990-RA 1.18.1.2 ENSANGT00000010457 2.1.1.62

AAEL006733-RA 1.18.1.2 ENSANGT00000018660 2.1.1.62

AAEL002016-RA 1.18.1.3 ENSANGT00000020560 2.1.1.64

AAEL011158-RA 1.18.1.3 ENSANGT00000020584 2.1.1.64

AAEL011158-RB 1.18.1.3 ENSANGT00000020776 2.1.1.77

AAEL006467-RA 1.2.1.1 ENSANGT00000003767 2.1.1.98

AAEL004685-RA 1.2.1.16 ENSANGT00000012075 2.1.2.10

AAEL009029-RA 1.2.1.16 ENSANGT00000015750 2.1.2.2

AAEL009948-RA 1.2.1.16 ENSANGT00000030760 2.1.2.2

AAEL010764-RA 1.2.1.16 ENSANGT00000015783 2.1.2.3

AAEL011756-RA 1.2.1.16 ENSANGT00000021005 2.1.2.9

AAEL014080-RA 1.2.1.16 ENSANGT00000022001 2.1.2.9

AAEL001134-RA 1.2.1.27 ENSANGT00000014822 2.1.3.2

AAEL007296-RA 1.2.1.31 ENSANGT00000021969 2.2.1.1

AAEL006834-RA 1.2.1.41 ENSANGT00000020121 2.2.1.2

AAEL009664-RA 1.2.1.68 ENSANGT00000015409 2.3.1.137

AAEL012161-RA 1.2.1.68 ENSANGT00000020227 2.3.1.15

AAEL012162-RA 1.2.1.68 ENSANGT00000021290 2.3.1.15

AAEL012165-RA 1.2.1.68 ENSANGT00000013285 2.3.1.16

AAEL012165-RB 1.2.1.68 ENSANGT00000020177 2.3.1.16

AAEL006157-RA 1.2.3.1 ENSANGT00000024823 2.3.1.168

AAEL006163-RA 1.2.3.1 ENSANGT00000024582 2.3.1.20

AAEL004338-RA 1.2.4.1 ENSANGT00000026914 2.3.1.21

AAEL005308-RA 1.2.4.1 ENSANGT00000002281 2.3.1.26

AAEL005308-RB 1.2.4.1 ENSANGT00000016486 2.3.1.26

AAEL013613-RA 1.2.4.1 ENSANGT00000016512 2.3.1.26
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AAEL014865-RA 1.2.4.1 ENSANGT00000018590 2.3.1.29

AAEL005429-RA 1.2.4.2 ENSANGT00000014729 2.3.1.37

AAEL006721-RA 1.2.4.2 ENSANGT00000026347 2.3.1.39

AAEL006721-RB 1.2.4.2 ENSANGT00000019649 2.3.1.4

AAEL008366-RA 1.2.4.4 ENSANGT00000006538 2.3.1.41

AAEL001194-RA 1.3.1.10 ENSANGT00000016915 2.3.1.41

AAEL002200-RA 1.3.1.10 ENSANGT00000026337 2.3.1.43

AAEL002204-RA 1.3.1.10 ENSANGT00000019171 2.3.1.48

AAEL002227-RA 1.3.1.10 ENSANGT00000032342 2.3.1.48

AAEL002228-RA 1.3.1.10 ENSANGT00000010113 2.3.1.50

AAEL002237-RA 1.3.1.10 ENSANGT00000010119 2.3.1.50

AAEL008160-RA 1.3.1.10 ENSANGT00000011242 2.3.1.51

AAEL010204-RA 1.3.1.2 ENSANGT00000018851 2.3.1.51

AAEL014199-RA 1.3.1.2 ENSANGT00000018852 2.3.1.51

AAEL001768-RA 1.3.1.33 ENSANGT00000018857 2.3.1.51

AAEL002493-RA 1.3.1.33 ENSANGT00000018875 2.3.1.51

AAEL002893-RA 1.3.1.33 ENSANGT00000019152 2.3.1.51

AAEL003139-RA 1.3.1.33 ENSANGT00000027514 2.3.1.51

AAEL003139-RB 1.3.1.33 ENSANGT00000021670 2.3.1.57

AAEL003148-RA 1.3.1.33 ENSANGT00000001265 2.3.1.6

AAEL004579-RA 1.3.1.33 ENSANGT00000016600 2.3.1.6

AAEL007811-RA 1.3.1.33 ENSANGT00000010144 2.3.1.61

AAEL008225-RA 1.3.1.33 ENSANGT00000012307 2.3.1.61

AAEL011239-RA 1.3.1.33 ENSANGT00000006147 2.3.1.7

AAEL011243-RA 1.3.1.33 ENSANGT00000006226 2.3.1.88

AAEL013483-RA 1.3.1.33 ENSANGT00000017971 2.3.1.9

AAEL013491-RA 1.3.1.33 ENSANGT00000020372 2.3.1.9

AAEL003995-RA 1.3.1.38 ENSANGT00000030762 2.3.1.9

AAEL006033-RA 1.3.3.1 ENSANGT00000018457 2.3.1.97

AAEL013389-RA 1.3.3.3 ENSANGT00000015956 2.3.2.13

AAEL003762-RA 1.3.3.4 ENSANGT00000016504 2.3.2.13

AAEL010330-RA 1.3.5.1 ENSANGT00000022658 2.3.2.13

AAEL010608-RA 1.3.5.1 ENSANGT00000010230 2.3.2.2

AAEL011683-RA 1.3.5.1 ENSANGT00000013878 2.3.2.2

AAEL011683-RB 1.3.5.1 ENSANGT00000014465 2.3.2.2

AAEL003125-RA 1.3.99.10 ENSANGT00000011484 2.3.2.5

AAEL007555-RA 1.3.99.10 ENSANGT00000016609 2.3.2.5
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AAEL013652-RA 1.3.99.10 ENSANGT00000016044 2.3.2.8

AAEL014452-RA 1.3.99.10 ENSANGT00000015768 2.3.3.1

AAEL004127-RA 1.3.99.2 ENSANGT00000017491 2.3.3.10

AAEL004137-RA 1.3.99.2 ENSANGT00000011126 2.3.3.13

AAEL004739-RA 1.3.99.2 ENSANGT00000012364 2.3.3.8

AAEL004778-RA 1.3.99.2 ENSANGT00000012456 2.3.3.8

AAEL005732-RA 1.3.99.2 ENSANGT00000021038 2.3.3.9

AAEL015589-RA 1.3.99.2 ENSANGT00000010081 2.4.1.1

AAEL010630-RA 1.3.99.20 ENSANGT00000002761 2.4.1.109

AAEL008740-RA 1.3.99.5 ENSANGT00000013320 2.4.1.109

AAEL013642-RA 1.3.99.7 ENSANGT00000021267 2.4.1.109

AAEL014797-RA 1.3.99.7 ENSANGT00000012176 2.4.1.11

AAEL012616-RA 1.4.1.1 ENSANGT00000018290 2.4.1.117

AAEL014768-RA 1.4.1.14 ENSANGT00000006196 2.4.1.119

AAEL003757-RA 1.4.1.3 ENSANGT00000012578 2.4.1.119

AAEL010464-RA 1.4.1.3 ENSANGT00000020783 2.4.1.119

AAEL010464-RB 1.4.1.3 ENSANGT00000028518 2.4.1.119

AAEL010464-RC 1.4.1.3 ENSANGT00000016809 2.4.1.135

AAEL000164-RA 1.4.3.1 ENSANGT00000017470 2.4.1.135

AAEL008512-RA 1.4.3.1 ENSANGT00000018812 2.4.1.135

AAEL012674-RA 1.4.3.1 ENSANGT00000010464 2.4.1.142

AAEL015308-RA 1.4.3.13 ENSANGT00000021902 2.4.1.15

AAEL000213-RA 1.4.3.3 ENSANGT00000012855 2.4.1.16

AAEL002703-RA 1.4.3.5 ENSANGT00000013854 2.4.1.16

AAEL002703-RB 1.4.3.5 ENSANGT00000004395 2.4.1.17

AAEL007738-RA 1.4.3.6 ENSANGT00000005268 2.4.1.17

AAEL012097-RA 1.4.3.6 ENSANGT00000007095 2.4.1.17

AAEL014426-RA 1.4.4.2 ENSANGT00000009927 2.4.1.17

AAEL015628-RA 1.4.4.2 ENSANGT00000010111 2.4.1.17

AAEL005422-RA 1.5.1.12 ENSANGT00000010828 2.4.1.17

AAEL013831-RA 1.5.1.12 ENSANGT00000014834 2.4.1.17

AAEL015630-RA 1.5.1.12 ENSANGT00000015016 2.4.1.17

AAEL010751-RA 1.5.1.15 ENSANGT00000015124 2.4.1.17

AAEL014871-RA 1.5.1.15 ENSANGT00000015407 2.4.1.17

AAEL008418-RA 1.5.1.2 ENSANGT00000015608 2.4.1.17

AAEL008418-RB 1.5.1.2 ENSANGT00000015987 2.4.1.17

AAEL007463-RA 1.5.1.20 ENSANGT00000017820 2.4.1.17
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AAEL007370-RA 1.5.1.3 ENSANGT00000018523 2.4.1.17

AAEL006836-RA 1.5.1.34 ENSANGT00000020148 2.4.1.17

AAEL006836-RB 1.5.1.34 ENSANGT00000020582 2.4.1.17

AAEL014734-RA 1.5.1.8 ENSANGT00000022011 2.4.1.17

AAEL007523-RA 1.5.3.11 ENSANGT00000023893 2.4.1.17

AAEL009044-RA 1.5.3.11 ENSANGT00000026801 2.4.1.17

AAEL009045-RA 1.5.3.11 ENSANGT00000028465 2.4.1.17

AAEL009050-RA 1.5.3.11 ENSANGT00000010197 2.4.1.18

AAEL009396-RA 1.5.3.11 ENSANGT00000030415 2.4.1.182

AAEL009410-RA 1.5.3.11 ENSANGT00000015083 2.4.1.198

AAEL007526-RA 1.5.5.1 ENSANGT00000020486 2.4.1.222

AAEL007526-RB 1.5.5.1 ENSANGT00000008532 2.4.1.223

AAEL009547-RA 1.5.99.2 ENSANGT00000000148 2.4.1.224

AAEL010028-RA 1.5.99.2 ENSANGT00000008170 2.4.1.225

AAEL012077-RA 1.5.99.2 ENSANGT00000032018 2.4.1.230

AAEL012077-RB 1.5.99.2 ENSANGT00000007774 2.4.1.62

AAEL012077-RC 1.5.99.2 ENSANGT00000007844 2.4.1.62

AAEL014936-RA 1.5.99.2 ENSANGT00000021006 2.4.1.62

AAEL012616-RA 1.6.1.2 ENSANGT00000010170 2.4.1.65

AAEL003349-RA 1.6.2.4 ENSANGT00000014791 2.4.1.65

AAEL006081-RA 1.6.2.4 ENSANGT00000020189 2.4.1.68

AAEL014689-RA 1.6.2.4 ENSANGT00000014803 2.4.1.83

AAEL012552-RA 1.6.5.3 ENSANGT00000010803 2.4.2.1

AAEL001183-RA 1.6.5.5 ENSANGT00000022919 2.4.2.1

AAEL001194-RA 1.6.5.5 ENSANGT00000011669 2.4.2.10

AAEL003617-RA 1.6.5.5 ENSANGT00000019430 2.4.2.14

AAEL008160-RA 1.6.5.5 ENSANGT00000010010 2.4.2.28

AAEL010668-RA 1.6.5.5 ENSANGT00000011864 2.4.2.29

AAEL011356-RA 1.6.5.5 ENSANGT00000021214 2.4.2.29

AAEL011356-RB 1.6.5.5 ENSANGT00000009081 2.4.2.3

AAEL012455-RA 1.6.5.5 ENSANGT00000010456 2.4.2.3

AAEL012455-RB 1.6.5.5 ENSANGT00000010934 2.4.2.3

AAEL012457-RA 1.6.5.5 ENSANGT00000011442 2.4.2.3

AAEL015034-RA 1.6.5.5 ENSANGT00000011785 2.4.2.3

AAEL005508-RA 1.6.99.5 ENSANGT00000016038 2.4.2.3

AAEL005508-RB 1.6.99.5 ENSANGT00000019885 2.4.2.3

AAEL007681-RA 1.6.99.5 ENSANGT00000021422 2.4.2.3
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AAEL008072-RA 1.6.99.5 ENSANGT00000022197 2.4.2.3

AAEL004450-RA 1.7.1.1 ENSANGT00000022236 2.4.2.3

AAEL004450-RB 1.7.1.1 ENSANGT00000022369 2.4.2.3

AAEL005478-RA 1.7.1.1 ENSANGT00000026499 2.4.2.3

AAEL010017-RA 1.7.1.1 ENSANGT00000027306 2.4.2.3

AAEL013225-RA 1.7.1.1 ENSANGT00000032304 2.4.2.3

AAEL014935-RA 1.7.1.1 ENSANGT00000014723 2.4.2.30

AAEL002194-RA 1.7.3.3 ENSANGT00000016485 2.4.2.7

AAEL002194-RB 1.7.3.3 ENSANGT00000026668 2.4.2.9

AAEL006928-RA 1.8.1.4 ENSANGT00000011119 2.5.1.1

AAEL002886-RA 1.8.1.7 ENSANGT00000021639 2.5.1.10

AAEL002886-RB 1.8.1.7 ENSANGT00000012620 2.5.1.16

AAEL014110-RA 1.8.3.1 ENSANGT00000012936 2.5.1.18

AAEL014252-RA 1.8.3.1 ENSANGT00000013097 2.5.1.18

AAEL000660-RA 1.8.4.6 ENSANGT00000014561 2.5.1.18

AAEL000670-RA 1.8.4.6 ENSANGT00000016850 2.5.1.18

AAEL002620-RA 1.8.4.6 ENSANGT00000018719 2.5.1.18

AAEL014944-RA 1.9.3.1 ENSANGT00000018720 2.5.1.18

AAEL004728-RA 2.1.1.10 ENSANGT00000024364 2.5.1.18

AAEL011969-RA 2.1.1.100 ENSANGT00000024592 2.5.1.18

AAEL007578-RA 2.1.1.125 ENSANGT00000024874 2.5.1.18

AAEL010349-RA 2.1.1.32 ENSANGT00000032475 2.5.1.18

AAEL009156-RA 2.1.1.33 ENSANGT00000020994 2.5.1.22

AAEL006166-RA 2.1.1.37 ENSANGT00000013030 2.5.1.26

AAEL000054-RA 2.1.1.43 ENSANGT00000022398 2.5.1.31

AAEL000193-RA 2.1.1.43 ENSANGT00000024849 2.5.1.31

AAEL005380-RA 2.1.1.43 ENSANGT00000010024 2.5.1.46

AAEL006013-RA 2.1.1.43 ENSANGT00000000454 2.5.1.47

AAEL009666-RA 2.1.1.43 ENSANGT00000003869 2.5.1.56

AAEL009666-RB 2.1.1.43 ENSANGT00000008499 2.5.1.58

AAEL010414-RA 2.1.1.43 ENSANGT00000010176 2.5.1.59

AAEL010578-RA 2.1.1.43 ENSANGT00000020029 2.5.1.59

AAEL010826-RA 2.1.1.43 ENSANGT00000018620 2.5.1.6

AAEL012995-RA 2.1.1.43 ENSANGT00000032168 2.5.1.6

AAEL013213-RA 2.1.1.43 ENSANGT00000019628 2.5.1.60

AAEL013305-RA 2.1.1.45 ENSANGT00000020381 2.5.1.60

AAEL000076-RA 2.1.1.48 ENSANGT00000029342 2.5.1.61
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AAEL010575-RA 2.1.1.48 ENSANGT00000001518 2.5.1.8

AAEL011698-RA 2.1.1.56 ENSANGT00000026278 2.5.1.8

AAEL007934-RA 2.1.1.61 ENSANGT00000000996 2.5.1.9

AAEL015081-RA 2.1.1.61 ENSANGT00000010978 2.6.1.1

AAEL015081-RB 2.1.1.61 ENSANGT00000011707 2.6.1.1

AAEL015081-RC 2.1.1.61 ENSANGT00000016571 2.6.1.1

AAEL006299-RA 2.1.1.62 ENSANGT00000010754 2.6.1.13

AAEL012156-RA 2.1.1.62 ENSANGT00000014450 2.6.1.13

AAEL015123-RA 2.1.1.62 ENSANGT00000018425 2.6.1.16

AAEL004804-RA 2.1.1.64 ENSANGT00000021720 2.6.1.19

AAEL008330-RA 2.1.1.64 ENSANGT00000017843 2.6.1.2

AAEL001465-RA 2.1.1.77 ENSANGT00000015566 2.6.1.40

AAEL015520-RA 2.1.1.77 ENSANGT00000020447 2.6.1.42

AAEL002808-RA 2.1.1.98 ENSANGT00000015577 2.6.1.5

AAEL002510-RA 2.1.2.1 ENSANGT00000015996 2.6.1.51

AAEL002510-RB 2.1.2.1 ENSANGT00000019757 2.6.1.51

AAEL010276-RA 2.1.2.10 ENSANGT00000025828 2.6.1.52

AAEL010640-RA 2.1.2.2 ENSANGT00000022034 2.6.1.64

AAEL012825-RA 2.1.2.3 ENSANGT00000025623 2.7.1.1

AAEL005279-RA 2.1.2.9 ENSANGT00000028926 2.7.1.11

AAEL010764-RA 2.1.2.9 ENSANGT00000000570 2.7.1.112

AAEL009475-RA 2.1.3.2 ENSANGT00000001123 2.7.1.112

AAEL004434-RA 2.2.1.1 ENSANGT00000001678 2.7.1.112

AAEL009389-RA 2.2.1.2 ENSANGT00000002451 2.7.1.112

AAEL005169-RA 2.3.1.137 ENSANGT00000004266 2.7.1.112

AAEL011511-RA 2.3.1.137 ENSANGT00000004775 2.7.1.112

AAEL007080-RA 2.3.1.15 ENSANGT00000005994 2.7.1.112

AAEL012743-RA 2.3.1.15 ENSANGT00000006391 2.7.1.112

AAEL002296-RA 2.3.1.16 ENSANGT00000006704 2.7.1.112

AAEL010697-RA 2.3.1.16 ENSANGT00000007048 2.7.1.112

AAEL010697-RB 2.3.1.16 ENSANGT00000007421 2.7.1.112

AAEL009766-RA 2.3.1.168 ENSANGT00000007679 2.7.1.112

AAEL008878-RA 2.3.1.20 ENSANGT00000008377 2.7.1.112

AAEL008878-RB 2.3.1.20 ENSANGT00000008846 2.7.1.112

AAEL008878-RC 2.3.1.20 ENSANGT00000009147 2.7.1.112

AAEL008878-RD 2.3.1.20 ENSANGT00000009228 2.7.1.112

AAEL007536-RA 2.3.1.21 ENSANGT00000010020 2.7.1.112
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AAEL001204-RA 2.3.1.26 ENSANGT00000010303 2.7.1.112

AAEL009596-RA 2.3.1.26 ENSANGT00000010617 2.7.1.112

AAEL012318-RA 2.3.1.29 ENSANGT00000010749 2.7.1.112

AAEL007787-RA 2.3.1.37 ENSANGT00000011464 2.7.1.112

AAEL002069-RA 2.3.1.39 ENSANGT00000012311 2.7.1.112

AAEL004042-RA 2.3.1.4 ENSANGT00000012934 2.7.1.112

AAEL004042-RB 2.3.1.4 ENSANGT00000013218 2.7.1.112

AAEL004042-RC 2.3.1.4 ENSANGT00000013324 2.7.1.112

AAEL002113-RA 2.3.1.41 ENSANGT00000013449 2.7.1.112

AAEL002204-RA 2.3.1.41 ENSANGT00000014144 2.7.1.112

AAEL002228-RA 2.3.1.41 ENSANGT00000014155 2.7.1.112

AAEL002237-RA 2.3.1.41 ENSANGT00000014190 2.7.1.112

AAEL013170-RA 2.3.1.43 ENSANGT00000018250 2.7.1.112

AAEL009214-RA 2.3.1.48 ENSANGT00000018805 2.7.1.112

AAEL013844-RA 2.3.1.48 ENSANGT00000019144 2.7.1.112

AAEL000706-RA 2.3.1.50 ENSANGT00000019506 2.7.1.112

AAEL010610-RA 2.3.1.50 ENSANGT00000020257 2.7.1.112

AAEL001000-RA 2.3.1.51 ENSANGT00000020315 2.7.1.112

AAEL001448-RA 2.3.1.51 ENSANGT00000020604 2.7.1.112

AAEL011898-RA 2.3.1.51 ENSANGT00000021621 2.7.1.112

AAEL011901-RA 2.3.1.51 ENSANGT00000026480 2.7.1.112

AAEL011902-RA 2.3.1.51 ENSANGT00000026753 2.7.1.112

AAEL010471-RA 2.3.1.6 ENSANGT00000028004 2.7.1.112

AAEL011355-RA 2.3.1.6 ENSANGT00000030700 2.7.1.112

AAEL002764-RA 2.3.1.61 ENSANGT00000031998 2.7.1.112

AAEL002764-RB 2.3.1.61 ENSANGT00000002844 2.7.1.123

AAEL004294-RA 2.3.1.61 ENSANGT00000004268 2.7.1.123

AAEL005458-RA 2.3.1.7 ENSANGT00000004713 2.7.1.123

AAEL006087-RA 2.3.1.88 ENSANGT00000006336 2.7.1.123

AAEL006634-RA 2.3.1.9 ENSANGT00000008479 2.7.1.123

AAEL006912-RA 2.3.1.9 ENSANGT00000009090 2.7.1.123

AAEL006912-RB 2.3.1.9 ENSANGT00000010808 2.7.1.123

AAEL005092-RA 2.3.1.97 ENSANGT00000011675 2.7.1.123

AAEL006978-RA 2.3.2.13 ENSANGT00000011924 2.7.1.123

AAEL004240-RA 2.3.2.2 ENSANGT00000012765 2.7.1.123

AAEL010935-RA 2.3.2.2 ENSANGT00000014786 2.7.1.123

AAEL010936-RA 2.3.2.2 ENSANGT00000015676 2.7.1.123
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AAEL011822-RA 2.3.2.2 ENSANGT00000016547 2.7.1.123

AAEL011823-RA 2.3.2.2 ENSANGT00000017230 2.7.1.123

AAEL011824-RA 2.3.2.2 ENSANGT00000017382 2.7.1.123

AAEL014580-RA 2.3.2.2 ENSANGT00000017518 2.7.1.123

AAEL015391-RA 2.3.2.2 ENSANGT00000018211 2.7.1.123

AAEL015561-RA 2.3.2.2 ENSANGT00000018224 2.7.1.123

AAEL010727-RA 2.3.2.5 ENSANGT00000018227 2.7.1.123

AAEL012184-RA 2.3.2.5 ENSANGT00000018467 2.7.1.123

AAEL005885-RA 2.3.2.8 ENSANGT00000018562 2.7.1.123

AAEL005885-RB 2.3.2.8 ENSANGT00000019521 2.7.1.123

AAEL005885-RC 2.3.2.8 ENSANGT00000019618 2.7.1.123

AAEL002956-RA 2.3.3.1 ENSANGT00000019651 2.7.1.123

AAEL011789-RA 2.3.3.1 ENSANGT00000019856 2.7.1.123

AAEL011789-RB 2.3.3.1 ENSANGT00000020228 2.7.1.123

AAEL005201-RA 2.3.3.10 ENSANGT00000021122 2.7.1.123

AAEL004297-RA 2.3.3.8 ENSANGT00000021721 2.7.1.123

AAEL003090-RA 2.3.3.9 ENSANGT00000021780 2.7.1.123

AAEL015315-RA 2.3.3.9 ENSANGT00000028642 2.7.1.123

AAEL000703-RA 2.4.1.1 ENSANGT00000029186 2.7.1.123

AAEL000855-RA 2.4.1.109 ENSANGT00000031933 2.7.1.123

AAEL002701-RA 2.4.1.109 ENSANGT00000032496 2.7.1.123

AAEL006100-RA 2.4.1.109 ENSANGT00000008658 2.7.1.125

AAEL013732-RA 2.4.1.109 ENSANGT00000008680 2.7.1.125

AAEL004221-RA 2.4.1.11 ENSANGT00000009078 2.7.1.125

AAEL003084-RA 2.4.1.117 ENSANGT00000010728 2.7.1.125

AAEL014186-RA 2.4.1.117 ENSANGT00000010943 2.7.1.125

AAEL000641-RA 2.4.1.119 ENSANGT00000020017 2.7.1.125

AAEL000641-RB 2.4.1.119 ENSANGT00000020137 2.7.1.125

AAEL001432-RA 2.4.1.119 ENSANGT00000020397 2.7.1.125

AAEL010521-RA 2.4.1.119 ENSANGT00000022036 2.7.1.125

AAEL010521-RB 2.4.1.119 ENSANGT00000007283 2.7.1.137

AAEL013071-RA 2.4.1.119 ENSANGT00000020426 2.7.1.137

AAEL004974-RA 2.4.1.135 ENSANGT00000017367 2.7.1.145

AAEL004974-RB 2.4.1.135 ENSANGT00000016735 2.7.1.149

AAEL006254-RA 2.4.1.135 ENSANGT00000010594 2.7.1.15

AAEL009174-RA 2.4.1.135 ENSANGT00000003760 2.7.1.150

AAEL000451-RA 2.4.1.142 ENSANGT00000013642 2.7.1.151
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AAEL006446-RA 2.4.1.15 ENSANGT00000010773 2.7.1.16

AAEL002718-RA 2.4.1.16 ENSANGT00000012758 2.7.1.17

AAEL005618-RA 2.4.1.16 ENSANGT00000012421 2.7.1.20

AAEL000687-RA 2.4.1.17 ENSANGT00000012587 2.7.1.23

AAEL001364-RA 2.4.1.17 ENSANGT00000014315 2.7.1.24

AAEL001365-RA 2.4.1.17 ENSANGT00000017632 2.7.1.24

AAEL001533-RA 2.4.1.17 ENSANGT00000013942 2.7.1.25

AAEL001548-RA 2.4.1.17 ENSANGT00000026200 2.7.1.3

AAEL001586-RA 2.4.1.17 ENSANGT00000010758 2.7.1.30

AAEL001586-RB 2.4.1.17 ENSANGT00000013591 2.7.1.30

AAEL001804-RA 2.4.1.17 ENSANGT00000013823 2.7.1.30

AAEL001816-RA 2.4.1.17 ENSANGT00000018137 2.7.1.30

AAEL001822-RA 2.4.1.17 ENSANGT00000020314 2.7.1.30

AAEL002688-RA 2.4.1.17 ENSANGT00000009976 2.7.1.32

AAEL003058-RA 2.4.1.17 ENSANGT00000013603 2.7.1.35

AAEL003076-RA 2.4.1.17 ENSANGT00000021364 2.7.1.36

AAEL003079-RA 2.4.1.17 ENSANGT00000000236 2.7.1.37

AAEL003091-RA 2.4.1.17 ENSANGT00000001455 2.7.1.37

AAEL003098-RA 2.4.1.17 ENSANGT00000001618 2.7.1.37

AAEL003099-RA 2.4.1.17 ENSANGT00000002247 2.7.1.37

AAEL003102-RA 2.4.1.17 ENSANGT00000002323 2.7.1.37

AAEL005138-RA 2.4.1.17 ENSANGT00000002848 2.7.1.37

AAEL005375-RA 2.4.1.17 ENSANGT00000003083 2.7.1.37

AAEL005903-RA 2.4.1.17 ENSANGT00000003262 2.7.1.37

AAEL008560-RA 2.4.1.17 ENSANGT00000003537 2.7.1.37

AAEL008568-RA 2.4.1.17 ENSANGT00000003633 2.7.1.37

AAEL008749-RA 2.4.1.17 ENSANGT00000004215 2.7.1.37

AAEL008751-RA 2.4.1.17 ENSANGT00000004533 2.7.1.37

AAEL010366-RA 2.4.1.17 ENSANGT00000005528 2.7.1.37

AAEL010381-RA 2.4.1.17 ENSANGT00000005733 2.7.1.37

AAEL010386-RA 2.4.1.17 ENSANGT00000006403 2.7.1.37

AAEL010390-RA 2.4.1.17 ENSANGT00000006764 2.7.1.37

AAEL011937-RA 2.4.1.17 ENSANGT00000006891 2.7.1.37

AAEL014244-RA 2.4.1.17 ENSANGT00000008238 2.7.1.37

AAEL014246-RA 2.4.1.17 ENSANGT00000008440 2.7.1.37

AAEL014371-RA 2.4.1.17 ENSANGT00000009149 2.7.1.37

AAEL010602-RA 2.4.1.18 ENSANGT00000009214 2.7.1.37
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AAEL011686-RA 2.4.1.18 ENSANGT00000009506 2.7.1.37

AAEL014863-RA 2.4.1.186 ENSANGT00000009647 2.7.1.37

AAEL014863-RB 2.4.1.186 ENSANGT00000009937 2.7.1.37

AAEL014863-RC 2.4.1.186 ENSANGT00000010150 2.7.1.37

AAEL014863-RD 2.4.1.186 ENSANGT00000010226 2.7.1.37

AAEL014863-RE 2.4.1.186 ENSANGT00000010338 2.7.1.37

AAEL014863-RF 2.4.1.186 ENSANGT00000010533 2.7.1.37

AAEL010889-RA 2.4.1.198 ENSANGT00000010689 2.7.1.37

AAEL002253-RA 2.4.1.222 ENSANGT00000010853 2.7.1.37

AAEL000483-RA 2.4.1.224 ENSANGT00000010886 2.7.1.37

AAEL003533-RA 2.4.1.225 ENSANGT00000011322 2.7.1.37

AAEL005626-RA 2.4.1.225 ENSANGT00000011400 2.7.1.37

AAEL006273-RA 2.4.1.230 ENSANGT00000011546 2.7.1.37

AAEL006276-RA 2.4.1.230 ENSANGT00000011569 2.7.1.37

AAEL010601-RA 2.4.1.230 ENSANGT00000011826 2.7.1.37

AAEL012554-RA 2.4.1.230 ENSANGT00000011850 2.7.1.37

AAEL012555-RA 2.4.1.230 ENSANGT00000012383 2.7.1.37

AAEL014537-RA 2.4.1.230 ENSANGT00000012552 2.7.1.37

AAEL014539-RA 2.4.1.230 ENSANGT00000012905 2.7.1.37

AAEL014541-RA 2.4.1.230 ENSANGT00000012967 2.7.1.37

AAEL014543-RA 2.4.1.230 ENSANGT00000013014 2.7.1.37

AAEL000383-RA 2.4.1.62 ENSANGT00000013112 2.7.1.37

AAEL001088-RA 2.4.1.62 ENSANGT00000013182 2.7.1.37

AAEL006234-RA 2.4.1.62 ENSANGT00000013443 2.7.1.37

AAEL000244-RA 2.4.1.65 ENSANGT00000014018 2.7.1.37

AAEL011784-RA 2.4.1.65 ENSANGT00000014702 2.7.1.37

AAEL008181-RA 2.4.1.68 ENSANGT00000014818 2.7.1.37

AAEL000634-RA 2.4.1.80 ENSANGT00000015057 2.7.1.37

AAEL010227-RA 2.4.1.83 ENSANGT00000015596 2.7.1.37

AAEL002269-RA 2.4.2.1 ENSANGT00000015733 2.7.1.37

AAEL011309-RA 2.4.2.10 ENSANGT00000015772 2.7.1.37

AAEL003581-RA 2.4.2.14 ENSANGT00000015862 2.7.1.37

AAEL003581-RB 2.4.2.14 ENSANGT00000016258 2.7.1.37

AAEL012172-RA 2.4.2.28 ENSANGT00000016595 2.7.1.37

AAEL012179-RA 2.4.2.28 ENSANGT00000016639 2.7.1.37

AAEL010968-RA 2.4.2.29 ENSANGT00000016752 2.7.1.37

AAEL010993-RA 2.4.2.29 ENSANGT00000016916 2.7.1.37
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AAEL015117-RA 2.4.2.29 ENSANGT00000016946 2.7.1.37

AAEL001113-RA 2.4.2.3 ENSANGT00000017000 2.7.1.37

AAEL001209-RA 2.4.2.3 ENSANGT00000017061 2.7.1.37

AAEL001656-RA 2.4.2.3 ENSANGT00000017065 2.7.1.37

AAEL001658-RA 2.4.2.3 ENSANGT00000017300 2.7.1.37

AAEL001867-RA 2.4.2.3 ENSANGT00000017360 2.7.1.37

AAEL003426-RA 2.4.2.3 ENSANGT00000017398 2.7.1.37

AAEL004247-RA 2.4.2.3 ENSANGT00000017406 2.7.1.37

AAEL004256-RA 2.4.2.3 ENSANGT00000017446 2.7.1.37

AAEL004268-RA 2.4.2.3 ENSANGT00000017662 2.7.1.37

AAEL004836-RA 2.4.2.3 ENSANGT00000017774 2.7.1.37

AAEL005839-RA 2.4.2.3 ENSANGT00000017871 2.7.1.37

AAEL006514-RA 2.4.2.3 ENSANGT00000018180 2.7.1.37

AAEL007485-RA 2.4.2.3 ENSANGT00000018210 2.7.1.37

AAEL009749-RA 2.4.2.3 ENSANGT00000018211 2.7.1.37

AAEL009753-RA 2.4.2.3 ENSANGT00000018464 2.7.1.37

AAEL012522-RA 2.4.2.3 ENSANGT00000018554 2.7.1.37

AAEL011815-RA 2.4.2.30 ENSANGT00000018613 2.7.1.37

AAEL005976-RA 2.4.2.7 ENSANGT00000018666 2.7.1.37

AAEL011273-RA 2.4.2.9 ENSANGT00000018692 2.7.1.37

AAEL003497-RA 2.5.1.1 ENSANGT00000019348 2.7.1.37

AAEL004900-RA 2.5.1.10 ENSANGT00000019870 2.7.1.37

AAEL005925-RA 2.5.1.10 ENSANGT00000020013 2.7.1.37

AAEL001378-RA 2.5.1.16 ENSANGT00000020143 2.7.1.37

AAEL010071-RA 2.5.1.16 ENSANGT00000020399 2.7.1.37

AAEL007962-RA 2.5.1.18 ENSANGT00000020473 2.7.1.37

AAEL007964-RA 2.5.1.18 ENSANGT00000020806 2.7.1.37

AAEL010500-RA 2.5.1.18 ENSANGT00000020815 2.7.1.37

AAEL011752-RA 2.5.1.18 ENSANGT00000020964 2.7.1.37

AAEL011932-RA 2.5.1.18 ENSANGT00000021626 2.7.1.37

AAEL011934-RA 2.5.1.18 ENSANGT00000021790 2.7.1.37

AAEL007789-RA 2.5.1.26 ENSANGT00000022069 2.7.1.37

AAEL007793-RA 2.5.1.26 ENSANGT00000022332 2.7.1.37

AAEL010405-RA 2.5.1.26 ENSANGT00000023037 2.7.1.37

AAEL002287-RA 2.5.1.29 ENSANGT00000023471 2.7.1.37

AAEL006039-RA 2.5.1.31 ENSANGT00000024556 2.7.1.37

AAEL011245-RA 2.5.1.46 ENSANGT00000025984 2.7.1.37
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AAEL000097-RA 2.5.1.56 ENSANGT00000026118 2.7.1.37

AAEL004866-RA 2.5.1.58 ENSANGT00000026160 2.7.1.37

AAEL013783-RA 2.5.1.59 ENSANGT00000027829 2.7.1.37

AAEL013783-RB 2.5.1.59 ENSANGT00000028906 2.7.1.37

AAEL014396-RA 2.5.1.59 ENSANGT00000029081 2.7.1.37

AAEL004501-RA 2.5.1.6 ENSANGT00000029083 2.7.1.37

AAEL001334-RA 2.5.1.60 ENSANGT00000030838 2.7.1.37

AAEL001830-RA 2.5.1.60 ENSANGT00000032399 2.7.1.37

AAEL010321-RA 2.5.1.61 ENSANGT00000021580 2.7.1.40

AAEL009164-RA 2.5.1.8 ENSANGT00000022997 2.7.1.48

AAEL002399-RA 2.6.1.1 ENSANGT00000026668 2.7.1.48

AAEL012579-RA 2.6.1.1 ENSANGT00000012994 2.7.1.59

AAEL013166-RA 2.6.1.1 ENSANGT00000002014 2.7.1.6

AAEL005289-RA 2.6.1.13 ENSANGT00000013764 2.7.1.6

AAEL009510-RA 2.6.1.16 ENSANGT00000015230 2.7.1.6

AAEL012609-RA 2.6.1.19 ENSANGT00000015253 2.7.1.6

AAEL014886-RA 2.6.1.19 ENSANGT00000018617 2.7.1.6

AAEL009872-RA 2.6.1.2 ENSANGT00000002906 2.7.1.67

AAEL009875-RA 2.6.1.2 ENSANGT00000009420 2.7.1.67

AAEL009875-RB 2.6.1.2 ENSANGT00000018055 2.7.1.67

AAEL000640-RA 2.6.1.40 ENSANGT00000026408 2.7.1.67

AAEL000640-RB 2.6.1.40 ENSANGT00000029475 2.7.1.67

AAEL012464-RA 2.6.1.40 ENSANGT00000032277 2.7.1.67

AAEL007909-RA 2.6.1.42 ENSANGT00000020429 2.7.1.82

AAEL008963-RA 2.6.1.5 ENSANGT00000014379 2.7.1.99

AAEL003508-RA 2.6.1.51 ENSANGT00000021964 2.7.2.11

AAEL003508-RB 2.6.1.51 ENSANGT00000012460 2.7.2.3

AAEL010480-RA 2.6.1.51 ENSANGT00000011312 2.7.3.3

AAEL014817-RA 2.6.1.51 ENSANGT00000024164 2.7.3.3

AAEL012578-RA 2.6.1.52 ENSANGT00000024748 2.7.3.3

AAEL004435-RA 2.6.1.64 ENSANGT00000027597 2.7.3.3

AAEL009387-RA 2.7.1.1 ENSANGT00000010251 2.7.4.10

AAEL009387-RB 2.7.1.1 ENSANGT00000015574 2.7.4.2

AAEL006895-RA 2.7.1.11 ENSANGT00000014384 2.7.4.3

AAEL000324-RA 2.7.1.112 ENSANGT00000015199 2.7.4.3

AAEL000378-RA 2.7.1.112 ENSANGT00000011253 2.7.4.6

AAEL000850-RA 2.7.1.112 ENSANGT00000014742 2.7.4.6
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AAEL001017-RA 2.7.1.112 ENSANGT00000032138 2.7.4.6

AAEL001370-RA 2.7.1.112 ENSANGT00000010751 2.7.4.8

AAEL001915-RA 2.7.1.112 ENSANGT00000012597 2.7.4.8

AAEL002172-RA 2.7.1.112 ENSANGT00000012655 2.7.4.8

AAEL002317-RA 2.7.1.112 ENSANGT00000014286 2.7.4.8

AAEL002404-RA 2.7.1.112 ENSANGT00000018313 2.7.4.8

AAEL002471-RA 2.7.1.112 ENSANGT00000031934 2.7.4.8

AAEL002640-RA 2.7.1.112 ENSANGT00000015825 2.7.4.9

AAEL003928-RA 2.7.1.112 ENSANGT00000013157 2.7.6.1

AAEL003937-RA 2.7.1.112 ENSANGT00000018618 2.7.6.1

AAEL003969-RA 2.7.1.112 ENSANGT00000010946 2.7.6.2

AAEL004319-RA 2.7.1.112 ENSANGT00000019975 2.7.7.1

AAEL004592-RA 2.7.1.112 ENSANGT00000024729 2.7.7.1

AAEL004666-RA 2.7.1.112 ENSANGT00000001526 2.7.7.12

AAEL004932-RA 2.7.1.112 ENSANGT00000005403 2.7.7.12

AAEL005330-RA 2.7.1.112 ENSANGT00000009053 2.7.7.12

AAEL005448-RA 2.7.1.112 ENSANGT00000014481 2.7.7.12

AAEL007123-RA 2.7.1.112 ENSANGT00000015565 2.7.7.12

AAEL007359-RA 2.7.1.112 ENSANGT00000016187 2.7.7.12

AAEL007742-RA 2.7.1.112 ENSANGT00000017622 2.7.7.12

AAEL007876-RA 2.7.1.112 ENSANGT00000018071 2.7.7.12

AAEL008301-RA 2.7.1.112 ENSANGT00000018143 2.7.7.12

AAEL008387-RA 2.7.1.112 ENSANGT00000018201 2.7.7.12

AAEL008390-RA 2.7.1.112 ENSANGT00000018402 2.7.7.12

AAEL008585-RA 2.7.1.112 ENSANGT00000018409 2.7.7.12

AAEL008732-RA 2.7.1.112 ENSANGT00000019362 2.7.7.12

AAEL008777-RA 2.7.1.112 ENSANGT00000019629 2.7.7.12

AAEL009521-RA 2.7.1.112 ENSANGT00000020010 2.7.7.12

AAEL009785-RA 2.7.1.112 ENSANGT00000020410 2.7.7.12

AAEL010374-RA 2.7.1.112 ENSANGT00000020441 2.7.7.12

AAEL010835-RA 2.7.1.112 ENSANGT00000028020 2.7.7.12

AAEL010923-RA 2.7.1.112 ENSANGT00000032419 2.7.7.12

AAEL011046-RA 2.7.1.112 ENSANGT00000032551 2.7.7.12

AAEL011318-RA 2.7.1.112 ENSANGT00000032561 2.7.7.12

AAEL011376-RA 2.7.1.112 ENSANGT00000032566 2.7.7.12

AAEL011714-RA 2.7.1.112 ENSANGT00000029312 2.7.7.13

AAEL012553-RA 2.7.1.112 ENSANGT00000012337 2.7.7.14
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AAEL012752-RA 2.7.1.112 ENSANGT00000021868 2.7.7.14

AAEL012988-RA 2.7.1.112 ENSANGT00000010598 2.7.7.19

AAEL012999-RA 2.7.1.112 ENSANGT00000018635 2.7.7.19

AAEL014512-RA 2.7.1.112 ENSANGT00000010135 2.7.7.23

AAEL014634-RA 2.7.1.112 ENSANGT00000001942 2.7.7.4

AAEL014844-RA 2.7.1.112 ENSANGT00000002945 2.7.7.4

AAEL015125-RA 2.7.1.112 ENSANGT00000013942 2.7.7.4

AAEL001139-RA 2.7.1.123 ENSANGT00000015131 2.7.7.4

AAEL002565-RA 2.7.1.123 ENSANGT00000018372 2.7.7.4

AAEL002892-RA 2.7.1.123 ENSANGT00000022733 2.7.7.4

AAEL003061-RA 2.7.1.123 ENSANGT00000018867 2.7.7.41

AAEL003896-RA 2.7.1.123 ENSANGT00000026016 2.7.7.49

AAEL003918-RA 2.7.1.123 ENSANGT00000026452 2.7.7.49

AAEL003953-RA 2.7.1.123 ENSANGT00000027466 2.7.7.49

AAEL004474-RA 2.7.1.123 ENSANGT00000028088 2.7.7.49

AAEL004704-RA 2.7.1.123 ENSANGT00000028529 2.7.7.49

AAEL005559-RA 2.7.1.123 ENSANGT00000028672 2.7.7.49

AAEL007153-RA 2.7.1.123 ENSANGT00000030556 2.7.7.49

AAEL007632-RA 2.7.1.123 ENSANGT00000030883 2.7.7.49

AAEL007695-RA 2.7.1.123 ENSANGT00000009222 2.7.7.56

AAEL007907-RA 2.7.1.123 ENSANGT00000006082 2.7.7.6

AAEL008057-RA 2.7.1.123 ENSANGT00000006850 2.7.7.6

AAEL009360-RA 2.7.1.123 ENSANGT00000009179 2.7.7.6

AAEL009402-RA 2.7.1.123 ENSANGT00000010008 2.7.7.6

AAEL010997-RA 2.7.1.123 ENSANGT00000010305 2.7.7.6

AAEL011145-RA 2.7.1.123 ENSANGT00000011389 2.7.7.6

AAEL011441-RA 2.7.1.123 ENSANGT00000017124 2.7.7.6

AAEL013173-RA 2.7.1.123 ENSANGT00000017502 2.7.7.6

AAEL013559-RA 2.7.1.123 ENSANGT00000017695 2.7.7.6

AAEL013755-RA 2.7.1.123 ENSANGT00000018390 2.7.7.6

AAEL013823-RA 2.7.1.123 ENSANGT00000019703 2.7.7.6

AAEL013824-RA 2.7.1.123 ENSANGT00000020031 2.7.7.6

AAEL000810-RA 2.7.1.125 ENSANGT00000026008 2.7.7.6

AAEL001108-RA 2.7.1.125 ENSANGT00000004566 2.7.7.7

AAEL001549-RA 2.7.1.125 ENSANGT00000008130 2.7.7.7

AAEL002885-RA 2.7.1.125 ENSANGT00000014184 2.7.7.7

AAEL006110-RA 2.7.1.125 ENSANGT00000016578 2.7.7.7
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AAEL006523-RA 2.7.1.125 ENSANGT00000016819 2.7.7.7

AAEL006868-RA 2.7.1.125 ENSANGT00000018383 2.7.7.7

AAEL008823-RA 2.7.1.125 ENSANGT00000030394 2.7.7.7

AAEL013786-RA 2.7.1.125 ENSANGT00000013140 2.7.8.1

AAEL014394-RA 2.7.1.125 ENSANGT00000013899 2.7.8.1

AAEL000693-RA 2.7.1.137 ENSANGT00000014320 2.7.8.11

AAEL002903-RA 2.7.1.137 ENSANGT00000010497 2.7.8.15

AAEL010069-RA 2.7.1.137 ENSANGT00000025411 2.7.8.2

AAEL014055-RA 2.7.1.145 ENSANGT00000021095 2.7.8.5

AAEL014055-RB 2.7.1.145 ENSANGT00000010100 2.7.9.3

AAEL010238-RA 2.7.1.149 ENSANGT00000020512 2.7.9.3

AAEL015255-RA 2.7.1.149 ENSANGT00000016500 2.8.1.7

AAEL002779-RA 2.7.1.15 ENSANGT00000017308 2.8.1.7

AAEL011274-RA 2.7.1.150 ENSANGT00000011733 2.8.2.2

AAEL000273-RA 2.7.1.151 ENSANGT00000012512 2.8.2.2

AAEL002846-RA 2.7.1.151 ENSANGT00000012517 2.8.2.2

AAEL007088-RA 2.7.1.16 ENSANGT00000012523 2.8.2.2

AAEL010836-RA 2.7.1.16 ENSANGT00000012697 2.8.2.2

AAEL010206-RA 2.7.1.17 ENSANGT00000015483 2.8.2.2

AAEL013821-RA 2.7.1.17 ENSANGT00000015743 2.8.2.2

AAEL001102-RA 2.7.1.20 ENSANGT00000016376 2.8.2.2

AAEL001856-RA 2.7.1.20 ENSANGT00000020035 2.8.2.2

AAEL001856-RB 2.7.1.20 ENSANGT00000020046 2.8.2.2

AAEL000278-RA 2.7.1.23 ENSANGT00000029344 2.8.2.2

AAEL003770-RA 2.7.1.24 ENSANGT00000017834 2.8.2.20

AAEL013394-RA 2.7.1.24 ENSANGT00000021015 2.8.2.23

AAEL013394-RB 2.7.1.24 ENSANGT00000012468 2.8.3.16

AAEL005605-RA 2.7.1.25 ENSANGT00000019280 2.8.3.16

AAEL004970-RA 2.7.1.29 ENSANGT00000027351 2.8.3.16

AAEL013211-RA 2.7.1.29 ENSANGT00000020432 2.8.3.5

AAEL006316-RA 2.7.1.3 ENSANGT00000002660 3.1.1.1

AAEL004853-RA 2.7.1.30 ENSANGT00000005718 3.1.1.1

AAEL006239-RA 2.7.1.30 ENSANGT00000005974 3.1.1.1

AAEL008472-RA 2.7.1.30 ENSANGT00000008504 3.1.1.1

AAEL008474-RA 2.7.1.30 ENSANGT00000010097 3.1.1.1

AAEL011697-RA 2.7.1.30 ENSANGT00000010402 3.1.1.1

AAEL008853-RA 2.7.1.32 ENSANGT00000011032 3.1.1.1
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AAEL008853-RB 2.7.1.32 ENSANGT00000012206 3.1.1.1

AAEL009601-RA 2.7.1.35 ENSANGT00000012384 3.1.1.1

AAEL006435-RA 2.7.1.36 ENSANGT00000012405 3.1.1.1

AAEL000187-RA 2.7.1.37 ENSANGT00000012430 3.1.1.1

AAEL000217-RA 2.7.1.37 ENSANGT00000012472 3.1.1.1

AAEL000489-RA 2.7.1.37 ENSANGT00000012486 3.1.1.1

AAEL000589-RA 2.7.1.37 ENSANGT00000012489 3.1.1.1

AAEL000596-RA 2.7.1.37 ENSANGT00000012591 3.1.1.1

AAEL000728-RA 2.7.1.37 ENSANGT00000012596 3.1.1.1

AAEL000884-RA 2.7.1.37 ENSANGT00000014256 3.1.1.1

AAEL000924-RA 2.7.1.37 ENSANGT00000016214 3.1.1.1

AAEL001038-RA 2.7.1.37 ENSANGT00000016910 3.1.1.1

AAEL001407-RA 2.7.1.37 ENSANGT00000017371 3.1.1.1

AAEL001504-RA 2.7.1.37 ENSANGT00000017380 3.1.1.1

AAEL001559-RA 2.7.1.37 ENSANGT00000018540 3.1.1.1

AAEL001622-RA 2.7.1.37 ENSANGT00000018578 3.1.1.1

AAEL001711-RA 2.7.1.37 ENSANGT00000019227 3.1.1.1

AAEL001731-RA 2.7.1.37 ENSANGT00000019792 3.1.1.1

AAEL001848-RA 2.7.1.37 ENSANGT00000020497 3.1.1.1

AAEL001976-RA 2.7.1.37 ENSANGT00000020515 3.1.1.1

AAEL002270-RA 2.7.1.37 ENSANGT00000020622 3.1.1.1

AAEL002323-RA 2.7.1.37 ENSANGT00000020906 3.1.1.1

AAEL002395-RA 2.7.1.37 ENSANGT00000021598 3.1.1.1

AAEL002569-RA 2.7.1.37 ENSANGT00000021601 3.1.1.1

AAEL002594-RA 2.7.1.37 ENSANGT00000021608 3.1.1.1

AAEL003013-RA 2.7.1.37 ENSANGT00000021660 3.1.1.1

AAEL003022-RA 2.7.1.37 ENSANGT00000021802 3.1.1.1

AAEL003022-RB 2.7.1.37 ENSANGT00000021899 3.1.1.1

AAEL003245-RA 2.7.1.37 ENSANGT00000022292 3.1.1.1

AAEL003359-RA 2.7.1.37 ENSANGT00000022302 3.1.1.1

AAEL003370-RA 2.7.1.37 ENSANGT00000024624 3.1.1.1

AAEL003400-RA 2.7.1.37 ENSANGT00000026390 3.1.1.1

AAEL003595-RA 2.7.1.37 ENSANGT00000026528 3.1.1.1

AAEL003731-RA 2.7.1.37 ENSANGT00000026545 3.1.1.1

AAEL003939-RA 2.7.1.37 ENSANGT00000027369 3.1.1.1

AAEL004110-RA 2.7.1.37 ENSANGT00000029354 3.1.1.1

AAEL004165-RA 2.7.1.37 ENSANGT00000029430 3.1.1.1
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AAEL004351-RA 2.7.1.37 ENSANGT00000031438 3.1.1.1

AAEL004351-RB 2.7.1.37 ENSANGT00000032489 3.1.1.1

AAEL004351-RC 2.7.1.37 ENSANGT00000032507 3.1.1.1

AAEL004412-RA 2.7.1.37 ENSANGT00000032508 3.1.1.1

AAEL004474-RA 2.7.1.37 ENSANGT00000032520 3.1.1.1

AAEL004700-RA 2.7.1.37 ENSANGT00000017193 3.1.1.29

AAEL004761-RA 2.7.1.37 ENSANGT00000027577 3.1.1.29

AAEL004797-RA 2.7.1.37 ENSANGT00000003158 3.1.1.3

AAEL005003-RA 2.7.1.37 ENSANGT00000003683 3.1.1.3

AAEL005010-RA 2.7.1.37 ENSANGT00000003833 3.1.1.3

AAEL005191-RA 2.7.1.37 ENSANGT00000003881 3.1.1.3

AAEL005238-RA 2.7.1.37 ENSANGT00000006562 3.1.1.3

AAEL005359-RA 2.7.1.37 ENSANGT00000008468 3.1.1.3

AAEL005425-RA 2.7.1.37 ENSANGT00000008679 3.1.1.3

AAEL005438-RA 2.7.1.37 ENSANGT00000009935 3.1.1.3

AAEL005532-RA 2.7.1.37 ENSANGT00000011836 3.1.1.3

AAEL005754-RA 2.7.1.37 ENSANGT00000012504 3.1.1.3

AAEL005943-RA 2.7.1.37 ENSANGT00000012743 3.1.1.3

AAEL006140-RA 2.7.1.37 ENSANGT00000012761 3.1.1.3

AAEL006330-RA 2.7.1.37 ENSANGT00000013780 3.1.1.3

AAEL006330-RB 2.7.1.37 ENSANGT00000014736 3.1.1.3

AAEL006440-RA 2.7.1.37 ENSANGT00000014880 3.1.1.3

AAEL006449-RA 2.7.1.37 ENSANGT00000014953 3.1.1.3

AAEL006539-RA 2.7.1.37 ENSANGT00000016599 3.1.1.3

AAEL006571-RA 2.7.1.37 ENSANGT00000017937 3.1.1.3

AAEL006712-RA 2.7.1.37 ENSANGT00000017945 3.1.1.3

AAEL006730-RA 2.7.1.37 ENSANGT00000017989 3.1.1.3

AAEL006806-RA 2.7.1.37 ENSANGT00000017991 3.1.1.3

AAEL006841-RA 2.7.1.37 ENSANGT00000018560 3.1.1.3

AAEL007035-RA 2.7.1.37 ENSANGT00000020416 3.1.1.3

AAEL007284-RA 2.7.1.37 ENSANGT00000022153 3.1.1.3

AAEL007293-RA 2.7.1.37 ENSANGT00000022703 3.1.1.3

AAEL007293-RB 2.7.1.37 ENSANGT00000027018 3.1.1.3

AAEL007293-RC 2.7.1.37 ENSANGT00000028745 3.1.1.3

AAEL007384-RA 2.7.1.37 ENSANGT00000028887 3.1.1.3

AAEL007434-RA 2.7.1.37 ENSANGT00000028977 3.1.1.3

AAEL007443-RA 2.7.1.37 ENSANGT00000029198 3.1.1.3

Page 29



AAEL007443-RB 2.7.1.37 ENSANGT00000029676 3.1.1.3

AAEL007544-RA 2.7.1.37 ENSANGT00000032143 3.1.1.3

AAEL007642-RA 2.7.1.37 ENSANGT00000032241 3.1.1.3

AAEL007826-RA 2.7.1.37 ENSANGT00000032395 3.1.1.3

AAEL007835-RA 2.7.1.37 ENSANGT00000018993 3.1.1.31

AAEL007931-RA 2.7.1.37 ENSANGT00000010825 3.1.1.32

AAEL007949-RA 2.7.1.37 ENSANGT00000017580 3.1.1.4

AAEL007958-RA 2.7.1.37 ENSANGT00000017734 3.1.1.4

AAEL008078-RA 2.7.1.37 ENSANGT00000018245 3.1.1.4

AAEL008306-RA 2.7.1.37 ENSANGT00000019289 3.1.1.4

AAEL008311-RA 2.7.1.37 ENSANGT00000032154 3.1.1.4

AAEL008379-RA 2.7.1.37 ENSANGT00000014302 3.1.1.5

AAEL008379-RB 2.7.1.37 ENSANGT00000003191 3.1.1.7

AAEL008379-RC 2.7.1.37 ENSANGT00000016929 3.1.1.7

AAEL008398-RA 2.7.1.37 ENSANGT00000020022 3.1.1.7

AAEL008413-RA 2.7.1.37 ENSANGT00000012172 3.1.1.79

AAEL008507-RA 2.7.1.37 ENSANGT00000003704 3.1.13.1

AAEL008556-RA 2.7.1.37 ENSANGT00000002784 3.1.13.4

AAEL008556-RB 2.7.1.37 ENSANGT00000007317 3.1.13.4

AAEL008621-RA 2.7.1.37 ENSANGT00000000895 3.1.2.15

AAEL008622-RA 2.7.1.37 ENSANGT00000001119 3.1.2.15

AAEL008634-RA 2.7.1.37 ENSANGT00000005611 3.1.2.15

AAEL008637-RA 2.7.1.37 ENSANGT00000006100 3.1.2.15

AAEL008648-RA 2.7.1.37 ENSANGT00000006552 3.1.2.15

AAEL009305-RA 2.7.1.37 ENSANGT00000006644 3.1.2.15

AAEL009339-RA 2.7.1.37 ENSANGT00000009085 3.1.2.15

AAEL009364-RA 2.7.1.37 ENSANGT00000009352 3.1.2.15

AAEL009424-RA 2.7.1.37 ENSANGT00000009880 3.1.2.15

AAEL009466-RA 2.7.1.37 ENSANGT00000011299 3.1.2.15

AAEL009652-RA 2.7.1.37 ENSANGT00000011820 3.1.2.15

AAEL009880-RA 2.7.1.37 ENSANGT00000012389 3.1.2.15

AAEL009960-RA 2.7.1.37 ENSANGT00000013136 3.1.2.15

AAEL009991-RA 2.7.1.37 ENSANGT00000013924 3.1.2.15

AAEL009991-RB 2.7.1.37 ENSANGT00000015158 3.1.2.15

AAEL010021-RA 2.7.1.37 ENSANGT00000015399 3.1.2.15

AAEL010413-RA 2.7.1.37 ENSANGT00000018655 3.1.2.15

AAEL010466-RA 2.7.1.37 ENSANGT00000018711 3.1.2.15
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AAEL010548-RA 2.7.1.37 ENSANGT00000025892 3.1.2.15

AAEL010804-RA 2.7.1.37 ENSANGT00000032044 3.1.2.15

AAEL011114-RA 2.7.1.37 ENSANGT00000032320 3.1.2.15

AAEL011118-RA 2.7.1.37 ENSANGT00000016617 3.1.2.22

AAEL011145-RA 2.7.1.37 ENSANGT00000021449 3.1.2.22

AAEL011308-RA 2.7.1.37 ENSANGT00000000940 3.1.2.6

AAEL011344-RA 2.7.1.37 ENSANGT00000032170 3.1.2.6

AAEL011578-RA 2.7.1.37 ENSANGT00000002045 3.1.22.1

AAEL011594-RA 2.7.1.37 ENSANGT00000010160 3.1.26.11

AAEL011837-RA 2.7.1.37 ENSANGT00000016543 3.1.26.3

AAEL011857-RA 2.7.1.37 ENSANGT00000016797 3.1.26.3

AAEL011879-RA 2.7.1.37 ENSANGT00000026198 3.1.26.3

AAEL012094-RA 2.7.1.37 ENSANGT00000011612 3.1.26.4

AAEL012094-RB 2.7.1.37 ENSANGT00000022231 3.1.26.4

AAEL012125-RA 2.7.1.37 ENSANGT00000030627 3.1.26.4

AAEL012152-RA 2.7.1.37 ENSANGT00000029176 3.1.26.5

AAEL012269-RA 2.7.1.37 ENSANGT00000015692 3.1.27.1

AAEL012339-RA 2.7.1.37 ENSANGT00000002165 3.1.3.1

AAEL012339-RB 2.7.1.37 ENSANGT00000004005 3.1.3.1

AAEL012450-RA 2.7.1.37 ENSANGT00000012212 3.1.3.1

AAEL012553-RA 2.7.1.37 ENSANGT00000015627 3.1.3.1

AAEL012612-RA 2.7.1.37 ENSANGT00000015648 3.1.3.1

AAEL012612-RB 2.7.1.37 ENSANGT00000016054 3.1.3.1

AAEL012659-RA 2.7.1.37 ENSANGT00000016308 3.1.3.1

AAEL012723-RA 2.7.1.37 ENSANGT00000020398 3.1.3.1

AAEL012915-RA 2.7.1.37 ENSANGT00000026651 3.1.3.1

AAEL013002-RA 2.7.1.37 ENSANGT00000028716 3.1.3.1

AAEL013057-RA 2.7.1.37 ENSANGT00000016841 3.1.3.11

AAEL013214-RA 2.7.1.37 ENSANGT00000021902 3.1.3.12

AAEL013329-RA 2.7.1.37 ENSANGT00000022676 3.1.3.12

AAEL013390-RA 2.7.1.37 ENSANGT00000004936 3.1.3.16

AAEL013390-RB 2.7.1.37 ENSANGT00000007768 3.1.3.16

AAEL013729-RA 2.7.1.37 ENSANGT00000009919 3.1.3.16

AAEL013729-RB 2.7.1.37 ENSANGT00000010980 3.1.3.16

AAEL013826-RA 2.7.1.37 ENSANGT00000011234 3.1.3.16

AAEL013858-RA 2.7.1.37 ENSANGT00000012572 3.1.3.16

AAEL013939-RA 2.7.1.37 ENSANGT00000013201 3.1.3.16
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AAEL014017-RA 2.7.1.37 ENSANGT00000015846 3.1.3.16

AAEL014114-RA 2.7.1.37 ENSANGT00000016462 3.1.3.16

AAEL014329-RA 2.7.1.37 ENSANGT00000016464 3.1.3.16

AAEL014729-RA 2.7.1.37 ENSANGT00000016522 3.1.3.16

AAEL014849-RA 2.7.1.37 ENSANGT00000017781 3.1.3.16

AAEL014878-RA 2.7.1.37 ENSANGT00000018205 3.1.3.16

AAEL015000-RA 2.7.1.37 ENSANGT00000021958 3.1.3.16

AAEL015177-RA 2.7.1.37 ENSANGT00000022048 3.1.3.16

AAEL015375-RA 2.7.1.37 ENSANGT00000024117 3.1.3.16

AAEL012576-RA 2.7.1.40 ENSANGT00000014917 3.1.3.2

AAEL012576-RB 2.7.1.40 ENSANGT00000018380 3.1.3.2

AAEL014913-RA 2.7.1.40 ENSANGT00000020951 3.1.3.2

AAEL009099-RA 2.7.1.48 ENSANGT00000021687 3.1.3.2

AAEL011273-RA 2.7.1.48 ENSANGT00000011437 3.1.3.25

AAEL006364-RA 2.7.1.59 ENSANGT00000022907 3.1.3.25

AAEL002781-RA 2.7.1.6 ENSANGT00000016587 3.1.3.3

AAEL002781-RB 2.7.1.6 ENSANGT00000009138 3.1.3.32

AAEL014958-RA 2.7.1.6 ENSANGT00000009960 3.1.3.33

AAEL000194-RA 2.7.1.67 ENSANGT00000022089 3.1.3.33

AAEL000386-RA 2.7.1.67 ENSANGT00000010664 3.1.3.36

AAEL009294-RA 2.7.1.67 ENSANGT00000013951 3.1.3.36

AAEL009826-RA 2.7.1.67 ENSANGT00000019166 3.1.3.36

AAEL009765-RA 2.7.1.82 ENSANGT00000027414 3.1.3.36

AAEL007375-RA 2.7.1.99 ENSANGT00000014203 3.1.3.4

AAEL007375-RB 2.7.1.99 ENSANGT00000019070 3.1.3.4

AAEL007375-RC 2.7.1.99 ENSANGT00000020589 3.1.3.4

AAEL007375-RD 2.7.1.99 ENSANGT00000011809 3.1.3.41

AAEL006834-RA 2.7.2.11 ENSANGT00000018510 3.1.3.41

AAEL004988-RA 2.7.2.3 ENSANGT00000019927 3.1.3.41

AAEL000959-RA 2.7.3.3 ENSANGT00000024098 3.1.3.41

AAEL006042-RA 2.7.3.3 ENSANGT00000019586 3.1.3.43

AAEL009185-RA 2.7.3.3 ENSANGT00000015691 3.1.3.46

AAEL000629-RA 2.7.4.10 ENSANGT00000020988 3.1.3.46

AAEL013814-RA 2.7.4.2 ENSANGT00000003247 3.1.3.48

AAEL008131-RA 2.7.4.3 ENSANGT00000004166 3.1.3.48

AAEL009337-RA 2.7.4.3 ENSANGT00000006103 3.1.3.48

AAEL009337-RB 2.7.4.3 ENSANGT00000010449 3.1.3.48
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AAEL009337-RC 2.7.4.3 ENSANGT00000011124 3.1.3.48

AAEL009337-RD 2.7.4.3 ENSANGT00000012280 3.1.3.48

AAEL012731-RA 2.7.4.3 ENSANGT00000016184 3.1.3.48

AAEL003030-RA 2.7.4.6 ENSANGT00000019140 3.1.3.48

AAEL004107-RA 2.7.4.6 ENSANGT00000021034 3.1.3.48

AAEL012359-RA 2.7.4.6 ENSANGT00000026375 3.1.3.48

AAEL003914-RA 2.7.4.8 ENSANGT00000027304 3.1.3.48

AAEL009937-RA 2.7.4.8 ENSANGT00000011828 3.1.3.5

AAEL009937-RB 2.7.4.8 ENSANGT00000012756 3.1.3.56

AAEL010294-RA 2.7.4.8 ENSANGT00000016061 3.1.3.57

AAEL011006-RA 2.7.4.8 ENSANGT00000020103 3.1.3.57

AAEL014012-RA 2.7.4.8 ENSANGT00000028384 3.1.3.67

AAEL001246-RA 2.7.4.9 ENSANGT00000011965 3.1.3.74

AAEL001246-RB 2.7.4.9 ENSANGT00000005249 3.1.4.11

AAEL004178-RA 2.7.6.1 ENSANGT00000007901 3.1.4.11

AAEL004178-RB 2.7.6.1 ENSANGT00000022029 3.1.4.11

AAEL006363-RA 2.7.6.1 ENSANGT00000026637 3.1.4.11

AAEL006363-RB 2.7.6.1 ENSANGT00000006713 3.1.4.17

AAEL014449-RA 2.7.6.1 ENSANGT00000010843 3.1.4.17

AAEL006587-RA 2.7.6.2 ENSANGT00000013023 3.1.4.17

AAEL007908-RA 2.7.7.1 ENSANGT00000018818 3.1.4.17

AAEL001607-RA 2.7.7.12 ENSANGT00000019368 3.1.4.17

AAEL003473-RA 2.7.7.12 ENSANGT00000020348 3.1.4.17

AAEL003647-RA 2.7.7.12 ENSANGT00000021760 3.1.4.17

AAEL004732-RA 2.7.7.12 ENSANGT00000027501 3.1.4.17

AAEL006076-RA 2.7.7.12 ENSANGT00000000545 3.1.4.4

AAEL006636-RA 2.7.7.12 ENSANGT00000008011 3.1.4.50

AAEL006947-RA 2.7.7.12 ENSANGT00000013317 3.1.4.50

AAEL007169-RA 2.7.7.12 ENSANGT00000018435 3.1.6.12

AAEL007924-RA 2.7.7.12 ENSANGT00000025434 3.1.6.12

AAEL008296-RA 2.7.7.12 ENSANGT00000027991 3.1.6.12

AAEL008652-RA 2.7.7.12 ENSANGT00000018629 3.1.6.13

AAEL010207-RA 2.7.7.12 ENSANGT00000017586 3.1.6.14

AAEL010626-RA 2.7.7.12 ENSANGT00000018653 3.1.6.14

AAEL011325-RA 2.7.7.12 ENSANGT00000032164 3.1.6.4

AAEL012356-RA 2.7.7.12 ENSANGT00000019777 3.1.8.1

AAEL012385-RA 2.7.7.12 ENSANGT00000024575 3.10.1.1
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AAEL012796-RA 2.7.7.12 ENSANGT00000016525 3.2.1.1

AAEL012920-RA 2.7.7.12 ENSANGT00000020659 3.2.1.1

AAEL013505-RA 2.7.7.12 ENSANGT00000020664 3.2.1.1

AAEL015418-RA 2.7.7.12 ENSANGT00000028287 3.2.1.1

AAEL001331-RA 2.7.7.13 ENSANGT00000006488 3.2.1.10

AAEL001331-RB 2.7.7.13 ENSANGT00000010702 3.2.1.10

AAEL011912-RA 2.7.7.13 ENSANGT00000017682 3.2.1.10

AAEL005651-RA 2.7.7.14 ENSANGT00000019422 3.2.1.10

AAEL011564-RA 2.7.7.14 ENSANGT00000026481 3.2.1.10

AAEL011564-RB 2.7.7.14 ENSANGT00000029512 3.2.1.10

AAEL000848-RA 2.7.7.19 ENSANGT00000004185 3.2.1.108

AAEL005356-RA 2.7.7.19 ENSANGT00000023220 3.2.1.108

AAEL001627-RA 2.7.7.23 ENSANGT00000029620 3.2.1.108

AAEL000825-RA 2.7.7.4 ENSANGT00000029661 3.2.1.108

AAEL005605-RA 2.7.7.4 ENSANGT00000005173 3.2.1.113

AAEL008517-RA 2.7.7.4 ENSANGT00000017172 3.2.1.113

AAEL012167-RA 2.7.7.4 ENSANGT00000017297 3.2.1.113

AAEL001940-RA 2.7.7.41 ENSANGT00000032203 3.2.1.113

AAEL012868-RA 2.7.7.43 ENSANGT00000010944 3.2.1.114

AAEL001772-RA 2.7.7.48 ENSANGT00000013096 3.2.1.114

AAEL012812-RA 2.7.7.56 ENSANGT00000013227 3.2.1.114

AAEL013045-RA 2.7.7.56 ENSANGT00000014255 3.2.1.114

AAEL001400-RA 2.7.7.6 ENSANGT00000023271 3.2.1.114

AAEL001831-RA 2.7.7.6 ENSANGT00000001160 3.2.1.14

AAEL001847-RA 2.7.7.6 ENSANGT00000005894 3.2.1.14

AAEL003401-RA 2.7.7.6 ENSANGT00000006917 3.2.1.14

AAEL008755-RA 2.7.7.6 ENSANGT00000016355 3.2.1.14

AAEL010617-RA 2.7.7.6 ENSANGT00000019291 3.2.1.14

AAEL011087-RA 2.7.7.6 ENSANGT00000020485 3.2.1.14

AAEL011692-RA 2.7.7.6 ENSANGT00000020627 3.2.1.14

AAEL011866-RA 2.7.7.6 ENSANGT00000020784 3.2.1.14

AAEL013134-RA 2.7.7.6 ENSANGT00000021620 3.2.1.14

AAEL015297-RA 2.7.7.6 ENSANGT00000021644 3.2.1.14

AAEL002250-RA 2.7.7.7 ENSANGT00000022158 3.2.1.14

AAEL004562-RA 2.7.7.7 ENSANGT00000031909 3.2.1.14

AAEL005888-RA 2.7.7.7 ENSANGT00000015904 3.2.1.17

AAEL006715-RA 2.7.7.7 ENSANGT00000017888 3.2.1.17
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AAEL008247-RA 2.7.7.7 ENSANGT00000018439 3.2.1.17

AAEL009851-RA 2.7.7.7 ENSANGT00000025070 3.2.1.17

AAEL014178-RA 2.7.7.7 ENSANGT00000032051 3.2.1.17

AAEL015671-RA 2.7.7.7 ENSANGT00000032484 3.2.1.17

AAEL001472-RA 2.7.8.1 ENSANGT00000032485 3.2.1.17

AAEL006667-RA 2.7.8.1 ENSANGT00000011992 3.2.1.20

AAEL006667-RB 2.7.8.1 ENSANGT00000014247 3.2.1.20

AAEL011841-RA 2.7.8.1 ENSANGT00000019399 3.2.1.21

AAEL014395-RA 2.7.8.1 ENSANGT00000032494 3.2.1.21

AAEL014142-RA 2.7.8.11 ENSANGT00000017383 3.2.1.22

AAEL005705-RA 2.7.8.15 ENSANGT00000020847 3.2.1.22

AAEL014947-RA 2.7.8.5 ENSANGT00000019875 3.2.1.23

AAEL007113-RA 2.7.9.3 ENSANGT00000028828 3.2.1.23

AAEL007113-RB 2.7.9.3 ENSANGT00000008628 3.2.1.28

AAEL008849-RA 2.7.9.3 ENSANGT00000021162 3.2.1.31

AAEL010743-RA 2.8.1.7 ENSANGT00000013922 3.2.1.33

AAEL011727-RA 2.8.1.7 ENSANGT00000006225 3.2.1.35

AAEL011729-RA 2.8.1.7 ENSANGT00000014924 3.2.1.35

AAEL014381-RA 2.8.1.7 ENSANGT00000016221 3.2.1.39

AAEL004557-RA 2.8.2.2 ENSANGT00000016937 3.2.1.39

AAEL006327-RA 2.8.2.2 ENSANGT00000017017 3.2.1.39

AAEL006334-RA 2.8.2.2 ENSANGT00000017035 3.2.1.39

AAEL006338-RA 2.8.2.2 ENSANGT00000017694 3.2.1.39

AAEL006344-RA 2.8.2.2 ENSANGT00000020260 3.2.1.39

AAEL006344-RB 2.8.2.2 ENSANGT00000022145 3.2.1.45

AAEL006353-RA 2.8.2.2 ENSANGT00000014069 3.2.1.50

AAEL006359-RA 2.8.2.2 ENSANGT00000015968 3.2.1.51

AAEL007413-RA 2.8.2.2 ENSANGT00000016209 3.2.1.52

AAEL007421-RA 2.8.2.2 ENSANGT00000019251 3.2.1.52

AAEL007913-RA 2.8.2.2 ENSANGT00000021081 3.2.1.52

AAEL008898-RA 2.8.2.2 ENSANGT00000021457 3.2.1.52

AAEL013972-RA 2.8.2.2 ENSANGT00000016265 3.2.1.76

AAEL013976-RA 2.8.2.2 ENSANGT00000010269 3.2.1.84

AAEL015305-RA 2.8.2.2 ENSANGT00000017382 3.2.1.91

AAEL009868-RA 2.8.2.20 ENSANGT00000012099 3.2.2.1

AAEL002174-RA 2.8.2.23 ENSANGT00000013256 3.2.2.1

AAEL003468-RA 2.8.2.23 ENSANGT00000014129 3.2.2.1
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AAEL013619-RA 2.8.2.23 ENSANGT00000011950 3.3.1.1

AAEL013260-RA 2.8.3.16 ENSANGT00000021319 3.3.1.1

AAEL015557-RA 2.8.3.16 ENSANGT00000010491 3.3.2.3

AAEL011137-RA 2.8.3.5 ENSANGT00000014385 3.3.2.3

AAEL000530-RA 3.1.1.1 ENSANGT00000015331 3.3.2.3

AAEL000545-RA 3.1.1.1 ENSANGT00000025705 3.3.2.3

AAEL000546-RA 3.1.1.1 ENSANGT00000010351 3.4.11.1

AAEL000862-RA 3.1.1.1 ENSANGT00000014285 3.4.11.1

AAEL000889-RA 3.1.1.1 ENSANGT00000009913 3.4.11.18

AAEL000898-RA 3.1.1.1 ENSANGT00000017237 3.4.11.18

AAEL000904-RA 3.1.1.1 ENSANGT00000019665 3.4.11.18

AAEL000905-RA 3.1.1.1 ENSANGT00000021308 3.4.11.18

AAEL000918-RA 3.1.1.1 ENSANGT00000001203 3.4.11.2

AAEL001517-RA 3.1.1.1 ENSANGT00000002729 3.4.11.2

AAEL002367-RA 3.1.1.1 ENSANGT00000003366 3.4.11.2

AAEL002376-RA 3.1.1.1 ENSANGT00000004057 3.4.11.2

AAEL002378-RA 3.1.1.1 ENSANGT00000007943 3.4.11.2

AAEL002385-RA 3.1.1.1 ENSANGT00000012865 3.4.11.2

AAEL002391-RA 3.1.1.1 ENSANGT00000014416 3.4.11.2

AAEL003129-RA 3.1.1.1 ENSANGT00000017786 3.4.11.2

AAEL003134-RA 3.1.1.1 ENSANGT00000019570 3.4.11.2

AAEL003181-RA 3.1.1.1 ENSANGT00000019840 3.4.11.2

AAEL003187-RA 3.1.1.1 ENSANGT00000019854 3.4.11.2

AAEL003195-RA 3.1.1.1 ENSANGT00000020286 3.4.11.2

AAEL003196-RA 3.1.1.1 ENSANGT00000021233 3.4.11.2

AAEL003198-RA 3.1.1.1 ENSANGT00000021236 3.4.11.2

AAEL003201-RA 3.1.1.1 ENSANGT00000021245 3.4.11.2

AAEL003545-RA 3.1.1.1 ENSANGT00000022062 3.4.11.2

AAEL004022-RA 3.1.1.1 ENSANGT00000023194 3.4.11.2

AAEL004323-RA 3.1.1.1 ENSANGT00000023539 3.4.11.2

AAEL004341-RA 3.1.1.1 ENSANGT00000023679 3.4.11.2

AAEL004357-RA 3.1.1.1 ENSANGT00000026392 3.4.11.2

AAEL004724-RA 3.1.1.1 ENSANGT00000026655 3.4.11.2

AAEL005101-RA 3.1.1.1 ENSANGT00000027816 3.4.11.2

AAEL005112-RA 3.1.1.1 ENSANGT00000028022 3.4.11.2

AAEL005113-RA 3.1.1.1 ENSANGT00000030964 3.4.11.2

AAEL005122-RA 3.1.1.1 ENSANGT00000005638 3.4.11.5
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AAEL005123-RA 3.1.1.1 ENSANGT00000010036 3.4.11.5

AAEL005178-RA 3.1.1.1 ENSANGT00000018393 3.4.11.5

AAEL005182-RA 3.1.1.1 ENSANGT00000013312 3.4.11.6

AAEL005198-RA 3.1.1.1 ENSANGT00000017831 3.4.11.9

AAEL005200-RA 3.1.1.1 ENSANGT00000020383 3.4.11.9

AAEL005210-RA 3.1.1.1 ENSANGT00000020759 3.4.11.9

AAEL006089-RA 3.1.1.1 ENSANGT00000026569 3.4.11.9

AAEL006097-RA 3.1.1.1 ENSANGT00000026724 3.4.11.9

AAEL006101-RA 3.1.1.1 ENSANGT00000010173 3.4.13.19

AAEL006104-RA 3.1.1.1 ENSANGT00000018389 3.4.13.19

AAEL007486-RA 3.1.1.1 ENSANGT00000019207 3.4.13.19

AAEL008532-RA 3.1.1.1 ENSANGT00000020971 3.4.13.19

AAEL008757-RA 3.1.1.1 ENSANGT00000027188 3.4.13.19

AAEL008757-RB 3.1.1.1 ENSANGT00000019404 3.4.13.21

AAEL009055-RA 3.1.1.1 ENSANGT00000010783 3.4.13.9

AAEL009240-RA 3.1.1.1 ENSANGT00000001178 3.4.14.10

AAEL009539-RA 3.1.1.1 ENSANGT00000011387 3.4.14.2

AAEL010389-RA 3.1.1.1 ENSANGT00000011396 3.4.14.2

AAEL011944-RA 3.1.1.1 ENSANGT00000013861 3.4.14.2

AAEL012509-RA 3.1.1.1 ENSANGT00000014133 3.4.14.2

AAEL012886-RA 3.1.1.1 ENSANGT00000014195 3.4.14.2

AAEL013543-RA 3.1.1.1 ENSANGT00000018571 3.4.14.2

AAEL014303-RA 3.1.1.1 ENSANGT00000023766 3.4.14.2

AAEL015072-RA 3.1.1.1 ENSANGT00000030224 3.4.14.2

AAEL015264-RA 3.1.1.1 ENSANGT00000013056 3.4.14.4

AAEL015578-RA 3.1.1.1 ENSANGT00000022807 3.4.14.4

AAEL015590-RA 3.1.1.1 ENSANGT00000010213 3.4.14.5

AAEL006066-RA 3.1.1.29 ENSANGT00000010468 3.4.14.5

AAEL008145-RA 3.1.1.29 ENSANGT00000012322 3.4.14.5

AAEL014153-RA 3.1.1.29 ENSANGT00000015082 3.4.14.5

AAEL000268-RA 3.1.1.3 ENSANGT00000016526 3.4.14.5

AAEL000686-RA 3.1.1.3 ENSANGT00000021835 3.4.14.5

AAEL001057-RA 3.1.1.3 ENSANGT00000007115 3.4.15.1

AAEL001064-RA 3.1.1.3 ENSANGT00000010993 3.4.15.1

AAEL001072-RA 3.1.1.3 ENSANGT00000011721 3.4.15.1

AAEL001076-RA 3.1.1.3 ENSANGT00000014398 3.4.15.1

AAEL001081-RA 3.1.1.3 ENSANGT00000014438 3.4.15.1
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AAEL001096-RA 3.1.1.3 ENSANGT00000014440 3.4.15.1

AAEL001837-RA 3.1.1.3 ENSANGT00000022325 3.4.15.1

AAEL001878-RA 3.1.1.3 ENSANGT00000031181 3.4.15.1

AAEL002138-RA 3.1.1.3 ENSANGT00000031182 3.4.15.1

AAEL002149-RA 3.1.1.3 ENSANGT00000031979 3.4.15.1

AAEL002515-RA 3.1.1.3 ENSANGT00000031980 3.4.15.1

AAEL002603-RA 3.1.1.3 ENSANGT00000031981 3.4.15.1

AAEL002907-RA 3.1.1.3 ENSANGT00000011843 3.4.16.2

AAEL002909-RA 3.1.1.3 ENSANGT00000013246 3.4.16.2

AAEL002911-RA 3.1.1.3 ENSANGT00000020391 3.4.16.2

AAEL002915-RA 3.1.1.3 ENSANGT00000030446 3.4.16.4

AAEL004082-RA 3.1.1.3 ENSANGT00000006233 3.4.16.5

AAEL004162-RA 3.1.1.3 ENSANGT00000012127 3.4.16.5

AAEL004925-RA 3.1.1.3 ENSANGT00000012854 3.4.16.5

AAEL004929-RA 3.1.1.3 ENSANGT00000013300 3.4.16.5

AAEL004933-RA 3.1.1.3 ENSANGT00000018360 3.4.16.5

AAEL006027-RA 3.1.1.3 ENSANGT00000020904 3.4.16.5

AAEL006961-RA 3.1.1.3 ENSANGT00000026206 3.4.16.5

AAEL006966-RA 3.1.1.3 ENSANGT00000029275 3.4.16.5

AAEL006966-RB 3.1.1.3 ENSANGT00000004895 3.4.16.6

AAEL006966-RC 3.1.1.3 ENSANGT00000009426 3.4.16.6

AAEL006966-RD 3.1.1.3 ENSANGT00000014169 3.4.16.6

AAEL006966-RE 3.1.1.3 ENSANGT00000007330 3.4.17.2

AAEL006974-RA 3.1.1.3 ENSANGT00000011671 3.4.17.2

AAEL006982-RA 3.1.1.3 ENSANGT00000011695 3.4.17.2

AAEL007044-RA 3.1.1.3 ENSANGT00000016112 3.4.17.2

AAEL007051-RA 3.1.1.3 ENSANGT00000017304 3.4.17.2

AAEL007052-RA 3.1.1.3 ENSANGT00000019554 3.4.17.2

AAEL007055-RA 3.1.1.3 ENSANGT00000020016 3.4.17.2

AAEL007060-RA 3.1.1.3 ENSANGT00000020553 3.4.17.2

AAEL007063-RA 3.1.1.3 ENSANGT00000021052 3.4.17.2

AAEL007068-RA 3.1.1.3 ENSANGT00000023142 3.4.17.2

AAEL007070-RA 3.1.1.3 ENSANGT00000024791 3.4.17.2

AAEL007941-RA 3.1.1.3 ENSANGT00000028221 3.4.17.2

AAEL008222-RA 3.1.1.3 ENSANGT00000028879 3.4.17.2

AAEL011008-RA 3.1.1.3 ENSANGT00000030300 3.4.17.2

AAEL011011-RA 3.1.1.3 ENSANGT00000031287 3.4.17.2
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AAEL011144-RA 3.1.1.3 ENSANGT00000032030 3.4.17.2

AAEL011467-RA 3.1.1.3 ENSANGT00000032031 3.4.17.2

AAEL011528-RA 3.1.1.3 ENSANGT00000001195 3.4.17.22

AAEL012199-RA 3.1.1.3 ENSANGT00000017539 3.4.17.22

AAEL012340-RA 3.1.1.3 ENSANGT00000016902 3.4.19.12

AAEL012341-RA 3.1.1.3 ENSANGT00000021708 3.4.19.12

AAEL012342-RA 3.1.1.3 ENSANGT00000021839 3.4.19.3

AAEL012343-RA 3.1.1.3 ENSANGT00000021000 3.4.19.9

AAEL012344-RA 3.1.1.3 ENSANGT00000000498 3.4.21.1

AAEL012345-RA 3.1.1.3 ENSANGT00000007547 3.4.21.1

AAEL012349-RA 3.1.1.3 ENSANGT00000021624 3.4.21.1

AAEL012350-RA 3.1.1.3 ENSANGT00000023046 3.4.21.1

AAEL012407-RA 3.1.1.3 ENSANGT00000023723 3.4.21.1

AAEL012654-RA 3.1.1.3 ENSANGT00000027562 3.4.21.1

AAEL012790-RA 3.1.1.3 ENSANGT00000028133 3.4.21.1

AAEL013361-RA 3.1.1.3 ENSANGT00000015619 3.4.21.10

AAEL013362-RA 3.1.1.3 ENSANGT00000017299 3.4.21.10

AAEL013365-RA 3.1.1.3 ENSANGT00000028577 3.4.21.10

AAEL013368-RA 3.1.1.3 ENSANGT00000009736 3.4.21.21

AAEL014218-RA 3.1.1.3 ENSANGT00000013753 3.4.21.21

AAEL014551-RA 3.1.1.3 ENSANGT00000016749 3.4.21.26

AAEL014553-RA 3.1.1.3 ENSANGT00000025592 3.4.21.27

AAEL014916-RA 3.1.1.3 ENSANGT00000002644 3.4.21.32

AAEL014917-RA 3.1.1.3 ENSANGT00000019457 3.4.21.32

AAEL014918-RA 3.1.1.3 ENSANGT00000027429 3.4.21.32

AAEL014919-RA 3.1.1.3 ENSANGT00000028600 3.4.21.32

AAEL014920-RA 3.1.1.3 ENSANGT00000013857 3.4.21.35

AAEL014921-RA 3.1.1.3 ENSANGT00000012639 3.4.21.36

AAEL015093-RA 3.1.1.3 ENSANGT00000000070 3.4.21.4

AAEL015326-RA 3.1.1.3 ENSANGT00000000498 3.4.21.4

AAEL014204-RA 3.1.1.31 ENSANGT00000000995 3.4.21.4

AAEL000828-RA 3.1.1.32 ENSANGT00000004000 3.4.21.4

AAEL002150-RA 3.1.1.32 ENSANGT00000004272 3.4.21.4

AAEL006970-RA 3.1.1.32 ENSANGT00000004314 3.4.21.4

AAEL006980-RA 3.1.1.32 ENSANGT00000006368 3.4.21.4

AAEL005815-RA 3.1.1.34 ENSANGT00000006721 3.4.21.4

AAEL012311-RA 3.1.1.34 ENSANGT00000007321 3.4.21.4
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AAEL001523-RA 3.1.1.4 ENSANGT00000007690 3.4.21.4

AAEL006826-RA 3.1.1.4 ENSANGT00000007878 3.4.21.4

AAEL009679-RA 3.1.1.4 ENSANGT00000008206 3.4.21.4

AAEL009876-RA 3.1.1.4 ENSANGT00000008744 3.4.21.4

AAEL014113-RA 3.1.1.4 ENSANGT00000008842 3.4.21.4

AAEL002796-RA 3.1.1.5 ENSANGT00000009018 3.4.21.4

AAEL000511-RA 3.1.1.7 ENSANGT00000009558 3.4.21.4

AAEL012141-RA 3.1.1.7 ENSANGT00000009839 3.4.21.4

AAEL005706-RA 3.1.1.79 ENSANGT00000009994 3.4.21.4

AAEL001397-RA 3.1.13.1 ENSANGT00000010320 3.4.21.4

AAEL011693-RA 3.1.13.1 ENSANGT00000010335 3.4.21.4

AAEL000262-RA 3.1.13.4 ENSANGT00000010401 3.4.21.4

AAEL005564-RA 3.1.13.4 ENSANGT00000010444 3.4.21.4

AAEL001112-RA 3.1.2.15 ENSANGT00000010548 3.4.21.4

AAEL001540-RA 3.1.2.15 ENSANGT00000010625 3.4.21.4

AAEL001827-RA 3.1.2.15 ENSANGT00000010641 3.4.21.4

AAEL002698-RA 3.1.2.15 ENSANGT00000010646 3.4.21.4

AAEL003517-RA 3.1.2.15 ENSANGT00000010665 3.4.21.4

AAEL003733-RA 3.1.2.15 ENSANGT00000010881 3.4.21.4

AAEL004980-RA 3.1.2.15 ENSANGT00000010972 3.4.21.4

AAEL009702-RA 3.1.2.15 ENSANGT00000011298 3.4.21.4

AAEL009824-RA 3.1.2.15 ENSANGT00000011374 3.4.21.4

AAEL010184-RA 3.1.2.15 ENSANGT00000011565 3.4.21.4

AAEL010496-RA 3.1.2.15 ENSANGT00000011601 3.4.21.4

AAEL010854-RA 3.1.2.15 ENSANGT00000011642 3.4.21.4

AAEL011143-RA 3.1.2.15 ENSANGT00000011720 3.4.21.4

AAEL011146-RA 3.1.2.15 ENSANGT00000011975 3.4.21.4

AAEL011287-RA 3.1.2.15 ENSANGT00000012168 3.4.21.4

AAEL011975-RA 3.1.2.15 ENSANGT00000012201 3.4.21.4

AAEL012146-RA 3.1.2.15 ENSANGT00000012216 3.4.21.4

AAEL012219-RA 3.1.2.15 ENSANGT00000012218 3.4.21.4

AAEL012593-RA 3.1.2.15 ENSANGT00000012238 3.4.21.4

AAEL012707-RA 3.1.2.15 ENSANGT00000012248 3.4.21.4

AAEL013203-RA 3.1.2.15 ENSANGT00000012369 3.4.21.4

AAEL013203-RB 3.1.2.15 ENSANGT00000012548 3.4.21.4

AAEL001235-RA 3.1.2.22 ENSANGT00000012642 3.4.21.4

AAEL007828-RA 3.1.2.22 ENSANGT00000012661 3.4.21.4
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AAEL015038-RA 3.1.2.22 ENSANGT00000012725 3.4.21.4

AAEL009462-RA 3.1.2.6 ENSANGT00000013184 3.4.21.4

AAEL009700-RA 3.1.2.6 ENSANGT00000013238 3.4.21.4

AAEL009700-RB 3.1.2.6 ENSANGT00000013290 3.4.21.4

AAEL012418-RA 3.1.22.1 ENSANGT00000013422 3.4.21.4

AAEL010336-RA 3.1.26.11 ENSANGT00000013444 3.4.21.4

AAEL001612-RA 3.1.26.3 ENSANGT00000013471 3.4.21.4

AAEL006794-RA 3.1.26.3 ENSANGT00000013856 3.4.21.4

AAEL008592-RA 3.1.26.3 ENSANGT00000013857 3.4.21.4

AAEL003510-RA 3.1.26.4 ENSANGT00000013929 3.4.21.4

AAEL002562-RA 3.1.26.5 ENSANGT00000013945 3.4.21.4

AAEL001159-RA 3.1.27.1 ENSANGT00000014124 3.4.21.4

AAEL006508-RA 3.1.27.9 ENSANGT00000014152 3.4.21.4

AAEL000196-RA 3.1.3.1 ENSANGT00000014348 3.4.21.4

AAEL000931-RA 3.1.3.1 ENSANGT00000014761 3.4.21.4

AAEL003286-RA 3.1.3.1 ENSANGT00000015040 3.4.21.4

AAEL003289-RA 3.1.3.1 ENSANGT00000015046 3.4.21.4

AAEL003297-RA 3.1.3.1 ENSANGT00000015303 3.4.21.4

AAEL003298-RA 3.1.3.1 ENSANGT00000015618 3.4.21.4

AAEL003309-RA 3.1.3.1 ENSANGT00000015720 3.4.21.4

AAEL003313-RA 3.1.3.1 ENSANGT00000015802 3.4.21.4

AAEL003317-RA 3.1.3.1 ENSANGT00000015815 3.4.21.4

AAEL003905-RA 3.1.3.1 ENSANGT00000015844 3.4.21.4

AAEL009077-RA 3.1.3.1 ENSANGT00000015859 3.4.21.4

AAEL011175-RA 3.1.3.1 ENSANGT00000015886 3.4.21.4

AAEL011176-RA 3.1.3.1 ENSANGT00000015896 3.4.21.4

AAEL013330-RA 3.1.3.1 ENSANGT00000016188 3.4.21.4

AAEL014601-RA 3.1.3.1 ENSANGT00000016289 3.4.21.4

AAEL015070-RA 3.1.3.1 ENSANGT00000016301 3.4.21.4

AAEL001158-RA 3.1.3.11 ENSANGT00000016318 3.4.21.4

AAEL001158-RB 3.1.3.11 ENSANGT00000016337 3.4.21.4

AAEL006446-RA 3.1.3.12 ENSANGT00000016466 3.4.21.4

AAEL010684-RA 3.1.3.12 ENSANGT00000016473 3.4.21.4

AAEL001110-RA 3.1.3.16 ENSANGT00000016478 3.4.21.4

AAEL001145-RA 3.1.3.16 ENSANGT00000016509 3.4.21.4

AAEL003322-RA 3.1.3.16 ENSANGT00000016585 3.4.21.4

AAEL003662-RA 3.1.3.16 ENSANGT00000016642 3.4.21.4
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AAEL004040-RA 3.1.3.16 ENSANGT00000016683 3.4.21.4

AAEL004251-RA 3.1.3.16 ENSANGT00000016743 3.4.21.4

AAEL004288-RA 3.1.3.16 ENSANGT00000016787 3.4.21.4

AAEL005080-RA 3.1.3.16 ENSANGT00000016874 3.4.21.4

AAEL006439-RA 3.1.3.16 ENSANGT00000017041 3.4.21.4

AAEL008930-RA 3.1.3.16 ENSANGT00000017112 3.4.21.4

AAEL009275-RA 3.1.3.16 ENSANGT00000017160 3.4.21.4

AAEL010411-RA 3.1.3.16 ENSANGT00000017208 3.4.21.4

AAEL012935-RA 3.1.3.16 ENSANGT00000017232 3.4.21.4

AAEL013068-RA 3.1.3.16 ENSANGT00000017299 3.4.21.4

AAEL013181-RA 3.1.3.16 ENSANGT00000017557 3.4.21.4

AAEL013312-RA 3.1.3.16 ENSANGT00000017764 3.4.21.4

AAEL014391-RA 3.1.3.16 ENSANGT00000017880 3.4.21.4

AAEL015142-RA 3.1.3.16 ENSANGT00000017962 3.4.21.4

AAEL001423-RA 3.1.3.2 ENSANGT00000018122 3.4.21.4

AAEL003165-RA 3.1.3.2 ENSANGT00000018316 3.4.21.4

AAEL003237-RA 3.1.3.2 ENSANGT00000018317 3.4.21.4

AAEL003903-RA 3.1.3.2 ENSANGT00000018354 3.4.21.4

AAEL003915-RA 3.1.3.2 ENSANGT00000018367 3.4.21.4

AAEL006562-RA 3.1.3.2 ENSANGT00000018384 3.4.21.4

AAEL011510-RA 3.1.3.2 ENSANGT00000018473 3.4.21.4

AAEL013276-RA 3.1.3.2 ENSANGT00000018585 3.4.21.4

AAEL014842-RA 3.1.3.2 ENSANGT00000018973 3.4.21.4

AAEL015040-RA 3.1.3.2 ENSANGT00000018976 3.4.21.4

AAEL015151-RA 3.1.3.2 ENSANGT00000019495 3.4.21.4

AAEL000372-RA 3.1.3.25 ENSANGT00000019637 3.4.21.4

AAEL004967-RA 3.1.3.25 ENSANGT00000019890 3.4.21.4

AAEL001100-RA 3.1.3.3 ENSANGT00000019903 3.4.21.4

AAEL001100-RB 3.1.3.3 ENSANGT00000019907 3.4.21.4

AAEL001100-RC 3.1.3.3 ENSANGT00000019999 3.4.21.4

AAEL000527-RA 3.1.3.32 ENSANGT00000020006 3.4.21.4

AAEL011759-RA 3.1.3.33 ENSANGT00000020166 3.4.21.4

AAEL000840-RA 3.1.3.36 ENSANGT00000020175 3.4.21.4

AAEL001367-RA 3.1.3.36 ENSANGT00000020252 3.4.21.4

AAEL003143-RA 3.1.3.36 ENSANGT00000020259 3.4.21.4

AAEL011417-RA 3.1.3.36 ENSANGT00000020273 3.4.21.4

AAEL003363-RA 3.1.3.4 ENSANGT00000020290 3.4.21.4
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AAEL006990-RA 3.1.3.4 ENSANGT00000020324 3.4.21.4

AAEL007322-RA 3.1.3.4 ENSANGT00000020469 3.4.21.4

AAEL007097-RA 3.1.3.41 ENSANGT00000020517 3.4.21.4

AAEL007098-RA 3.1.3.41 ENSANGT00000020749 3.4.21.4

AAEL009503-RA 3.1.3.41 ENSANGT00000020857 3.4.21.4

AAEL010099-RA 3.1.3.41 ENSANGT00000020871 3.4.21.4

AAEL012292-RA 3.1.3.41 ENSANGT00000021065 3.4.21.4

AAEL014750-RA 3.1.3.43 ENSANGT00000021092 3.4.21.4

AAEL005446-RA 3.1.3.46 ENSANGT00000021138 3.4.21.4

AAEL013132-RA 3.1.3.46 ENSANGT00000021141 3.4.21.4

AAEL013132-RB 3.1.3.46 ENSANGT00000021238 3.4.21.4

AAEL013132-RC 3.1.3.46 ENSANGT00000021346 3.4.21.4

AAEL000845-RA 3.1.3.48 ENSANGT00000021418 3.4.21.4

AAEL001919-RA 3.1.3.48 ENSANGT00000021593 3.4.21.4

AAEL001919-RB 3.1.3.48 ENSANGT00000021694 3.4.21.4

AAEL005284-RA 3.1.3.48 ENSANGT00000021796 3.4.21.4

AAEL005492-RA 3.1.3.48 ENSANGT00000021851 3.4.21.4

AAEL008528-RA 3.1.3.48 ENSANGT00000021897 3.4.21.4

AAEL008528-RB 3.1.3.48 ENSANGT00000021898 3.4.21.4

AAEL013105-RA 3.1.3.48 ENSANGT00000021940 3.4.21.4

AAEL009968-RA 3.1.3.5 ENSANGT00000021943 3.4.21.4

AAEL010986-RA 3.1.3.5 ENSANGT00000022018 3.4.21.4

AAEL012154-RA 3.1.3.5 ENSANGT00000022345 3.4.21.4

AAEL012154-RB 3.1.3.5 ENSANGT00000022596 3.4.21.4

AAEL013891-RA 3.1.3.56 ENSANGT00000023378 3.4.21.4

AAEL014247-RA 3.1.3.56 ENSANGT00000023405 3.4.21.4

AAEL005054-RA 3.1.3.57 ENSANGT00000023507 3.4.21.4

AAEL007090-RA 3.1.3.74 ENSANGT00000023717 3.4.21.4

AAEL007094-RA 3.1.3.74 ENSANGT00000023726 3.4.21.4

AAEL010098-RA 3.1.3.74 ENSANGT00000024480 3.4.21.4

AAEL004295-RA 3.1.3.9 ENSANGT00000024554 3.4.21.4

AAEL004431-RA 3.1.4.11 ENSANGT00000024591 3.4.21.4

AAEL008246-RA 3.1.4.11 ENSANGT00000024642 3.4.21.4

AAEL009380-RA 3.1.4.11 ENSANGT00000024778 3.4.21.4

AAEL009380-RB 3.1.4.11 ENSANGT00000024975 3.4.21.4

AAEL009380-RC 3.1.4.11 ENSANGT00000025241 3.4.21.4

AAEL010124-RA 3.1.4.11 ENSANGT00000025326 3.4.21.4
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AAEL002009-RA 3.1.4.12 ENSANGT00000025362 3.4.21.4

AAEL001492-RA 3.1.4.17 ENSANGT00000025694 3.4.21.4

AAEL001629-RA 3.1.4.17 ENSANGT00000025727 3.4.21.4

AAEL004520-RA 3.1.4.17 ENSANGT00000026458 3.4.21.4

AAEL009630-RA 3.1.4.17 ENSANGT00000026509 3.4.21.4

AAEL010539-RA 3.1.4.17 ENSANGT00000026523 3.4.21.4

AAEL013342-RA 3.1.4.17 ENSANGT00000026824 3.4.21.4

AAEL013473-RA 3.1.4.17 ENSANGT00000026867 3.4.21.4

AAEL013747-RA 3.1.4.17 ENSANGT00000027145 3.4.21.4

AAEL013900-RA 3.1.4.17 ENSANGT00000027245 3.4.21.4

AAEL000264-RA 3.1.4.4 ENSANGT00000027454 3.4.21.4

AAEL003960-RA 3.1.6.12 ENSANGT00000027737 3.4.21.4

AAEL005134-RA 3.1.6.12 ENSANGT00000028043 3.4.21.4

AAEL005134-RB 3.1.6.12 ENSANGT00000028142 3.4.21.4

AAEL001757-RA 3.1.6.13 ENSANGT00000028219 3.4.21.4

AAEL004460-RA 3.1.6.14 ENSANGT00000028603 3.4.21.4

AAEL008362-RA 3.1.6.14 ENSANGT00000028888 3.4.21.4

AAEL008372-RA 3.1.6.14 ENSANGT00000029326 3.4.21.4

AAEL012581-RA 3.1.7.2 ENSANGT00000029343 3.4.21.4

AAEL010326-RA 3.1.8.1 ENSANGT00000029444 3.4.21.4

AAEL010437-RA 3.10.1.1 ENSANGT00000029525 3.4.21.4

AAEL001130-RA 3.2.1.1 ENSANGT00000029654 3.4.21.4

AAEL006719-RA 3.2.1.1 ENSANGT00000030280 3.4.21.4

AAEL007673-RA 3.2.1.1 ENSANGT00000030338 3.4.21.4

AAEL007675-RA 3.2.1.1 ENSANGT00000030353 3.4.21.4

AAEL008451-RA 3.2.1.1 ENSANGT00000030887 3.4.21.4

AAEL008452-RA 3.2.1.1 ENSANGT00000031681 3.4.21.4

AAEL008456-RA 3.2.1.1 ENSANGT00000031954 3.4.21.4

AAEL013421-RA 3.2.1.1 ENSANGT00000031966 3.4.21.4

AAEL000392-RA 3.2.1.10 ENSANGT00000032078 3.4.21.4

AAEL000392-RB 3.2.1.10 ENSANGT00000032118 3.4.21.4

AAEL000642-RA 3.2.1.10 ENSANGT00000032122 3.4.21.4

AAEL000647-RA 3.2.1.10 ENSANGT00000032172 3.4.21.4

AAEL000651-RA 3.2.1.10 ENSANGT00000032175 3.4.21.4

AAEL000667-RA 3.2.1.10 ENSANGT00000032188 3.4.21.4

AAEL000667-RB 3.2.1.10 ENSANGT00000032196 3.4.21.4

AAEL000678-RA 3.2.1.10 ENSANGT00000032197 3.4.21.4
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AAEL003434-RA 3.2.1.10 ENSANGT00000032200 3.4.21.4

AAEL008502-RA 3.2.1.10 ENSANGT00000032201 3.4.21.4

AAEL009524-RA 3.2.1.10 ENSANGT00000032257 3.4.21.4

AAEL010532-RA 3.2.1.10 ENSANGT00000032258 3.4.21.4

AAEL010536-RA 3.2.1.10 ENSANGT00000032275 3.4.21.4

AAEL010537-RA 3.2.1.10 ENSANGT00000032276 3.4.21.4

AAEL010540-RA 3.2.1.10 ENSANGT00000032291 3.4.21.4

AAEL014710-RA 3.2.1.10 ENSANGT00000032292 3.4.21.4

AAEL012479-RA 3.2.1.106 ENSANGT00000032369 3.4.21.4

AAEL001225-RA 3.2.1.108 ENSANGT00000032370 3.4.21.4

AAEL009236-RA 3.2.1.108 ENSANGT00000032473 3.4.21.4

AAEL009246-RA 3.2.1.108 ENSANGT00000032510 3.4.21.4

AAEL015021-RA 3.2.1.108 ENSANGT00000032541 3.4.21.4

AAEL015022-RA 3.2.1.108 ENSANGT00000021200 3.4.21.41

AAEL015051-RA 3.2.1.108 ENSANGT00000005322 3.4.21.47

AAEL002645-RA 3.2.1.113 ENSANGT00000013687 3.4.21.53

AAEL005639-RA 3.2.1.113 ENSANGT00000008514 3.4.21.6

AAEL006074-RA 3.2.1.113 ENSANGT00000012886 3.4.21.6

AAEL013678-RA 3.2.1.113 ENSANGT00000016521 3.4.21.6

AAEL014721-RA 3.2.1.113 ENSANGT00000018837 3.4.21.6

AAEL004389-RA 3.2.1.114 ENSANGT00000018906 3.4.21.6

AAEL005749-RA 3.2.1.114 ENSANGT00000021259 3.4.21.6

AAEL005752-RA 3.2.1.114 ENSANGT00000025032 3.4.21.6

AAEL005763-RA 3.2.1.114 ENSANGT00000028459 3.4.21.6

AAEL011978-RA 3.2.1.114 ENSANGT00000031230 3.4.21.6

AAEL000389-RA 3.2.1.14 ENSANGT00000031822 3.4.21.6

AAEL002959-RA 3.2.1.14 ENSANGT00000032242 3.4.21.6

AAEL002964-RA 3.2.1.14 ENSANGT00000014019 3.4.21.62

AAEL002969-RA 3.2.1.14 ENSANGT00000023676 3.4.21.68

AAEL002972-RA 3.2.1.14 ENSANGT00000007679 3.4.21.7

AAEL003056-RA 3.2.1.14 ENSANGT00000010496 3.4.21.7

AAEL003066-RA 3.2.1.14 ENSANGT00000010534 3.4.21.7

AAEL003066-RB 3.2.1.14 ENSANGT00000010536 3.4.21.7

AAEL004897-RA 3.2.1.14 ENSANGT00000010574 3.4.21.7

AAEL006147-RA 3.2.1.14 ENSANGT00000012706 3.4.21.7

AAEL010963-RA 3.2.1.14 ENSANGT00000017184 3.4.21.7

AAEL012268-RA 3.2.1.14 ENSANGT00000020324 3.4.21.7
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AAEL012370-RA 3.2.1.14 ENSANGT00000022148 3.4.21.7

AAEL012467-RA 3.2.1.14 ENSANGT00000032189 3.4.21.7

AAEL013385-RA 3.2.1.14 ENSANGT00000021721 3.4.21.72

AAEL014667-RA 3.2.1.14 ENSANGT00000013230 3.4.21.73

AAEL001470-RA 3.2.1.143 ENSANGT00000020262 3.4.21.73

AAEL007535-RA 3.2.1.143 ENSANGT00000031954 3.4.21.74

AAEL003712-RA 3.2.1.17 ENSANGT00000018567 3.4.21.75

AAEL003723-RA 3.2.1.17 ENSANGT00000026158 3.4.21.75

AAEL005988-RA 3.2.1.17 ENSANGT00000028316 3.4.21.75

AAEL009670-RA 3.2.1.17 ENSANGT00000002431 3.4.21.84

AAEL010100-RA 3.2.1.17 ENSANGT00000018359 3.4.21.84

AAEL010100-RB 3.2.1.17 ENSANGT00000012930 3.4.21.86

AAEL010100-RC 3.2.1.17 ENSANGT00000013572 3.4.21.86

AAEL015404-RA 3.2.1.17 ENSANGT00000013584 3.4.21.86

AAEL000223-RA 3.2.1.20 ENSANGT00000014938 3.4.21.86

AAEL004361-RA 3.2.1.20 ENSANGT00000015747 3.4.21.86

AAEL004369-RA 3.2.1.20 ENSANGT00000016817 3.4.21.86

AAEL010599-RA 3.2.1.20 ENSANGT00000021656 3.4.21.86

AAEL009237-RA 3.2.1.21 ENSANGT00000023268 3.4.21.86

AAEL009243-RA 3.2.1.21 ENSANGT00000023836 3.4.21.86

AAEL015020-RA 3.2.1.21 ENSANGT00000024108 3.4.21.86

AAEL015573-RA 3.2.1.21 ENSANGT00000026417 3.4.21.86

AAEL005188-RA 3.2.1.22 ENSANGT00000029180 3.4.21.86

AAEL005460-RA 3.2.1.22 ENSANGT00000030987 3.4.21.86

AAEL004575-RA 3.2.1.23 ENSANGT00000032390 3.4.21.86

AAEL004580-RA 3.2.1.23 ENSANGT00000007871 3.4.21.9

AAEL004582-RA 3.2.1.23 ENSANGT00000008015 3.4.21.9

AAEL009658-RA 3.2.1.28 ENSANGT00000010961 3.4.21.9

AAEL009658-RB 3.2.1.28 ENSANGT00000019532 3.4.21.9

AAEL009658-RC 3.2.1.28 ENSANGT00000028173 3.4.21.9

AAEL009838-RA 3.2.1.33 ENSANGT00000029444 3.4.21.9

AAEL009307-RA 3.2.1.35 ENSANGT00000017225 3.4.21.92

AAEL012759-RA 3.2.1.35 ENSANGT00000019377 3.4.21.94

AAEL013576-RA 3.2.1.35 ENSANGT00000003981 3.4.22.1

AAEL003889-RA 3.2.1.39 ENSANGT00000012222 3.4.22.1

AAEL003894-RA 3.2.1.39 ENSANGT00000012227 3.4.22.1

AAEL007064-RA 3.2.1.39 ENSANGT00000013730 3.4.22.15
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AAEL007626-RA 3.2.1.39 ENSANGT00000017870 3.4.22.15

AAEL009176-RA 3.2.1.39 ENSANGT00000029432 3.4.22.15

AAEL009178-RA 3.2.1.39 ENSANGT00000013498 3.4.22.34

AAEL003742-RA 3.2.1.45 ENSANGT00000022402 3.4.22.40

AAEL014321-RA 3.2.1.45 ENSANGT00000018713 3.4.22.41

AAEL003150-RA 3.2.1.50 ENSANGT00000010826 3.4.22.42

AAEL010653-RA 3.2.1.51 ENSANGT00000011624 3.4.22.49

AAEL004661-RA 3.2.1.52 ENSANGT00000016580 3.4.22.52

AAEL004931-RA 3.2.1.52 ENSANGT00000016690 3.4.22.52

AAEL004931-RB 3.2.1.52 ENSANGT00000016813 3.4.22.52

AAEL007839-RA 3.2.1.52 ENSANGT00000026739 3.4.22.52

AAEL011517-RA 3.2.1.52 ENSANGT00000026883 3.4.22.52

AAEL004402-RA 3.2.1.76 ENSANGT00000032329 3.4.22.52

AAEL010599-RA 3.2.1.84 ENSANGT00000032539 3.4.22.52

AAEL015337-RA 3.2.1.84 ENSANGT00000016570 3.4.22.53

AAEL002565-RA 3.2.1.91 ENSANGT00000018264 3.4.22.53

AAEL002527-RA 3.2.1.93 ENSANGT00000028976 3.4.22.53

AAEL002176-RA 3.2.2.1 ENSANGT00000029017 3.4.22.53

AAEL014719-RA 3.2.2.1 ENSANGT00000013568 3.4.23.5

AAEL005524-RA 3.3.1.1 ENSANGT00000021240 3.4.24.12

AAEL008341-RA 3.3.1.1 ENSANGT00000021627 3.4.24.12

AAEL000438-RA 3.3.2.3 ENSANGT00000026544 3.4.24.12

AAEL006342-RA 3.3.2.3 ENSANGT00000011930 3.4.24.14

AAEL006342-RB 3.3.2.3 ENSANGT00000022061 3.4.24.14

AAEL006342-RC 3.3.2.3 ENSANGT00000010271 3.4.24.19

AAEL006354-RA 3.3.2.3 ENSANGT00000013552 3.4.24.19

AAEL011313-RA 3.3.2.3 ENSANGT00000015196 3.4.24.19

AAEL011314-RA 3.3.2.3 ENSANGT00000021200 3.4.24.19

AAEL001649-RA 3.4.11.1 ENSANGT00000021251 3.4.24.19

AAEL002978-RA 3.4.11.1 ENSANGT00000000141 3.4.24.21

AAEL003769-RA 3.4.11.18 ENSANGT00000010588 3.4.24.21

AAEL003769-RB 3.4.11.18 ENSANGT00000010940 3.4.24.21

AAEL004738-RA 3.4.11.18 ENSANGT00000014134 3.4.24.21

AAEL012312-RA 3.4.11.18 ENSANGT00000014477 3.4.24.21

AAEL013150-RA 3.4.11.18 ENSANGT00000017109 3.4.24.21

AAEL002696-RA 3.4.11.2 ENSANGT00000018398 3.4.24.21

AAEL003012-RA 3.4.11.2 ENSANGT00000019139 3.4.24.21
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AAEL003212-RA 3.4.11.2 ENSANGT00000019623 3.4.24.21

AAEL003227-RA 3.4.11.2 ENSANGT00000019675 3.4.24.21

AAEL004226-RA 3.4.11.2 ENSANGT00000020241 3.4.24.21

AAEL005076-RA 3.4.11.2 ENSANGT00000020242 3.4.24.21

AAEL005805-RA 3.4.11.2 ENSANGT00000020288 3.4.24.21

AAEL005806-RA 3.4.11.2 ENSANGT00000020970 3.4.24.21

AAEL005808-RA 3.4.11.2 ENSANGT00000032020 3.4.24.21

AAEL005821-RA 3.4.11.2 ENSANGT00000010959 3.4.24.36

AAEL006323-RA 3.4.11.2 ENSANGT00000014258 3.4.24.44

AAEL007201-RA 3.4.11.2 ENSANGT00000003886 3.4.24.52

AAEL008155-RA 3.4.11.2 ENSANGT00000005363 3.4.24.52

AAEL008158-RA 3.4.11.2 ENSANGT00000019737 3.4.24.52

AAEL008162-RA 3.4.11.2 ENSANGT00000024132 3.4.24.52

AAEL008163-RA 3.4.11.2 ENSANGT00000016000 3.4.24.56

AAEL009108-RA 3.4.11.2 ENSANGT00000010411 3.4.24.57

AAEL011291-RA 3.4.11.2 ENSANGT00000021729 3.4.24.57

AAEL011292-RA 3.4.11.2 ENSANGT00000001808 3.4.24.61

AAEL012099-RA 3.4.11.2 ENSANGT00000011665 3.4.24.64

AAEL012110-RA 3.4.11.2 ENSANGT00000012847 3.4.24.64

AAEL012217-RA 3.4.11.2 ENSANGT00000017821 3.4.24.64

AAEL012774-RA 3.4.11.2 ENSANGT00000020419 3.4.24.64

AAEL012776-RA 3.4.11.2 ENSANGT00000024060 3.4.24.64

AAEL012778-RA 3.4.11.2 ENSANGT00000012412 3.4.24.70

AAEL012778-RB 3.4.11.2 ENSANGT00000001161 3.4.24.71

AAEL012779-RA 3.4.11.2 ENSANGT00000003181 3.4.24.71

AAEL012781-RA 3.4.11.2 ENSANGT00000008439 3.4.24.71

AAEL012783-RA 3.4.11.2 ENSANGT00000010035 3.4.24.71

AAEL012786-RA 3.4.11.2 ENSANGT00000026557 3.4.24.71

AAEL012918-RA 3.4.11.2 ENSANGT00000002351 3.4.24.82

AAEL013899-RA 3.4.11.2 ENSANGT00000002429 3.4.24.82

AAEL015248-RA 3.4.11.2 ENSANGT00000004160 3.4.24.82

AAEL000108-RA 3.4.11.5 ENSANGT00000012425 3.4.24.82

AAEL000424-RA 3.4.11.5 ENSANGT00000012879 3.4.24.82

AAEL006975-RA 3.4.11.5 ENSANGT00000020054 3.4.24.85

AAEL003666-RA 3.4.11.6 ENSANGT00000007022 3.4.25.1

AAEL003194-RA 3.4.11.9 ENSANGT00000011336 3.4.25.1

AAEL003591-RA 3.4.11.9 ENSANGT00000011435 3.4.25.1
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AAEL007892-RA 3.4.11.9 ENSANGT00000011441 3.4.25.1

AAEL009764-RA 3.4.11.9 ENSANGT00000012182 3.4.25.1

AAEL009764-RB 3.4.11.9 ENSANGT00000012339 3.4.25.1

AAEL010960-RA 3.4.11.9 ENSANGT00000014428 3.4.25.1

AAEL015629-RA 3.4.11.9 ENSANGT00000014918 3.4.25.1

AAEL000800-RA 3.4.13.19 ENSANGT00000015960 3.4.25.1

AAEL000842-RA 3.4.13.19 ENSANGT00000016399 3.4.25.1

AAEL002547-RA 3.4.13.19 ENSANGT00000016798 3.4.25.1

AAEL005490-RA 3.4.13.19 ENSANGT00000018478 3.4.25.1

AAEL010922-RA 3.4.13.19 ENSANGT00000019329 3.4.25.1

AAEL012893-RA 3.4.13.19 ENSANGT00000019976 3.4.25.1

AAEL014671-RA 3.4.13.21 ENSANGT00000027234 3.4.25.1

AAEL015036-RA 3.4.13.21 ENSANGT00000031060 3.4.25.1

AAEL015036-RB 3.4.13.21 ENSANGT00000022162 3.5.1.1

AAEL015036-RC 3.4.13.21 ENSANGT00000022285 3.5.1.1

AAEL008893-RA 3.4.13.9 ENSANGT00000011706 3.5.1.12

AAEL007174-RA 3.4.14.10 ENSANGT00000018472 3.5.1.12

AAEL007182-RA 3.4.14.10 ENSANGT00000019075 3.5.1.14

AAEL009516-RA 3.4.14.10 ENSANGT00000015415 3.5.1.25

AAEL010192-RA 3.4.14.10 ENSANGT00000016583 3.5.1.26

AAEL005521-RA 3.4.14.2 ENSANGT00000011128 3.5.1.4

AAEL008698-RA 3.4.14.2 ENSANGT00000012194 3.5.1.4

AAEL008699-RA 3.4.14.2 ENSANGT00000014811 3.5.1.4

AAEL008702-RA 3.4.14.2 ENSANGT00000018469 3.5.1.4

AAEL008708-RA 3.4.14.2 ENSANGT00000020940 3.5.1.4

AAEL009038-RA 3.4.14.2 ENSANGT00000025585 3.5.1.4

AAEL012351-RA 3.4.14.2 ENSANGT00000023575 3.5.1.5

AAEL012589-RA 3.4.14.2 ENSANGT00000014344 3.5.1.6

AAEL012590-RA 3.4.14.2 ENSANGT00000017891 3.5.1.88

AAEL012663-RA 3.4.14.2 ENSANGT00000007885 3.5.1.89

AAEL012664-RA 3.4.14.2 ENSANGT00000003198 3.5.2.2

AAEL002870-RA 3.4.14.4 ENSANGT00000014822 3.5.2.3

AAEL002870-RB 3.4.14.4 ENSANGT00000012435 3.5.2.5

AAEL004793-RA 3.4.14.5 ENSANGT00000019196 3.5.2.6

AAEL007438-RA 3.4.14.5 ENSANGT00000024321 3.5.2.9

AAEL007448-RA 3.4.14.5 ENSANGT00000032436 3.5.2.9

AAEL007764-RA 3.4.14.5 ENSANGT00000012966 3.5.3.1

Page 49



AAEL008373-RA 3.4.14.5 ENSANGT00000012342 3.5.3.4

AAEL010912-RA 3.4.14.5 ENSANGT00000006842 3.5.4.12

AAEL015110-RA 3.4.14.5 ENSANGT00000013527 3.5.4.16

AAEL015386-RA 3.4.14.5 ENSANGT00000019574 3.5.4.3

AAEL002676-RA 3.4.15.1 ENSANGT00000003634 3.5.4.4

AAEL004299-RA 3.4.15.1 ENSANGT00000015635 3.5.4.4

AAEL007978-RA 3.4.15.1 ENSANGT00000021767 3.5.4.4

AAEL009310-RA 3.4.15.1 ENSANGT00000028708 3.5.4.4

AAEL009316-RA 3.4.15.1 ENSANGT00000010458 3.5.4.5

AAEL009316-RB 3.4.15.1 ENSANGT00000022712 3.5.4.6

AAEL012873-RA 3.4.15.1 ENSANGT00000030438 3.5.99.4

AAEL009229-RA 3.4.16.2 ENSANGT00000026334 3.5.99.6

AAEL010818-RA 3.4.16.2 ENSANGT00000025816 3.6.1.1

AAEL011184-RA 3.4.16.2 ENSANGT00000016747 3.6.1.15

AAEL011195-RA 3.4.16.2 ENSANGT00000016870 3.6.1.15

AAEL001546-RA 3.4.16.5 ENSANGT00000025639 3.6.1.15

AAEL003391-RA 3.4.16.5 ENSANGT00000019921 3.6.1.17

AAEL008117-RA 3.4.16.5 ENSANGT00000019707 3.6.1.19

AAEL011277-RA 3.4.16.5 ENSANGT00000012604 3.6.1.23

AAEL011565-RA 3.4.16.5 ENSANGT00000007063 3.6.1.5

AAEL012753-RA 3.4.16.5 ENSANGT00000007549 3.6.1.5

AAEL013079-RA 3.4.16.5 ENSANGT00000008588 3.6.1.5

AAEL013466-RA 3.4.16.5 ENSANGT00000012716 3.6.1.5

AAEL014668-RA 3.4.16.5 ENSANGT00000015382 3.6.1.5

AAEL014741-RA 3.4.16.5 ENSANGT00000018163 3.6.1.5

AAEL014742-RA 3.4.16.5 ENSANGT00000029692 3.6.1.5

AAEL006542-RA 3.4.16.6 ENSANGT00000012341 3.6.1.6

AAEL006563-RA 3.4.16.6 ENSANGT00000002898 3.6.3.1

AAEL007057-RA 3.4.16.6 ENSANGT00000004833 3.6.3.1

AAEL007926-RA 3.4.16.6 ENSANGT00000006830 3.6.3.1

AAEL009291-RA 3.4.16.6 ENSANGT00000007483 3.6.3.1

AAEL000653-RA 3.4.17.2 ENSANGT00000011916 3.6.3.1

AAEL001839-RA 3.4.17.2 ENSANGT00000001833 3.6.3.14

AAEL001840-RA 3.4.17.2 ENSANGT00000010517 3.6.3.14

AAEL001842-RA 3.4.17.2 ENSANGT00000011882 3.6.3.14

AAEL001844-RA 3.4.17.2 ENSANGT00000011974 3.6.3.14

AAEL001846-RA 3.4.17.2 ENSANGT00000016863 3.6.3.14

Page 50



AAEL001855-RA 3.4.17.2 ENSANGT00000016868 3.6.3.14

AAEL001863-RA 3.4.17.2 ENSANGT00000018716 3.6.3.14

AAEL002000-RA 3.4.17.2 ENSANGT00000022450 3.6.3.14

AAEL003424-RA 3.4.17.2 ENSANGT00000024324 3.6.3.14

AAEL003781-RA 3.4.17.2 ENSANGT00000031826 3.6.3.14

AAEL003781-RB 3.4.17.2 ENSANGT00000010167 3.6.3.15

AAEL008599-RA 3.4.17.2 ENSANGT00000029004 3.6.3.16

AAEL008600-RA 3.4.17.2 ENSANGT00000000140 3.6.3.17

AAEL008604-RA 3.4.17.2 ENSANGT00000016267 3.6.3.17

AAEL008609-RA 3.4.17.2 ENSANGT00000004277 3.6.3.25

AAEL010776-RA 3.4.17.2 ENSANGT00000029350 3.6.3.25

AAEL010780-RA 3.4.17.2 ENSANGT00000001450 3.6.3.27

AAEL010782-RA 3.4.17.2 ENSANGT00000002692 3.6.3.27

AAEL011722-RA 3.4.17.2 ENSANGT00000004277 3.6.3.27

AAEL013269-RA 3.4.17.2 ENSANGT00000006599 3.6.3.27

AAEL015272-RA 3.4.17.2 ENSANGT00000008456 3.6.3.27

AAEL015417-RA 3.4.17.2 ENSANGT00000009622 3.6.3.27

AAEL015559-RA 3.4.17.2 ENSANGT00000014021 3.6.3.27

AAEL011016-RA 3.4.17.22 ENSANGT00000016267 3.6.3.27

AAEL012807-RA 3.4.19.12 ENSANGT00000016419 3.6.3.27

AAEL012807-RB 3.4.19.12 ENSANGT00000021663 3.6.3.27

AAEL013052-RA 3.4.19.12 ENSANGT00000021671 3.6.3.27

AAEL002225-RA 3.4.19.3 ENSANGT00000023705 3.6.3.27

AAEL000271-RA 3.4.19.9 ENSANGT00000026634 3.6.3.27

AAEL000271-RB 3.4.19.9 ENSANGT00000028915 3.6.3.27

AAEL000271-RC 3.4.19.9 ENSANGT00000029350 3.6.3.27

AAEL002347-RA 3.4.21.1 ENSANGT00000006474 3.6.3.29

AAEL002360-RA 3.4.21.1 ENSANGT00000007325 3.6.3.29

AAEL006594-RA 3.4.21.1 ENSANGT00000020745 3.6.3.29

AAEL006598-RA 3.4.21.1 ENSANGT00000023262 3.6.3.29

AAEL007102-RA 3.4.21.1 ENSANGT00000028446 3.6.3.29

AAEL008567-RA 3.4.21.1 ENSANGT00000007803 3.6.3.30

AAEL012559-RA 3.4.21.1 ENSANGT00000013018 3.6.3.30

AAEL003279-RA 3.4.21.10 ENSANGT00000019635 3.6.3.30

AAEL004524-RA 3.4.21.10 ENSANGT00000020975 3.6.3.30

AAEL006384-RA 3.4.21.10 ENSANGT00000001450 3.6.3.31

AAEL012565-RA 3.4.21.10 ENSANGT00000006599 3.6.3.31
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AAEL012711-RA 3.4.21.10 ENSANGT00000007239 3.6.3.31

AAEL015528-RA 3.4.21.10 ENSANGT00000008456 3.6.3.31

AAEL007109-RA 3.4.21.2 ENSANGT00000009155 3.6.3.31

AAEL001608-RA 3.4.21.21 ENSANGT00000009427 3.6.3.31

AAEL002254-RA 3.4.21.21 ENSANGT00000013543 3.6.3.31

AAEL013413-RA 3.4.21.21 ENSANGT00000013796 3.6.3.31

AAEL014568-RA 3.4.21.21 ENSANGT00000014021 3.6.3.31

AAEL001084-RA 3.4.21.22 ENSANGT00000014782 3.6.3.31

AAEL015465-RA 3.4.21.22 ENSANGT00000016419 3.6.3.31

AAEL009142-RA 3.4.21.26 ENSANGT00000019853 3.6.3.31

AAEL008589-RA 3.4.21.27 ENSANGT00000019937 3.6.3.31

AAEL011624-RA 3.4.21.27 ENSANGT00000021663 3.6.3.31

AAEL004505-RA 3.4.21.32 ENSANGT00000022084 3.6.3.31

AAEL006383-RA 3.4.21.32 ENSANGT00000022300 3.6.3.31

AAEL007432-RA 3.4.21.32 ENSANGT00000026634 3.6.3.31

AAEL008199-RA 3.4.21.32 ENSANGT00000026642 3.6.3.31

AAEL008411-RA 3.4.21.32 ENSANGT00000028018 3.6.3.31

AAEL009680-RA 3.4.21.32 ENSANGT00000028446 3.6.3.31

AAEL010957-RA 3.4.21.32 ENSANGT00000028592 3.6.3.31

AAEL012557-RA 3.4.21.32 ENSANGT00000028915 3.6.3.31

AAEL015105-RA 3.4.21.32 ENSANGT00000030204 3.6.3.31

AAEL015103-RA 3.4.21.35 ENSANGT00000025449 3.6.3.4

AAEL010723-RA 3.4.21.36 ENSANGT00000009155 3.6.3.40

AAEL008300-RA 3.4.21.38 ENSANGT00000028018 3.6.3.40

AAEL012447-RA 3.4.21.38 ENSANGT00000028592 3.6.3.40

AAEL015102-RA 3.4.21.38 ENSANGT00000008671 3.6.3.41

AAEL000028-RA 3.4.21.4 ENSANGT00000013226 3.6.3.41

AAEL000028-RB 3.4.21.4 ENSANGT00000016545 3.6.3.41

AAEL000030-RA 3.4.21.4 ENSANGT00000016973 3.6.3.41

AAEL000037-RA 3.4.21.4 ENSANGT00000019320 3.6.3.41

AAEL000038-RA 3.4.21.4 ENSANGT00000019844 3.6.3.41

AAEL000040-RA 3.4.21.4 ENSANGT00000020067 3.6.3.41

AAEL000059-RA 3.4.21.4 ENSANGT00000025036 3.6.3.41

AAEL000074-RA 3.4.21.4 ENSANGT00000026780 3.6.3.41

AAEL000086-RA 3.4.21.4 ENSANGT00000008260 3.6.3.8

AAEL000099-RA 3.4.21.4 ENSANGT00000009185 3.6.3.8

AAEL000190-RA 3.4.21.4 ENSANGT00000011596 3.6.3.8
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AAEL000203-RA 3.4.21.4 ENSANGT00000016693 3.6.3.8

AAEL000225-RA 3.4.21.4 ENSANGT00000017693 3.6.3.8

AAEL000238-RA 3.4.21.4 ENSANGT00000025449 3.6.3.8

AAEL000760-RA 3.4.21.4 ENSANGT00000025303 3.6.3.9

AAEL001077-RA 3.4.21.4 ENSANGT00000002821 3.6.4.3

AAEL001178-RA 3.4.21.4 ENSANGT00000004090 3.6.4.3

AAEL001234-RA 3.4.21.4 ENSANGT00000010120 3.6.4.3

AAEL001674-RA 3.4.21.4 ENSANGT00000010224 3.6.4.3

AAEL001675-RA 3.4.21.4 ENSANGT00000014403 3.6.4.3

AAEL001690-RA 3.4.21.4 ENSANGT00000015366 3.6.4.3

AAEL001693-RA 3.4.21.4 ENSANGT00000017298 3.6.4.3

AAEL001701-RA 3.4.21.4 ENSANGT00000018492 3.6.4.3

AAEL001703-RA 3.4.21.4 ENSANGT00000019182 3.6.4.3

AAEL002126-RA 3.4.21.4 ENSANGT00000019192 3.6.4.3

AAEL002177-RA 3.4.21.4 ENSANGT00000030681 3.6.4.3

AAEL002276-RA 3.4.21.4 ENSANGT00000007334 3.6.4.6

AAEL002288-RA 3.4.21.4 ENSANGT00000012419 3.6.4.6

AAEL002288-RB 3.4.21.4 ENSANGT00000012741 3.6.4.6

AAEL002301-RA 3.4.21.4 ENSANGT00000014726 3.6.4.6

AAEL002585-RA 3.4.21.4 ENSANGT00000014769 3.6.4.6

AAEL002590-RA 3.4.21.4 ENSANGT00000016050 3.6.4.6

AAEL002593-RA 3.4.21.4 ENSANGT00000016334 3.6.4.6

AAEL002593-RB 3.4.21.4 ENSANGT00000017473 3.6.4.6

AAEL002595-RA 3.4.21.4 ENSANGT00000018134 3.6.4.6

AAEL002600-RA 3.4.21.4 ENSANGT00000019796 3.6.4.6

AAEL002601-RA 3.4.21.4 ENSANGT00000020514 3.6.4.6

AAEL002610-RA 3.4.21.4 ENSANGT00000021654 3.6.4.6

AAEL002624-RA 3.4.21.4 ENSANGT00000021987 3.6.4.6

AAEL002629-RA 3.4.21.4 ENSANGT00000022333 3.6.4.6

AAEL003060-RA 3.4.21.4 ENSANGT00000022575 3.6.4.6

AAEL003219-RA 3.4.21.4 ENSANGT00000023296 3.6.4.6

AAEL003233-RA 3.4.21.4 ENSANGT00000008246 3.6.5.5

AAEL003243-RA 3.4.21.4 ENSANGT00000014162 3.6.5.5

AAEL003280-RA 3.4.21.4 ENSANGT00000023344 3.6.5.5

AAEL003308-RA 3.4.21.4 ENSANGT00000028478 3.6.5.5

AAEL003520-RA 3.4.21.4 ENSANGT00000017396 3.7.1.2

AAEL003610-RA 3.4.21.4 ENSANGT00000008815 4.1.1.17
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AAEL003614-RA 3.4.21.4 ENSANGT00000008816 4.1.1.17

AAEL003628-RA 3.4.21.4 ENSANGT00000009019 4.1.1.17

AAEL003631-RA 3.4.21.4 ENSANGT00000020224 4.1.1.17

AAEL003632-RA 3.4.21.4 ENSANGT00000032234 4.1.1.17

AAEL003642-RA 3.4.21.4 ENSANGT00000019418 4.1.1.21

AAEL004518-RA 3.4.21.4 ENSANGT00000011669 4.1.1.23

AAEL004540-RA 3.4.21.4 ENSANGT00000013818 4.1.1.28

AAEL004543-RA 3.4.21.4 ENSANGT00000013909 4.1.1.28

AAEL004885-RA 3.4.21.4 ENSANGT00000014813 4.1.1.28

AAEL004948-RA 3.4.21.4 ENSANGT00000015928 4.1.1.28

AAEL004979-RA 3.4.21.4 ENSANGT00000015998 4.1.1.28

AAEL004996-RA 3.4.21.4 ENSANGT00000016531 4.1.1.28

AAEL005060-RA 3.4.21.4 ENSANGT00000016822 4.1.1.28

AAEL005064-RA 3.4.21.4 ENSANGT00000017218 4.1.1.28

AAEL005093-RA 3.4.21.4 ENSANGT00000023442 4.1.1.28

AAEL005431-RA 3.4.21.4 ENSANGT00000023477 4.1.1.28

AAEL005594-RA 3.4.21.4 ENSANGT00000003517 4.1.1.3

AAEL005596-RA 3.4.21.4 ENSANGT00000018744 4.1.1.32

AAEL005603-RA 3.4.21.4 ENSANGT00000016461 4.1.1.36

AAEL005604-RA 3.4.21.4 ENSANGT00000017848 4.1.1.36

AAEL005607-RA 3.4.21.4 ENSANGT00000021292 4.1.1.37

AAEL005609-RA 3.4.21.4 ENSANGT00000020888 4.1.1.50

AAEL005611-RA 3.4.21.4 ENSANGT00000013869 4.1.1.65

AAEL005614-RA 3.4.21.4 ENSANGT00000019097 4.1.1.68

AAEL005616-RA 3.4.21.4 ENSANGT00000028078 4.1.1.68

AAEL005650-RA 3.4.21.4 ENSANGT00000016083 4.1.1.8

AAEL005689-RA 3.4.21.4 ENSANGT00000022850 4.1.2.13

AAEL005718-RA 3.4.21.4 ENSANGT00000012191 4.1.2.27

AAEL005753-RA 3.4.21.4 ENSANGT00000016811 4.1.2.4

AAEL005823-RA 3.4.21.4 ENSANGT00000021273 4.1.2.5

AAEL005906-RA 3.4.21.4 ENSANGT00000030222 4.1.2.5

AAEL006161-RB 3.4.21.4 ENSANGT00000030425 4.1.99.1

AAEL006260-RA 3.4.21.4 ENSANGT00000013228 4.1.99.3

AAEL006365-RA 3.4.21.4 ENSANGT00000013343 4.1.99.3

AAEL006368-RA 3.4.21.4 ENSANGT00000019076 4.1.99.3

AAEL006371-RA 3.4.21.4 ENSANGT00000021859 4.1.99.3

AAEL006378-RA 3.4.21.4 ENSANGT00000001278 4.2.1.1
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AAEL006403-RA 3.4.21.4 ENSANGT00000001574 4.2.1.1

AAEL006414-RA 3.4.21.4 ENSANGT00000010017 4.2.1.1

AAEL006418-RA 3.4.21.4 ENSANGT00000011013 4.2.1.1

AAEL006421-RA 3.4.21.4 ENSANGT00000011908 4.2.1.1

AAEL006425-RA 3.4.21.4 ENSANGT00000012957 4.2.1.1

AAEL006427-RA 3.4.21.4 ENSANGT00000014919 4.2.1.1

AAEL006429-RA 3.4.21.4 ENSANGT00000015496 4.2.1.1

AAEL006430-RA 3.4.21.4 ENSANGT00000018999 4.2.1.1

AAEL006434-RA 3.4.21.4 ENSANGT00000019212 4.2.1.1

AAEL006568-RA 3.4.21.4 ENSANGT00000021313 4.2.1.1

AAEL006568-RB 3.4.21.4 ENSANGT00000021739 4.2.1.1

AAEL006576-RA 3.4.21.4 ENSANGT00000028355 4.2.1.1

AAEL006576-RB 3.4.21.4 ENSANGT00000018531 4.2.1.11

AAEL006585-RA 3.4.21.4 ENSANGT00000010268 4.2.1.17

AAEL006586-RA 3.4.21.4 ENSANGT00000011628 4.2.1.17

AAEL006627-RA 3.4.21.4 ENSANGT00000020199 4.2.1.17

AAEL006674-RA 3.4.21.4 ENSANGT00000021099 4.2.1.17

AAEL006689-RA 3.4.21.4 ENSANGT00000024516 4.2.1.17

AAEL006692-RA 3.4.21.4 ENSANGT00000008182 4.2.1.18

AAEL006696-RA 3.4.21.4 ENSANGT00000020828 4.2.1.2

AAEL006700-RA 3.4.21.4 ENSANGT00000019297 4.2.1.22

AAEL006703-RA 3.4.21.4 ENSANGT00000012449 4.2.1.24

AAEL006902-RA 3.4.21.4 ENSANGT00000015921 4.2.1.3

AAEL006903-RA 3.4.21.4 ENSANGT00000018525 4.2.1.3

AAEL006919-RA 3.4.21.4 ENSANGT00000032486 4.2.1.3

AAEL007006-RA 3.4.21.4 ENSANGT00000020185 4.2.1.47

AAEL007508-RA 3.4.21.4 ENSANGT00000011555 4.2.1.75

AAEL007511-RA 3.4.21.4 ENSANGT00000020734 4.2.1.96

AAEL007514-RA 3.4.21.4 ENSANGT00000015792 4.2.3.12

AAEL007517-RA 3.4.21.4 ENSANGT00000014971 4.2.99.18

AAEL007519-RA 3.4.21.4 ENSANGT00000020191 4.2.99.18

AAEL007593-RA 3.4.21.4 ENSANGT00000020924 4.2.99.18

AAEL007596-RA 3.4.21.4 ENSANGT00000012520 4.3.1.12

AAEL007597-RA 3.4.21.4 ENSANGT00000010432 4.3.1.19

AAEL007601-RA 3.4.21.4 ENSANGT00000006856 4.3.2.1

AAEL007602-RA 3.4.21.4 ENSANGT00000014908 4.3.2.2

AAEL007818-RA 3.4.21.4 ENSANGT00000008497 4.3.3.2

Page 55



AAEL007818-RB 3.4.21.4 ENSANGT00000010140 4.3.3.2

AAEL007938-RA 3.4.21.4 ENSANGT00000022045 4.4.1.1

AAEL007969-RA 3.4.21.4 ENSANGT00000005619 4.4.1.17

AAEL007969-RB 3.4.21.4 ENSANGT00000009226 4.4.1.5

AAEL008003-RA 3.4.21.4 ENSANGT00000016950 4.4.1.5

AAEL008079-RA 3.4.21.4 ENSANGT00000013134 4.5.1.3

AAEL008085-RA 3.4.21.4 ENSANGT00000024412 4.5.1.3

AAEL008093-RA 3.4.21.4 ENSANGT00000003987 4.6.1.1

AAEL008097-RA 3.4.21.4 ENSANGT00000003998 4.6.1.1

AAEL008196-RA 3.4.21.4 ENSANGT00000006240 4.6.1.1

AAEL008197-RA 3.4.21.4 ENSANGT00000006391 4.6.1.1

AAEL008202-RA 3.4.21.4 ENSANGT00000009147 4.6.1.1

AAEL008203-RA 3.4.21.4 ENSANGT00000009149 4.6.1.1

AAEL008206-RA 3.4.21.4 ENSANGT00000009326 4.6.1.1

AAEL008207-RA 3.4.21.4 ENSANGT00000010056 4.6.1.1

AAEL008208-RA 3.4.21.4 ENSANGT00000011644 4.6.1.1

AAEL008212-RA 3.4.21.4 ENSANGT00000012438 4.6.1.1

AAEL008215-RA 3.4.21.4 ENSANGT00000012727 4.6.1.1

AAEL008217-RA 3.4.21.4 ENSANGT00000012934 4.6.1.1

AAEL008218-RA 3.4.21.4 ENSANGT00000013324 4.6.1.1

AAEL008221-RA 3.4.21.4 ENSANGT00000014144 4.6.1.1

AAEL008378-RA 3.4.21.4 ENSANGT00000017563 4.6.1.1

AAEL008404-RA 3.4.21.4 ENSANGT00000018455 4.6.1.1

AAEL008767-RA 3.4.21.4 ENSANGT00000019838 4.6.1.1

AAEL008769-RA 3.4.21.4 ENSANGT00000027377 4.6.1.1

AAEL008780-RA 3.4.21.4 ENSANGT00000030277 4.6.1.1

AAEL008781-RA 3.4.21.4 ENSANGT00000011968 4.6.1.14

AAEL008782-RA 3.4.21.4 ENSANGT00000006087 5.1.1.11

AAEL008784-RA 3.4.21.4 ENSANGT00000021728 5.1.1.11

AAEL009192-RA 3.4.21.4 ENSANGT00000026229 5.1.1.11

AAEL009210-RA 3.4.21.4 ENSANGT00000010041 5.1.3.1

AAEL009244-RA 3.4.21.4 ENSANGT00000015422 5.1.3.1

AAEL009680-RB 3.4.21.4 ENSANGT00000022118 5.1.3.1

AAEL009689-RA 3.4.21.4 ENSANGT00000005081 5.1.3.2

AAEL009843-RA 3.4.21.4 ENSANGT00000013297 5.1.3.2

AAEL009853-RA 3.4.21.4 ENSANGT00000016575 5.1.3.2

AAEL010195-RA 3.4.21.4 ENSANGT00000025513 5.1.3.3
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AAEL010196-RA 3.4.21.4 ENSANGT00000006861 5.2.1.8

AAEL010202-RA 3.4.21.4 ENSANGT00000010568 5.2.1.8

AAEL010203-RA 3.4.21.4 ENSANGT00000010906 5.2.1.8

AAEL010267-RA 3.4.21.4 ENSANGT00000011257 5.2.1.8

AAEL010866-RA 3.4.21.4 ENSANGT00000011942 5.2.1.8

AAEL010867-RA 3.4.21.4 ENSANGT00000013567 5.2.1.8

AAEL011230-RA 3.4.21.4 ENSANGT00000014025 5.2.1.8

AAEL011349-RA 3.4.21.4 ENSANGT00000014046 5.2.1.8

AAEL011375-RA 3.4.21.4 ENSANGT00000014257 5.2.1.8

AAEL011549-RA 3.4.21.4 ENSANGT00000015053 5.2.1.8

AAEL011553-RA 3.4.21.4 ENSANGT00000016706 5.2.1.8

AAEL011593-RA 3.4.21.4 ENSANGT00000018314 5.2.1.8

AAEL011622-RA 3.4.21.4 ENSANGT00000018327 5.2.1.8

AAEL011624-RB 3.4.21.4 ENSANGT00000019080 5.2.1.8

AAEL011888-RA 3.4.21.4 ENSANGT00000019325 5.2.1.8

AAEL011889-RA 3.4.21.4 ENSANGT00000020778 5.2.1.8

AAEL011889-RB 3.4.21.4 ENSANGT00000024796 5.2.1.8

AAEL011891-RA 3.4.21.4 ENSANGT00000025110 5.2.1.8

AAEL011913-RA 3.4.21.4 ENSANGT00000029409 5.2.1.8

AAEL011916-RA 3.4.21.4 ENSANGT00000032212 5.2.1.8

AAEL011917-RA 3.4.21.4 ENSANGT00000018152 5.3.1.1

AAEL011919-RA 3.4.21.4 ENSANGT00000020412 5.3.1.22

AAEL011920-RA 3.4.21.4 ENSANGT00000024304 5.3.1.23

AAEL011922-RA 3.4.21.4 ENSANGT00000026612 5.3.1.6

AAEL011929-RA 3.4.21.4 ENSANGT00000017463 5.3.1.8

AAEL011991-RA 3.4.21.4 ENSANGT00000014040 5.3.1.9

AAEL011991-RB 3.4.21.4 ENSANGT00000011643 5.3.3.2

AAEL012028-RA 3.4.21.4 ENSANGT00000003206 5.3.3.5

AAEL012712-RA 3.4.21.4 ENSANGT00000004863 5.3.3.5

AAEL012713-RA 3.4.21.4 ENSANGT00000008278 5.3.3.5

AAEL012791-RA 3.4.21.4 ENSANGT00000010900 5.3.3.5

AAEL012797-RA 3.4.21.4 ENSANGT00000012845 5.3.3.5

AAEL012842-RA 3.4.21.4 ENSANGT00000013485 5.3.3.5

AAEL012852-RA 3.4.21.4 ENSANGT00000014983 5.3.3.5

AAEL013140-RA 3.4.21.4 ENSANGT00000016497 5.3.3.5

AAEL013245-RA 3.4.21.4 ENSANGT00000019069 5.3.3.5

AAEL013281-RA 3.4.21.4 ENSANGT00000019374 5.3.3.5
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AAEL013283-RA 3.4.21.4 ENSANGT00000021314 5.3.3.5

AAEL013284-RA 3.4.21.4 ENSANGT00000021374 5.3.3.5

AAEL013299-RA 3.4.21.4 ENSANGT00000022991 5.3.3.5

AAEL013623-RA 3.4.21.4 ENSANGT00000027817 5.3.3.5

AAEL013628-RA 3.4.21.4 ENSANGT00000028846 5.3.3.5

AAEL013629-RA 3.4.21.4 ENSANGT00000011361 5.3.3.8

AAEL013703-RA 3.4.21.4 ENSANGT00000028182 5.3.3.8

AAEL013707-RA 3.4.21.4 ENSANGT00000006196 5.3.4.1

AAEL013712-RA 3.4.21.4 ENSANGT00000014159 5.3.4.1

AAEL013713-RA 3.4.21.4 ENSANGT00000017364 5.3.4.1

AAEL013714-RA 3.4.21.4 ENSANGT00000018158 5.3.4.1

AAEL013715-RA 3.4.21.4 ENSANGT00000020140 5.3.4.1

AAEL014004-RA 3.4.21.4 ENSANGT00000021416 5.3.4.1

AAEL014005-RA 3.4.21.4 ENSANGT00000028290 5.3.4.1

AAEL014137-RA 3.4.21.4 ENSANGT00000009442 5.3.99.5

AAEL014139-RA 3.4.21.4 ENSANGT00000012679 5.3.99.5

AAEL014140-RA 3.4.21.4 ENSANGT00000015254 5.3.99.5

AAEL014188-RA 3.4.21.4 ENSANGT00000015257 5.3.99.5

AAEL014349-RA 3.4.21.4 ENSANGT00000016180 5.3.99.5

AAEL014354-RA 3.4.21.4 ENSANGT00000016217 5.3.99.5

AAEL014387-RA 3.4.21.4 ENSANGT00000016219 5.3.99.5

AAEL014567-RA 3.4.21.4 ENSANGT00000016801 5.3.99.5

AAEL014570-RA 3.4.21.4 ENSANGT00000016824 5.3.99.5

AAEL014571-RA 3.4.21.4 ENSANGT00000016967 5.3.99.5

AAEL015085-RA 3.4.21.4 ENSANGT00000021816 5.3.99.5

AAEL015087-RA 3.4.21.4 ENSANGT00000021820 5.3.99.5

AAEL015109-RA 3.4.21.4 ENSANGT00000021857 5.3.99.5

AAEL015294-RA 3.4.21.4 ENSANGT00000022010 5.3.99.5

AAEL015294-RB 3.4.21.4 ENSANGT00000022704 5.3.99.5

AAEL015432-RA 3.4.21.4 ENSANGT00000024362 5.3.99.5

AAEL015533-RA 3.4.21.4 ENSANGT00000025086 5.3.99.5

AAEL015638-RA 3.4.21.4 ENSANGT00000025913 5.3.99.5

AAEL011882-RA 3.4.21.46 ENSANGT00000026749 5.3.99.5

AAEL008929-RA 3.4.21.47 ENSANGT00000027055 5.3.99.5

AAEL006474-RA 3.4.21.53 ENSANGT00000028390 5.3.99.5

AAEL000253-RA 3.4.21.59 ENSANGT00000028836 5.3.99.5

AAEL002582-RA 3.4.21.59 ENSANGT00000029062 5.3.99.5
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AAEL002582-RB 3.4.21.59 ENSANGT00000031577 5.3.99.5

AAEL008201-RA 3.4.21.59 ENSANGT00000032409 5.3.99.5

AAEL012560-RA 3.4.21.59 ENSANGT00000032410 5.3.99.5

AAEL012798-RA 3.4.21.59 ENSANGT00000032421 5.3.99.5

AAEL012799-RA 3.4.21.59 ENSANGT00000032481 5.3.99.5

AAEL002273-RA 3.4.21.6 ENSANGT00000032482 5.3.99.5

AAEL003276-RA 3.4.21.6 ENSANGT00000015800 5.4.2.1

AAEL006121-RA 3.4.21.6 ENSANGT00000027613 5.4.2.1

AAEL006123-RA 3.4.21.6 ENSANGT00000017432 5.4.2.2

AAEL006136-RA 3.4.21.6 ENSANGT00000016058 5.4.2.3

AAEL006151-RA 3.4.21.6 ENSANGT00000017981 5.4.2.8

AAEL006376-RA 3.4.21.6 ENSANGT00000018282 5.4.2.8

AAEL007347-RA 3.4.21.6 ENSANGT00000013201 5.4.99.12

AAEL007992-RA 3.4.21.6 ENSANGT00000014976 5.4.99.12

AAEL009558-RA 3.4.21.6 ENSANGT00000021230 5.4.99.12

AAEL011616-RA 3.4.21.6 ENSANGT00000020209 5.5.1.4

AAEL012563-RA 3.4.21.6 ENSANGT00000011118 5.99.1.2

AAEL014163-RA 3.4.21.6 ENSANGT00000011926 5.99.1.2

AAEL015104-RA 3.4.21.6 ENSANGT00000022005 5.99.1.3

AAEL015527-RA 3.4.21.6 ENSANGT00000004765 6.1.1.1

AAEL003488-RA 3.4.21.62 ENSANGT00000018288 6.1.1.1

AAEL012175-RA 3.4.21.68 ENSANGT00000010004 6.1.1.10

AAEL007033-RA 3.4.21.69 ENSANGT00000014288 6.1.1.10

AAEL009831-RA 3.4.21.69 ENSANGT00000011987 6.1.1.11

AAEL014101-RA 3.4.21.69 ENSANGT00000017612 6.1.1.12

AAEL000224-RA 3.4.21.7 ENSANGT00000018448 6.1.1.12

AAEL001233-RA 3.4.21.7 ENSANGT00000027683 6.1.1.14

AAEL001370-RA 3.4.21.7 ENSANGT00000011064 6.1.1.15

AAEL002505-RA 3.4.21.7 ENSANGT00000011343 6.1.1.15

AAEL003253-RA 3.4.21.7 ENSANGT00000016493 6.1.1.16

AAEL005645-RA 3.4.21.7 ENSANGT00000030808 6.1.1.16

AAEL005654-RA 3.4.21.7 ENSANGT00000012789 6.1.1.17

AAEL005748-RA 3.4.21.7 ENSANGT00000011064 6.1.1.18

AAEL006382-RA 3.4.21.7 ENSANGT00000014418 6.1.1.18

AAEL008934-RA 3.4.21.7 ENSANGT00000017692 6.1.1.19

AAEL012558-RA 3.4.21.7 ENSANGT00000018689 6.1.1.19

AAEL012564-RA 3.4.21.7 ENSANGT00000014171 6.1.1.2
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AAEL012956-RA 3.4.21.7 ENSANGT00000017782 6.1.1.2

AAEL013476-RA 3.4.21.7 ENSANGT00000009207 6.1.1.20

AAEL014724-RA 3.4.21.7 ENSANGT00000010460 6.1.1.20

AAEL015439-RA 3.4.21.7 ENSANGT00000021060 6.1.1.20

AAEL003671-RA 3.4.21.72 ENSANGT00000009936 6.1.1.21

AAEL004068-RA 3.4.21.72 ENSANGT00000011194 6.1.1.21

AAEL005529-RA 3.4.21.72 ENSANGT00000017615 6.1.1.21

AAEL009219-RA 3.4.21.72 ENSANGT00000011058 6.1.1.22

AAEL002254-RA 3.4.21.73 ENSANGT00000013871 6.1.1.22

AAEL002767-RA 3.4.21.73 ENSANGT00000005071 6.1.1.3

AAEL012087-RA 3.4.21.73 ENSANGT00000010096 6.1.1.3

AAEL003652-RA 3.4.21.75 ENSANGT00000016777 6.1.1.3

AAEL010725-RA 3.4.21.75 ENSANGT00000018546 6.1.1.3

AAEL002880-RA 3.4.21.84 ENSANGT00000020723 6.1.1.3

AAEL008904-RA 3.4.21.84 ENSANGT00000021424 6.1.1.3

AAEL009266-RA 3.4.21.84 ENSANGT00000016716 6.1.1.5

AAEL009780-RA 3.4.21.84 ENSANGT00000017588 6.1.1.5

AAEL011611-RA 3.4.21.84 ENSANGT00000015585 6.1.1.6

AAEL012953-RA 3.4.21.84 ENSANGT00000018541 6.1.1.6

AAEL013427-RA 3.4.21.84 ENSANGT00000024824 6.1.1.7

AAEL014595-RA 3.4.21.84 ENSANGT00000031184 6.1.1.7

AAEL002124-RA 3.4.21.86 ENSANGT00000010240 6.1.1.9

AAEL002128-RA 3.4.21.86 ENSANGT00000011231 6.1.1.9

AAEL002997-RA 3.4.21.86 ENSANGT00000011461 6.1.1.9

AAEL003276-RA 3.4.21.86 ENSANGT00000013027 6.1.1.9

AAEL003642-RA 3.4.21.86 ENSANGT00000014486 6.1.1.9

AAEL006168-RA 3.4.21.86 ENSANGT00000015667 6.1.1.9

AAEL007796-RA 3.4.21.86 ENSANGT00000017489 6.1.1.9

AAEL007796-RB 3.4.21.86 ENSANGT00000017567 6.1.1.9

AAEL007993-RA 3.4.21.86 ENSANGT00000018304 6.1.1.9

AAEL010270-RA 3.4.21.86 ENSANGT00000019864 6.1.1.9

AAEL012030-RA 3.4.21.86 ENSANGT00000025356 6.1.1.9

AAEL012780-RA 3.4.21.86 ENSANGT00000029472 6.1.1.9

AAEL015637-RA 3.4.21.86 ENSANGT00000029574 6.1.1.9

AAEL005648-RA 3.4.21.9 ENSANGT00000011498 6.2.1.1

AAEL006253-RA 3.4.21.9 ENSANGT00000011599 6.2.1.1

AAEL007600-RA 3.4.21.9 ENSANGT00000012858 6.2.1.26
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AAEL008668-RA 3.4.21.9 ENSANGT00000018261 6.2.1.26

AAEL010655-RA 3.4.21.9 ENSANGT00000020797 6.2.1.26

AAEL010773-RA 3.4.21.9 ENSANGT00000011356 6.2.1.3

AAEL014367-RA 3.4.21.9 ENSANGT00000012026 6.2.1.3

AAEL001797-RA 3.4.21.92 ENSANGT00000013234 6.2.1.3

AAEL014523-RA 3.4.21.94 ENSANGT00000013032 6.2.1.4

AAEL001232-RA 3.4.22.1 ENSANGT00000017707 6.2.1.4

AAEL007585-RA 3.4.22.1 ENSANGT00000020396 6.2.1.4

AAEL007590-RA 3.4.22.1 ENSANGT00000012364 6.2.1.5

AAEL007599-RA 3.4.22.1 ENSANGT00000014914 6.3.1.2

AAEL009637-RA 3.4.22.1 ENSANGT00000019490 6.3.1.2

AAEL009642-RA 3.4.22.1 ENSANGT00000030457 6.3.2.10

AAEL012216-RA 3.4.22.1 ENSANGT00000026579 6.3.2.17

AAEL015312-RA 3.4.22.1 ENSANGT00000002826 6.3.2.19

AAEL002833-RA 3.4.22.15 ENSANGT00000003964 6.3.2.19

AAEL006389-RA 3.4.22.15 ENSANGT00000009198 6.3.2.19

AAEL009097-RA 3.4.22.15 ENSANGT00000010118 6.3.2.19

AAEL011167-RA 3.4.22.15 ENSANGT00000010475 6.3.2.19

AAEL010465-RA 3.4.22.34 ENSANGT00000010774 6.3.2.19

AAEL002196-RA 3.4.22.38 ENSANGT00000013586 6.3.2.19

AAEL008041-RA 3.4.22.40 ENSANGT00000016320 6.3.2.19

AAEL008041-RB 3.4.22.40 ENSANGT00000017916 6.3.2.19

AAEL000420-RA 3.4.22.42 ENSANGT00000019360 6.3.2.19

AAEL008116-RA 3.4.22.49 ENSANGT00000019471 6.3.2.19

AAEL003476-RA 3.4.22.52 ENSANGT00000019908 6.3.2.19

AAEL003952-RA 3.4.22.52 ENSANGT00000020629 6.3.2.19

AAEL003963-RA 3.4.22.52 ENSANGT00000021387 6.3.2.19

AAEL003965-RA 3.4.22.52 ENSANGT00000021451 6.3.2.19

AAEL003967-RA 3.4.22.52 ENSANGT00000021824 6.3.2.19

AAEL005910-RA 3.4.22.52 ENSANGT00000022545 6.3.2.19

AAEL006960-RA 3.4.22.52 ENSANGT00000022742 6.3.2.19

AAEL009196-RA 3.4.22.52 ENSANGT00000023579 6.3.2.19

AAEL003951-RA 3.4.22.53 ENSANGT00000024339 6.3.2.19

AAEL003974-RA 3.4.22.53 ENSANGT00000011664 6.3.2.2

AAEL005472-RA 3.4.22.53 ENSANGT00000010609 6.3.2.25

AAEL005472-RB 3.4.22.53 ENSANGT00000013369 6.3.2.25

AAEL006169-RA 3.4.23.5 ENSANGT00000021502 6.3.2.25
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AAEL009233-RA 3.4.24.11 ENSANGT00000022334 6.3.2.25

AAEL000788-RA 3.4.24.12 ENSANGT00000022337 6.3.2.25

AAEL002655-RA 3.4.24.12 ENSANGT00000017318 6.3.2.3

AAEL002661-RA 3.4.24.12 ENSANGT00000013327 6.3.2.5

AAEL002665-RA 3.4.24.12 ENSANGT00000019418 6.3.2.6

AAEL002672-RA 3.4.24.12 ENSANGT00000015750 6.3.3.1

AAEL002677-RA 3.4.24.12 ENSANGT00000030760 6.3.3.1

AAEL002982-RA 3.4.24.12 ENSANGT00000015750 6.3.4.13

AAEL005666-RA 3.4.24.12 ENSANGT00000011525 6.3.4.15

AAEL005485-RA 3.4.24.14 ENSANGT00000014822 6.3.4.16

AAEL009795-RA 3.4.24.14 ENSANGT00000010220 6.3.4.2

AAEL010144-RA 3.4.24.14 ENSANGT00000016878 6.3.4.3

AAEL001566-RA 3.4.24.19 ENSANGT00000000753 6.3.4.4

AAEL002876-RA 3.4.24.19 ENSANGT00000018209 6.3.4.5

AAEL005633-RA 3.4.24.19 ENSANGT00000019904 6.3.5.1

AAEL008069-RA 3.4.24.19 ENSANGT00000012372 6.3.5.2

AAEL010965-RA 3.4.24.19 ENSANGT00000017639 6.3.5.3

AAEL013239-RA 3.4.24.19 ENSANGT00000005616 6.3.5.4

AAEL014312-RA 3.4.24.19 ENSANGT00000026555 6.3.5.4

AAEL000801-RA 3.4.24.21 ENSANGT00000030219 6.3.5.4

AAEL001229-RA 3.4.24.21 ENSANGT00000003517 6.4.1.1

AAEL001330-RA 3.4.24.21 ENSANGT00000015662 6.4.1.2

AAEL003834-RA 3.4.24.21 ENSANGT00000022031 6.4.1.3

AAEL008245-RA 3.4.24.21 ENSANGT00000002842 6.4.1.4

AAEL008254-RA 3.4.24.21 ENSANGT00000010547 6.5.1.1

AAEL009820-RA 3.4.24.21 ENSANGT00000019233 6.5.1.1

AAEL010788-RA 3.4.24.21 ENSANGT00000020306 6.5.1.2

AAEL011132-RA 3.4.24.21 ENSANGT00000010677 6.5.1.4

AAEL011539-RA 3.4.24.21 ENSANGT00000020525 6.5.1.4

AAEL011540-RA 3.4.24.21

AAEL011542-RA 3.4.24.21

AAEL011543-RA 3.4.24.21

AAEL011543-RB 3.4.24.21

AAEL011547-RA 3.4.24.21

AAEL011550-RA 3.4.24.21

AAEL011555-RA 3.4.24.21

AAEL011557-RA 3.4.24.21
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AAEL011558-RA 3.4.24.21

AAEL011559-RA 3.4.24.21

AAEL012174-RA 3.4.24.21

AAEL013360-RA 3.4.24.21

AAEL013449-RA 3.4.24.21

AAEL014514-RA 3.4.24.21

AAEL014515-RA 3.4.24.21

AAEL014516-RA 3.4.24.21

AAEL015412-RA 3.4.24.21

AAEL006707-RA 3.4.24.36

AAEL003910-RA 3.4.24.44

AAEL001231-RA 3.4.24.52

AAEL002663-RA 3.4.24.52

AAEL004881-RA 3.4.24.52

AAEL005992-RA 3.4.24.52

AAEL014344-RA 3.4.24.52

AAEL011731-RA 3.4.24.56

AAEL014897-RA 3.4.24.56

AAEL001931-RA 3.4.24.57

AAEL001942-RA 3.4.24.57

AAEL004571-RA 3.4.24.57

AAEL003461-RA 3.4.24.59

AAEL010073-RA 3.4.24.61

AAEL002068-RA 3.4.24.64

AAEL005269-RA 3.4.24.64

AAEL005269-RB 3.4.24.64

AAEL005269-RC 3.4.24.64

AAEL005435-RA 3.4.24.64

AAEL005435-RB 3.4.24.64

AAEL000231-RA 3.4.24.70

AAEL002141-RA 3.4.24.71

AAEL005207-RA 3.4.24.71

AAEL008527-RA 3.4.24.71

AAEL009895-RA 3.4.24.71

AAEL011369-RA 3.4.24.71

AAEL006148-RA 3.4.24.82

AAEL010084-RA 3.4.24.82
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AAEL010144-RA 3.4.24.82

AAEL012324-RA 3.4.24.85

AAEL013482-RA 3.4.24.85

AAEL002401-RA 3.4.25.1

AAEL003431-RA 3.4.25.1

AAEL003871-RA 3.4.25.1

AAEL004308-RA 3.4.25.1

AAEL004308-RB 3.4.25.1

AAEL005830-RA 3.4.25.1

AAEL006061-RA 3.4.25.1

AAEL006174-RA 3.4.25.1

AAEL006441-RA 3.4.25.1

AAEL007049-RA 3.4.25.1

AAEL008770-RA 3.4.25.1

AAEL009898-RA 3.4.25.1

AAEL010087-RA 3.4.25.1

AAEL013089-RA 3.4.25.1

AAEL013236-RA 3.4.25.1

AAEL015007-RA 3.4.25.1

AAEL008258-RA 3.5.1.1

AAEL010930-RA 3.5.1.1

AAEL010930-RB 3.5.1.1

AAEL010938-RA 3.5.1.1

AAEL002681-RA 3.5.1.12

AAEL006023-RA 3.5.1.12

AAEL006024-RA 3.5.1.12

AAEL006034-RA 3.5.1.12

AAEL015161-RA 3.5.1.12

AAEL015162-RA 3.5.1.12

AAEL011206-RA 3.5.1.14

AAEL011206-RB 3.5.1.14

AAEL002995-RA 3.5.1.19

AAEL008559-RA 3.5.1.2

AAEL002430-RA 3.5.1.25

AAEL009406-RA 3.5.1.26

AAEL001173-RA 3.5.1.4

AAEL002766-RA 3.5.1.4
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AAEL005477-RA 3.5.1.4

AAEL006181-RA 3.5.1.4

AAEL009925-RA 3.5.1.4

AAEL014361-RA 3.5.1.4

AAEL004443-RA 3.5.1.49

AAEL010284-RA 3.5.1.6

AAEL000279-RA 3.5.1.88

AAEL004143-RA 3.5.1.89

AAEL007633-RA 3.5.2.2

AAEL007633-RB 3.5.2.2

AAEL009475-RA 3.5.2.3

AAEL007653-RA 3.5.2.5

AAEL004514-RA 3.5.2.6

AAEL008521-RA 3.5.2.6

AAEL000581-RA 3.5.2.9

AAEL002675-RA 3.5.3.1

AAEL014045-RA 3.5.3.4

AAEL014287-RA 3.5.4.12

AAEL002261-RA 3.5.4.16

AAEL003213-RA 3.5.4.3

AAEL003214-RA 3.5.4.4

AAEL005672-RA 3.5.4.4

AAEL005676-RA 3.5.4.4

AAEL009191-RA 3.5.4.4

AAEL015233-RA 3.5.4.4

AAEL006518-RA 3.5.4.5

AAEL015410-RA 3.5.4.6

AAEL006085-RA 3.5.4.9

AAEL013877-RA 3.5.99.6

AAEL013877-RB 3.5.99.6

AAEL013877-RC 3.5.99.6

AAEL013877-RD 3.5.99.6

AAEL013877-RE 3.5.99.6

AAEL013877-RF 3.5.99.6

AAEL013877-RG 3.5.99.6

AAEL003193-RA 3.6.1.1

AAEL003193-RB 3.6.1.1
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AAEL011602-RA 3.6.1.11

AAEL001719-RA 3.6.1.15

AAEL002207-RA 3.6.1.17

AAEL004443-RA 3.6.1.17

AAEL008605-RA 3.6.1.19

AAEL007323-RA 3.6.1.23

AAEL012629-RA 3.6.1.23

AAEL013049-RA 3.6.1.29

AAEL000575-RA 3.6.1.5

AAEL006333-RA 3.6.1.5

AAEL006347-RA 3.6.1.5

AAEL009970-RA 3.6.1.5

AAEL011341-RA 3.6.1.5

AAEL011346-RA 3.6.1.5

AAEL011348-RA 3.6.1.5

AAEL005662-RA 3.6.1.6

AAEL000767-RA 3.6.3.1

AAEL000767-RB 3.6.3.1

AAEL004981-RA 3.6.3.1

AAEL005495-RA 3.6.3.1

AAEL007689-RA 3.6.3.1

AAEL007689-RB 3.6.3.1

AAEL012549-RA 3.6.3.1

AAEL000619-RA 3.6.3.14

AAEL002827-RA 3.6.3.14

AAEL003393-RA 3.6.3.14

AAEL005798-RA 3.6.3.14

AAEL008787-RA 3.6.3.14

AAEL009808-RA 3.6.3.14

AAEL010823-RA 3.6.3.14

AAEL011025-RA 3.6.3.14

AAEL014681-RA 3.6.3.14

AAEL008848-RA 3.6.3.15

AAEL011136-RA 3.6.3.16

AAEL012316-RA 3.6.3.16

AAEL012698-RA 3.6.3.17

AAEL003703-RA 3.6.3.19
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AAEL008138-RA 3.6.3.19

AAEL013567-RA 3.6.3.25

AAEL013854-RA 3.6.3.25

AAEL000434-RA 3.6.3.27

AAEL004331-RA 3.6.3.27

AAEL005030-RA 3.6.3.27

AAEL005043-RA 3.6.3.27

AAEL005045-RA 3.6.3.27

AAEL005918-RA 3.6.3.27

AAEL005929-RA 3.6.3.27

AAEL005937-RA 3.6.3.27

AAEL008134-RA 3.6.3.27

AAEL010379-RA 3.6.3.27

AAEL012189-RA 3.6.3.27

AAEL012192-RA 3.6.3.27

AAEL012386-RA 3.6.3.27

AAEL012395-RA 3.6.3.27

AAEL013567-RA 3.6.3.27

AAEL013833-RA 3.6.3.27

AAEL013834-RA 3.6.3.27

AAEL013854-RA 3.6.3.27

AAEL014699-RA 3.6.3.27

AAEL015067-RA 3.6.3.27

AAEL008624-RA 3.6.3.29

AAEL008624-RB 3.6.3.29

AAEL008625-RA 3.6.3.29

AAEL008627-RA 3.6.3.29

AAEL008628-RA 3.6.3.29

AAEL008632-RA 3.6.3.29

AAEL013215-RA 3.6.3.29

AAEL001101-RA 3.6.3.30

AAEL002468-RA 3.6.3.30

AAEL005249-RA 3.6.3.30

AAEL005491-RA 3.6.3.30

AAEL005918-RA 3.6.3.30

AAEL006717-RA 3.6.3.30

AAEL006717-RB 3.6.3.30
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AAEL013215-RA 3.6.3.30

AAEL014428-RA 3.6.3.30

AAEL001938-RA 3.6.3.31

AAEL002913-RA 3.6.3.31

AAEL004743-RA 3.6.3.31

AAEL004743-RB 3.6.3.31

AAEL004968-RA 3.6.3.31

AAEL005026-RA 3.6.3.31

AAEL005030-RA 3.6.3.31

AAEL005043-RA 3.6.3.31

AAEL005045-RA 3.6.3.31

AAEL005929-RA 3.6.3.31

AAEL005937-RA 3.6.3.31

AAEL006622-RA 3.6.3.31

AAEL008384-RA 3.6.3.31

AAEL008386-RA 3.6.3.31

AAEL008388-RA 3.6.3.31

AAEL008629-RA 3.6.3.31

AAEL008672-RA 3.6.3.31

AAEL010059-RA 3.6.3.31

AAEL010379-RA 3.6.3.31

AAEL012192-RA 3.6.3.31

AAEL012386-RA 3.6.3.31

AAEL012395-RA 3.6.3.31

AAEL012698-RA 3.6.3.31

AAEL012700-RA 3.6.3.31

AAEL012701-RA 3.6.3.31

AAEL012702-RA 3.6.3.31

AAEL013834-RA 3.6.3.31

AAEL015146-RA 3.6.3.31

AAEL004968-RA 3.6.3.38

AAEL003433-RA 3.6.3.4

AAEL015646-RA 3.6.3.4

AAEL008384-RA 3.6.3.40

AAEL012700-RA 3.6.3.40

AAEL012701-RA 3.6.3.40

AAEL012702-RA 3.6.3.40
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AAEL015146-RA 3.6.3.40

AAEL001101-RA 3.6.3.41

AAEL008631-RA 3.6.3.41

AAEL008635-RA 3.6.3.41

AAEL010359-RA 3.6.3.41

AAEL010977-RA 3.6.3.41

AAEL012170-RA 3.6.3.41

AAEL013372-RA 3.6.3.41

AAEL002061-RA 3.6.3.8

AAEL003518-RA 3.6.3.8

AAEL003521-RA 3.6.3.8

AAEL005561-RA 3.6.3.8

AAEL006582-RA 3.6.3.8

AAEL006582-RB 3.6.3.8

AAEL006582-RC 3.6.3.8

AAEL008902-RA 3.6.3.8

AAEL012062-RA 3.6.3.9

AAEL012062-RB 3.6.3.9

AAEL012062-RC 3.6.3.9

AAEL000346-RA 3.6.4.3

AAEL000836-RA 3.6.4.3

AAEL002938-RA 3.6.4.3

AAEL002938-RB 3.6.4.3

AAEL005454-RA 3.6.4.3

AAEL006182-RA 3.6.4.3

AAEL007637-RA 3.6.4.3

AAEL008565-RA 3.6.4.3

AAEL008715-RA 3.6.4.3

AAEL009254-RA 3.6.4.3

AAEL009721-RA 3.6.4.3

AAEL013841-RA 3.6.4.3

AAEL000081-RA 3.6.4.6

AAEL000583-RA 3.6.4.6

AAEL000895-RA 3.6.4.6

AAEL001616-RA 3.6.4.6

AAEL002508-RA 3.6.4.6

AAEL004563-RA 3.6.4.6
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AAEL007297-RA 3.6.4.6

AAEL007899-RA 3.6.4.6

AAEL010241-RA 3.6.4.6

AAEL010585-RA 3.6.4.6

AAEL012095-RA 3.6.4.6

AAEL012364-RA 3.6.4.6

AAEL012943-RA 3.6.4.6

AAEL013676-RA 3.6.4.6

AAEL014723-RA 3.6.4.6

AAEL003829-RA 3.6.5.5

AAEL007288-RA 3.6.5.5

AAEL007288-RB 3.6.5.5

AAEL009068-RA 3.6.5.5

AAEL011973-RA 3.7.1.2

AAEL000044-RA 4.1.1.17

AAEL000044-RB 4.1.1.17

AAEL005694-RA 4.1.1.17

AAEL007878-RA 4.1.1.17

AAEL007880-RA 4.1.1.17

AAEL007887-RA 4.1.1.17

AAEL014995-RA 4.1.1.17

AAEL003606-RA 4.1.1.21

AAEL011309-RA 4.1.1.23

AAEL001902-RA 4.1.1.28

AAEL003450-RA 4.1.1.28

AAEL003462-RA 4.1.1.28

AAEL003475-RA 4.1.1.28

AAEL007542-RA 4.1.1.28

AAEL010734-RA 4.1.1.28

AAEL010735-RA 4.1.1.28

AAEL010737-RA 4.1.1.28

AAEL010951-RA 4.1.1.28

AAEL011981-RA 4.1.1.28

AAEL014238-RA 4.1.1.28

AAEL014238-RB 4.1.1.28

AAEL014632-RA 4.1.1.28

AAEL009691-RA 4.1.1.3

Page 70



AAEL000006-RA 4.1.1.32

AAEL000025-RA 4.1.1.32

AAEL000080-RA 4.1.1.32

AAEL009467-RA 4.1.1.36

AAEL010351-RA 4.1.1.36

AAEL010356-RA 4.1.1.36

AAEL006693-RA 4.1.1.37

AAEL006693-RB 4.1.1.37

AAEL006693-RC 4.1.1.37

AAEL001176-RA 4.1.1.50

AAEL010223-RA 4.1.1.65

AAEL000854-RA 4.1.1.68

AAEL003365-RA 4.1.1.68

AAEL003365-RB 4.1.1.68

AAEL009748-RA 4.1.1.8

AAEL014707-RA 4.1.1.8

AAEL005766-RA 4.1.2.13

AAEL005766-RB 4.1.2.13

AAEL003188-RA 4.1.2.27

AAEL003246-RA 4.1.2.4

AAEL005819-RA 4.1.2.5

AAEL001175-RA 4.1.99.3

AAEL001787-RA 4.1.99.3

AAEL002602-RA 4.1.99.3

AAEL004146-RA 4.1.99.3

AAEL011967-RA 4.1.99.3

AAEL000617-RA 4.2.1.1

AAEL000843-RA 4.2.1.1

AAEL003644-RA 4.2.1.1

AAEL004930-RA 4.2.1.1

AAEL005337-RA 4.2.1.1

AAEL005520-RA 4.2.1.1

AAEL005520-RB 4.2.1.1

AAEL008031-RA 4.2.1.1

AAEL008828-RA 4.2.1.1

AAEL009323-RA 4.2.1.1

AAEL009330-RA 4.2.1.1
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AAEL010886-RA 4.2.1.1

AAEL010893-RA 4.2.1.1

AAEL010893-RB 4.2.1.1

AAEL010894-RA 4.2.1.1

AAEL001668-RA 4.2.1.11

AAEL003202-RA 4.2.1.17

AAEL003993-RA 4.2.1.17

AAEL009049-RA 4.2.1.17

AAEL010008-RA 4.2.1.17

AAEL011736-RA 4.2.1.17

AAEL012439-RA 4.2.1.17

AAEL009501-RA 4.2.1.18

AAEL008167-RA 4.2.1.2

AAEL008167-RB 4.2.1.2

AAEL008467-RA 4.2.1.22

AAEL008468-RA 4.2.1.22

AAEL002304-RA 4.2.1.24

AAEL003734-RA 4.2.1.3

AAEL008216-RA 4.2.1.3

AAEL012897-RA 4.2.1.3

AAEL014961-RA 4.2.1.47

AAEL009298-RA 4.2.1.52

AAEL015621-RA 4.2.1.52

AAEL001978-RA 4.2.1.75

AAEL002898-RA 4.2.1.96

AAEL001642-RA 4.2.3.12

AAEL001642-RB 4.2.3.12

AAEL003906-RA 4.2.99.18

AAEL008148-RA 4.2.99.18

AAEL010781-RA 4.2.99.18

AAEL013179-RA 4.2.99.18

AAEL014014-RA 4.3.1.12

AAEL014014-RB 4.3.1.12

AAEL003564-RA 4.3.1.19

AAEL003568-RA 4.3.1.19

AAEL003345-RA 4.3.2.1

AAEL004868-RA 4.3.3.2
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AAEL004884-RA 4.3.3.2

AAEL006196-RA 4.3.3.2

AAEL004059-RA 4.4.1.1

AAEL004059-RB 4.4.1.1

AAEL014630-RA 4.4.1.17

AAEL002957-RA 4.4.1.5

AAEL014393-RA 4.4.1.5

AAEL009016-RA 4.5.1.3

AAEL009017-RA 4.5.1.3

AAEL009020-RA 4.5.1.3

AAEL000062-RA 4.6.1.1

AAEL001034-RA 4.6.1.1

AAEL001457-RA 4.6.1.1

AAEL004876-RA 4.6.1.1

AAEL004883-RA 4.6.1.1

AAEL005177-RA 4.6.1.1

AAEL005330-RA 4.6.1.1

AAEL005442-RA 4.6.1.1

AAEL006806-RA 4.6.1.1

AAEL007359-RA 4.6.1.1

AAEL008387-RA 4.6.1.1

AAEL008390-RA 4.6.1.1

AAEL008859-RA 4.6.1.1

AAEL009022-RA 4.6.1.1

AAEL009343-RA 4.6.1.1

AAEL009344-RA 4.6.1.1

AAEL011318-RA 4.6.1.1

AAEL012294-RA 4.6.1.1

AAEL012988-RA 4.6.1.1

AAEL013026-RA 4.6.1.1

AAEL013328-RA 4.6.1.1

AAEL014569-RA 4.6.1.1

AAEL015372-RA 4.6.1.1

AAEL005793-RA 5.1.1.11

AAEL012906-RA 5.1.1.11

AAEL004438-RA 5.1.3.1

AAEL010505-RA 5.1.3.1
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AAEL006236-RA 5.1.3.2

AAEL006236-RB 5.1.3.2

AAEL007018-RA 5.1.3.2

AAEL007390-RA 5.1.3.2

AAEL010590-RA 5.1.3.3

AAEL000013-RA 5.2.1.8

AAEL000852-RA 5.2.1.8

AAEL003303-RA 5.2.1.8

AAEL003477-RA 5.2.1.8

AAEL004313-RA 5.2.1.8

AAEL004779-RA 5.2.1.8

AAEL005541-RA 5.2.1.8

AAEL005690-RA 5.2.1.8

AAEL005799-RA 5.2.1.8

AAEL006054-RA 5.2.1.8

AAEL006244-RA 5.2.1.8

AAEL007008-RA 5.2.1.8

AAEL007061-RA 5.2.1.8

AAEL007273-RA 5.2.1.8

AAEL007883-RA 5.2.1.8

AAEL007883-RB 5.2.1.8

AAEL007883-RC 5.2.1.8

AAEL008367-RA 5.2.1.8

AAEL009282-RA 5.2.1.8

AAEL009421-RA 5.2.1.8

AAEL009911-RA 5.2.1.8

AAEL010491-RA 5.2.1.8

AAEL010491-RB 5.2.1.8

AAEL011758-RA 5.2.1.8

AAEL012008-RA 5.2.1.8

AAEL013279-RA 5.2.1.8

AAEL013705-RA 5.2.1.8

AAEL013948-RA 5.2.1.8

AAEL002542-RA 5.3.1.1

AAEL015624-RA 5.3.1.1

AAEL002165-RA 5.3.1.22

AAEL013828-RA 5.3.1.23
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AAEL011627-RA 5.3.1.6

AAEL002331-RA 5.3.1.8

AAEL015438-RA 5.3.1.8

AAEL012665-RA 5.3.1.9

AAEL012994-RA 5.3.1.9

AAEL006144-RA 5.3.3.2

AAEL001205-RA 5.3.3.5

AAEL002306-RA 5.3.3.5

AAEL002536-RA 5.3.3.5

AAEL004561-RA 5.3.3.5

AAEL004790-RA 5.3.3.5

AAEL005774-RA 5.3.3.5

AAEL005820-RA 5.3.3.5

AAEL006116-RA 5.3.3.5

AAEL007799-RA 5.3.3.5

AAEL007799-RB 5.3.3.5

AAEL008374-RA 5.3.3.5

AAEL008575-RA 5.3.3.5

AAEL009303-RA 5.3.3.5

AAEL011541-RA 5.3.3.5

AAEL012305-RA 5.3.3.5

AAEL012500-RA 5.3.3.5

AAEL013454-RA 5.3.3.5

AAEL013819-RA 5.3.3.5

AAEL013820-RA 5.3.3.5

AAEL003709-RA 5.3.3.8

AAEL004755-RA 5.3.3.8

AAEL004784-RA 5.3.3.8

AAEL000574-RA 5.3.4.1

AAEL000574-RB 5.3.4.1

AAEL002501-RA 5.3.4.1

AAEL006553-RA 5.3.4.1

AAEL008319-RA 5.3.4.1

AAEL010065-RA 5.3.4.1

AAEL013845-RA 5.3.4.1

AAEL001312-RA 5.3.99.5

AAEL001807-RA 5.3.99.5
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AAEL002085-RA 5.3.99.5

AAEL002633-RA 5.3.99.5

AAEL002638-RA 5.3.99.5

AAEL003748-RA 5.3.99.5

AAEL003763-RA 5.3.99.5

AAEL004941-RA 5.3.99.5

AAEL004941-RB 5.3.99.5

AAEL005006-RA 5.3.99.5

AAEL006784-RA 5.3.99.5

AAEL006793-RA 5.3.99.5

AAEL006795-RA 5.3.99.5

AAEL006795-RB 5.3.99.5

AAEL006798-RA 5.3.99.5

AAEL006802-RA 5.3.99.5

AAEL006804-RA 5.3.99.5

AAEL006805-RA 5.3.99.5

AAEL006810-RA 5.3.99.5

AAEL006811-RA 5.3.99.5

AAEL006814-RA 5.3.99.5

AAEL006815-RA 5.3.99.5

AAEL007473-RA 5.3.99.5

AAEL007812-RA 5.3.99.5

AAEL007830-RA 5.3.99.5

AAEL008846-RA 5.3.99.5

AAEL009117-RA 5.3.99.5

AAEL009117-RB 5.3.99.5

AAEL009119-RA 5.3.99.5

AAEL009120-RA 5.3.99.5

AAEL009122-RA 5.3.99.5

AAEL009123-RA 5.3.99.5

AAEL009124-RA 5.3.99.5

AAEL009125-RA 5.3.99.5

AAEL009125-RB 5.3.99.5

AAEL009126-RA 5.3.99.5

AAEL009127-RA 5.3.99.5

AAEL009128-RA 5.3.99.5

AAEL009129-RA 5.3.99.5
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AAEL009130-RA 5.3.99.5

AAEL009131-RA 5.3.99.5

AAEL009132-RA 5.3.99.5

AAEL009133-RA 5.3.99.5

AAEL009137-RA 5.3.99.5

AAEL009591-RA 5.3.99.5

AAEL009656-RA 5.3.99.5

AAEL010158-RA 5.3.99.5

AAEL012491-RA 5.3.99.5

AAEL012492-RA 5.3.99.5

AAEL012494-RA 5.3.99.5

AAEL014603-RA 5.3.99.5

AAEL014604-RA 5.3.99.5

AAEL014605-RA 5.3.99.5

AAEL014606-RA 5.3.99.5

AAEL014607-RA 5.3.99.5

AAEL014608-RA 5.3.99.5

AAEL014609-RA 5.3.99.5

AAEL014610-RA 5.3.99.5

AAEL014611-RA 5.3.99.5

AAEL014612-RA 5.3.99.5

AAEL014614-RA 5.3.99.5

AAEL014615-RA 5.3.99.5

AAEL014616-RA 5.3.99.5

AAEL014617-RA 5.3.99.5

AAEL014618-RA 5.3.99.5

AAEL014619-RA 5.3.99.5

AAEL014678-RA 5.3.99.5

AAEL014680-RA 5.3.99.5

AAEL014684-RA 5.3.99.5

AAEL014890-RA 5.3.99.5

AAEL014891-RA 5.3.99.5

AAEL014892-RA 5.3.99.5

AAEL014893-RA 5.3.99.5

AAEL015641-RA 5.3.99.5

AAEL006070-RA 5.4.2.1

AAEL007495-RA 5.4.2.1
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AAEL007495-RB 5.4.2.1

AAEL007495-RC 5.4.2.1

AAEL010037-RA 5.4.2.2

AAEL011536-RA 5.4.2.3

AAEL001480-RA 5.4.2.8

AAEL009497-RA 5.4.2.8

AAEL003683-RA 5.4.99.12

AAEL004663-RA 5.4.99.12

AAEL007354-RA 5.4.99.12

AAEL002834-RA 5.5.1.4

AAEL002834-RB 5.5.1.4

AAEL002551-RA 5.99.1.2

AAEL007683-RA 5.99.1.2

AAEL011603-RA 5.99.1.2

AAEL012584-RA 5.99.1.3

AAEL001044-RA 6.1.1.1

AAEL010563-RA 6.1.1.1

AAEL003913-RA 6.1.1.10

AAEL014494-RA 6.1.1.10

AAEL014709-RA 6.1.1.10

AAEL005037-RA 6.1.1.11

AAEL001200-RA 6.1.1.12

AAEL002748-RA 6.1.1.12

AAEL011518-RA 6.1.1.12

AAEL005728-RA 6.1.1.14

AAEL005801-RA 6.1.1.15

AAEL010816-RA 6.1.1.15

AAEL004345-RA 6.1.1.16

AAEL012329-RA 6.1.1.16

AAEL005688-RA 6.1.1.17

AAEL005801-RA 6.1.1.18

AAEL011395-RA 6.1.1.18

AAEL000199-RA 6.1.1.19

AAEL013862-RA 6.1.1.19

AAEL006769-RA 6.1.1.2

AAEL013521-RA 6.1.1.2

AAEL015601-RA 6.1.1.2
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AAEL002867-RA 6.1.1.20

AAEL003994-RA 6.1.1.20

AAEL004613-RA 6.1.1.20

AAEL000924-RA 6.1.1.21

AAEL002048-RA 6.1.1.21

AAEL006577-RA 6.1.1.22

AAEL011655-RA 6.1.1.22

AAEL000704-RA 6.1.1.3

AAEL001167-RA 6.1.1.3

AAEL001206-RA 6.1.1.3

AAEL002756-RA 6.1.1.3

AAEL005519-RA 6.1.1.3

AAEL010851-RA 6.1.1.3

AAEL006415-RA 6.1.1.4

AAEL007130-RA 6.1.1.4

AAEL000388-RA 6.1.1.5

AAEL009917-RA 6.1.1.5

AAEL014702-RA 6.1.1.6

AAEL001218-RA 6.1.1.7

AAEL008509-RA 6.1.1.7

AAEL001087-RA 6.1.1.9

AAEL002738-RA 6.1.1.9

AAEL004327-RA 6.1.1.9

AAEL005533-RA 6.1.1.9

AAEL005849-RA 6.1.1.9

AAEL007378-RA 6.1.1.9

AAEL007489-RA 6.1.1.9

AAEL012098-RA 6.1.1.9

AAEL012567-RA 6.1.1.9

AAEL012572-RA 6.1.1.9

AAEL013469-RA 6.1.1.9

AAEL013489-RA 6.1.1.9

AAEL013884-RA 6.1.1.9

AAEL014099-RA 6.1.1.9

AAEL014910-RA 6.1.1.9

AAEL014911-RA 6.1.1.9

AAEL015283-RA 6.1.1.9
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AAEL000321-RA 6.2.1.1

AAEL007283-RA 6.2.1.1

AAEL015010-RA 6.2.1.1

AAEL000572-RA 6.2.1.26

AAEL008144-RA 6.2.1.26

AAEL011676-RA 6.2.1.26

AAEL011677-RA 6.2.1.26

AAEL014662-RA 6.2.1.26

AAEL014663-RA 6.2.1.26

AAEL014664-RA 6.2.1.26

AAEL014665-RA 6.2.1.26

AAEL005740-RA 6.2.1.3

AAEL009232-RA 6.2.1.3

AAEL010991-RA 6.2.1.3

AAEL004051-RA 6.2.1.4

AAEL004078-RA 6.2.1.4

AAEL005552-RA 6.2.1.4

AAEL005552-RB 6.2.1.4

AAEL006833-RA 6.2.1.4

AAEL006833-RB 6.2.1.4

AAEL006833-RC 6.2.1.4

AAEL011746-RA 6.2.1.4

AAEL011746-RB 6.2.1.4

AAEL004297-RA 6.2.1.5

AAEL001887-RA 6.3.1.2

AAEL001887-RB 6.3.1.2

AAEL013458-RA 6.3.1.2

AAEL013458-RB 6.3.1.2

AAEL013458-RC 6.3.1.2

AAEL012882-RA 6.3.2.17

AAEL000179-RA 6.3.2.19

AAEL002118-RA 6.3.2.19

AAEL003103-RA 6.3.2.19

AAEL004152-RA 6.3.2.19

AAEL005038-RA 6.3.2.19

AAEL006073-RA 6.3.2.19

AAEL006413-RA 6.3.2.19
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AAEL006728-RA 6.3.2.19

AAEL007477-RA 6.3.2.19

AAEL007822-RA 6.3.2.19

AAEL007822-RB 6.3.2.19

AAEL008514-RA 6.3.2.19

AAEL008837-RA 6.3.2.19

AAEL009026-RA 6.3.2.19

AAEL009026-RB 6.3.2.19

AAEL009026-RC 6.3.2.19

AAEL009770-RA 6.3.2.19

AAEL009770-RB 6.3.2.19

AAEL010798-RA 6.3.2.19

AAEL010844-RA 6.3.2.19

AAEL012011-RA 6.3.2.19

AAEL012446-RA 6.3.2.19

AAEL012672-RA 6.3.2.19

AAEL013633-RA 6.3.2.19

AAEL014639-RA 6.3.2.19

AAEL014642-RA 6.3.2.19

AAEL008105-RA 6.3.2.2

AAEL008105-RB 6.3.2.2

AAEL000578-RA 6.3.2.25

AAEL000580-RA 6.3.2.25

AAEL007638-RA 6.3.2.25

AAEL013750-RA 6.3.2.25

AAEL009154-RA 6.3.2.3

AAEL009154-RB 6.3.2.3

AAEL014176-RA 6.3.2.5

AAEL015171-RA 6.3.2.5

AAEL003606-RA 6.3.2.6

AAEL010640-RA 6.3.3.1

AAEL008925-RA 6.3.3.2

AAEL010694-RA 6.3.3.2

AAEL010640-RA 6.3.4.13

AAEL009340-RA 6.3.4.15

AAEL005455-RA 6.3.4.2

AAEL006085-RA 6.3.4.3
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AAEL003161-RA 6.3.4.4

AAEL004701-RA 6.3.4.5

AAEL008302-RA 6.3.5.1

AAEL015411-RA 6.3.5.1

AAEL001869-RA 6.3.5.2

AAEL005384-RA 6.3.5.3

AAEL007557-RA 6.3.5.4

AAEL015631-RA 6.3.5.4

AAEL009490-RA 6.3.5.5

AAEL009691-RA 6.4.1.1

AAEL006307-RA 6.4.1.2

AAEL013967-RA 6.4.1.3

AAEL010288-RA 6.4.1.4

AAEL010296-RA 6.4.1.4

AAEL001324-RA 6.5.1.2

AAEL001080-RA 6.5.1.4

AAEL009623-RA 6.5.1.4

AAEL015237-RA 6.5.1.4

Key: AA1 = Aedes aegypti R1.0 gene set

AA1_supp = Aedes aegypti supplemental gene set

Agam = Anopheles gambiae release P3 
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Table S15. List of manually assessed genes in supplemental gene set assigned EC numbers. 
 

EC 
number 

Gene-Transcript Modelb Gene name 

3.2.1.31 SUPP_AEDES000799-RA  + beta-galactosidase 
3.1.3.67 SUPP_AEDES001789-RA  - hypothetical protein 
1.14.16.2 SUPP_AEDES001883-RA  - tyrosine/tryptophan 

monooxygenase 
1.14.16.4 SUPP_AEDES001875-RA  + tyrosine/tryptophan 

monooxygenase 
6.5.1.1 SUPP_AEDES002170-RA  - dna ligase iv 
1.1.1.141 SUPP_AEDES003714-RA + 15-hydroxyprostaglandin 

dehydrogenase 
1.4.1.2 SUPP_AEDES004127-RA + conserved hypothetical 

protein 
1.2.1.12 SUPP_AEDES005151-RA + glyceraldehyde 3-

phosphate 
dehydrogenase 

1.2.1.12 SUPP_AEDES005151-RBa + glyceraldehyde 3-
phosphate 
dehydrogenase 

6.5.1.1 SUPP_AEDES006171-RA - dna ligase iv 

2.7.1.90 SUPP_AEDES006215-RA - phosphofructokinase 
3.4.21.91 SUPP_AEDES006308-RA - hypothetical protein 
4.3.2.2 SUPP_AEDES009775-RA + adenylosuccinate lyase 
6.5.1.1 SUPP_AEDES010702-RA + dna ligase i 
1.14.16.4 SUPP_AEDES012116-RA + tyrosine/tryptophan 

monooxygenase 
3.4.22.41 SUPP_AEDES012755-RA - cysteine proteinase 1 

precursor 
4 4.3.2.2 SUPP_AEDES013984-RA - adenylosuccinate lyase 
a alternative spliced product 
b + gene model appears to be correct; - gene model needs correction 
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Table S16. Classification of Aedes aegypti and Anopheles gambiae transporters.  

 

 

 

  
Ae. 

aegypti 

An. 

gambiae 

C. 

elegans 

D. 

melano 

-gaster 

H. 

sapiens

ATP-dependent Transporters 86 (12%) 73 (13%) 72 (11%) 72 (12%) 82 (11%) 

The ATP-binding Cassette (ABC) Superfamily 64 55 48 51 47 

The Arsenite-Antimonite (ArsAB) Efflux Family 2 1 0 1 1 

The H+- or Na+-translocating F-type, V-type and A-type 

ATPase (F-ATPase) Superfamily 
2 2 2 2 2 

The P-type ATPase (P-ATPase) Superfamily 18 15 22 19 32 

Ion Channels 221 (32%) 166 (30%) 231 (35%) 158 (27%) 322 (43%) 

ATP-gated Cation Channel (ACC) Family 0 0 0 0 7 

The Bcl-2 (Bcl-2) Family 2 2 0 1 12 

The Anion Channel-forming Bestrophin (Bestrophin) 

Family 
3 2 21 4 4 

The CD20 Ca2+ Channel (CD20) Family 0 0 0 0 9 

The Chloride Channel (ClC) Family 5 3 6 3 10 

The Gap Junction-forming Connexin (Connexin) Family 0 0 0 0 18 

The gp91phox Phagocyte NADPH Oxidase-associated 

Cytochrome b558 (CytB) H+-channel Family 
3 3 0 10 13 

The Epithelial Chloride Channel (E-ClC) Family 1 1 0 0 4 

The Epithelial Na+ Channel (ENaC) Family 36 23 20 25 8 

The Glutamate-gated Ion Channel (GIC) Family of 

Neurotransmitter Receptors 
65 36 9 27 20 

The Intracellular Chloride Channel (ICC) Family 0 0 0 0 1 

The Gap Junction-forming Innexin (Innexin) Family 6 7 22 8 0 

The Animal Inward Rectifier K+ Channel (IRK-C) Family 5 6 3 3 22 

The Ligand-gated Ion Channel (LIC) Family of 

Neurotransmitter Receptors 
26 22 69 23 45 

The Major Intrinsic Protein (MIP) Family 5 7 7 7 11 

The CorA Metal Ion Transporter (MIT) Family 0 0 0 0 1 

The Non-selective Cation Channel-2 (NSCC2) Family 2 1 1 1 1 

The Organellar Chloride Channel (O-ClC) Family 1 1 0 1 6 

The Polycystin Cation Channel (PCC) Family 1 0 0 5 6 

The Phospholemman (PLM) Family 0 0 0 0 7 

The Ryanodine-Inositol 1,4,5-triphosphate Receptor 

Ca2+ Channel (RIR-CaC) Family 
3 2 4 3 6 

The Transient Receptor Potential Ca2+ Channel 

(TRP-CC) Family 
13 11 6 7 20 

The Urea Transporter (UT) Family 0 1 0 0 2 

The Voltage-gated Ion Channel (VIC) Superfamily 44 38 63 31 89 
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Secondary Transporters 375 (54%) 320 (56%) 349 (53%) 351 (59%) 336 (44%) 

The Amino Acid/Auxin Permease (AAAP) Family 19 15 11 15 13 

The Anion Exchanger (AE) Family 2 3 4 2 10 

The Ammonium Transporter (Amt) Family 3 2 6 2 4 

The Amino Acid-Polyamine-Organocation (APC) Family 16 11 11 11 14 

The Arsenite-Antimonite (ArsB) Efflux Family 2 2 0 5 1 

The Bile Acid:Na+ Symporter (BASS) Family 1 1 0 2 5 

The Ca2+:Cation Antiporter (CaCA) Family 10 9 8 11 8 

The Cation-Chloride Cotransporter (CCC) Family 8 5 6 5 9 

The Cation Diffusion Facilitator (CDF) Family 8 6 8 7 10 

The Concentrative Nucleoside Transporter (CNT) 

Family 
1 2 2 2 3 

The Monovalent Cation:Proton Antiporter-1 (CPA1) 

Family 
6 5 11 5 3 

The Monovalent Cation:Proton Antiporter-2 (CPA2) 

Family 
0 0 0 0 1 

The Dicarboxylate/Amino Acid:Cation (Na+ or H+) 

Symporter (DAACS) Family 
4 3 6 2 7 

The Divalent Anion:Na+ Symporter (DASS) Family 4 4 4 3 5 

The Drug/Metabolite Transporter (DMT) Superfamily 15 13 15 14 18 

The Equilibrative Nucleoside Transporter (ENT) Family 3 3 5 3 4 

The Glycoside-Pentoside-Hexuronide (GPH):Cation 

Symporter Family 
4 8 1 1 5 

The Lysosomal Cystine Transporter (LCT) Family 5 7 0 2 2 

The Mitochondrial Carrier (MC) Family 39 38 34 45 44 

The 4 TMS Multidrug Endosomal Transporter (MET) 

Family 
1 0 0 0 3 

The Major Facilitator Superfamily (MFS) 141 107 134 136 81 

The Multidrug/Oligosaccharidyl-lipid/Polysaccharide 

(MOP) Flippase Superfamily 
0 1 0 0 2 

The Mitochondrial Tricarboxylate Carrier (MTC) Family 2 2 6 2 3 

The Nucleobase:Cation Symporter-2 (NCS2) Family 0 1 5 1 4 

The Metal Ion (Mn2+-iron) Transporter (Nramp) Family 0 1 2 1 2 

The Neurotransmitter:Sodium Symporter (NSS) Family 23 17 12 21 18 

The Organo Anion Transporter (OAT) Family 7 6 6 8 11 

The Organic Solute Transporter (OST) Family 1 1 0 0 2 

The Cytochrome Oxidase Biogenesis (Oxa1) Family 1 1 0 1 1 

The Inorganic Phosphate Transporter (PiT) Family 1 1 5 1 2 

The Phosphate:Na+ Symporter (PNaS) Family 0 0 1 0 2 

The Proton-dependent Oligopeptide Transporter (POT) 

Family 
2 2 3 3 4 

The Reduced Folate Carrier (RFC) Family 2 2 3 3 4 

The Resistance-Nodulation-Cell Division (RND) 

Superfamily 
8 7 24 4 7 
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The Solute:Sodium Symporter (SSS) Family 16 14 3 19 11 

The Sulfate Permease (SulP) Family 10 11 7 9 11 

The Zinc (Zn2+)-Iron (Fe2+) Permease (ZIP) Family 10 9 6 5 2 

Unclassified Type 7 (1%) 8 (1%) 4 (1%) 9 (2%) 14 (2%) 

The Copper Transporter (Ctr) Family 3 2 4 3 2 

The Ferroportin (FP) Family 0 0 0 0 1 

The Lysosomal Protein Import (LPI) Family 0 0 0 0 5 

The Mg2+ Transporter-E (MgtE) Family 0 1 0 0 0 

The Peroxisomal Protein Importer (PPI) Family 4 5 0 6 6 

 

The rows in grey shade show the total number of transporters and percent of all 

transporters (in parenthesis) in 4 major transporter types: ATP-dependent transporters, 

Ion channels, Secondary transporters and Unclassified type. Detailed information on 

each transporter can be found on TransportDB (http://www.membranetransport.org/). 
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Table S17. Putative homologs of Drosophila melanogaster genes involved in sex determination. 
 

 

D. melanogaster gene Ae. aegypti gene  Scaffold Chromosome 
dsx (doublesex) AAEL009114 1.370 Unassigned 
tra-2 (transformer-2) AAEL004293 1.113 2q 
fru (fruitless) AAEL006301 1.199 Unassigned 
dsf (dissatisfaction) AAEL005381 1.154 Unassigned 
emc (extra-macrochaetae) AAEL002721 1.65 1 
gro (groucho) AAEL010433 1.477 3q 
dpn (deadpan) AAEL004106 1.107 3p 

fl(2)d (female lethal d) AAEL012987 1.772 3q 
vir (virilizer) AAEL009878 1.43 2q 
da (daughterless) AAEL010226 1.464 Unassigned 
ix (intersex) AAEL009114 1.463 Unassigned 
run (runt) AAEL006167 1.192 1 
hop (hopscotch) AAEL012553 1.711 Unassigned 

Sxl (sex lethal) AAEL011150 1.544 Unassigned 
 
 



Table S18. Microarray analysis of adult male vs adult female

Locus log2ratio Locus name
a

AAEL000001-RA 0.714588 bystin

AAEL000002-RA 1.196875 hypothetical protein

AAEL000003-RA 0.576918 conserved hypothetical protein

AAEL000005-RA 0.597428 hypothetical protein

AAEL000005-RB 0.597428 hypothetical protein

AAEL000006-RA -1.587418 phosphoenolpyruvate carboxykinase

AAEL000011-RA -0.199917 conserved hypothetical protein

AAEL000014-RA -0.044089 cyclic-nucleotide-gated cation channel

AAEL000019-RA -0.528226 conserved hypothetical protein

AAEL000020-RA 0.899081 conserved hypothetical protein

AAEL000024-RA 0.385388 dopachrome-conversion enzyme (DCE), putative

AAEL000025-RA 0.229101 phosphoenolpyruvate carboxykinase

AAEL000026-RA -0.344184 dynein light chain, putative

AAEL000028-RA 0.391565 serine protease

AAEL000029-RA 0.077727 dopachrome-conversion enzyme (DCE), putative

AAEL000030-RA -0.430299 clip-domain serine protease, putative

AAEL000032-RA -0.321678 ribosomal protein S6

AAEL000033-RA 0.33895 conserved hypothetical protein

AAEL000035-RA -0.499783 Odorant-binding protein 56e, putative

AAEL000036-RA -0.037478 hypothetical protein

AAEL000038-RA 0.632262 serine protease

AAEL000041-RA -0.29497 forkhead box protein (AaegFOXM2)

AAEL000042-RA 0.214414 conserved hypothetical protein

AAEL000044-RA -0.324998 ornithine decarboxylase

AAEL000045-RA 0.86681 nmda receptor glutamate-binding chain

AAEL000046-RA -0.049962 conserved hypothetical protein

AAEL000047-RA -1.347632 conserved hypothetical protein

AAEL000049-RA 1.319837 three prime repair exonuclease 1, putative

AAEL000054-RA -0.14349 mixed-lineage leukemia protein, mll

AAEL000055-RA -0.721733 conserved hypothetical protein

AAEL000057-RA -0.101308 toll

AAEL000059-RA -0.21924 proacrosin, putative

AAEL000064-RA 0.116142 dopachrome-conversion enzyme (DCE) isoenzyme, putative

AAEL000066-RA 0.090013 conserved hypothetical protein

AAEL000071-RA -0.559428 Odorant-binding protein 56a, putative
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AAEL000074-RA -1.013004 serine protease

AAEL000076-RA -0.613396 dimethyladenosine transferase

AAEL000082-RA -0.240902 Gustatory receptor 64a, putative

AAEL000083-RA 0.297743 conserved hypothetical protein

AAEL000085-RA -0.090924 pupal cuticle protein, putative

AAEL000087-RA 0.633704 macroglobulin/complement

AAEL000088-RA -0.091252 brefeldin A-sensitive peripheral Golgi protein, putative

AAEL000089-RA -0.615157 conserved hypothetical protein

AAEL000090-RA -0.169374 secretory carrier-associated membrane protein (scamp)

AAEL000091-RA -0.940983 sumo-1-activating enzyme E1a

AAEL000092-RA -0.203673 glutathione-s-transferase theta, gst

AAEL000093-RA -1.972445 conserved hypothetical protein

AAEL000094-RA -0.46575 hypothetical protein

AAEL000098-RA -2.10606 hypothetical protein

AAEL000100-RA 0.66637 hypothetical protein

AAEL000101-RA 0.253463 AMP dependent coa ligase

AAEL000102-RA -0.699907 conserved hypothetical protein

AAEL000102-RB 0.411319 conserved hypothetical protein

AAEL000103-RA 0.137266 conserved hypothetical protein

AAEL000105-RA -1.779425 beta-alanine synthase, putative

AAEL000107-RA -0.186975 hypothetical protein

AAEL000109-RA 0.234326 enolase-phosphatase e-1

AAEL000110-RA -0.667603 conserved hypothetical protein

AAEL000111-RA -0.37362 nitrilase, putative

AAEL000115-RA 0.101341 conserved hypothetical protein

AAEL000115-RB 0.101341 conserved hypothetical protein

AAEL000118-RA -0.475555 cleavage and polyadenylation specificity factor

AAEL000121-RA 0.242267 dihydropyridine-sensitive l-type calcium channel

AAEL000124-RA -0.532707 conserved hypothetical protein

AAEL000125-RA 0.221535 hypothetical protein

AAEL000129-RA -0.28697 hypothetical protein

AAEL000130-RA 0.097078 nucleoprotein, putative

AAEL000131-RA -0.11558 sterol desaturase

AAEL000132-RA -0.603072 AMP dependent coa ligase

AAEL000138-RA -0.265636 NADH dehydrogenase, putative

AAEL000142-RA 0.071715 hypothetical protein

AAEL000144-RA -0.438801 conserved hypothetical protein
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AAEL000147-RA 0.705404 single-stranded DNA binding protein, putative

AAEL000149-RA -0.776612 sap30

AAEL000151-RA 0.498184 conserved hypothetical protein

AAEL000153-RA 0.371138 conserved hypothetical protein

AAEL000157-RA 0.221535 hypothetical protein

AAEL000158-RA 0.45118 t-box transcription factor tbx2

AAEL000159-RA -0.743297 nipsnap

AAEL000162-RA -0.116258 gustatory receptor 43a

AAEL000163-RA 1.295524 mitochondrial inner membrane protein translocase, 22kD-subunit, putative

AAEL000165-RA 0.081544 conserved hypothetical protein

AAEL000165-RB 0.026113 conserved hypothetical protein

AAEL000169-RA -0.100805 t-box transcription factor tbx2

AAEL000172-RA 0.385814 hypothetical protein

AAEL000173-RA -0.321252 chromatin assembly factor-I p150 subunit, putative

AAEL000175-RA -0.615604 translation initiation factor 3, subunit S8, putative

AAEL000177-RA 0.600273 conserved hypothetical protein

AAEL000178-RA 1.077836 ubiquinone/menaquinone biosynthesis methyltransferase

AAEL000179-RA -0.153542 ubiquitin-conjugating enzyme E2 l

AAEL000180-RA 0.779143 mitochondrial ribosomal protein, L17, putative

AAEL000184-RA 0.071146 conserved hypothetical protein

AAEL000186-RA -0.167999 conserved hypothetical protein

AAEL000191-RA 0.033852 conserved hypothetical protein

AAEL000194-RA 0.306082 phosphatidylinositol 4-kinase

AAEL000196-RA 0.911323 conserved hypothetical protein

AAEL000197-RA 0.552759 hypothetical protein

AAEL000199-RA -0.399203 arginyl-tRNA synthetase

AAEL000200-RA 0.445638 conserved hypothetical protein

AAEL000201-RA 0.519582 DNA replication helicase dna2

AAEL000204-RA -1.020416 conserved hypothetical protein

AAEL000204-RB -1.628501 conserved hypothetical protein

AAEL000206-RA 0.447684 ninjurin A, putative

AAEL000208-RA -0.309075 copii-coated vesicle membrane protein P24

AAEL000210-RA 0.577538 mitochondrial ribosomal protein L2

AAEL000211-RA 0.451349 conserved hypothetical protein

AAEL000215-RA 0.387374 ribonuclease P, 29kD-subunit, putative

AAEL000219-RA 0.569829 lactoylglutathione lyase

AAEL000221-RA 0.280797 mediator complex, subunit, putative
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AAEL000222-RA 0.301961 conserved hypothetical protein

AAEL000223-RA 0.854441 alpha-glucosidase

AAEL000226-RA 0.192243 conserved hypothetical protein

AAEL000227-RA 0.568425 epithelial membrane protein

AAEL000228-RA 0.057528 leucine rich repeat containing protein

AAEL000229-RA 0.631856 conserved hypothetical protein

AAEL000230-RA 0.584691 conserved hypothetical protein

AAEL000231-RA 0.599996 oligopeptidase

AAEL000233-RA -0.415402 membrane-associated guanylate kinase, putative

AAEL000234-RA -0.380424 antigen CD36, putative

AAEL000235-RA 0.764598 hypothetical protein

AAEL000236-RA -1.057795 hypothetical protein

AAEL000237-RA 1.774644 hypothetical protein

AAEL000241-RA -0.031223 conserved hypothetical protein

AAEL000242-RA 0.244962 voltage-gated potassium channel

AAEL000243-RA 0.440906 leucine-rich transmembrane protein

AAEL000245-RA -0.784306 conserved hypothetical protein

AAEL000248-RA 0.033233 GTP binding protein

AAEL000252-RA 0.456969 hypothetical protein

AAEL000253-RA 0.210302 Trypsin, putative

AAEL000255-RA 0.116316 conserved hypothetical protein

AAEL000256-RA 0.691676 epithelial membrane protein

AAEL000259-RA -0.25864 superoxide dismutase

AAEL000260-RA -0.160371 conserved hypothetical protein

AAEL000262-RA 1.082372 conserved hypothetical protein

AAEL000264-RA 0.390858 phopholipase d

AAEL000266-RA 0.123369 g-protein coupled receptor

AAEL000270-RA 0.011769 26S proteasome regulatory subunit 7, psd7

AAEL000271-RA 0.332399 gamma-glutamyl hydrolase, putative

AAEL000271-RB 0.332399 gamma-glutamyl hydrolase, putative

AAEL000271-RC 0.48834 gamma-glutamyl hydrolase, putative

AAEL000272-RA -0.225228 conserved hypothetical protein

AAEL000274-RA 0.720161 superoxide dismutase

AAEL000277-RA 0.17331 conserved hypothetical protein

AAEL000278-RA 0.02265 poly(p)/atp nad kinase

AAEL000279-RA -0.015353 N-formylmethionylaminoacyl-tRNA deformylase, putative

AAEL000281-RA -0.172574 conserved hypothetical protein
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AAEL000282-RA 0.071222 syntaxin, putative

AAEL000283-RA -0.027764 galactose-specific C-type lectin, putative

AAEL000284-RA -0.108236 conserved hypothetical protein

AAEL000285-RA 0.44381 conserved hypothetical protein

AAEL000287-RA -0.10577 hypothetical protein

AAEL000289-RA 0.396496 conserved hypothetical protein

AAEL000290-RA 0.738195 conserved hypothetical protein

AAEL000291-RA 0.291434 Vacuolar ATP synthase 16 kDa proteolipid subunit

AAEL000294-RA -0.826154 conserved hypothetical protein

AAEL000295-RA -0.57805 hypothetical protein

AAEL000297-RA 0.433067 mitochondrial ribosomal protein S25

AAEL000298-RA 0.366568 sodium/shloride dependent amino acid transporter

AAEL000299-RA -0.306811 hypothetical protein

AAEL000300-RA 1.281427 wd-repeat protein

AAEL000301-RA 0.66651 heat shock protein

AAEL000303-RA 0.172788 Histone H2A, putative

AAEL000304-RA -0.282202 conserved hypothetical protein

AAEL000304-RB -0.282202 conserved hypothetical protein

AAEL000304-RC -0.282202 conserved hypothetical protein

AAEL000304-RD -0.282202 conserved hypothetical protein

AAEL000304-RE -0.282202 conserved hypothetical protein

AAEL000307-RA -0.533418 dynein heavy chain

AAEL000309-RB 0.572597 hypothetical protein

AAEL000310-RA -1.109693 hypothetical protein

AAEL000311-RA 0.541713 conserved hypothetical protein

AAEL000313-RA -0.441034 conserved hypothetical protein

AAEL000315-RA 0.270348 pigeon protein (linotte protein)

AAEL000316-RA 0.132497 hypothetical protein

AAEL000320-RA 0.03105 cytochrome P450

AAEL000322-RA 0.887016 hypothetical protein

AAEL000328-RA -0.173504 conserved hypothetical protein

AAEL000330-RA 0.359605 conserved hypothetical protein

AAEL000331-RA -0.349464 elongation factor ts

AAEL000332-RA 0.54551 conserved hypothetical protein

AAEL000333-RA -0.247087 cysteine-rich venom protein, putative

AAEL000334-RA 0.289769 villin

AAEL000335-RA 0.039771 lamin
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AAEL000339-RA -1.327548 paxillin, putative

AAEL000342-RA 0.201329 peroxidasin

AAEL000346-RA -0.353021 spastin

AAEL000348-RA 1.36419 conserved hypothetical protein

AAEL000350-RA -0.212846 conserved hypothetical protein

AAEL000352-RA 0.545051 hypothetical protein

AAEL000354-RA 0.30673 dimeric dihydrodiol dehydrogenase

AAEL000361-RA -0.006239 cysteine-rich venom protein, putative

AAEL000364-RA 0.584071 glycine cleavage system h protein

AAEL000368-RA -0.353535 conserved hypothetical protein

AAEL000369-RA 0.728939 cysteine-rich venom protein, putative

AAEL000370-RA -0.430557 acyl-CoA oxidase

AAEL000372-RA 0.584406 myo inositol monophosphatase

AAEL000373-RA -0.208822 conserved hypothetical protein

AAEL000374-RA -0.031774 cysteine-rich venom protein, putative

AAEL000375-RA 0.201566 cysteine-rich venom protein, putative

AAEL000376-RA 0.201329 peroxidasin

AAEL000378-RA -0.203865 integrin-linked protein kinase 2 (ilk-2)

AAEL000383-RA 0.025394 beta-1,3-galactosyltransferase brn

AAEL000384-RA -0.18952 vesicular acetylcholine transporter

AAEL000386-RA 0.373723 phopsphatidylinositol 3-kinase, putative

AAEL000388-RA 0.234271 isoleucyl tRNA synthetase

AAEL000391-RA 0.162707 Odorant receptor 85d, putative

AAEL000392-RA -0.318809 alpha-amylase

AAEL000392-RB -0.318809 alpha-amylase

AAEL000393-RA -0.414585 suppressors of cytokine signalling

AAEL000395-RA -0.630835 retinoid x receptor (rxr)

AAEL000396-RA 0.305486 hypothetical protein

AAEL000397-RA 0.101781 conserved hypothetical protein

AAEL000399-RA -0.756129 conserved hypothetical protein

AAEL000400-RA 1.030732 hypothetical protein

AAEL000402-RA -0.101235 conserved hypothetical protein

AAEL000404-RA -0.09129 DNA repair helicase rad3/xp-d

AAEL000405-RA -0.055353 odd Oz protein

AAEL000406-RA -0.236377 conserved hypothetical protein

AAEL000407-RA 0.595421 conserved hypothetical protein

AAEL000408-RA 0.383853 conserved hypothetical protein
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AAEL000410-RA 0.283928 glycoprotein 25l

AAEL000412-RA 0.540264 conserved hypothetical protein

AAEL000415-RA -0.189764 AMP dependent coa ligase

AAEL000416-RA 0.808543 hypothetical protein

AAEL000418-RA -1.07931 conserved hypothetical protein

AAEL000419-RA -0.010483 conserved hypothetical protein

AAEL000421-RA 0.320475 protein farnesyltransferase alpha subunit/rab geranylgeranyl transferase alpha subunit

AAEL000423-RA 0.21263 conserved hypothetical protein

AAEL000424-RA -0.228685 leucine aminopeptidase

AAEL000425-RA 0.292216 conserved hypothetical protein

AAEL000428-RA 1.486119 tryptophan 2,3-dioxygenase

AAEL000429-RA 0.688774 hypothetical protein

AAEL000430-RA 0.196507 hypothetical protein

AAEL000431-RA -0.189091 conserved hypothetical protein

AAEL000434-RA 1.141046 lipid a export ATP-binding/permease protein msba

AAEL000435-RA -0.01239 THO complex, putative

AAEL000436-RA 0.592993 conserved hypothetical protein

AAEL000437-RA 0.507179 conserved hypothetical protein

AAEL000442-RA -0.446321 conserved hypothetical protein

AAEL000443-RA -0.040399 conserved hypothetical protein

AAEL000444-RA -0.55715 UDP-glucose glycoprotein:glucosyltransferase

AAEL000445-RA -0.552299 conserved hypothetical protein

AAEL000445-RB -0.552299 conserved hypothetical protein

AAEL000449-RA 0.3574 acidic ribosomal protein P1, putative

AAEL000451-RA 0.316819 beta1,4 mannosyltransferase

AAEL000453-RA 0.026779 conserved hypothetical protein

AAEL000454-RA 0.40104 isocitrate dehydrogenase

AAEL000454-RB 0.40104 isocitrate dehydrogenase

AAEL000457-RA -0.454375 conserved hypothetical protein

AAEL000458-RA 0.547258 conserved hypothetical protein

AAEL000458-RB 0.547258 conserved hypothetical protein

AAEL000459-RA 0.753772 conserved hypothetical protein

AAEL000464-RA 0.51099 conserved hypothetical protein

AAEL000465-RA 0.446844 conserved hypothetical protein

AAEL000466-RA -0.562633 voltage and ligand gated potassium channel

AAEL000467-RA 0.235794 mitochondrial ribosomal protein, L49, putative

AAEL000472-RA 0.521861 zinc finger protein, putative
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AAEL000473-RA -0.33932 hypothetical protein

AAEL000475-RA 0.814452 conserved hypothetical protein

AAEL000475-RB 0.814452 conserved hypothetical protein

AAEL000476-RA 0.264337 conserved hypothetical protein

AAEL000476-RB 0.264337 conserved hypothetical protein

AAEL000476-RC 0.264337 conserved hypothetical protein

AAEL000476-RD 0.264337 conserved hypothetical protein

AAEL000477-RA 0.683697 nadph fad oxidoreductase

AAEL000478-RA 0.459134 Sm protein G, putative

AAEL000482-RA -1.808887 histone H3

AAEL000483-RA 0.108839 exostosin-2

AAEL000485-RA -0.015235 paramyosin, putative

AAEL000486-RA -0.384747 chaperonin

AAEL000487-RA 0.383043 hypothetical protein

AAEL000490-RA -0.76678 histone H4

AAEL000492-RA -1.808887 histone H3

AAEL000494-RA -0.014772 histone h2a

AAEL000495-RA -0.087293 secreted glutathione peroxidase, putative

AAEL000497-RA -0.014772 histone h2a

AAEL000498-RA -0.679787 defective proboscis extension response, putative

AAEL000499-RA 0.949517 Sp?tzle 1B (Spz1B)

AAEL000500-RA 0.969922 conserved hypothetical protein

AAEL000501-RA -0.76678 histone H4

AAEL000503-RA 0.103818 hypothetical protein

AAEL000504-RA 0.22884 conserved hypothetical protein

AAEL000506-RA -1.808887 histone H3

AAEL000510-RA 0.386528 conserved hypothetical protein

AAEL000513-RA -0.76678 histone H4

AAEL000515-RA 0.01965 Juvenile hormone-inducible protein, putative

AAEL000517-RA -0.76678 histone H4

AAEL000518-RA -0.014772 histone h2a

AAEL000521-RA -0.123238 hypothetical protein

AAEL000525-RA -0.014772 histone h2a

AAEL000527-RA 0.109379 polynucleotide kinase- 3'-phosphatase

AAEL000533-RA 0.76745 antifreeze protein, putative

AAEL000535-RA 0.689597 conserved hypothetical protein

AAEL000539-RA 0.099234 hypothetical protein
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AAEL000540-RA 0.632031 fasciclin, putative

AAEL000540-RB 0.632031 fasciclin, putative

AAEL000541-RA 0.347197 fasciclin, putative

AAEL000541-RB 0.278879 fasciclin, putative

AAEL000544-RA 0.24772 hypothetical protein

AAEL000548-RA 0.104672 conserved hypothetical protein

AAEL000549-RA 1.040103 fibulin 1 and

AAEL000550-RA 1.012099 werner helicase interacting protein

AAEL000551-RA -0.325161 hypothetical protein

AAEL000552-RA -0.486616 pickpocket

AAEL000555-RA 0.439088 hypothetical protein

AAEL000556-RA 0.71367 galactose-specific C-type lectin, putative

AAEL000557-RA 0.190934 conserved hypothetical protein

AAEL000562-RA -0.014979 conserved hypothetical protein

AAEL000564-RA 0.257968 myotubularin

AAEL000564-RB 0.257968 myotubularin

AAEL000567-RA 0.100397 sugar transporter

AAEL000568-RA 0.484622 26S proteasome non-atpase regulatory subunit

AAEL000572-RA -1.159146 AMP dependent ligase

AAEL000574-RA 0.024043 conserved hypothetical protein

AAEL000574-RB 0.024043 conserved hypothetical protein

AAEL000575-RA 1.039851 apyrase, putative

AAEL000576-RA 0.058393 lachesin, putative

AAEL000583-RA 0.49635 peroxisome assembly factor-2 (peroxisomal-type atpase 1)

AAEL000585-RA -0.142769 hypothetical protein

AAEL000587-RA -0.513088 hypothetical protein

AAEL000588-RA 0.689696 conserved hypothetical protein

AAEL000590-RA 0.678606 conserved hypothetical protein

AAEL000593-RA 0.326115 mitochondrial 18 kda protein (mtp18)

AAEL000594-RA 0.683927 conserved hypothetical protein

AAEL000596-RA 0.322274 myosin

AAEL000598-RA -0.474791 antibacterial peptide, putative

AAEL000601-RA -0.06501 hypothetical protein

AAEL000602-RA -0.585797 conserved hypothetical protein

AAEL000603-RA 0.342941 conserved hypothetical protein

AAEL000611-RA -1.046768 antibacterial peptide, putative

AAEL000612-RA 0.110786 hypothetical protein
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AAEL000621-RA 0.440493 antibacterial peptide, putative

AAEL000625-RA 0.303411 antibacterial peptide, putative

AAEL000626-RA -0.781771 hypothetical protein

AAEL000627-RA -0.266044 antibacterial peptide, putative

AAEL000628-RA -0.047149 Odorant receptor 83c, putative

AAEL000631-RA -0.096607 conserved hypothetical protein

AAEL000632-RA 0.37178 WNT4 precursor, putative

AAEL000633-RA -0.504771 toll

AAEL000635-RA 0.541638 cop9 complex subunit 7a

AAEL000635-RB 0.541638 cop9 complex subunit 7a

AAEL000635-RC 0.541638 cop9 complex subunit 7a

AAEL000636-RA 0.422757 conserved hypothetical protein

AAEL000638-RA 0.426625 hypothetical protein

AAEL000639-RA -0.193503 n-acetylgalactosaminyltransferase

AAEL000640-RA -0.109476 alanine-glyoxylate aminotransferase

AAEL000640-RB 0.427 alanine-glyoxylate aminotransferase

AAEL000641-RA -0.702998 protein disulfide isomerase

AAEL000641-RB -0.702998 protein disulfide isomerase

AAEL000643-RA -0.30404 zinc finger protein

AAEL000644-RA 0.608028 conserved hypothetical protein

AAEL000645-RA 0.461865 hypothetical protein

AAEL000647-RA -0.298466 predicted protein

AAEL000648-RA -0.144939 hypothetical protein

AAEL000649-RA 0.043482 conserved hypothetical protein

AAEL000650-RA 0.181088 conserved hypothetical protein

AAEL000651-RA -0.381199 alpha-amylase

AAEL000655-RA 0.776641 conserved hypothetical protein

AAEL000658-RA 0.118383 conserved hypothetical protein

AAEL000659-RA 0.409189 exosome complex exonuclease rrp43 (ribosomal RNA processing protein 43

AAEL000662-RA -0.339617 conserved hypothetical protein

AAEL000665-RA 0.164445 adult cuticle protein, putative

AAEL000666-RA -1.074413 pmp22 peroxisomal membrane protein, putative

AAEL000666-RB -1.074413 pmp22 peroxisomal membrane protein, putative

AAEL000667-RA -0.214354 alpha-amylase

AAEL000667-RB -0.214354 alpha-amylase

AAEL000668-RA -0.475789 conserved hypothetical protein

AAEL000669-RA -0.641215 conserved hypothetical protein
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AAEL000670-RA 0.425803 methionine sulfoxide reductase

AAEL000671-RA -0.251196 toll

AAEL000673-RA 0.191913 conserved hypothetical protein

AAEL000674-RA 0.291776 RNA m5u methyltransferase

AAEL000675-RA -0.657689 hypothetical protein

AAEL000677-RA -1.317998 DNA-directed RNA polymerase subunit rpb8

AAEL000679-RA -0.210491 NEDD8, putative

AAEL000681-RA -0.222444 hypothetical protein

AAEL000685-RA 0.327829 conserved hypothetical protein

AAEL000687-RA 0.107886 glucosyl/glucuronosyl transferases

AAEL000692-RA 1.063321 partner of sld5

AAEL000698-RA -0.759067 conserved hypothetical protein

AAEL000699-RA 1.361717 conserved hypothetical protein

AAEL000701-RA 0.567517 50S ribosomal protein L4

AAEL000702-RA -0.170433 hypothetical protein

AAEL000703-RA 0.600483 glycogen phosphorylase

AAEL000705-RA -0.219366 steroid dehydrogenase

AAEL000706-RA -0.405449 serine palmitoyltransferase

AAEL000708-RA -1.453993 hiv-1 rev binding protein

AAEL000709-RA 0.800307 developmental protein cactus

AAEL000711-RA 0.292964 hypothetical protein

AAEL000711-RB 0.292964 hypothetical protein

AAEL000711-RC 0.292964 hypothetical protein

AAEL000713-RA 0.394561 reticulon/nogo

AAEL000717-RA -0.537519 protocadherin

AAEL000718-RA -1.517895 virus-induced RNA, putative

AAEL000723-RA -0.42441 hypothetical protein

AAEL000725-RA -0.002145 conserved hypothetical protein

AAEL000726-RA 0.646683 fibrinogen and fibronectin

AAEL000727-RA -0.584906 hypothetical protein

AAEL000729-RA -0.242048 hypothetical protein

AAEL000730-RA 0.552141 conserved hypothetical protein

AAEL000731-RA -1.546501 hypothetical protein

AAEL000732-RA 0.679896 conserved hypothetical protein

AAEL000733-RA -0.252177 hydroxysteroid dehydrogenase

AAEL000733-RB -0.252177 hydroxysteroid dehydrogenase

AAEL000737-RA 0.433434 rab6 gtpase activating protein, gapcena (rabgap1 protein)
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AAEL000737-RB -0.079423 rab6 gtpase activating protein, gapcena (rabgap1 protein)

AAEL000739-RA 0.929056 hypothetical protein

AAEL000740-RA -0.593015 conserved hypothetical protein

AAEL000745-RA -0.470606 hypothetical protein

AAEL000746-RA -1.002407 nadp-specific isocitrate dehydrogenase

AAEL000748-RA 0.761938 conserved hypothetical protein

AAEL000749-RA -0.538177 conserved hypothetical protein

AAEL000752-RA 0.001102 conserved hypothetical protein

AAEL000755-RA 0.257996 conserved hypothetical protein

AAEL000757-RA -0.438185 anterior fat body protein

AAEL000757-RB 0.596274 anterior fat body protein

AAEL000758-RA 0.533602 ubiquitin-activating enzyme E1

AAEL000758-RB 0.319726 ubiquitin-activating enzyme E1

AAEL000759-RA -0.052699 gamma-glutamylcysteine synthetase, putative

AAEL000760-RA -0.301867 serine protease

AAEL000763-RA -0.216926 Plenty of SH3s, putative

AAEL000765-RA 0.326917 hexamerin 2 beta

AAEL000766-RA -1.047652 ubiquinol cytochrome C oxidoreductase-subunit 6.4kD-subunit, putative

AAEL000767-RA -0.599144 phospholipid-transporting atpase 1 (aminophospholipid flippase 1)

AAEL000767-RB 0.304954 phospholipid-transporting atpase 1 (aminophospholipid flippase 1)

AAEL000769-RA -0.151501 arginine/serine-rich splicing factor

AAEL000772-RA 0.079166 conserved hypothetical protein

AAEL000775-RA -0.412266 antibacterial peptide, putative

AAEL000776-RA 0.571367 conserved hypothetical protein

AAEL000778-RA -0.658293 conserved hypothetical protein

AAEL000780-RA -0.213104 amino acid transporter

AAEL000782-RA -0.322648 conserved hypothetical protein

AAEL000783-RA 0.319438 conserved hypothetical protein

AAEL000784-RA 1.464439 hypothetical protein

AAEL000785-RA 0.485436 conserved hypothetical protein

AAEL000786-RA 1.034687 hypothetical protein

AAEL000787-RA 0.064256 ubiquitin c-terminal hydrolase x4

AAEL000790-RA 0.47938 conserved hypothetical protein

AAEL000791-RA 0.174168 hypothetical protein

AAEL000793-RA 0.05588 venom allergen

AAEL000794-RA -0.156866 eukaryotic translation initiation factor 3 subunit (eif-3)

AAEL000798-RA -1.469462 sterol regulatory element binding protein cleavage-activating protein 
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AAEL000799-RA 1.041596 hypothetical protein

AAEL000800-RA 0.411937 microsomal dipeptidase

AAEL000802-RA 0.124194 conserved hypothetical protein

AAEL000815-RA 0.368197 conserved hypothetical protein

AAEL000816-RA -0.449066 carbonic anhydrase

AAEL000817-RA -0.040083 rhomboid

AAEL000820-RA -0.036505 dimethylaniline monooxygenase

AAEL000821-RA 0.397551 conserved hypothetical protein

AAEL000822-RA -0.29834 kinesin-like protein KLP68D

AAEL000825-RA 0.4903 eukaryotic peptide chain release factor GTP-binding subunit (erf2) (tr

AAEL000826-RA -0.430734 hypothetical protein

AAEL000829-RA 0.463402 dimethylaniline monooxygenase

AAEL000830-RA 0.508464 steroid dehydrogenase

AAEL000836-RA 0.782077 spermatogenesis associated factor

AAEL000843-RA 0.035198 carbonic anhydrase II, putative

AAEL000844-RA 1.03398 ad-003

AAEL000847-RA -0.656002 conserved hypothetical protein

AAEL000852-RA 0.138883 peptidyl-prolyl cis/trans isomerase, putative

AAEL000853-RA -0.706335 skinny hedgehog/sightless/rasp

AAEL000854-RA -0.137364 fumarylacetoacetate hydrolase

AAEL000856-RA -0.01626 germ cell-less protein

AAEL000858-RA -0.446207 ral guanine nucleotide exchange factor, putative

AAEL000859-RA 1.154554 hypothetical protein

AAEL000861-RA 0.05558 hypothetical protein

AAEL000863-RA -1.229982 SPASIC protein, putative

AAEL000865-RA -0.141068 hypothetical protein

AAEL000866-RA -1.469271 hypothetical protein

AAEL000881-RA -0.175257 conserved hypothetical protein

AAEL000882-RA 0.141105 conserved hypothetical protein

AAEL000888-RA 1.007711 single stranded DNA binding protein

AAEL000888-RB 1.007711 single stranded DNA binding protein

AAEL000891-RA -0.224932 conserved hypothetical protein

AAEL000892-RA -0.028744 hypothetical protein

AAEL000898-RA 0.090042 carboxylesterase

AAEL000899-RA -0.640068 glycosyltransferase

AAEL000900-RA 0.309406 conserved hypothetical protein

AAEL000902-RA 0.043442 sugar transporter
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AAEL000903-RA 0.081686 hypothetical protein

AAEL000908-RA 0.211579 conserved hypothetical protein

AAEL000910-RA -0.039211 conserved hypothetical protein

AAEL000915-RA 0.9424 hypothetical protein

AAEL000916-RA -0.899989 conserved hypothetical protein

AAEL000918-RA 0.242368 carboxylesterase

AAEL000920-RA 0.184191 hypothetical protein

AAEL000922-RA 0.193768 polyribonucleotide nucleotidyltransferase

AAEL000924-RA 0.752087 eukaryotic translation initiation factor 2-alpha kinase

AAEL000925-RA -1.038366 leucine-zipper-like transcriptional regulator 1 (LZTR-1)

AAEL000927-RA 0.6601 hypothetical protein

AAEL000930-RA 0.192129 conserved hypothetical protein

AAEL000931-RA 0.230013 alkaline phosphatase

AAEL000933-RA 0.094412 conserved hypothetical protein

AAEL000936-RA 0.141303 hypothetical protein

AAEL000937-RA 0.01671 conserved hypothetical protein

AAEL000939-RA 0.302467 conserved hypothetical protein

AAEL000940-RA 0.063009 conserved hypothetical protein

AAEL000941-RA 0.731386 mitochondrial inner membrane protein translocase, 8kD-subunit, putative

AAEL000945-RA -0.396839 conserved hypothetical protein

AAEL000946-RA 0.736059 conserved hypothetical protein

AAEL000947-RA -0.48071 microsomal signal peptidase 23 kd subunit (spc22/23)

AAEL000948-RA 0.060598 conserved hypothetical protein

AAEL000950-RA -0.266014 conserved hypothetical protein

AAEL000951-RA -0.188215 elongation factor 1-beta2

AAEL000951-RB -0.188215 elongation factor 1-beta2

AAEL000953-RA 0.651071 conserved hypothetical protein

AAEL000956-RA -0.189141 conserved hypothetical protein

AAEL000956-RB 0.137175 conserved hypothetical protein

AAEL000957-RA 0.392082 hypothetical protein

AAEL000958-RA 0.048939 conserved hypothetical protein

AAEL000963-RA -0.309102 conserved hypothetical protein

AAEL000964-RA 0.855746 regulatory factor X-associated ankyrin-containing protein, putative

AAEL000965-RA 0.123482 conserved hypothetical protein

AAEL000966-RA -0.375534 hypothetical protein

AAEL000968-RA 1.722801 hypothetical protein

AAEL000969-RA 0.431796 hypothetical protein
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AAEL000976-RA -0.156593 nucleoprotein, putative

AAEL000978-RA 0.925281 conserved hypothetical protein

AAEL000980-RA -0.384534 hypothetical protein

AAEL000981-RA 0.491409 hypothetical protein

AAEL000982-RA -0.042305 mediator complex, subunit, putative

AAEL000984-RA -0.426922 conserved hypothetical protein

AAEL000986-RB 0.629952 NADH-ubiquinone oxidoreductase ashi subunit

AAEL000994-RA 1.464534 conserved hypothetical protein

AAEL000997-RA -0.156593 nucleoprotein, putative

AAEL000999-RA 0.432917 DNA replication licensing factor MCM7

AAEL001003-RA -0.156593 nucleoprotein, putative

AAEL001005-RA -0.410021 calreticulin

AAEL001011-RA 0.36723 conserved hypothetical protein

AAEL001013-RA -0.345313 conserved hypothetical protein

AAEL001016-RA 0.485937 zinc finger protein

AAEL001019-RA 0.278102 translation elongation factor

AAEL001020-RA -0.785067 anterior fat body protein

AAEL001022-RA -0.214287 anterior fat body protein

AAEL001022-RB -0.214287 anterior fat body protein

AAEL001023-RA -0.127438 p15-2b protein, putative

AAEL001024-RA 0.320956 mitochondrial carrier protein

AAEL001026-RA 0.148374 conserved hypothetical protein

AAEL001028-RA -0.572982 hypothetical protein

AAEL001029-RA 0.639968 conserved hypothetical protein

AAEL001030-RA -0.697988 S-formylglutathione hydrolase, putative

AAEL001032-RA 0.223786 conserved hypothetical protein

AAEL001033-RA 0.23154 methyl-cpg binding protein, mbd

AAEL001036-RA -0.946878 ikappab kinase complex-associated protein

AAEL001037-RA 0.363107 ribosomal RNA methyltransferase

AAEL001038-RA -1.110399 cak1

AAEL001044-RA 0.145017 tyrosyl-tRNA synthetase

AAEL001047-RA -0.885434 adenylate cyclase

AAEL001048-RA 0.214923 short-chain dehydrogenase

AAEL001056-RA 0.320922 hypothetical protein

AAEL001057-RA 0.039526 lipase

AAEL001061-RA 0.210763 glutathione-s-transferase theta, gst

AAEL001062-RA 0.009054 hypothetical protein

Page 15



AAEL001065-RA 0.076276 conserved hypothetical protein

AAEL001073-RA -0.497891 malic enzyme

AAEL001077-RA -0.07996 conserved hypothetical protein

AAEL001080-RA -0.37422 RNA 3' terminal phosphate cyclase

AAEL001082-RA -1.498719 conserved hypothetical protein

AAEL001083-RA 0.109753 conserved hypothetical protein

AAEL001084-RA 0.506873 conserved hypothetical protein

AAEL001085-RA -0.306676 conserved hypothetical protein

AAEL001086-RA 0.440786 hypothetical protein

AAEL001087-RA 0.530525 synaptic vesicle protein

AAEL001088-RA -0.440653 beta-1,3-galactosyltransferase

AAEL001089-RA -0.018072 conserved hypothetical protein

AAEL001092-RA 0.603498 UDP-glucose pyrophosphatase

AAEL001093-RA -0.009634 phd finger protein

AAEL001098-RA -0.0585 clip-domain serine protease, putative

AAEL001101-RA -0.4544 ATP-dependent transporter

AAEL001102-RA 0.549478 adenosine kinase

AAEL001103-RA 0.619468 prefoldin, subunit, putative

AAEL001105-RA 0.901741 von Hippel-Lindau disease tumor suppressor, putative

AAEL001105-RB 0.901741 von Hippel-Lindau disease tumor suppressor, putative

AAEL001105-RC 0.901741 von Hippel-Lindau disease tumor suppressor, putative

AAEL001107-RA 0.955414 hypothetical protein

AAEL001108-RA 0.092508 protein kinase c

AAEL001109-RA -0.062196 glutaredoxin

AAEL001111-RA 0.181208 zinc finger protein

AAEL001113-RA -0.431888 inorganic phosphate cotransporter, putative

AAEL001114-RA 0.324247 amino acid transporter

AAEL001115-RA 0.450571 conserved hypothetical protein

AAEL001116-RA 0.278887 hypothetical protein

AAEL001117-RA 0.069254 conserved hypothetical protein

AAEL001118-RA 0.284521 conserved hypothetical protein

AAEL001120-RA -0.806359 conserved hypothetical protein

AAEL001121-RA 0.235169 n-acetylgalactosaminyltransferase

AAEL001122-RA 0.069194 n-acetylgalactosaminyltransferase

AAEL001124-RA -0.444291 conserved hypothetical protein

AAEL001125-RA -0.131776 p15-2b protein, putative

AAEL001126-RB 0.9089 rest corepressor (corest) protein
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AAEL001127-RA -1.074222 defective proboscis extension response, putative

AAEL001129-RA 0.84777 conserved hypothetical protein

AAEL001131-RA 0.450781 splicing factor, putative

AAEL001132-RA -0.190804 conserved hypothetical protein

AAEL001133-RA -0.343608 conserved hypothetical protein

AAEL001134-RA -0.866828 methylmalonate-semialdehyde dehydrogenase

AAEL001141-RA -0.627441 transcriptional regulator ATRX (X-linked helicase II)

AAEL001142-RA 0.255529 rab gdp/gtp exchange factor

AAEL001143-RA 0.273371 conserved hypothetical protein

AAEL001147-RA -0.20438 hypothetical protein

AAEL001149-RA -1.4227 conserved hypothetical protein

AAEL001151-RA -0.095416 n-acetylgalactosaminyltransferase

AAEL001152-RA 0.592532 beta-1,3-galactosyltransferase-6

AAEL001154-RA 0.1304 conserved hypothetical protein

AAEL001156-RA -0.346185 conserved hypothetical protein

AAEL001157-RA -0.707445 light protein

AAEL001158-RA 0.849424 fructose-1,6-bisphosphatase

AAEL001158-RB 0.849424 fructose-1,6-bisphosphatase

AAEL001160-RA -0.232443 zinc finger protein

AAEL001161-RA -0.595991 hypothetical protein

AAEL001163-RA 0.789844 macroglobulin/complement

AAEL001164-RA -0.268937 NADH:ubiquinone dehydrogenase, putative

AAEL001165-RA -0.361706 ras GTP exchange factor, son of sevenless

AAEL001166-RA -0.308049 protein phosphatases pp1 regulatory subunit

AAEL001169-RA 0.253472 ribosome biogenesis protein bop1 (block of proliferation 1 protein)

AAEL001171-RA -0.283055 tRNA-dihydrouridine synthase

AAEL001173-RA 0.434379 amidase

AAEL001177-RA 0.794492 signal recognition particle, 14kD, putative

AAEL001178-RA 0.357411 serine protease

AAEL001182-RA -0.626561 phosphotyrosyl phosphatase activator

AAEL001187-RA 0.182864 conserved hypothetical protein

AAEL001188-RA -0.372871 conserved hypothetical protein

AAEL001190-RA 0.169236 conserved hypothetical protein

AAEL001191-RA -0.447527 conserved hypothetical protein

AAEL001194-RA 0.003987 fatty acid synthase

AAEL001199-RA 0.17332 Putative GTP-binding protein 5

AAEL001204-RA -0.54966 sterol o-acyltransferase
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AAEL001206-RA 0.327084 threonyl-tRNA synthetase

AAEL001209-RA 0.565242 sodium-dependent phosphate transporter

AAEL001210-RA -1.101823 NADH ubiquinone oxidoreductase subunit, putative

AAEL001211-RA 1.021293 COMPASS component SWD2, putative

AAEL001216-RA 0.023066 DEAD box ATP-dependent RNA helicase

AAEL001218-RA 0.613367 alanyl-tRNA synthetase

AAEL001221-RA 0.092622 Odorant receptor 83c, putative

AAEL001222-RA -1.562086 hypothetical protein

AAEL001224-RA -0.267075 conserved hypothetical protein

AAEL001230-RA -0.110079 myelin transcription factor 1, myt1

AAEL001232-RA 0.435331 tubulointerstitial nephritis antigen

AAEL001233-RA -0.132829 hypothetical protein

AAEL001238-RA -0.953353 bap28

AAEL001246-RA 0.989869 Thymidylate kinase, putative

AAEL001246-RB 0.989869 Thymidylate kinase, putative

AAEL001247-RA -0.66597 conserved hypothetical protein

AAEL001250-RA -0.274126 conserved hypothetical protein

AAEL001251-RA 0.569516 nsfl1 cofactor P47

AAEL001251-RB 0.569516 nsfl1 cofactor P47

AAEL001251-RC -0.08726 nsfl1 cofactor P47

AAEL001257-RA 0.104423 sugar transporter

AAEL001258-RA 0.32042 hypothetical protein

AAEL001260-RA 0.122755 conserved hypothetical protein

AAEL001261-RA -0.569682 hypothetical protein

AAEL001264-RA 0.309855 conserved hypothetical protein

AAEL001264-RB 0.309855 conserved hypothetical protein

AAEL001266-RA 0.401788 nsfl1 cofactor P47

AAEL001268-RA -0.067972 conserved hypothetical protein

AAEL001270-RA -0.333408 conserved hypothetical protein

AAEL001271-RA -0.96587 conserved hypothetical protein

AAEL001273-RA 0.62819 Sec24B protein, putative

AAEL001275-RA 0.153985 ef-hand protein nucb1

AAEL001279-RB 0.223568 merozoite surface protein, putative

AAEL001280-RA 0.525984 28S ribosomal protein S15, mitochondrial precursor

AAEL001281-RA -0.073573 hypothetical protein

AAEL001282-RA 0.588457 hypothetical protein

AAEL001283-RA 0.535918 conserved hypothetical protein
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AAEL001287-RA -0.709545 conserved hypothetical protein

AAEL001287-RB 0.456028 conserved hypothetical protein

AAEL001289-RA 0.369417 permease, putative

AAEL001291-RA -0.443181 conserved hypothetical protein

AAEL001296-RA 0.262134 hypothetical protein

AAEL001300-RA 0.771064 conserved hypothetical protein

AAEL001306-RA 0.078191 conserved hypothetical protein

AAEL001308-RA 0.120791 CRAL/TRIO domain-containing protein

AAEL001310-RA -0.574028 Odorant receptor 92a, putative

AAEL001312-RA -0.731131 cytochrome P450

AAEL001313-RA -0.075476 conserved hypothetical protein

AAEL001314-RA -0.097965 conserved hypothetical protein

AAEL001315-RA 0.440238 conserved hypothetical protein

AAEL001316-RA -0.389685 conserved hypothetical protein

AAEL001317-RA 0.114177 DEAD box ATP-dependent RNA helicase

AAEL001322-RA 0.479511 hypothetical protein

AAEL001323-RA 0.336932 conserved hypothetical protein

AAEL001327-RA 1.777167 conserved hypothetical protein

AAEL001328-RA 0.315562 hypothetical protein

AAEL001329-RA -0.314047 mitochondrial carrier protein

AAEL001331-RA 0.054815 mannose-1-phosphate guanyltransferase

AAEL001331-RB 0.054815 mannose-1-phosphate guanyltransferase

AAEL001332-RA 0.00855 conserved hypothetical protein

AAEL001334-RA -0.563824 geranylgeranyl transferase type ii beta subunit

AAEL001341-RA 0.052279 conserved hypothetical protein

AAEL001342-RA 0.28115 conserved hypothetical protein

AAEL001343-RA -0.09243 conserved hypothetical protein

AAEL001345-RA -0.305013 conserved hypothetical protein

AAEL001346-RA 0.076904 conserved hypothetical protein

AAEL001348-RA 1.777167 conserved hypothetical protein

AAEL001349-RA -1.122093 zinc finger protein

AAEL001350-RA 0.77029 hypothetical protein

AAEL001352-RA 0.755468 scaffold attachment factor b

AAEL001353-RA -0.10731 rhogef and pleckstrin domain protein

AAEL001355-RA 0.579693 conserved hypothetical protein

AAEL001359-RA 0.578864 hypothetical protein

AAEL001361-RA -0.135299 Brahma associated protein 170kD, putative
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AAEL001362-RA 1.157661 hypothetical protein

AAEL001363-RA 1.474382 small nuclear ribonucleoprotein Sm D1, putative

AAEL001364-RA 0.057394 glucosyl/glucuronosyl transferases

AAEL001366-RA -1.053189 conserved hypothetical protein

AAEL001368-RA 0.254539 kek1

AAEL001369-RA 0.87356 conserved hypothetical protein

AAEL001375-RA 0.744133 Y-box binding protein

AAEL001376-RA -1.222854 hypothetical protein

AAEL001379-RA 0.115118 conserved hypothetical protein

AAEL001379-RB 0.115118 conserved hypothetical protein

AAEL001382-RA -0.623709 small nuclear ribonucleoprotein sm d1

AAEL001383-RA 0.165555 hypothetical protein

AAEL001385-RA -0.390469 conserved hypothetical protein

AAEL001386-RA 0.858521 hypothetical protein

AAEL001388-RA -0.90593 hypothetical protein

AAEL001391-RA 0.749883 hypothetical protein

AAEL001393-RA 0.627643 triple functional domain, trio

AAEL001395-RA -0.640154 suppression of tumorigenicity

AAEL001398-RA -0.575138 guanine nucleotide exchange factor

AAEL001399-RA -0.264251 conserved hypothetical protein

AAEL001401-RA -0.102008 conserved hypothetical protein

AAEL001402-RA 0.440075 conserved hypothetical protein

AAEL001403-RA 0.025275 conserved hypothetical protein

AAEL001405-RA -0.515607 clathrin coat assembly protein

AAEL001406-RA -0.234145 conserved hypothetical protein

AAEL001407-RA -0.291587 cdk4/6

AAEL001408-RA -0.793881 hypothetical protein

AAEL001410-RA 0.056546 snf2 histone linker phd ring helicase

AAEL001412-RA -0.699058 conserved hypothetical protein

AAEL001413-RA -0.028172 conserved hypothetical protein

AAEL001414-RA 0.372575 conserved hypothetical protein

AAEL001414-RB 0.372575 conserved hypothetical protein

AAEL001415-RA -0.703815 hypothetical protein

AAEL001419-RA -0.957168 nocturnin

AAEL001423-RA 0.78872 acid phosphatase-1

AAEL001424-RA 0.617481 mitochondrial inner membrane protease subunit

AAEL001425-RA 0.500961 conserved hypothetical protein
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AAEL001427-RA -0.354469 short-chain dehydrogenase

AAEL001428-RA -0.111004 transcription factor Hairy, putative

AAEL001429-RA 0.00933 amino acid transporter

AAEL001431-RA -0.10782 hypothetical protein

AAEL001439-RA 0.138021 mitochondrial ribosomal protein, L22, putative

AAEL001440-RA 0.009618 E1a binding protein P400

AAEL001447-RA -0.87294 conserved hypothetical protein

AAEL001448-RA -0.043296 conserved hypothetical protein

AAEL001449-RA 0.033551 conserved hypothetical protein

AAEL001451-RA -0.086519 DNA repair protein Rad62, putative

AAEL001452-RA -0.202979 conserved hypothetical protein

AAEL001455-RA 0.139037 hypothetical protein

AAEL001459-RA -0.5949 deltex, putative

AAEL001460-RA 0.386706 hypothetical protein

AAEL001462-RA -0.27908 protein phosphatase 2c gamma

AAEL001464-RA -0.29666 conserved hypothetical protein

AAEL001465-RA 0.552607 protein-l-isoaspartate o-methyltransferase

AAEL001466-RA 0.20103 conserved hypothetical protein

AAEL001470-RA 0.484921 poly(adp-ribose) glycohydrolase

AAEL001476-RA 0.314713 conserved hypothetical protein

AAEL001479-RA 0.04858 protoheme ix farnesyltransferase

AAEL001480-RA 0.058101 phosphoglucomutase

AAEL001481-RA -0.136572 hypothetical protein

AAEL001484-RA 1.086583 chromosome region maintenance protein 1/exportin

AAEL001484-RB 1.086583 chromosome region maintenance protein 1/exportin

AAEL001485-RA 1.968105 conserved hypothetical protein

AAEL001486-RA -0.987441 hypothetical protein

AAEL001488-RA -0.687774 ribosomal protein L15

AAEL001490-RA 0.135304 acylphosphatase, putative

AAEL001492-RA -0.413843 cgmp-dependent 3,5-cyclic phosphodiesterase

AAEL001493-RA -0.234891 conserved hypothetical protein

AAEL001495-RA -0.049235 conserved hypothetical protein

AAEL001495-RB -0.049235 conserved hypothetical protein

AAEL001496-RA -0.533582 transcription elongation factor s-ii

AAEL001501-RA -1.038316 anamorsin, putative

AAEL001506-RA -0.807941 U3 small nucleolar ribonucleoprotein protein mpp10

AAEL001507-RA 0.605463 conserved hypothetical protein
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AAEL001511-RA 1.085237 conserved hypothetical protein

AAEL001515-RA -0.194501 Bcl-2 associated protein, putative

AAEL001516-RA 0.423045 vesicle associated protein, putative

AAEL001516-RB 0.423045 vesicle associated protein, putative

AAEL001520-RA 0.012127 conserved hypothetical protein

AAEL001521-RA -0.356035 death executioner Bcl-2, putative

AAEL001522-RA -0.364994 conserved hypothetical protein

AAEL001533-RA -1.345627 glucosyl/glucuronosyl transferases

AAEL001535-RA -0.193706 conserved hypothetical protein

AAEL001538-RA -1.675251 conserved hypothetical protein

AAEL001539-RA -0.177631 hypothetical protein

AAEL001541-RA 0.730178 component of oligomeric golgi complex

AAEL001545-RA 0.332907 conserved hypothetical protein

AAEL001551-RB 0.401136 conserved hypothetical protein

AAEL001551-RC 0.401136 conserved hypothetical protein

AAEL001554-RA 0.32023 phd finger protein

AAEL001555-RA -1.394988 conserved hypothetical protein

AAEL001556-RA 0.719698 conserved hypothetical protein

AAEL001557-RA 0.582892 mucolipin

AAEL001561-RA -0.106357 conserved hypothetical protein

AAEL001561-RB -0.106357 conserved hypothetical protein

AAEL001561-RC -0.106357 conserved hypothetical protein

AAEL001561-RD -0.106357 conserved hypothetical protein

AAEL001562-RA 0.580286 hypothetical protein

AAEL001564-RA 0.334922 taz protein (tafazzin)

AAEL001567-RA 0.201366 myocyte-specific enhancer factor 2d

AAEL001568-RA 0.157011 glycine receptor beta precursor, putative

AAEL001574-RA 0.125889 septin

AAEL001576-RA 0.158203 conserved hypothetical protein

AAEL001580-RA 0.672559 otefin, putative

AAEL001584-RA -0.406804 conserved hypothetical protein

AAEL001586-RA 0.705727 glucosyl/glucuronosyl transferases

AAEL001586-RB 0.705727 glucosyl/glucuronosyl transferases

AAEL001587-RA 0.709629 hypothetical protein

AAEL001588-RA 0.116258 glutamate carboxypeptidase

AAEL001589-RA 0.122392 hypothetical protein

AAEL001591-RA 0.634151 zinc finger protein
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AAEL001592-RA 1.354548 conserved hypothetical protein

AAEL001593-RA -0.236032 glycerol-3-phosphate dehydrogenase

AAEL001593-RB -0.236032 glycerol-3-phosphate dehydrogenase

AAEL001593-RC -0.236032 glycerol-3-phosphate dehydrogenase

AAEL001594-RA 1.346639 conserved hypothetical protein

AAEL001596-RA 0.415022 conserved hypothetical protein

AAEL001599-RA 0.037369 conserved hypothetical protein

AAEL001602-RA -0.598728 conserved hypothetical protein

AAEL001606-RA -0.604423 g protein-coupled receptor

AAEL001607-RA -0.686125 galactose-1-phosphate uridylyltransferase

AAEL001609-RA -0.287824 hypothetical protein

AAEL001611-RA -0.80038 conserved hypothetical protein

AAEL001612-RA 0.292663 dicer-1

AAEL001614-RA -0.09946 conserved hypothetical protein

AAEL001615-RA -0.519083 mitochondrial ribosomal protein, S18C, putative

AAEL001616-RA -0.311024 vesicular-fusion protein nsf

AAEL001619-RA 0.173289 conserved hypothetical protein

AAEL001620-RA -0.084427 conserved hypothetical protein

AAEL001621-RA 1.099577 conserved hypothetical protein

AAEL001622-RA -0.268232 dual specificity mitogen-activated protein kinase kinase MAPKK

AAEL001623-RA -0.601771 proteasome subunit

AAEL001624-RA 0.632068 hypothetical protein

AAEL001626-RA -0.381499 zinc/iron transporter

AAEL001627-RA 0.234188 UDP-n-acteylglucosamine pyrophosphorylase

AAEL001630-RA 0.200744 hypothetical protein

AAEL001635-RA 0.793543 conserved hypothetical protein

AAEL001636-RA 0.473213 nuclear transcription factor, x-box binding 1 (nfx1)

AAEL001637-RA -1.551587 conserved hypothetical protein

AAEL001639-RA -0.003286 conserved hypothetical protein

AAEL001640-RA 1.062941 multicopper oxidase

AAEL001641-RA -0.54922 deoxyribonuclease I, putative

AAEL001642-RA 0.677164 6-pyruvoyltetrahydropterin synthase, putative

AAEL001642-RB 0.677164 6-pyruvoyltetrahydropterin synthase, putative

AAEL001645-RA -0.522934 alkaline ceramidase

AAEL001647-RA 0.269103 hypothetical protein

AAEL001649-RA -0.244793 leucine aminopeptidase

AAEL001650-RA -0.018062 conserved hypothetical protein
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AAEL001652-RA -0.255121 hypothetical protein

AAEL001653-RA 0.123525 fetal globin-inducing factor

AAEL001654-RA -0.234972 conserved hypothetical protein

AAEL001657-RA 0.689141 DEAD box ATP-dependent RNA helicase

AAEL001660-RA -0.087145 kv channel-interacting protein 2 (KChIP2), putative

AAEL001666-RA -0.738948 conserved hypothetical protein

AAEL001667-RA 0.21041 multicopper oxidase

AAEL001668-RA -0.883761 enolase

AAEL001669-RA 0.207565 hypothetical protein

AAEL001673-RA -0.860872 actin

AAEL001677-RA 0.142795 conserved hypothetical protein

AAEL001678-RA 0.089389 hypothetical protein

AAEL001680-RA -0.159634 hypothetical protein

AAEL001683-RA -0.198812 conserved hypothetical protein

AAEL001685-RA 0.290676 conserved hypothetical protein

AAEL001686-RA 0.060833 conserved hypothetical protein

AAEL001690-RA -0.432775 serine-type enodpeptidase, putative

AAEL001691-RA 1.310364 adenylate cyclase

AAEL001696-RA -0.100736 paired box protein, putative

AAEL001697-RA 0.366998 adenylate cyclase, putative

AAEL001698-RA 0.074806 charged multivesicular body protein 4b

AAEL001699-RA 0.17309 adenylate cyclase

AAEL001700-RA 0.042634 hypothetical protein

AAEL001701-RA 0.243057 serine-type enodpeptidase, putative

AAEL001705-RA 0.330862 odorant response protein ODR-4, putative

AAEL001706-RA -0.228623 p15-2a protein, putative

AAEL001712-RA 0.725736 hypothetical protein

AAEL001714-RA -0.107461 p15-2a protein, putative

AAEL001715-RA 1.252742 chaperonin

AAEL001718-RA -0.911752 conserved hypothetical protein

AAEL001719-RA 0.703252 ATP-dependent RNA helicase

AAEL001722-RA 0.145422 conserved hypothetical protein

AAEL001726-RA 0.236711 hypothetical protein

AAEL001727-RA -0.04285 hypothetical protein

AAEL001728-RA -0.410315 conserved hypothetical protein

AAEL001729-RA 0.747584 conserved hypothetical protein

AAEL001731-RA 0.09221 Dual specificity tyrosine-phosphorylation-regulated kinase
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AAEL001733-RA 0.1016 vacuolar sorting protein vps29

AAEL001734-RA 0.313842 bric-a-brac

AAEL001735-RA -0.325584 pupal cuticle protein 78E, putative

AAEL001737-RA 0.195564 conserved hypothetical protein

AAEL001739-RA 0.755902 bric-a-brac

AAEL001740-RA 0.524365 candidate tumor suppressor protein

AAEL001744-RA 0.35022 jnk interacting protein (jip)

AAEL001749-RA 0.48625 ventrhoid transmembrane protein, putative

AAEL001752-RB 0.104083 chloride channel protein 3

AAEL001753-RA 0.059964 hypothetical protein

AAEL001754-RA -1.351146 conserved hypothetical protein

AAEL001756-RA 0.911268 anaphase-promoting complex subunit

AAEL001759-RA -0.360511 40S ribosomal protein S9

AAEL001763-RA -1.319048 hypothetical protein

AAEL001764-RA -0.820607 histone-fold protein CHRAC subunit, putative

AAEL001767-RA 0.210575 conserved hypothetical protein

AAEL001767-RB 0.292006 conserved hypothetical protein

AAEL001767-RC 0.210575 conserved hypothetical protein

AAEL001769-RA -1.604447 DEAD box ATP-dependent RNA helicase

AAEL001773-RA 0.044549 conserved hypothetical protein

AAEL001774-RA -0.503986 hypothetical protein

AAEL001775-RA 0.133571 conserved hypothetical protein

AAEL001776-RA 0.498656 hypothetical protein

AAEL001778-RA 0.216737 zinc finger protein, putative

AAEL001779-RA -0.710147 bax inhibitor

AAEL001781-RA -0.036947 origin recognition complex subunit

AAEL001782-RA -0.026533 conserved hypothetical protein

AAEL001785-RA -0.036947 origin recognition complex subunit

AAEL001786-RA 0.059964 hypothetical protein

AAEL001792-RA -0.058954 sodium/solute symporter

AAEL001794-RA -0.991553 macroglobulin/complement

AAEL001794-RB 0.013184 macroglobulin/complement

AAEL001795-RA 0.579983 orfY, putative

AAEL001797-RA -0.360943 endopeptidase clp, putative

AAEL001798-RA -0.258898 protein tyrosine phosphatase prl

AAEL001798-RB -0.258898 protein tyrosine phosphatase prl

AAEL001800-RA 0.383091 hsp70 binding protein
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AAEL001800-RB 0.351719 hsp70 binding protein

AAEL001802-RA 0.218821 macroglobulin/complement

AAEL001804-RA 0.973271 glucosyl/glucuronosyl transferases

AAEL001811-RA 0.229414 conserved hypothetical protein

AAEL001812-RA 0.352444 organic anion transporter

AAEL001813-RA -0.333615 sodium/solute symporter

AAEL001816-RA -0.508643 glucosyl/glucuronosyl transferases

AAEL001833-RA -0.049541 Juvenile hormone-inducible protein, putative

AAEL001834-RA -0.227032 hypothetical protein

AAEL001837-RA 0.049303 lipase

AAEL001840-RA 0.246584 zinc carboxypeptidase

AAEL001843-RA -0.135119 ski oncogene

AAEL001844-RA 0.868052 zinc carboxypeptidase

AAEL001845-RA 0.133567 short-chain dehydrogenase

AAEL001846-RA -0.116361 zinc carboxypeptidase

AAEL001847-RA 0.279444 conserved hypothetical protein

AAEL001851-RA 0.499415 conserved hypothetical protein

AAEL001852-RA 0.091202 conserved hypothetical protein

AAEL001854-RA 0.150095 hypothetical protein

AAEL001856-RA 0.725203 adenosine kinase

AAEL001858-RA -0.029228 hypothetical protein

AAEL001859-RA 0.477358 vesicle protein sorting-associated

AAEL001864-RA -0.401741 Eukaryotic translation initiation factor 4E binding protein (4EBP)

AAEL001865-RA -0.014651 NADH dehydrogenase, putative

AAEL001865-RB -0.014651 NADH dehydrogenase, putative

AAEL001866-RA 0.783968 hypothetical protein

AAEL001867-RA 0.525542 sodium-dependent phosphate transporter

AAEL001871-RA -0.611572 conserved hypothetical protein

AAEL001872-RA -0.612371 voltage-dependent anion-selective channel

AAEL001874-RA -0.213577 cop9 complex subunit

AAEL001879-RA -0.361423 conserved hypothetical protein

AAEL001880-RA -0.423682 conserved hypothetical protein

AAEL001882-RA 0.009728 conserved hypothetical protein

AAEL001885-RA -0.423682 conserved hypothetical protein

AAEL001888-RC -0.322118 hypothetical protein

AAEL001888-RD -0.322118 hypothetical protein

AAEL001890-RA 0.604871 hypothetical protein

Page 26



AAEL001892-RA -0.247925 conserved hypothetical protein

AAEL001892-RB -0.699384 conserved hypothetical protein

AAEL001892-RC -0.247925 conserved hypothetical protein

AAEL001896-RA -0.589536 UDP-N-acetylglucosamine: polypeptide-N-acetylglucosaminyl transferase, putative

AAEL001896-RB -0.589536 UDP-N-acetylglucosamine: polypeptide-N-acetylglucosaminyl transferase, putative

AAEL001897-RA 0.00823 conserved hypothetical protein

AAEL001898-RA 0.634885 conserved hypothetical protein

AAEL001900-RA -0.078964 lactosylceramide 4-alpha-galactosyltransferase (alpha- 1,4-galactosyltransferase)

AAEL001902-RA -0.056795 glutamate decarboxylase

AAEL001904-RA 1.243961 arp2/3

AAEL001905-RA 0.055473 conserved hypothetical protein

AAEL001906-RA 1.025654 pnuts protein

AAEL001908-RA -0.077453 hypothetical protein

AAEL001909-RA -0.665272 mitochondrial ribosomal protein, S21, putative

AAEL001912-RA -0.689952 forkhead protein/ forkhead protein domain

AAEL001914-RA -0.97723 scavenger receptor, putative

AAEL001917-RA 0.362708 ribosome biogenesis protein brix

AAEL001920-RA 0.569412 conserved hypothetical protein

AAEL001921-RA -1.361847 hypothetical protein

AAEL001922-RA -0.362668 hypothetical protein

AAEL001924-RA 0.175438 zinc finger protein

AAEL001926-RA -0.264765 mitochondrial ribosomal protein, S34, putative

AAEL001927-RA 0.592967 hypothetical protein

AAEL001928-RA -0.402709 actin

AAEL001929-RA -1.734596 conserved hypothetical protein

AAEL001930-RA -0.166712 pra1 protein

AAEL001930-RB -0.166712 pra1 protein

AAEL001932-RA -0.393736 conserved hypothetical protein

AAEL001934-RA 0.478546 hypothetical protein

AAEL001936-RA 0.315196 conserved hypothetical protein

AAEL001939-RA 0.480075 hypothetical protein

AAEL001942-RA 0.362652 o-sialoglycoprotein endopeptidase

AAEL001943-RA 0.308592 mitochondrial ribosomal protein, S34, putative

AAEL001946-RA 0.401608 four and a half lim domains

AAEL001947-RA 0.614015 conserved hypothetical protein

AAEL001950-RA 0.768316 conserved hypothetical protein

AAEL001951-RA 0.123803 actin
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AAEL001952-RA 0.027093 28 kDa heat- and acid-stable phosphoprotein (PDGF-associated protein), putative

AAEL001952-RB 0.027093 28 kDa heat- and acid-stable phosphoprotein (PDGF-associated protein), putative

AAEL001953-RA -0.812723 conserved hypothetical protein

AAEL001954-RA -0.17207 px serine/threonine kinase (pxk)

AAEL001955-RA 0.057668 conserved hypothetical protein

AAEL001958-RA -0.874152 hypothetical protein

AAEL001959-RA 0.400889 conserved hypothetical protein

AAEL001963-RA 0.401588 protein serine/threonine kinase, putative

AAEL001964-RA -0.497088 protein serine/threonine kinase, putative

AAEL001966-RA -0.627953 zinc finger protein

AAEL001968-RA 0.263467 zinc transporter

AAEL001968-RB 0.263467 zinc transporter

AAEL001969-RA 0.191243 protein serine/threonine kinase, putative

AAEL001973-RA 0.464371 hypothetical protein

AAEL001974-RA -0.731422 conserved hypothetical protein

AAEL001977-RA 0.959852 conserved hypothetical protein

AAEL001979-RB -0.195755 membrane traffic protein

AAEL001982-RA 0.573783 endoplasmic reticulum-resident kdel protein

AAEL001984-RA 0.242683 hypothetical protein

AAEL001990-RA 0.400137 hypothetical protein

AAEL001992-RA -0.412814 hypothetical protein

AAEL001998-RA -0.004315 conserved hypothetical protein

AAEL002002-RA 0.099661 mitochondrial ribosomal protein, S18B, putative

AAEL002004-RA -0.00826 protein serine/threonine kinase, putative

AAEL002005-RA 0.683381 cytochrome P450

AAEL002006-RA -0.184543 conserved hypothetical protein

AAEL002009-RA 0.589135 neutral Sphingomyelinase, putative

AAEL002011-RA 0.07627 conserved hypothetical protein

AAEL002012-RA -2.488215 Phosphorylated adaptor for RNA export, putative

AAEL002020-RA -0.174665 hypothetical protein

AAEL002023-RA -0.187953 imaginal disc growth factor

AAEL002025-RA 0.70941 conserved hypothetical protein

AAEL002036-RA -0.444157 hypothetical protein

AAEL002039-RA 0.078313 nadph oxidase

AAEL002042-RA 0.785935 deoxyribonuclease I, putative

AAEL002043-RA 0.688025 cytochrome P450

AAEL002045-RA -0.16917 hypothetical protein
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AAEL002046-RA -0.882983 cytochrome P450

AAEL002047-RA -0.102239 40S ribosomal protein S10

AAEL002048-RA 0.182841 histidyl-tRNA synthetase

AAEL002051-RA 0.392337 sodium/hydrogen exchanger 7, 9 (nhe7, nhe9)

AAEL002057-RA 0.324611 conserved hypothetical protein

AAEL002062-RA -1.129535 nuclear hormone receptor ftz-f1 (ftz-f1 alpha)

AAEL002065-RA 1.139801 hydroxymethylglutaryl-coa lyase

AAEL002067-RA -0.198332 cytochrome P450

AAEL002068-RA 0.733581 mitochondrial processing peptidase alpha subunit

AAEL002070-RA 0.433972 conserved hypothetical protein

AAEL002074-RA -1.471034 hypothetical protein

AAEL002076-RA 1.216757 outer mitochondrial translocase subunit, putative

AAEL002078-RA 1.281881 conserved hypothetical protein

AAEL002079-RA 0.726157 TATA binding protein, putative

AAEL002081-RA 0.020869 conserved hypothetical protein

AAEL002081-RB 0.020869 conserved hypothetical protein

AAEL002083-RA -0.51275 DEAD box ATP-dependent RNA helicase

AAEL002086-RA 0.594807 er lumen protein retaining receptor

AAEL002088-RA -0.46444 sodium channel, auxiliary protein, putative

AAEL002089-RA 0.829634 conserved hypothetical protein

AAEL002090-RA 0.842772 conserved hypothetical protein

AAEL002094-RA -0.85578 conserved hypothetical protein

AAEL002099-RA -0.051552 cuticle protein, putative

AAEL002100-RA 0.800431 hypothetical protein

AAEL002100-RB 0.800431 hypothetical protein

AAEL002104-RA -0.14737 hypothetical protein

AAEL002105-RA -0.727942 conserved hypothetical protein

AAEL002107-RA 0.100481 sulfide quinone reductase

AAEL002108-RA 0.708656 nucleolar essential protein 1 (nep1)

AAEL002113-RA 0.740362 3-oxoacyl-[acyl-carrier-protein] synthase

AAEL002116-RA -0.378457 supercoiling factor, putative

AAEL002117-RA -0.375289 conserved hypothetical protein

AAEL002118-RA 0.469176 ubiquitin-conjugating enzyme rad6

AAEL002119-RA 0.721028 ras

AAEL002120-RA -0.371782 zinc finger protein

AAEL002121-RA 0.89222 conserved hypothetical protein

AAEL002122-RA -0.295564 conserved hypothetical protein
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AAEL002124-RA -0.742367 serine protease

AAEL002126-RA 0.017752 masquerade

AAEL002127-RA -0.604401 tipe protein (temperature-induced paralytic e)

AAEL002129-RA 0.363142 conserved hypothetical protein

AAEL002131-RA -0.260307 conserved hypothetical protein

AAEL002135-RA -0.622953 tubulin-specific chaperone b (tubulin folding cofactor b)

AAEL002136-RA 0.025608 hypothetical protein

AAEL002137-RB -0.207098 transcriptional adaptor 2 (ada2)

AAEL002139-RA -0.23454 conserved hypothetical protein

AAEL002140-RA -1.188869 transcription initiation factor IIA (TFIIA), gamma chain

AAEL002145-RA -0.028118 gonadotropin inducible transcription factor

AAEL002146-RA 0.112641 hypothetical protein

AAEL002150-RA 0.547476 conserved hypothetical protein

AAEL002151-RA -0.601198 conserved hypothetical protein

AAEL002154-RA -1.188869 transcription initiation factor IIA (TFIIA), gamma chain

AAEL002159-RA 0.103209 conserved hypothetical protein

AAEL002160-RA 0.85025 GTP-binding protein

AAEL002161-RA 0.774119 conserved hypothetical protein

AAEL002168-RA -0.195242 conserved hypothetical protein

AAEL002171-RA 0.107542 ubiquitin specific proteinase

AAEL002172-RA -0.371086 tyrosine-protein kinase

AAEL002174-RA -0.39314 dolichyl-diphosphooligosaccharide protein glycosyltransferase

AAEL002176-RA 0.848457 inosine-uridine preferring nucleoside hydrolase

AAEL002180-RA 0.641857 hypothetical protein

AAEL002181-RA 0.023775 cuticle protein, putative

AAEL002182-RA 0.734409 t-diRNAhydrouridine synthase

AAEL002183-RA -0.354284 oligosaccharyl transferase, subunit, putative

AAEL002185-RA -0.61574 cuticle protein, putative

AAEL002186-RA -0.093559 conserved hypothetical protein

AAEL002189-RA 0.208988 conserved hypothetical protein

AAEL002190-RA -0.762829 conserved hypothetical protein

AAEL002191-RA -0.271217 cuticle protein, putative

AAEL002193-RA 0.090285 hypothetical protein

AAEL002194-RA 0.025893 uricase

AAEL002194-RB 0.025893 uricase

AAEL002195-RA -0.445056 conserved hypothetical protein

AAEL002197-RA -0.761649 cuticle protein, putative

Page 30



AAEL002198-RA 0.322327 conserved hypothetical protein

AAEL002199-RA -0.236609 conserved hypothetical protein

AAEL002200-RA -0.043628 fatty acid synthase

AAEL002204-RA 0.143716 fatty acid synthase

AAEL002205-RA 0.321422 hypothetical protein

AAEL002206-RA -0.666235 rap gtpase-activating protein

AAEL002207-RA 0.030978 conserved hypothetical protein

AAEL002208-RA 0.719796 conserved hypothetical protein

AAEL002209-RA -0.163795 hypothetical protein

AAEL002211-RA -1.554862 cuticle protein, putative

AAEL002212-RA 0.036332 cuticle protein, putative

AAEL002214-RA -0.357803 amino acid transporter

AAEL002214-RB -0.357803 amino acid transporter

AAEL002215-RA -0.346982 conserved hypothetical protein

AAEL002216-RB 0.229701 5-amp-activated protein kinase, beta subunit

AAEL002217-RA 0.58567 hypothetical protein

AAEL002221-RA 0.468801 calcium and integrin-binding protein 1

AAEL002222-RA -0.18314 hypothetical protein

AAEL002223-RA 0.162188 conserved hypothetical protein

AAEL002225-RA 0.658145 5-oxoprolyl-peptidase, putative

AAEL002226-RA 0.353212 casein kinase

AAEL002228-RA -1.117724 fatty acid synthase

AAEL002229-RA -0.011887 cuticle protein, putative

AAEL002230-RA -1.127447 chromodomain helicase DNA binding protein

AAEL002232-RA 0.28478 conserved hypothetical protein

AAEL002233-RA 0.232974 conserved hypothetical protein

AAEL002235-RA 0.089848 hypothetical protein

AAEL002237-RA 0.096097 fatty acid synthase

AAEL002239-RA 0.333881 conserved hypothetical protein

AAEL002240-RA -0.24483 signal transducing adapter molecule (stam)

AAEL002248-RA 0.466996 conserved hypothetical protein

AAEL002250-RA 0.690479 terminal deoxycytidyl transferase rev1

AAEL002253-RA -0.1187 beta-1,3-n-acetylglucosaminyltransferase radical fringe 

AAEL002256-RA 0.554157 collagen alpha 1(xviii) chain

AAEL002258-RA -0.475676 conserved hypothetical protein

AAEL002259-RA 0.006492 hypothetical protein

AAEL002262-RA 0.386656 conserved hypothetical protein
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AAEL002265-RA -0.39099 conserved hypothetical protein

AAEL002266-RA 0.335105 p15-2b protein, putative

AAEL002267-RA -0.204867 conserved hypothetical protein

AAEL002268-RA -0.953613 hypothetical protein

AAEL002269-RA -0.150865 purine nucleoside phosphorylase

AAEL002275-RA -0.708722 kv channel-interacting protein 1 (KChIP1) , putative

AAEL002276-RA -0.131708 serine protease, putative

AAEL002280-RA 0.480991 ctl2

AAEL002281-RA 0.033872 hypothetical protein

AAEL002285-RA 0.688868 zinc finger protein

AAEL002287-RA 0.453532 trans-prenyltransferase

AAEL002288-RB -0.459709 serine protease

AAEL002290-RA -0.054426 zinc finger protein

AAEL002292-RA 0.50287 glucose transport protein, putative

AAEL002295-RA -0.315392 leucine-rich transmembrane protein

AAEL002296-RA -0.180084 trifunctional enzyme beta subunit (tp-beta)

AAEL002297-RA -0.144714 hypothetical protein

AAEL002298-RA -1.125596 hypothetical protein

AAEL002301-RA 0.150212 serine protease

AAEL002303-RA -0.379162 conserved hypothetical protein

AAEL002307-RA 0.121852 leucine-rich transmembrane protein

AAEL002308-RA 0.142414 butyrate response factor 1 (TIS11B protein)

AAEL002309-RA 0.042436 peroxiredoxin 6, prx-6

AAEL002315-RA -0.111732 hypothetical protein

AAEL002316-RA 0.730097 hypothetical protein

AAEL002318-RA 0.057144 conserved hypothetical protein

AAEL002318-RB 0.057144 conserved hypothetical protein

AAEL002322-RA 0.824246 conserved hypothetical protein

AAEL002324-RA 0.790056 conserved hypothetical protein

AAEL002325-RA 0.696217 conserved hypothetical protein

AAEL002326-RA -0.040399 pickpocket, putative

AAEL002327-RA 0.005205 hypothetical protein

AAEL002328-RA 0.380541 conserved hypothetical protein

AAEL002329-RA -0.522395 alpha-1,3-mannosyl-glycoprotein beta-1, 2-n-acetylglucosaminyltransferase

AAEL002330-RA -0.506676 conserved hypothetical protein

AAEL002331-RA 1.008974 mannose-6-phosphate isomerase

AAEL002334-RA 0.736684 eukaryotic translation initiation factor 3 subunit
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AAEL002337-RA 0.932399 prefoldin, subunit, putative

AAEL002337-RB -1.059567 prefoldin, subunit, putative

AAEL002339-RA 0.149699 conserved hypothetical protein

AAEL002341-RA 0.244142 conserved hypothetical protein

AAEL002343-RA 0.420474 neuronal pas domain protein

AAEL002344-RA 0.237363 hypothetical protein

AAEL002347-RA 0.627856 serine-type enodpeptidase, putative

AAEL002348-RA -0.355597 paired box protein pax-6

AAEL002349-RA 0.139238 conserved hypothetical protein

AAEL002350-RA -0.470955 conserved hypothetical protein

AAEL002351-RA -0.170431 DEAD box ATP-dependent RNA helicase

AAEL002352-RA 0.518456 hypothetical protein

AAEL002354-RA 1.637051 oxidase/peroxidase

AAEL002355-RA 0.210397 conserved hypothetical protein

AAEL002358-RA -0.107092 conserved hypothetical protein

AAEL002359-RA -0.241424 homeobox protein onecut

AAEL002365-RA 0.370214 hypothetical protein

AAEL002366-RA 0.057092 conserved hypothetical protein

AAEL002367-RA 0.233002 carboxylesterase

AAEL002371-RA -0.330554 conserved hypothetical protein

AAEL002371-RB -0.330554 conserved hypothetical protein

AAEL002381-RA -0.572962 conserved hypothetical protein

AAEL002383-RA -0.057265 succinate dehydrogenase, putative

AAEL002384-RA -0.107417 conserved hypothetical protein

AAEL002385-RA 0.407259 carboxylesterase

AAEL002386-RA -0.571133 conserved hypothetical protein

AAEL002387-RA -0.098193 conserved hypothetical protein

AAEL002388-RA 1.091114 zinc finger protein

AAEL002389-RA 0.465471 gamma-secretase subunit aph-1

AAEL002390-RA 0.406986 zinc finger protein

AAEL002392-RA 0.168312 conserved hypothetical protein

AAEL002397-RA 0.284999 conserved hypothetical protein

AAEL002400-RA 0.434984 hypothetical protein

AAEL002401-RA 0.143146 proteasome subunit beta type

AAEL002405-RA 0.188085 conserved hypothetical protein

AAEL002406-RA -0.081996 conserved hypothetical protein

AAEL002407-RA 0.250482 DNA repair protein xp-e
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AAEL002407-RB 0.777955 DNA repair protein xp-e

AAEL002411-RA -0.106254 conserved hypothetical protein

AAEL002411-RB -0.106254 conserved hypothetical protein

AAEL002413-RA -0.360419 sphingomyelin phosphodiesterase

AAEL002415-RA 0.729708 pinch

AAEL002415-RB 0.729708 pinch

AAEL002415-RC 0.729708 pinch

AAEL002416-RA 0.867829 short-chain dehydrogenase

AAEL002416-RB 0.867829 short-chain dehydrogenase

AAEL002417-RA -0.658204 troponin t, invertebrate

AAEL002417-RB -0.658204 troponin t, invertebrate

AAEL002417-RC -0.658204 troponin t, invertebrate

AAEL002418-RA 0.986583 mitochondrial ribosomal protein, L27, putative

AAEL002421-RA -0.41703 hypothetical protein

AAEL002422-RA 0.054238 cytoplasmic polyadenylation element binding protein (cpeb)

AAEL002424-RA -0.519079 conserved hypothetical protein

AAEL002426-RA -0.397418 conserved hypothetical protein

AAEL002427-RA 0.787932 transcription factor IIIB 90 kDa subunit (TFIIIB90)

AAEL002427-RB 0.787932 transcription factor IIIB 90 kDa subunit (TFIIIB90)

AAEL002430-RA -0.090759 n-acetylglucosamine-6-phosphate deacetylase

AAEL002431-RA -0.593015 conserved hypothetical protein

AAEL002433-RA 0.77193 conserved hypothetical protein

AAEL002435-RA 0.420045 conserved hypothetical protein

AAEL002435-RB 0.87389 conserved hypothetical protein

AAEL002435-RE 1.011432 conserved hypothetical protein

AAEL002437-RA 1.151634 symplekin

AAEL002438-RA -0.037616 conserved hypothetical protein

AAEL002441-RA -0.396354 larval cuticle protein, putative

AAEL002443-RA -0.601198 conserved hypothetical protein

AAEL002447-RA -0.485544 hypothetical protein

AAEL002451-RA -0.408028 zinc finger protein

AAEL002452-RA -0.858162 larval cuticle protein, putative

AAEL002453-RA -0.378241 conserved hypothetical protein

AAEL002456-RA -0.35016 conserved hypothetical protein

AAEL002457-RA 0.963595 conserved hypothetical protein

AAEL002457-RB 0.963595 conserved hypothetical protein

AAEL002460-RA 0.186893 conserved hypothetical protein

Page 34



AAEL002461-RA 0.319272 RNA-binding protein, putative

AAEL002464-RA -0.516321 vacuolar ATP synthase subunit f

AAEL002466-RA -0.010555 conserved hypothetical protein

AAEL002468-RA -0.641821 lipid a export ATP-binding/permease protein msba

AAEL002470-RA 0.626145 hypothetical protein

AAEL002473-RA -0.484274 hypothetical protein

AAEL002473-RB -0.484274 hypothetical protein

AAEL002477-RA 1.021495 hypothetical protein

AAEL002480-RA -0.192507 hypothetical protein

AAEL002481-RA -0.826692 hypothetical protein

AAEL002483-RA 0.041517 conserved hypothetical protein

AAEL002486-RA 0.823118 mitochondrial inner membrane protein translocase, 9kD-subunit, putative

AAEL002489-RA 0.981104 conserved hypothetical protein

AAEL002493-RA -0.914131 short-chain dehydrogenase

AAEL002494-RA -0.627052 conserved hypothetical protein

AAEL002498-RA -0.02417 conserved hypothetical protein

AAEL002501-RA -0.369209 protein disulfide isomerase

AAEL002502-RA -0.254648 conserved hypothetical protein

AAEL002503-RA -0.359066 yippee protein

AAEL002504-RB 0.018439 ATP synthase delta chain, mitochondrial

AAEL002505-RA 0.325022 tryptase, putative

AAEL002506-RA 0.446473 glutamate receptor, ionotropic kainate 1, 2, 3 (glur5, glur6, glur7)

AAEL002507-RA -0.220261 hypothetical protein

AAEL002508-RA -0.209247 26S protease regulatory subunit 6a

AAEL002510-RA 0.747342 serine hydroxymethyltransferase

AAEL002510-RB 0.747342 serine hydroxymethyltransferase

AAEL002511-RA -0.242794 ionotropic glutamate receptor subunit ia

AAEL002512-RA 0.098149 conserved hypothetical protein

AAEL002514-RA 0.115061 hypothetical protein

AAEL002520-RA 0.320849 apolipoprotein D, putative

AAEL002523-RA 1.143418 mitochondrial inner membrane protein translocase, 9kD-subunit, putative

AAEL002524-RA -1.038987 conserved hypothetical protein

AAEL002525-RA 0.399522 amino acids transporter

AAEL002526-RA 1.116107 conserved hypothetical protein

AAEL002530-RA -0.43569 hypothetical protein

AAEL002534-RA 0.511132 60S ribosomal protein L10

AAEL002535-RA 0.826845 nucleoprotein, putative
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AAEL002537-RA 0.251504 conserved hypothetical protein

AAEL002540-RA -0.324136 conserved hypothetical protein

AAEL002542-RA 0.451271 triosephosphate isomerase

AAEL002543-RA 0.318647 conserved hypothetical protein

AAEL002544-RA 0.991655 conserved hypothetical protein

AAEL002545-RA -1.513316 hypothetical protein

AAEL002547-RA 0.067939 dipeptidase

AAEL002549-RA 0.156754 conserved hypothetical protein

AAEL002551-RA 0.57897 DNA topoisomerase type I

AAEL002552-RA 0.613206 hypothetical protein

AAEL002554-RA -0.033842 anosmin, putative

AAEL002554-RB 0.542843 anosmin, putative

AAEL002555-RA 0.407972 sodium/solute symporter

AAEL002557-RA 0.252272 cationic amino acid transporter

AAEL002558-RA -0.04925 myomesin

AAEL002559-RA 0.222308 conserved hypothetical protein

AAEL002565-RA -0.4398 titin

AAEL002566-RA 0.074228 hypothetical protein

AAEL002567-RA -0.001159 conserved hypothetical protein

AAEL002569-RA 0.678133 serine/threonine kinase

AAEL002570-RA -0.074067 hypothetical protein

AAEL002572-RA 0.230356 myosin regulatory light chain 2 (mlc-2)

AAEL002575-RA -0.123455 pickpocket

AAEL002576-RA 0.533495 sodium/solute symporter

AAEL002578-RA 0.954086 conserved hypothetical protein

AAEL002579-RA 1.562714 hypothetical protein

AAEL002583-RA 0.504396 toll

AAEL002585-RA 0.250729 serine protease

AAEL002586-RA 0.648237 hypothetical protein

AAEL002589-RA -0.11223 conserved hypothetical protein

AAEL002590-RA 1.19081 serine protease, putative

AAEL002592-RA 0.951045 hypothetical protein

AAEL002593-RA 0.425406 serine protease

AAEL002593-RB -0.717176 serine protease

AAEL002595-RA 0.668829 serine protease

AAEL002599-RA -0.128578 hypothetical protein

AAEL002600-RA -1.110167 serine protease
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AAEL002601-RA -0.061754 serine protease, putative

AAEL002602-RA 0.340228 DNA photolyase

AAEL002604-RA 0.340412 conserved hypothetical protein

AAEL002605-RA 0.233468 Odorant-binding protein 56e, putative

AAEL002606-RA -1.911384 Odorant-binding protein 56e, putative

AAEL002608-RA 0.426086 hypothetical protein

AAEL002610-RA -1.44684 serine protease

AAEL002611-RA 0.205971 conserved hypothetical protein

AAEL002612-RA 0.702118 hypothetical protein

AAEL002614-RA -0.599054 equilibrative nucleoside transporter

AAEL002615-RA -0.560147 leucine-rich transmembrane protein

AAEL002616-RA 0.712582 conserved hypothetical protein

AAEL002616-RB 0.712582 conserved hypothetical protein

AAEL002620-RA 0.295966 conserved hypothetical protein

AAEL002623-RA 0.01189 conserved hypothetical protein

AAEL002624-RA -0.07636 serine protease

AAEL002628-RA -1.026252 hypothetical protein

AAEL002629-RA -0.34578 serine protease

AAEL002634-RA 0.097985 hypothetical protein

AAEL002638-RA 0.232641 cytochrome P450

AAEL002643-RA -1.237358 conserved hypothetical protein

AAEL002644-RA -0.021055 conserved hypothetical protein

AAEL002646-RA 0.442854 cytohesin 1, 2, 3, 4 (guanine nucleotide-exchange protein)

AAEL002649-RA -0.32191 hypothetical protein

AAEL002651-RB -0.564936 hypothetical protein

AAEL002653-RA 0.009292 semaphorin

AAEL002654-RA -0.984146 hypothetical protein

AAEL002656-RA -0.088545 conserved hypothetical protein

AAEL002658-RA 0.032862 AMP dependent ligase

AAEL002658-RB 0.069979 AMP dependent ligase

AAEL002664-RA -0.383877 hypothetical protein

AAEL002667-RA 0.275653 conserved hypothetical protein

AAEL002668-RA -0.419168 AMP dependent ligase

AAEL002673-RA -0.159697 elongase, putative

AAEL002675-RA 0.763427 arginase

AAEL002680-RA -0.179393 AMP dependent ligase

AAEL002683-RA 0.140824 aldehyde oxidase
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AAEL002684-RA 0.133609 dachshund, putative

AAEL002686-RA -0.86365 testisin precursor, putative

AAEL002687-RA 0.662507 sterol carrier protein-2, putative

AAEL002691-RB 0.193039 conserved hypothetical protein

AAEL002693-RA -1.218579 venom allergen

AAEL002700-RA 0.409647 conserved hypothetical protein

AAEL002700-RB 0.409647 conserved hypothetical protein

AAEL002703-RB -0.030176 pyridoxamine 5'-phosphate oxidase

AAEL002704-RA -0.984143 serine protease inhibitor (serpin-4), putative

AAEL002704-RB -0.479269 serine protease inhibitor (serpin-4), putative

AAEL002704-RC 0.559245 serine protease inhibitor (serpin-4), putative

AAEL002705-RA -0.643042 nucleolar protein c7b

AAEL002707-RA -0.060808 hypothetical protein

AAEL002710-RA 0.144319 hypothetical protein

AAEL002715-RA 0.123906 serine protease inhibitor (serpin-6), putative

AAEL002719-RA 0.049212 conserved hypothetical protein

AAEL002720-RA -0.477906 serine protease inhibitors, serpins

AAEL002722-RA -0.510917 protein kinase C inhibitor, putative

AAEL002723-RA 0.23973 peroxisomal membrane protein pmp34

AAEL002728-RA -0.9416 conserved hypothetical protein

AAEL002729-RA 0.113288 hypothetical protein

AAEL002730-RA -0.340122 serine protease inhibitor (serpin-4), putative

AAEL002731-RA -0.146007 serine protease inhibitor, serpin

AAEL002734-RA -0.246258 conserved hypothetical protein

AAEL002737-RA -1.298806 cytochrome c oxidase, subunit VIIC, putative

AAEL002737-RB -1.298806 cytochrome c oxidase, subunit VIIC, putative

AAEL002740-RA 0.04066 homeobox protein otx

AAEL002741-RA 1.468392 neither inactivation nor afterpotential D, putative

AAEL002745-RA 0.36201 nucleoprotein, putative

AAEL002747-RA 0.793661 zinc finger protein

AAEL002748-RA 0.348982 aspartyl-tRNA synthetase

AAEL002749-RA 0.36201 nucleoprotein, putative

AAEL002750-RA -0.040619 conserved hypothetical protein

AAEL002751-RA -0.498017 conserved hypothetical protein

AAEL002752-RA -0.81407 anaphase-promoting complex, subunit-5, putative

AAEL002753-RA -0.191475 zinc finger protein

AAEL002754-RA 0.040904 nephrin
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AAEL002755-RA 0.506232 nucleoprotein, putative

AAEL002756-RA 0.745589 synaptotagmin-4, putative

AAEL002758-RA -0.304305 conserved hypothetical protein

AAEL002760-RA -0.124009 conserved hypothetical protein

AAEL002761-RC 0.323307 tropomyosin invertebrate

AAEL002761-RG 0.323307 tropomyosin invertebrate

AAEL002763-RA 0.374113 conserved hypothetical protein

AAEL002764-RA 0.808526 dihydrolipoamide succinyltransferase component of 2-oxoglutarate dehydrogenase

AAEL002764-RB 0.808526 dihydrolipoamide succinyltransferase component of 2-oxoglutarate dehydrogenase

AAEL002765-RA -0.247286 coup transcription factor

AAEL002766-RA 0.715632 glutamyl-tRNA(Gln) amidotransferase subunit A

AAEL002769-RA 0.543571 homeobox protein prospero/prox-1

AAEL002772-RA 0.164728 chromo domain protein

AAEL002773-RA -0.312607 conserved hypothetical protein

AAEL002774-RB -0.399539 slender lobes, putative

AAEL002776-RA -0.441194 conserved hypothetical protein

AAEL002777-RA 0.267185 conserved hypothetical protein

AAEL002778-RA 0.480873 hypothetical protein

AAEL002779-RA 0.53094 ribokinase

AAEL002781-RA 0.403739 galactokinase

AAEL002781-RB 0.222218 galactokinase

AAEL002783-RA 0.290186 mitochondrial ribosomal protein, L37, putative

AAEL002784-RA 0.384502 zinc finger protein

AAEL002785-RA 0.091429 DNA polymerase epsilon subunit b

AAEL002788-RA 0.206741 conserved hypothetical protein

AAEL002789-RA -0.264976 26S proteasome non-atpase regulatory subunit

AAEL002790-RA -0.255854 hypothetical protein

AAEL002791-RB 0.181725 conserved hypothetical protein

AAEL002792-RA 0.051117 dynein light chain

AAEL002793-RA 0.386469 conserved hypothetical protein

AAEL002798-RA 0.674399 conserved hypothetical protein

AAEL002801-RA -0.444412 hypothetical protein

AAEL002802-RA -0.284268 wd-repeat protein

AAEL002803-RA 0.097324 conserved hypothetical protein

AAEL002806-RA -0.503955 conserved hypothetical protein

AAEL002808-RA 0.46172 diphthine synthase

AAEL002809-RA 0.142878 down syndrome critical region protein
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AAEL002809-RB 0.142878 down syndrome critical region protein

AAEL002811-RA -0.957485 conserved hypothetical protein

AAEL002813-RA -1.208085 coupling factor, putative

AAEL002816-RA -0.377021 conserved hypothetical protein

AAEL002818-RA 1.310039 splicing factor u2af large subunit

AAEL002822-RA -0.449829 actin

AAEL002823-RA -0.303299 conserved hypothetical protein

AAEL002825-RA -1.024738 NADH:ubiquinone dehydrogenase, putative

AAEL002827-RA -0.484284 ATP synthase beta subunit

AAEL002828-RA -0.30371 hypothetical protein

AAEL002828-RB -0.30371 hypothetical protein

AAEL002831-RA -0.014632 conserved hypothetical protein

AAEL002833-RA 1.060407 cathepsin l

AAEL002837-RA 0.800296 radical sam proteins

AAEL002841-RA 0.472369 3-hydroxyacyl-coa dehyrogenase

AAEL002842-RA -0.54191 3-hydroxyacyl-coa dehyrogenase

AAEL002843-RA -0.260552 conserved hypothetical protein

AAEL002844-RA 0.720651 conserved hypothetical protein

AAEL002845-RA 0.018675 hypothetical protein

AAEL002850-RA 0.053891 patched 1, putative

AAEL002851-RA 0.594256 tubulin beta chain

AAEL002853-RA -1.261178 ccaat/enhancer binding protein

AAEL002856-RA 0.61166 conserved hypothetical protein

AAEL002860-RA -0.25767 conserved hypothetical protein

AAEL002861-RA 0.395449 conserved hypothetical protein

AAEL002861-RB 0.395449 conserved hypothetical protein

AAEL002863-RA 0.561557 zinc finger protein

AAEL002864-RA -0.145031 hypothetical protein

AAEL002866-RA 0.094148 cyclin l

AAEL002867-RA 0.297762 phenylalanyl-tRNA synthetase alpha chain

AAEL002870-RA 0.747971 dipeptidyl peptidase iii

AAEL002870-RB 0.747971 dipeptidyl peptidase iii

AAEL002873-RA -1.001007 conserved hypothetical protein

AAEL002874-RA 0.460679 apolipoprotein a binding protein

AAEL002875-RA -0.60178 conserved hypothetical protein

AAEL002879-RA -0.946598 heterogeneous nuclear ribonucleoprotein r

AAEL002880-RA -0.034785 conserved hypothetical protein
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AAEL002884-RA 0.243165 hypothetical protein

AAEL002885-RA -0.495513 protein kinase c zeta and iota isoform

AAEL002886-RA 1.260769 thioredoxin reductase

AAEL002886-RB 1.260769 thioredoxin reductase

AAEL002888-RA 0.855869 williams-beuren syndrome critical region protein

AAEL002894-RA -0.729166 adenosine A2 receptor

AAEL002895-RA -0.836381 conserved hypothetical protein

AAEL002896-RA 0.329587 conserved hypothetical protein

AAEL002897-RA 0.425373 conserved hypothetical protein

AAEL002898-RA -0.092783 conserved hypothetical protein

AAEL002900-RA -0.949504 conserved hypothetical protein

AAEL002901-RA 0.284511 short-chain dehydrogenase

AAEL002905-RA 0.870738 conserved hypothetical protein

AAEL002906-RA -1.318659 26S proteasome regulatory subunit rpn2

AAEL002912-RA -0.806497 wd-repeat protein

AAEL002913-RA 0.858508 peroxisomal membrane protein 70 abcd3

AAEL002915-RA 0.450452 conserved hypothetical protein

AAEL002918-RA -0.038476 centaurin beta

AAEL002920-RA -0.244203 hypothetical protein

AAEL002923-RA -1.338485 hypothetical protein

AAEL002924-RA 0.994426 conserved hypothetical protein

AAEL002924-RB 0.994426 conserved hypothetical protein

AAEL002925-RA 0.006564 hypothetical protein

AAEL002926-RA 0.261069 hypothetical protein

AAEL002931-RA -0.672452 hypothetical protein

AAEL002933-RA -0.152497 conserved hypothetical protein

AAEL002936-RA 0.081444 VAMP-associated protein, putative

AAEL002937-RA 0.630107 hypothetical protein

AAEL002939-RA -0.61735 conserved hypothetical protein

AAEL002944-RA 1.256536 conserved hypothetical protein

AAEL002945-RA 0.576103 conserved hypothetical protein

AAEL002948-RA 0.019244 frataxin, putative

AAEL002951-RA -1.665425 forkhead protein/ forkhead protein domain

AAEL002957-RA -0.499481 lactoylglutathione lyase

AAEL002958-RA -1.203776 conserved hypothetical protein

AAEL002958-RB -1.203776 conserved hypothetical protein

AAEL002959-RA -0.454131 brain chitinase and chia
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AAEL002961-RA -0.690924 Osiris, putative

AAEL002963-RA -0.846831 conserved hypothetical protein

AAEL002963-RB -0.846831 conserved hypothetical protein

AAEL002966-RA -0.135799 conserved hypothetical protein

AAEL002967-RA 0.346688 conserved hypothetical protein

AAEL002969-RA -0.085611 brain chitinase and chia

AAEL002970-RA -0.446491 conserved hypothetical protein

AAEL002971-RA 0.613603 sarcalumenin

AAEL002976-RA -0.435845 Aspartyl beta-hydroxylase, putative

AAEL002978-RA -0.007534 leucyl aminopeptidase, putative

AAEL002979-RA 0.31374 conserved hypothetical protein

AAEL002980-RA 0.401062 U1 small nuclear ribonucleoprotein A

AAEL002985-RA -0.078823 mitchondrial carnitine/acylcarnitine carrier protein CACL, putative

AAEL002985-RB -0.078823 mitchondrial carnitine/acylcarnitine carrier protein CACL, putative

AAEL002987-RA 0.163336 kinesin heavy chain

AAEL002990-RA -0.534827 hypothetical protein

AAEL002992-RA -0.737684 sphingolipid delta 4 desaturase/c-4 hydroxylase protein des2

AAEL002993-RA 0.580698 39S ribosomal protein L43

AAEL002997-RA -0.049196 serine protease

AAEL002999-RA 0.230396 gtpase_rho

AAEL003001-RA -0.052035 wd-repeat protein

AAEL003004-RA 0.176333 hypothetical protein

AAEL003006-RA 0.980495 2-deoxyglucose-6-phosphate phosphatase

AAEL003007-RA 0.27351 hypothetical protein

AAEL003008-RA -0.250218 hypothetical protein

AAEL003009-RA 0.515999 zinc finger protein

AAEL003010-RA 0.838052 hypothetical protein

AAEL003011-RA 0.035153 NADH dehydrogenase, putative

AAEL003014-RA -1.053547 hypothetical protein

AAEL003017-RA -1.050375 hypothetical protein

AAEL003018-RA 0.12325 conserved hypothetical protein

AAEL003019-RA -1.008974 conserved hypothetical protein

AAEL003024-RA -0.356323 netrin

AAEL003027-RA -0.738549 conserved hypothetical protein

AAEL003030-RA -0.473946 hypothetical protein

AAEL003031-RA -0.72146 conserved hypothetical protein

AAEL003032-RA 1.101384 phd finger protein
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AAEL003035-RA 0.456187 ultraviolet-sensitive opsin

AAEL003037-RA 1.016998 conserved hypothetical protein

AAEL003039-RA 0.109471 nonsense-mediated mrna decay protein

AAEL003040-RA 0.419614 hypothetical protein

AAEL003043-RA -0.167888 hypothetical protein

AAEL003046-RA 0.016564 saposin

AAEL003048-RA 0.044351 netrin

AAEL003049-RA -1.114142 pupal cuticle protein 78E, putative

AAEL003053-RA 0.977191 allergen, putative

AAEL003053-RB -0.458147 allergen, putative

AAEL003053-RC 0.08642 allergen, putative

AAEL003053-RD 1.154975 allergen, putative

AAEL003053-RE 0.530691 allergen, putative

AAEL003053-RF -0.458147 allergen, putative

AAEL003055-RA 0.521639 conserved hypothetical protein

AAEL003056-RA 0.797161 brain chitinase and chia

AAEL003061-RA 0.320428 serine/threonine protein kinase

AAEL003062-RA -0.312397 hypothetical protein

AAEL003065-RA 0.146257 conserved hypothetical protein

AAEL003066-RA 0.055603 brain chitinase and chia

AAEL003066-RB 0.055603 brain chitinase and chia

AAEL003067-RA 0.050599 conserved hypothetical protein

AAEL003067-RB 0.050599 conserved hypothetical protein

AAEL003070-RA 0.094795 conserved hypothetical protein

AAEL003071-RA -0.878294 tRNA pseudouridine synthase D

AAEL003073-RA 0.002747 DNA-binding protein D-ETS-3 like

AAEL003076-RA -0.32711 glucosyl/glucuronosyl transferases

AAEL003077-RA 0.264846 conserved hypothetical protein

AAEL003078-RA 0.704821 conserved hypothetical protein

AAEL003079-RA -1.04566 glucosyl/glucuronosyl transferases

AAEL003080-RA 0.010019 hypothetical protein

AAEL003087-RA 0.025797 conserved hypothetical protein

AAEL003088-RA 0.743161 hypothetical protein

AAEL003089-RA 0.321464 conserved hypothetical protein

AAEL003094-RA 0.323013 glycoprotein, putative

AAEL003095-RA 1.009365 hypothetical protein

AAEL003100-RA 0.793312 conserved hypothetical protein
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AAEL003102-RA -0.218797 glucosyl/glucuronosyl transferases

AAEL003103-RA -0.205067 ubiquitin-conjugating enzyme E2

AAEL003104-RA 0.794386 tripartite motif protein trim2,3

AAEL003106-RA 0.225787 clathrin coat associated protein ap-50

AAEL003108-RA -0.1912 protein-tyrosine phosphatase, non-receptor type nt5

AAEL003111-RA 0.197775 tartan

AAEL003113-RA 0.199385 conserved hypothetical protein

AAEL003114-RA 0.045563 conserved hypothetical protein

AAEL003115-RA -0.048552 tartan

AAEL003116-RA -0.094682 phosrestin i (arrestin b) (arrestin 2)

AAEL003117-RA 0.006386 peroxisomal targeting signal 2 receptor

AAEL003118-RA -0.219052 conserved hypothetical protein

AAEL003118-RB -0.219052 conserved hypothetical protein

AAEL003119-RA -1.280672 conserved hypothetical protein

AAEL003120-RA 0.456779 conserved hypothetical protein

AAEL003123-RA -0.077026 deoxyribonuclease I, putative

AAEL003125-RA 0.642285 acyl-coa dehydrogenase

AAEL003126-RA 0.600238 conserved hypothetical protein

AAEL003135-RA 0.16561 conserved hypothetical protein

AAEL003136-RA 0.818251 copper chaperone Atox1, putative

AAEL003140-RA -0.330629 retinoblastoma binding protein

AAEL003141-RA 0.535708 hypothetical protein

AAEL003142-RA 0.515252 conserved hypothetical protein

AAEL003143-RA 0.776583 inositol polyphosphate 5-phosphatase

AAEL003149-RA 0.466305 conserved hypothetical protein

AAEL003151-RA -1.108012 conserved hypothetical protein

AAEL003152-RA 0.247797 werner syndrome helicase

AAEL003153-RA 0.614443 hypothetical protein

AAEL003156-RA 0.123821 fibrinogen and fibronectin

AAEL003157-RA -0.433216 conserved hypothetical protein

AAEL003161-RA 0.660628 adenylosuccinate synthetase

AAEL003162-RA 0.780951 formin 1,2/cappuccino

AAEL003163-RA -0.087372 forkhead protein/ forkhead protein domain

AAEL003165-RA -0.830307 low molecular weight protein-tyrosine-phosphatase

AAEL003166-RA 0.306836 hypothetical protein

AAEL003169-RA 0.013085 echinoid

AAEL003175-RA 0.142352 forkhead box protein (AaegFOXA)
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AAEL003176-RA -0.230396 conserved hypothetical protein

AAEL003178-RA 1.169094 conserved hypothetical protein

AAEL003179-RA -0.09401 protein arginine n-methyltransferase 1, putative

AAEL003180-RA 0.594334 prefoldin subunit

AAEL003182-RA -0.290036 SERPIN1 protein precursor, putative

AAEL003182-RB 0.851834 SERPIN1 protein precursor, putative

AAEL003184-RB -0.628033 mfs transporter

AAEL003186-RA 0.090465 hypothetical protein

AAEL003188-RA 0.434743 sphingosine phosphate lyase

AAEL003190-RA 1.235259 hypothetical protein

AAEL003192-RA -0.254086 mfs transporter

AAEL003193-RA -0.62793 inorganic pyrophosphatase

AAEL003193-RB -0.62793 inorganic pyrophosphatase

AAEL003194-RA 0.12979 xaa-pro aminopeptidase

AAEL003197-RA -0.840881 hypothetical protein

AAEL003199-RA -0.087963 conserved hypothetical protein

AAEL003200-RA 0.38615 hypothetical protein

AAEL003200-RB 0.38615 hypothetical protein

AAEL003201-RA 0.423314 carboxylesterase

AAEL003202-RA 0.126191 cyclohex-1-ene-1-carboxyl-CoA hydratase, putative

AAEL003203-RA 0.03124 fatty acid desaturase, putative

AAEL003203-RB 0.03124 fatty acid desaturase, putative

AAEL003204-RA 0.091202 conserved hypothetical protein

AAEL003205-RA 0.489181 conserved hypothetical protein

AAEL003206-RA -0.095226 glutaredoxin, grx

AAEL003208-RA 0.498966 Tubby, putative

AAEL003210-RA -0.274733 tetraspanin 29fa

AAEL003210-RB -0.274733 tetraspanin 29fa

AAEL003210-RC -0.274733 tetraspanin 29fa

AAEL003210-RD -0.274733 tetraspanin 29fa

AAEL003210-RE -0.274733 tetraspanin 29fa

AAEL003212-RA -0.331756 protease m1 zinc metalloprotease

AAEL003215-RA 0.318491 heat shock factor binding protein, putative

AAEL003218-RA 1.095816 conserved hypothetical protein

AAEL003220-RA 0.73047 rho-type gtpase activating protein

AAEL003223-RA -0.15145 hypothetical protein

AAEL003227-RA 0.121916 protease m1 zinc metalloprotease
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AAEL003230-RA 0.591581 conserved hypothetical protein

AAEL003234-RA 0.730237 cytochrome c oxidase, subunit VIA, putative

AAEL003235-RA -0.111866 conserved hypothetical protein

AAEL003235-RB -0.111866 conserved hypothetical protein

AAEL003236-RA -0.338403 hypothetical protein

AAEL003237-RA 0.418384 low molecular weight protein-tyrosine-phosphatase

AAEL003239-RA -0.291487 Pupal cuticle protein, putative

AAEL003240-RA -0.253864 conserved hypothetical protein

AAEL003242-RA 0.22654 Pupal cuticle protein, putative

AAEL003243-RA -0.355142 serine protease

AAEL003245-RA 0.357869 Inhibitor of nuclear factor kappa B kinase beta subunit

AAEL003246-RA 0.241746 deoxyribose-phosphate aldolase

AAEL003249-RA 0.430429 hypothetical protein

AAEL003251-RA -0.208449 serine protease snake, putative

AAEL003252-RA -0.05735 hypothetical protein

AAEL003254-RA -0.182323 atpase n2b

AAEL003255-RA 0.394993 hypothetical protein

AAEL003261-RA 0.283344 hypothetical protein

AAEL003262-RA -0.015942 leucine-rich transmembrane protein

AAEL003268-RA 0.345621 conserved hypothetical protein

AAEL003269-RA -0.123596 conserved hypothetical protein

AAEL003270-RA 0.455519 conserved hypothetical protein

AAEL003271-RA -0.176222 conserved hypothetical protein

AAEL003277-RA -0.160275 hypothetical protein

AAEL003279-RA 0.08859 clip-domain serine protease, putative

AAEL003280-RA -0.319896 serine protease

AAEL003281-RA 0.809714 adp-ribosylation factor, arf

AAEL003282-RA 0.924556 ezrin-binding protein pace-1

AAEL003283-RA 0.666891 bitesize isoform

AAEL003285-RA 0.720695 translocation associated membrane protein

AAEL003286-RA 0.392964 alkaline phosphatase

AAEL003291-RA -0.346175 conserved hypothetical protein

AAEL003294-RA -0.242745 fibrinogen and fibronectin

AAEL003298-RA -0.004527 alkaline phosphatase

AAEL003299-RA -0.034985 hypothetical protein

AAEL003300-RA -0.111043 hypothetical protein

AAEL003303-RA 0.999025 conserved hypothetical protein

Page 46



AAEL003310-RA 0.429658 conserved hypothetical protein

AAEL003311-RA 0.21836 conserved hypothetical protein

AAEL003312-RA -1.730173 hypothetical protein

AAEL003313-RA 0.846682 alkaline phosphatase

AAEL003317-RA 0.371089 alkaline phosphatase

AAEL003325-RA -0.198616 niemann-pick C1

AAEL003327-RA -0.868207 zinc finger protein

AAEL003335-RA -0.022869 conserved hypothetical protein

AAEL003336-RA 0.405771 conserved hypothetical protein

AAEL003338-RA 0.813554 hypothetical protein

AAEL003343-RA -1.384871 conserved hypothetical protein

AAEL003344-RA 0.045558 metaxin

AAEL003345-RA -1.221106 argininosuccinate lyase

AAEL003349-RA -0.194361 nadph cytochrome P450

AAEL003352-RA 0.111019 ribosomal protein l7ae

AAEL003353-RA -0.331753 conserved hypothetical protein

AAEL003357-RA 0.167431 hypothetical protein

AAEL003359-RA -0.121936 dual specificity mitogen-activated protein kinase kinase hemipterous MAPKK

AAEL003361-RA -0.661709 hypothetical protein

AAEL003362-RA 0.262185 hypothetical protein

AAEL003363-RA 0.564415 phosphatidic acid phosphatase

AAEL003364-RA -0.136708 hypothetical protein

AAEL003365-RB -0.098365 fumarylacetoacetate hydrolase

AAEL003366-RA 0.694319 DNA-J, putative

AAEL003370-RA -0.296755 Dual specificity tyrosine-phosphorylation-regulated kinase

AAEL003371-RA 0.889641 f-box and wd-40 domain protein

AAEL003375-RA -0.079113 conserved hypothetical protein

AAEL003377-RA -0.811387 signal recognition particle

AAEL003379-RA 0.568692 gtpase-activating protein gyp2

AAEL003380-RA -0.56376 cytochrome P450

AAEL003382-RA 1.2387 Ro ribonucleoprotein autoantigen, putative

AAEL003382-RB 1.2387 Ro ribonucleoprotein autoantigen, putative

AAEL003385-RA 0.492331 conserved hypothetical protein

AAEL003386-RA -0.434175 hypothetical protein

AAEL003387-RA -1.163196 cationic amino acid transporter

AAEL003389-RA 0.273593 antibacterial peptide, putative

AAEL003393-RA -0.339896 ATP synthase beta subunit
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AAEL003396-RA -1.198958 60S ribosomal protein L32

AAEL003397-RA -0.716739 mitochondrial ribosomal protein L17

AAEL003398-RA 0.150034 conserved hypothetical protein

AAEL003404-RA 0.567751 hypothetical protein

AAEL003404-RB 0.529379 hypothetical protein

AAEL003405-RA 0.652487 conserved hypothetical protein

AAEL003405-RB 0.652487 conserved hypothetical protein

AAEL003406-RA -0.255241 conserved hypothetical protein

AAEL003409-RA 0.287473 60S ribosomal protein L10, mitochondrial

AAEL003411-RA 0.1496 metaxin, putative

AAEL003412-RA 0.700303 nuclear lim interactor-interacting factor (nli-interacting factor) (nli-if)

AAEL003413-RA 0.148473 f-spondin

AAEL003416-RA 0.289437 sorting nexin

AAEL003417-RA -0.469079 mitochondrial ATPase inhibitor, putative

AAEL003418-RA -0.021435 microsomal signal peptidase 25 kda subunit

AAEL003423-RA -0.380277 NADH dehydrogenase, putative

AAEL003423-RB -0.380277 NADH dehydrogenase, putative

AAEL003424-RA -0.420734 zinc carboxypeptidase

AAEL003425-RA 0.437025 conserved hypothetical protein

AAEL003425-RB 0.437025 conserved hypothetical protein

AAEL003426-RA -0.173731 sodium-dependent phosphate transporter

AAEL003431-RA 0.318766 proteasome subunit beta type 7,10

AAEL003432-RA 0.438095 hypothetical protein

AAEL003433-RA -1.60069 copper-transporting atpase 1, 2 (copper pump 1, 2)

AAEL003435-RA -0.624497 conserved hypothetical protein

AAEL003442-RA 0.178248 conserved hypothetical protein

AAEL003443-RA 0.183578 threonine dehydrogenase

AAEL003445-RA 0.130864 conserved hypothetical protein

AAEL003449-RA -0.777341 structural maintenance of chromosomes smc2

AAEL003450-RA 0.301389 hypothetical protein

AAEL003451-RA 0.588354 conserved hypothetical protein

AAEL003452-RA -0.500742 conserved hypothetical protein

AAEL003452-RB 0.424371 conserved hypothetical protein

AAEL003454-RA 0.178654 Phocein protein, putative

AAEL003456-RA 0.328895 conserved hypothetical protein

AAEL003457-RA 0.067939 conserved hypothetical protein

AAEL003459-RA -0.434263 hypothetical protein
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AAEL003461-RA 0.035556 mitochondrial intermediate peptidase

AAEL003462-RA -0.192424 aromatic amino acid decarboxylase

AAEL003463-RA 1.010996 hypothetical protein

AAEL003464-RA 0.363383 conserved hypothetical protein

AAEL003467-RA 1.047349 conserved hypothetical protein

AAEL003468-RA 0.121205 dolichyl-diphosphooligosaccharide protein glycosyltransferase

AAEL003469-RA -0.02068 NHP2 protein, putative

AAEL003469-RB -0.02068 NHP2 protein, putative

AAEL003470-RA -1.682982 conserved hypothetical protein

AAEL003471-RA 0.921047 hypothetical protein

AAEL003474-RA 0.257007 conserved hypothetical protein

AAEL003474-RB 0.257007 conserved hypothetical protein

AAEL003475-RA 0.460751 aromatic amino acid decarboxylase

AAEL003477-RA 0.187719 peptidyl-prolyl cis-trans isomerase h, ppih

AAEL003478-RA -0.286107 hypothetical protein

AAEL003480-RA 0.137793 hypothetical protein

AAEL003483-RA 0.607153 conserved hypothetical protein

AAEL003484-RA 0.051433 hypothetical protein

AAEL003485-RA -0.44613 adhesion regulating molecule 1 (110 kda cell membrane glycoprotein)

AAEL003488-RA -0.804449 site-1 protease (sterol-regulated, cleaves sterol regulatory element binding proteins)

AAEL003489-RA -0.053944 conserved hypothetical protein

AAEL003492-RA 0.526432 ribonuclease, putative

AAEL003494-RA 0.529534 goodpasture antigen-binding protein

AAEL003497-RA 0.018713 farnesyl-pyrophosphate synthetase

AAEL003500-RA 1.131469 conserved hypothetical protein

AAEL003503-RA -0.401718 ras-related protein Rab-7

AAEL003504-RA -1.594523 emx homeobox protein

AAEL003508-RA 1.024301 serine-pyruvate aminotransferase

AAEL003508-RB 1.024301 serine-pyruvate aminotransferase

AAEL003512-RA 0.229492 aquaporin-1

AAEL003514-RA 0.906086 centromere/microtubule binding protein cbf5

AAEL003515-RA 0.32152 hypothetical protein

AAEL003515-RB 0.32152 hypothetical protein

AAEL003516-RA 0.478024 conserved hypothetical protein

AAEL003520-RA -0.029451 serine protease, putative

AAEL003521-RA -1.028451 hypothetical protein

AAEL003522-RA -0.376256 protein arginine n-methyltransferase
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AAEL003525-RA -0.220519 conserved hypothetical protein

AAEL003526-RA 0.359443 hypothetical protein

AAEL003527-RA -0.57656 conserved hypothetical protein

AAEL003528-RA 0.496634 cdc73 domain protein

AAEL003534-RA 0.081429 hypothetical protein

AAEL003537-RA 0.12571 nuclear inhibitor of protein phosphatase-1

AAEL003538-RA -0.013059 conserved hypothetical protein

AAEL003541-RA -0.102045 galectin

AAEL003543-RA -0.086572 conserved hypothetical protein

AAEL003549-RA -0.451292 hypothetical protein

AAEL003550-RA 0.601621 aquaporin

AAEL003552-RA 1.223472 DNA-directed RNA polymerase subunit rpb6

AAEL003553-RA -0.3325 hypothetical protein

AAEL003554-RA 0.891935 leucine rich repeat protein

AAEL003559-RA 1.285922 conserved hypothetical protein

AAEL003560-RA 0.395602 pou domain/drifter/cf-1a

AAEL003563-RA 0.001299 conserved hypothetical protein

AAEL003563-RB 0.638476 conserved hypothetical protein

AAEL003568-RA 0.325498 threonine dehydratase/deaminase

AAEL003569-RA -0.119793 acyl-coa thioesterase

AAEL003572-RA 0.82377 rnase h (70)

AAEL003573-RA 0.217506 transportin

AAEL003574-RA 0.02676 hypothetical protein

AAEL003579-RA -0.396616 FAS-associated factor 1, putative

AAEL003585-RA -0.62719 conserved hypothetical protein

AAEL003586-RA -1.125164 neuronal cell adhesion molecule

AAEL003589-RA -1.613505 transcription factor, putative

AAEL003590-RA -0.062742 hypothetical protein

AAEL003593-RA 0.152853 hypothetical protein

AAEL003594-RA -0.013391 kinectin, putative

AAEL003595-RA 0.094589 protein serine/threonine kinase, putative

AAEL003597-RA -0.151368 leucine-rich transmembrane protein

AAEL003600-RA 0.29185 conserved hypothetical protein

AAEL003601-RA 0.793917 conserved hypothetical protein

AAEL003602-RA 0.438532 hypothetical protein

AAEL003603-RA -0.252938 transcription factor, putative

AAEL003604-RA 0.157785 conserved hypothetical protein
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AAEL003605-RA -0.573694 U2 small nuclear ribonucleoprotein, putative

AAEL003606-RA -0.235496 purine biosynthesis protein 6, pur6

AAEL003607-RA 0.152933 fibrinogen and fibronectin

AAEL003608-RA -0.292126 inositol 1,4,5-trisphosphate receptor

AAEL003609-RA 1.547711 neurobeachin

AAEL003610-RA 0.451207 serine protease

AAEL003611-RA 0.185877 stearoyl-coa desaturase

AAEL003612-RA 0.512413 peroxinectin

AAEL003613-RA 0.013753 conserved hypothetical protein

AAEL003614-RA -0.208927 clip-domain serine protease, putative

AAEL003623-RA -0.282932 conserved hypothetical protein

AAEL003623-RB -0.282932 conserved hypothetical protein

AAEL003624-RA -0.319666 sodium/shloride dependent amino acid transporter

AAEL003625-RA 0.801708 clip-domain serine protease, putative

AAEL003628-RA 0.325117 clip-domain serine protease, putative

AAEL003630-RA 0.001259 conserved hypothetical protein

AAEL003631-RA -0.210425 clip-domain serine protease, putative

AAEL003635-RA -0.219816 hypothetical protein

AAEL003636-RA -0.119496 hypothetical protein

AAEL003637-RA -0.348604 conserved hypothetical protein

AAEL003638-RA 0.09065 sodium/shloride dependent amino acid transporter

AAEL003643-RA -0.232384 AMP dependent ligase

AAEL003645-RA -0.463504 stearoyl-coa desaturase

AAEL003646-RA 0.140432 conserved hypothetical protein

AAEL003649-RA -0.559989 conserved hypothetical protein

AAEL003650-RA -0.181138 Inhibitor of growth protein, ing1

AAEL003650-RB -0.181138 Inhibitor of growth protein, ing1

AAEL003656-RA -0.471184 hypothetical protein

AAEL003658-RA 0.675437 laminin beta-2 chain

AAEL003659-RA 1.006349 histone H3

AAEL003661-RA 0.385451 translation initiation factor

AAEL003662-RA -0.125712 puckered protein, putative

AAEL003664-RA 0.758112 lupus la ribonucleoprotein

AAEL003665-RA -0.641892 hypothetical protein

AAEL003666-RA 0.846388 leukotriene a-4 hydrolase

AAEL003667-RA -0.824904 hypothetical protein

AAEL003667-RB -0.824904 hypothetical protein
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AAEL003667-RC 0.50114 hypothetical protein

AAEL003668-RA 0.505635 hypothetical protein

AAEL003673-RA -0.560693 histone H4

AAEL003674-RA 0.152844 conserved hypothetical protein

AAEL003675-RA 0.718441 ubiquinol-cytochrome c reductase iron-sulfur subunit

AAEL003675-RB 0.718441 ubiquinol-cytochrome c reductase iron-sulfur subunit

AAEL003676-RA 0.540745 myosin I, putative

AAEL003676-RB 0.455948 myosin I, putative

AAEL003677-RA 0.801397 hypothetical protein

AAEL003678-RA 0.342564 diphosphoinositol polyphosphate phosphohydrolase, putative

AAEL003681-RA -0.250443 hypothetical protein

AAEL003682-RA 0.205383 tropomyosin, putative

AAEL003683-RA 0.170329 conserved hypothetical protein

AAEL003685-RA -0.758656 histone H3

AAEL003686-RA 0.585918 serine protease inhibitor, serpin

AAEL003687-RA 0.603102 histone h2a

AAEL003689-RA 0.302098 histone H4

AAEL003695-RA 1.006555 conserved hypothetical protein

AAEL003696-RA 0.449091 conserved hypothetical protein

AAEL003697-RA -0.201822 serine protease inhibitor, serpin

AAEL003703-RA -0.191175 scarlet protein

AAEL003704-RA 0.432333 39S ribosomal protein L13, mitochondrial

AAEL003705-RA 0.252435 seven transmembrane protein, putative

AAEL003706-RA 0.603102 histone h2a

AAEL003709-RA 0.248927 crotonobetainyl-CoA-hydratase, putative

AAEL003712-RA 0.742019 lysozyme P, putative

AAEL003713-RA -0.38287 leucine-rich transmembrane protein

AAEL003715-RA -0.338692 hypothetical protein

AAEL003716-RA 0.665621 ribonuclease UK114, putative

AAEL003716-RB 0.665621 ribonuclease UK114, putative

AAEL003717-RA -0.122741 hypothetical protein

AAEL003718-RA 0.955233 glucose transporter

AAEL003720-RA 0.710018 leucine-rich transmembrane protein

AAEL003721-RA -0.422494 heterogeneous nuclear ribonucleoprotein, putative

AAEL003723-RA 0.742019 lysozyme P, putative

AAEL003731-RA 0.442051 nuclear body associated kinase, putative

AAEL003733-RA -0.175807 hypothetical protein
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AAEL003734-RA -0.2949 aconitase, mitochondrial

AAEL003735-RA 0.595554 conserved hypothetical protein

AAEL003737-RA -0.271301 conserved hypothetical protein

AAEL003738-RA 0.220561 conserved hypothetical protein

AAEL003740-RA -0.109333 conserved hypothetical protein

AAEL003743-RA -0.283055 vacuolar proton atpases

AAEL003748-RA -0.127945 cytochrome P450

AAEL003749-RA -0.60444 conserved hypothetical protein

AAEL003750-RA 0.221071 conserved hypothetical protein

AAEL003750-RB 0.221071 conserved hypothetical protein

AAEL003752-RA -0.023956 conserved hypothetical protein

AAEL003753-RA 0.066043 fibrinogen and fibronectin

AAEL003754-RA -0.267827 actin binding

AAEL003755-RA 0.035538 BolA protein, putative

AAEL003756-RA 0.452341 conserved hypothetical protein

AAEL003760-RA 0.558785 conserved hypothetical protein

AAEL003761-RA -0.137762 hypothetical protein

AAEL003762-RA 1.080088 Protoporphyrinogen IX oxidase, putative

AAEL003764-RA 0.171475 hypothetical protein

AAEL003766-RA 0.191462 hypothetical protein

AAEL003769-RB 0.167483 methionine aminopeptidase

AAEL003770-RA 0.361024 conserved hypothetical protein

AAEL003771-RA -1.083624 trithorax protein ash2

AAEL003774-RA 0.066995 conserved hypothetical protein

AAEL003776-RA 0.101928 conserved hypothetical protein

AAEL003779-RA -0.3445 hypothetical protein

AAEL003785-RA -1.421102 conserved hypothetical protein

AAEL003787-RA 0.332175 conserved hypothetical protein

AAEL003788-RA -0.32782 conserved hypothetical protein

AAEL003790-RA -0.182832 conserved hypothetical protein

AAEL003791-RA -0.086205 conserved hypothetical protein

AAEL003797-RA -0.005575 hypothetical protein

AAEL003798-RA 0.556502 hypothetical protein

AAEL003801-RA 0.953503 28S ribosomal protein S5

AAEL003805-RA -0.007637 conserved hypothetical protein

AAEL003808-RA 0.162257 sugar transporter

AAEL003809-RA 0.333876 sugar transporter
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AAEL003811-RA 0.368147 hypothetical protein

AAEL003814-RA -0.76678 histone H4

AAEL003815-RA -0.314162 zinc finger protein

AAEL003816-RA 0.54648 hypothetical protein

AAEL003816-RB -0.051058 hypothetical protein

AAEL003817-RA -1.045393 kappa b-ras

AAEL003818-RA -0.354723 histone h2a

AAEL003820-RA -0.354723 histone h2a

AAEL003821-RA 0.357601 hypothetical protein

AAEL003822-RA 0.640084 conserved hypothetical protein

AAEL003823-RA -0.584776 histone H4

AAEL003824-RA -0.450319 conserved hypothetical protein

AAEL003826-RA -0.354723 histone h2a

AAEL003829-RA -0.138153 dynamin

AAEL003831-RA 0.229049 fatty acid hydroxylase

AAEL003832-RA 0.096125 conserved hypothetical protein

AAEL003833-RA -0.584776 histone H4

AAEL003835-RA 0.012822 initiation factor 5a

AAEL003835-RB 0.012822 initiation factor 5a

AAEL003835-RC 0.012822 initiation factor 5a

AAEL003837-RA 0.455846 ryanodine receptor 3, brain

AAEL003838-RA -0.584776 histone H4

AAEL003839-RA 0.458828 conserved hypothetical protein

AAEL003840-RA 0.041228 keratinocyte lectin, putative

AAEL003841-RA -1.176618 conserved hypothetical protein

AAEL003844-RA -0.272119 galectin

AAEL003844-RB 0.023774 galectin

AAEL003845-RA 0.614706 Ets domain-containing protein

AAEL003846-RA -0.584776 histone H4

AAEL003849-RA -0.170147 conserved hypothetical protein

AAEL003851-RA -0.354723 histone h2a

AAEL003853-RA -0.35039 nephrin

AAEL003857-RA -0.249797 conserved hypothetical protein

AAEL003861-RA 0.000168 bmp-induced factor

AAEL003862-RA -1.234411 histone h2a

AAEL003863-RA -0.584776 histone H4

AAEL003864-RA 0.503236 conserved hypothetical protein
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AAEL003866-RA -0.584776 histone H4

AAEL003867-RA 0.072857 conserved hypothetical protein

AAEL003868-RA -0.439203 DNA repair protein xp-c / rad4

AAEL003870-RA 0.694321 conserved hypothetical protein

AAEL003871-RA -0.109994 proteasome subunit alpha type

AAEL003873-RA 0.173008 glycerol-3-phosphate dehydrogenase

AAEL003873-RB 0.173008 glycerol-3-phosphate dehydrogenase

AAEL003876-RA 0.063095 conserved hypothetical protein

AAEL003877-RA -0.334499 ubiquitin

AAEL003877-RB -0.334499 ubiquitin

AAEL003878-RA -0.350357 hypothetical protein

AAEL003880-RA 1.31952 hypothetical protein

AAEL003881-RA 0.575361 anopheles stephensi ubiquitin, putative

AAEL003882-RA -0.078729 conserved hypothetical protein

AAEL003883-RA 0.815668 conserved hypothetical protein

AAEL003885-RA 0.280757 conserved hypothetical protein

AAEL003887-RA 0.308972 vacuolar membrane protein pep11

AAEL003887-RB -1.303137 vacuolar membrane protein pep11

AAEL003888-RA 0.05982 ubiquitin

AAEL003889-RA -0.34971 gram-negative bacteria binding protein

AAEL003890-RA 0.145044 cytochrome P450

AAEL003894-RA 0.344494 gram-negative bacteria binding protein

AAEL003897-RA -0.609597 DNA repair protein xp-c / rad4

AAEL003898-RA 0.502187 conserved hypothetical protein

AAEL003899-RA 0.492924 sugar transporter

AAEL003901-RA 0.793129 hypothetical protein

AAEL003902-RA 0.083619 d(1a,b) dopamine receptor

AAEL003908-RA 1.499388 nuclear pore complex protein nup107

AAEL003910-RA 0.703184 adam

AAEL003911-RA 0.053725 conserved hypothetical protein

AAEL003912-RA 0.845522 trafficking protein particle complex subunit 6b

AAEL003912-RB 1.143507 trafficking protein particle complex subunit 6b

AAEL003916-RA -0.441558 splicing factor, putative

AAEL003921-RA -0.582434 anopheles stephensi ubiquitin, putative

AAEL003922-RA 0.800708 conserved hypothetical protein

AAEL003924-RA -0.17451 hypothetical protein

AAEL003924-RB -1.026026 hypothetical protein
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AAEL003926-RA 0.569825 GTP-binding protein lepa

AAEL003928-RA 0.983434 pdgf/vegf receptor

AAEL003932-RA -0.016204 hypothetical protein

AAEL003933-RA 0.464059 oxidase/peroxidase

AAEL003934-RA -0.005965 conserved hypothetical protein

AAEL003938-RA 0.235793 mRNA cleavage stimulating factor, 50kD-subunit, putative

AAEL003939-RA 0.05664 eukaryotic translation initiation factor 2-alpha kinase 3 (pancreatic eif2-alpha kinase)

AAEL003943-RA -0.059347 hypothetical protein

AAEL003944-RA -0.402774 conserved hypothetical protein

AAEL003945-RA 0.380328 Transcription initiation factor IIF alpha subunit

AAEL003946-RA -0.209419 mitochondrial ribosomal protein S33, putative

AAEL003947-RA -0.335823 hypothetical protein

AAEL003950-RA -0.46891 helicase

AAEL003955-RA 0.09844 hypothetical protein

AAEL003957-RA 0.077697 conserved hypothetical protein

AAEL003957-RB 0.077697 conserved hypothetical protein

AAEL003957-RC 0.077697 conserved hypothetical protein

AAEL003958-RA -1.234717 neurotransmitter gated ion channel

AAEL003959-RA 0.347303 short-chain dehydrogenase

AAEL003960-RA 0.194241 arylsulfatase b

AAEL003961-RA -0.558498 short-chain dehydrogenase

AAEL003962-RA -0.249021 hypothetical protein

AAEL003963-RA 0.750107 calpain, putative

AAEL003966-RA 0.214496 lachesin, putative

AAEL003971-RA -0.293375 conserved hypothetical protein

AAEL003972-RA 0.047684 conserved hypothetical protein

AAEL003973-RA 0.260084 conserved hypothetical protein

AAEL003973-RB 0.327131 conserved hypothetical protein

AAEL003974-RA -0.460854 hypothetical protein

AAEL003978-RA -0.200746 hypothetical protein

AAEL003984-RA -0.100917 hypothetical protein

AAEL003985-RA 0.317538 small nuclear ribonucleoprotein, core, putative

AAEL003986-RA 0.66484 conserved hypothetical protein

AAEL003986-RB 0.66484 conserved hypothetical protein

AAEL003986-RC 0.66484 conserved hypothetical protein

AAEL003986-RD 0.66484 conserved hypothetical protein

AAEL003986-RE 0.66484 conserved hypothetical protein
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AAEL003990-RA 0.6696 myeloid leukemia factor, putative

AAEL003990-RB -0.093747 myeloid leukemia factor, putative

AAEL003990-RC 0.417852 myeloid leukemia factor, putative

AAEL003990-RD 0.6696 myeloid leukemia factor, putative

AAEL003992-RA 0.923555 conserved hypothetical protein

AAEL003993-RA 0.183848 cyclohex-1-ene-1-carboxyl-CoA hydratase, putative

AAEL003994-RA 0.668642 phenylalanyl-tRNA synthetase mitochondrial

AAEL003996-RA -0.24939 conserved hypothetical protein

AAEL003998-RA 0.173014 conserved hypothetical protein

AAEL004000-RA 0.295175 toll

AAEL004001-RA -0.109589 conserved hypothetical protein

AAEL004006-RA 0.331597 acetylcholine receptor protein alpha 1, 2, 3, 4 invertebrate

AAEL004007-RA 0.423371 GTP binding protein (mitochondrial), putative

AAEL004010-RA -1.038287 splicing factor, putative

AAEL004010-RB -1.038287 splicing factor, putative

AAEL004010-RC -1.038287 splicing factor, putative

AAEL004010-RD -1.038287 splicing factor, putative

AAEL004013-RA 0.947662 glucose dehydrogenase

AAEL004017-RA -0.585718 DNA polymerase v

AAEL004019-RA -0.171121 hypothetical protein

AAEL004022-RA 0.095415 carboxylesterase

AAEL004023-RA 0.304255 Juvenile hormone-inducible protein, putative

AAEL004025-RA 0.543713 glucose dehydrogenase

AAEL004026-RA 0.021532 conserved hypothetical protein

AAEL004027-RA 0.532697 glucose dehydrogenase

AAEL004029-RA -0.291737 hypothetical protein

AAEL004034-RA -0.105143 mitochondrial ribosomal protein, S6, putative

AAEL004035-RA 0.434218 importin 11 (imp11) (ran-binding protein 11)

AAEL004037-RA 0.075715 p15-2b protein, putative

AAEL004038-RA -0.158583 hypothetical protein

AAEL004039-RA 0.093787 blooms syndrome DNA helicase

AAEL004042-RA 0.796231 conserved hypothetical protein

AAEL004042-RB 0.796231 conserved hypothetical protein

AAEL004042-RC 0.796231 conserved hypothetical protein

AAEL004046-RA 0.447055 conserved hypothetical protein

AAEL004047-RA -0.047069 regulator of presynaptic morphology protein

AAEL004048-RA 0.398764 UNC93A protein, putative

Page 57



AAEL004053-RA -1.460201 conserved hypothetical protein

AAEL004054-RA 0.212759 cytochrome P450

AAEL004056-RA 0.424971 conserved hypothetical protein

AAEL004056-RB -0.064556 conserved hypothetical protein

AAEL004058-RA -0.993344 hypothetical protein

AAEL004059-RA 1.176611 cystathionine beta-lyase

AAEL004059-RB 1.176611 cystathionine beta-lyase

AAEL004062-RA 0.50983 conserved hypothetical protein

AAEL004063-RA 0.048801 wd-repeat protein

AAEL004064-RA 0.791488 meiotic checkpoint regulator cut4

AAEL004065-RA -0.097103 conserved hypothetical protein

AAEL004067-RA 0.367276 mitochondrial benzodiazepine receptor, putative

AAEL004068-RA 0.115377 hypothetical protein

AAEL004069-RA -1.241258 mitochondrial 28S ribosomal protein S14 (s14mt)

AAEL004071-RA -0.69655 nitrogen fixation protein nifu

AAEL004072-RA -0.72146 conserved hypothetical protein

AAEL004074-RA 1.626271 conserved hypothetical protein

AAEL004076-RA -0.49431 ubiquitin-activating enzyme E1

AAEL004081-RA 0.059528 dj-1 protein (park7)

AAEL004085-RA 0.533257 hypothetical protein

AAEL004086-RA 0.681729 aldo-keto reductase

AAEL004086-RB 0.681729 aldo-keto reductase

AAEL004087-RA -0.185928 conserved hypothetical protein

AAEL004088-RA -0.610654 aldo-keto reductase

AAEL004088-RB -0.610654 aldo-keto reductase

AAEL004088-RC -0.610654 aldo-keto reductase

AAEL004088-RD -0.610654 aldo-keto reductase

AAEL004088-RE -0.610654 aldo-keto reductase

AAEL004091-RA -0.079606 pickpocket

AAEL004096-RA 0.668318 aldo-keto reductase

AAEL004097-RA -1.958469 enhancer of split protein, putative

AAEL004100-RA 0.24942 hypothetical protein

AAEL004101-RA 0.584956 hypothetical protein

AAEL004102-RA 0.526853 aldo-keto reductase

AAEL004104-RA -0.141341 hypothetical protein

AAEL004109-RA -0.949455 conserved hypothetical protein

AAEL004111-RA -0.34002 hypothetical protein

Page 58



AAEL004112-RA 0.695081 peroxiredoxins, prx-1, prx-2, prx-3

AAEL004113-RA 0.892805 conserved hypothetical protein

AAEL004114-RA 0.272245 UNC93A protein, putative

AAEL004116-RA 0.01736 hypothetical protein

AAEL004117-RA 0.755883 ATP-dependent RNA helicase

AAEL004118-RA 0.997625 aldo-keto reductase

AAEL004119-RA -0.544971 ribonuclease p/mrp subunit

AAEL004120-RA 0.336064 Niemann-Pick Type C-2, putative

AAEL004121-RA -0.131405 ubiquitin-conjugating enzyme E2 q

AAEL004121-RB -0.131405 ubiquitin-conjugating enzyme E2 q

AAEL004123-RA 0.109277 conserved hypothetical protein

AAEL004125-RA -0.475692 signal transduction protein lnk-realted

AAEL004126-RA 1.421321 sterol desaturase

AAEL004126-RB 1.421321 sterol desaturase

AAEL004129-RA 0.173988 conserved hypothetical protein

AAEL004129-RB 0.173988 conserved hypothetical protein

AAEL004131-RA 0.745265 gh regulated tbc protein-1

AAEL004132-RA 0.668296 mediator complex, subunit, putative

AAEL004132-RB 0.668296 mediator complex, subunit, putative

AAEL004132-RC 0.668296 mediator complex, subunit, putative

AAEL004132-RD 0.668296 mediator complex, subunit, putative

AAEL004134-RA -0.332135 lupus la ribonucleoprotein

AAEL004137-RA -0.018685 acyl-coa dehydrogenase

AAEL004138-RA -0.19685 signal peptide peptidase

AAEL004139-RA 0.475964 hypothetical protein

AAEL004140-RA 0.85195 hypothetical protein

AAEL004142-RA 0.673654 conserved hypothetical protein

AAEL004144-RA 0.233587 conserved hypothetical protein

AAEL004145-RA 0.646059 conserved hypothetical protein

AAEL004146-RA 0.459117 DNA photolyase

AAEL004147-RA -0.004144 tetraspanin, putative

AAEL004148-RA 0.285127 heat shock protein 70 (hsp70)-interacting protein

AAEL004149-RA 0.044757 hypothetical protein

AAEL004150-RA 0.65297 fibrinogen and fibronectin

AAEL004151-RD -0.54281 conserved hypothetical protein

AAEL004152-RA -0.303328 ubiquitin-conjugating enzyme E2-25kD

AAEL004153-RA 0.134324 conserved hypothetical protein
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AAEL004155-RA 0.469044 conserved hypothetical protein

AAEL004156-RA 0.538502 fibrinogen and fibronectin

AAEL004159-RA 0.244644 t-box transcription factor tbx6

AAEL004160-RA -0.074842 Cap2b receptor, putative

AAEL004165-RA -0.391377 bone morphogenetic protein receptor type II, putative

AAEL004167-RA 0.095652 zinc finger protein

AAEL004168-RA 0.361184 syntaxin

AAEL004170-RA -0.208726 hypothetical protein

AAEL004170-RB -0.208726 hypothetical protein

AAEL004172-RA -0.192906 tubulin alpha chain

AAEL004173-RA 0.484622 26S proteasome non-atpase regulatory subunit

AAEL004174-RA 0.241623 t-box transcription factor tbx6

AAEL004178-RA -0.200828 ribose-phosphate pyrophosphokinase 1, putative

AAEL004178-RB -0.200828 ribose-phosphate pyrophosphokinase 1, putative

AAEL004179-RA 0.250632 conserved hypothetical protein

AAEL004181-RA -0.083116 conserved hypothetical protein

AAEL004182-RA -0.74428 conserved hypothetical protein

AAEL004184-RA -0.095808 hypothetical protein

AAEL004186-RA -0.56529 conserved hypothetical protein

AAEL004191-RA 0.011332 selenocysteine-specific elongation factor

AAEL004192-RA -0.279717 hypothetical protein

AAEL004195-RA -0.078562 membrane associated progesterone receptor

AAEL004196-RA -0.426044 conserved hypothetical protein

AAEL004197-RA 0.974122 hypothetical protein

AAEL004198-RA 0.693846 conserved hypothetical protein

AAEL004200-RA -0.071894 DNA replication licensing factor MCM8

AAEL004201-RA 0.334382 voltage-dependent p/q type calcium channel

AAEL004204-RA 0.064908 conserved hypothetical protein

AAEL004208-RA 0.171787 hypothetical protein

AAEL004210-RA -0.846933 conserved hypothetical protein

AAEL004211-RA 0.697115 conserved hypothetical protein

AAEL004213-RA 0.269408 monocarboxylate transporter

AAEL004216-RA -0.01835 hypothetical protein

AAEL004218-RA 0.083241 conserved hypothetical protein

AAEL004222-RA -0.308321 voltage-dependent p/q type calcium channel

AAEL004223-RA -1.4693 antibacterial peptide, putative

AAEL004227-RA -0.183603 myosin vi

Page 60



AAEL004228-RA 0.339159 oligosaccharyl transferase

AAEL004230-RA 0.309932 hypothetical protein

AAEL004230-RB 0.309932 hypothetical protein

AAEL004232-RA -0.078338 pre-mrna splicing factor prp17

AAEL004234-RA 0.580964 conserved hypothetical protein

AAEL004236-RA 0.351533 arf6 guanine nucleotide exchange factor

AAEL004237-RA -0.50364 vacuolar protein sorting 18 (deep orange protein)

AAEL004238-RA 0.425839 conserved hypothetical protein

AAEL004242-RA 0.145559 Juvenile hormone-inducible protein, putative

AAEL004243-RA 0.091825 S1 RNA binding domain protein, putative

AAEL004247-RA 0.353795 Sialin, Sodium/sialic acid cotransporter, putative

AAEL004248-RA -0.609218 neuronal calcium sensor

AAEL004249-RA 0.397211 conserved hypothetical protein

AAEL004249-RB 0.475003 conserved hypothetical protein

AAEL004250-RA 0.87356 conserved hypothetical protein

AAEL004252-RA 1.224454 hypothetical protein

AAEL004253-RA -0.358108 hypothetical protein

AAEL004255-RA 0.157085 zinc finger protein

AAEL004256-RA -0.335695 sodium/phosphate cotransporter, putative

AAEL004257-RA -0.053989 conserved hypothetical protein

AAEL004263-RA -0.623709 small nuclear ribonucleoprotein sm d1

AAEL004267-RA 0.50975 parkin (ubiquitin E3 ligase prkn)

AAEL004269-RA 0.357911 hippocalcin

AAEL004272-RA 0.412037 hypothetical protein

AAEL004273-RA -0.996306 short-chain dehydrogenase

AAEL004275-RA -0.397845 Osiris, putative

AAEL004276-RA 0.687082 conserved hypothetical protein

AAEL004282-RA 1.525028 protein-(glutamine-N5) methyl transferase, putative

AAEL004284-RA -0.689766 mitochondrial ATPase inhibitor, putative

AAEL004285-RA 0.944819 sphingosine kinase a, b

AAEL004286-RA 0.755148 hypothetical protein

AAEL004287-RA 0.261076 fas-associated protein

AAEL004288-RA 1.062696 protein phsophatase-2a

AAEL004289-RA 0.234552 stromal antigen

AAEL004290-RA -0.256029 histone-lysine n-methyltransferase

AAEL004291-RA -0.019377 translin

AAEL004295-RA 0.051754 glucose-6-phosphatase
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AAEL004297-RA 0.425404 ATP-citrate synthase

AAEL004299-RA -0.077078 angiotensin-converting-relatedenzyme

AAEL004301-RA 0.116416 conserved hypothetical protein

AAEL004302-RA 0.40724 conserved hypothetical protein

AAEL004307-RA -0.015947 n-myc downstream regulated

AAEL004307-RB -0.015947 n-myc downstream regulated

AAEL004307-RC -0.015947 n-myc downstream regulated

AAEL004308-RA -0.176923 proteasome subunit alpha type

AAEL004308-RB -0.176923 proteasome subunit alpha type

AAEL004310-RA -1.405114 p15-2a protein, putative

AAEL004313-RA 0.389699 fk506-binding protein

AAEL004315-RA 0.473478 hypothetical protein

AAEL004317-RA 0.30851 hypothetical protein

AAEL004320-RA -0.363402 WOC protein, putative

AAEL004321-RA 0.582663 hypothetical protein

AAEL004323-RA -0.355402 juvenile hormone esterase

AAEL004325-RA -0.29042 ribosomal protein L5

AAEL004327-RA 0.49852 valyl-trna synthetase

AAEL004328-RA -0.840392 origin recognition complex subunit

AAEL004330-RA 0.285138 conserved hypothetical protein

AAEL004332-RA -0.166812 conserved hypothetical protein

AAEL004332-RB -0.166812 conserved hypothetical protein

AAEL004334-RA 1.098004 hypothetical protein

AAEL004336-RA -0.317738 hypothetical protein

AAEL004340-RA -0.400094 hypothetical protein

AAEL004341-RA -0.012108 alpha-esterase

AAEL004342-RA -1.197295 conserved hypothetical protein

AAEL004343-RA -0.109663 conserved hypothetical protein

AAEL004345-RA -0.78597 cysteinyl-tRNA synthetase

AAEL004346-RA 0.097303 hypothetical protein

AAEL004347-RA 0.104665 dendritic cell protein

AAEL004350-RA -0.770794 janus A, putative

AAEL004353-RA 0.686691 hypothetical protein

AAEL004354-RA -0.469263 hypothetical protein

AAEL004357-RA -0.1501 neuroligin, putative

AAEL004358-RA -1.69087 conserved hypothetical protein

AAEL004359-RA -0.996451 conserved hypothetical protein
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AAEL004365-RA -0.374647 hypothetical protein

AAEL004368-RA 0.883733 nucleolar RNA-associated protein

AAEL004369-RA 1.264597 alpha-glucosidase

AAEL004375-RA -0.503155 myosin-rhogap protein, myr

AAEL004378-RA 0.288764 eukaryotic translation initiation factor 1A (eIF-1A)

AAEL004379-RA 0.102257 phosphatidylinositol 4-kinase type-ii

AAEL004380-RA 0.069254 conserved hypothetical protein

AAEL004385-RA 0.817828 UGA suppressor tRNA-associated antigenic protein, putative

AAEL004386-RA 0.666476 peroxinectin

AAEL004387-RA 0.534872 hypothetical protein

AAEL004388-RA -0.735823 peroxinectin

AAEL004389-RA -0.057281 mannosidase alpha class 2a

AAEL004390-RA 1.123762 peroxinectin

AAEL004392-RA -0.980585 hypothetical protein

AAEL004393-RA -0.203789 afadin (af-6 protein)

AAEL004396-RA 0.132881 g protein-coupled receptor

AAEL004401-RA 0.610818 peroxinectin

AAEL004403-RA -0.312397 hypothetical protein

AAEL004404-RA -0.357713 HIG1 domain family member 2A, putative

AAEL004406-RA 0.262767 conserved hypothetical protein

AAEL004406-RB 0.262767 conserved hypothetical protein

AAEL004407-RB -0.518977 allergen, putative

AAEL004409-RA -0.218727 yellow protein, putative

AAEL004411-RA 0.120339 hypothetical protein

AAEL004412-RA -0.811187 polo kinase kinase

AAEL004413-RA -1.234543 hypothetical protein

AAEL004419-RA 0.644327 ATP-dependent RNA helicase

AAEL004420-RA -0.229771 conserved hypothetical protein

AAEL004420-RB -0.229771 conserved hypothetical protein

AAEL004420-RC -0.229771 conserved hypothetical protein

AAEL004421-RA -0.679265 hypothetical protein

AAEL004422-RA 0.631956 conserved hypothetical protein

AAEL004423-RA -0.702071 mitochondrial F0 ATP synthase D chain, putative

AAEL004423-RB -0.702071 mitochondrial F0 ATP synthase D chain, putative

AAEL004425-RA -0.144677 ctg4a

AAEL004426-RA -1.005247 Syntaxin 18, putative

AAEL004427-RA -0.832482 prefoldin subunit
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AAEL004429-RA 0.522527 conserved hypothetical protein

AAEL004430-RA 0.182782 mitochondrial ribosomal protein, L30, putative

AAEL004433-RA -0.996901 mitochondrial ribosomal protein, L14, putative

AAEL004434-RA 0.397032 transketolase

AAEL004435-RA -0.457658 kynurenine aminotransferase

AAEL004436-RA 0.906881 conserved hypothetical protein

AAEL004437-RA -0.376531 dual-specificity protein phosphatase, putative

AAEL004438-RA 0.42029 conserved hypothetical protein

AAEL004441-RA -0.571382 importin 9 (imp9) (ran-binding protein 9)

AAEL004443-RA 0.223653 nitrilase, putative

AAEL004444-RA -0.741583 zinc finger protein

AAEL004445-RA 0.803998 DEAD box ATP-dependent RNA helicase

AAEL004447-RA 0.043379 hypothetical protein

AAEL004449-RA 0.123484 conserved hypothetical protein

AAEL004450-RA 0.854276 cytochrome b5, putative

AAEL004450-RB -0.396128 cytochrome b5, putative

AAEL004454-RA -0.797461 hypothetical protein

AAEL004455-RA 0.493962 conserved hypothetical protein

AAEL004456-RA 0.351879 DEAD box ATP-dependent RNA helicase

AAEL004457-RA 0.612258 cytochrome c

AAEL004457-RB 0.612258 cytochrome c

AAEL004457-RC 0.612258 cytochrome c

AAEL004458-RA 1.160909 zinc finger protein

AAEL004459-RA -0.116697 hypothetical protein

AAEL004460-RA 0.477301 sulfatase

AAEL004464-RA -0.224886 organic cation transporter

AAEL004467-RA 0.916464 predicted protein

AAEL004468-RA 0.093957 hypothetical protein

AAEL004469-RA 0.43806 adaptin, alpha/gamma/epsilon

AAEL004470-RA 0.356268 hypothetical protein

AAEL004474-RA -0.997008 non-receptor serine/threonine protein kinase

AAEL004480-RA 0.149051 cell division cycle 20 (cdc20) (fizzy)

AAEL004482-RA 0.541706 conserved hypothetical protein

AAEL004484-RA -0.360555 predicted protein

AAEL004489-RA -0.44248 hypothetical protein

AAEL004492-RA 0.462127 cyclin-dependent kinases regulatory subunit. putative

AAEL004493-RA 0.336875 ribosome biogenesis protein tsr1 (20S rrna accumulation protein 1)
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AAEL004494-RA -0.202542 conserved hypothetical protein

AAEL004497-RA -0.146424 conserved hypothetical protein

AAEL004499-RA 0.06718 hypothetical protein

AAEL004501-RA -0.619274 s-adenosylmethionine synthetase

AAEL004505-RA 0.465474 serine collagenase 1 precursor, putative

AAEL004507-RA 0.410062 valacyclovir hydrolase

AAEL004508-RA -0.6632 hypothetical protein

AAEL004513-RA 1.303438 neurotransmitter gated ion channel

AAEL004517-RA -0.032184 conserved hypothetical protein

AAEL004518-RA -1.376031 serine protease snake, putative

AAEL004521-RA 0.420559 conserved hypothetical protein

AAEL004522-RA -1.016446 conserved hypothetical protein

AAEL004523-RA -0.63563 preprotein translocase secy subunit (sec61)

AAEL004524-RA -0.159648 proacrosin, putative

AAEL004526-RA -0.149789 conserved hypothetical protein

AAEL004527-RA -0.284169 mitochondrial ribosomal protein S7

AAEL004529-RA 0.193181 glyoxylate/hydroxypyruvate reductase

AAEL004530-RA -1.00234 zinc finger protein

AAEL004532-RA 0.543599 glyoxylate/hydroxypyruvate reductase

AAEL004536-RA 1.093116 conserved hypothetical protein

AAEL004537-RA 0.027276 hypothetical protein

AAEL004539-RA 0.238939 hypothetical protein

AAEL004540-RA 0.194936 tryptase, putative

AAEL004541-RA -0.436138 conserved hypothetical protein

AAEL004545-RA 0.740826 conserved hypothetical protein

AAEL004546-RA -1.113121 coatomer beta subunit

AAEL004547-RA -0.491472 conserved hypothetical protein

AAEL004547-RB -0.491472 conserved hypothetical protein

AAEL004548-RA 0.516902 conserved hypothetical protein

AAEL004551-RA 0.169975 conserved hypothetical protein

AAEL004554-RA 0.230647 conserved hypothetical protein

AAEL004554-RB 0.230647 conserved hypothetical protein

AAEL004554-RC 0.884477 conserved hypothetical protein

AAEL004555-RA 0.222754 hypothetical protein

AAEL004555-RB 0.222754 hypothetical protein

AAEL004557-RA -0.121528 sulfotransferase (sult)

AAEL004558-RA 0.248324 conserved hypothetical protein
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AAEL004562-RA 0.804973 DNA polymerase eta

AAEL004563-RA 0.530193 26S protease regulatory subunit S10b

AAEL004565-RA 0.589322 adp-ribosylation factor, arf

AAEL004568-RA -0.069668 adp-ribosylation factor, arf

AAEL004570-RA 0.413815 conserved hypothetical protein

AAEL004571-RA 0.437302 o-sialoglycoprotein endopeptidase

AAEL004573-RA 0.115756 delta(9)-desaturase 2, putative

AAEL004574-RA -0.029129 conserved hypothetical protein

AAEL004577-RA -0.120311 pmp22 peroxisomal membrane protein, putative

AAEL004582-RA 1.259736 beta-galactosidase

AAEL004583-RB -0.618228 conserved hypothetical protein

AAEL004583-RC -0.618228 conserved hypothetical protein

AAEL004586-RA 0.621448 histone deacetylase

AAEL004586-RB 1.122067 histone deacetylase

AAEL004587-RA -0.320384 conserved hypothetical protein

AAEL004590-RA -0.270888 hypothetical protein

AAEL004591-RA -0.039476 hypothetical protein

AAEL004591-RC -0.039476 hypothetical protein

AAEL004594-RA -0.628566 UDP-galactose transporter

AAEL004595-RA -0.260919 conserved hypothetical protein

AAEL004603-RA 0.716089 signal peptidase 12kDa subunit, putative

AAEL004604-RA 0.66552 hypothetical protein

AAEL004607-RA 0.268669 molybdopterin biosynthesis moeb protein

AAEL004608-RA 0.488549 hypothetical protein

AAEL004611-RA 0.068382 hypothetical protein

AAEL004615-RA 0.149951 hypothetical protein

AAEL004616-RA -0.221229 actin

AAEL004619-RA -0.331201 hypothetical protein

AAEL004622-RA -0.863798 conserved hypothetical protein

AAEL004625-RA 0.781845 conserved hypothetical protein

AAEL004628-RA -0.392315 hypothetical protein

AAEL004631-RA 0.026546 actin

AAEL004633-RA 0.66636 nicastrin, putative

AAEL004635-RA 0.54074 hypothetical protein

AAEL004640-RA 0.228 hypothetical protein

AAEL004641-RA -0.245831 conserved hypothetical protein

AAEL004644-RA -0.524316 hypothetical protein
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AAEL004648-RA -0.252779 hypothetical protein

AAEL004651-RA -1.729345 multiple ankyrin repeats single kh domain protein

AAEL004653-RA -0.09091 elongation factor SIII p15 subunit, putative

AAEL004654-RA 0.303175 sodium/nucleoside cotransporter

AAEL004656-RA -0.311887 conserved hypothetical protein

AAEL004657-RA 0.54051 conserved hypothetical protein

AAEL004659-RA 0.330875 conserved hypothetical protein

AAEL004663-RA 0.836379 pseudouridylate synthase

AAEL004664-RA -0.173398 conserved hypothetical protein

AAEL004668-RA -0.261802 septin

AAEL004670-RA -0.911752 conserved hypothetical protein

AAEL004673-RA -0.513641 conserved hypothetical protein

AAEL004675-RA -0.24166 conserved hypothetical protein

AAEL004676-RA 0.696699 (s)-2-hydroxy-acid oxidase

AAEL004679-RA -0.508923 C-type lectin, putative

AAEL004680-RA 0.176998 nuclear lamin L1 alpha, putative

AAEL004681-RA -0.358089 conserved hypothetical protein

AAEL004682-RA 0.956175 conserved hypothetical protein

AAEL004685-RA 0.535728 succinate semialdehyde dehydrogenase

AAEL004686-RA 0.481969 TATA-binding protein, putative

AAEL004687-RA 0.180723 otopetrin

AAEL004690-RA -0.101549 conserved hypothetical protein

AAEL004693-RA 0.151998 otopetrin

AAEL004695-RA 0.591324 hypothetical protein

AAEL004699-RA -0.214558 conserved hypothetical protein

AAEL004705-RA -0.005331 conserved hypothetical protein

AAEL004706-RA -0.124826 conserved hypothetical protein

AAEL004707-RA -0.047741 conserved hypothetical protein

AAEL004709-RA 0.165992 protein phosphatase type 2c

AAEL004711-RA -0.229199 testis specific leucine rich repeat protein

AAEL004712-RA -1.158905 conserved hypothetical protein

AAEL004715-RA -0.07336 b-cell translocation protein

AAEL004716-RA 0.31044 chromodomain helicase DNA binding protein

AAEL004716-RB -0.988497 chromodomain helicase DNA binding protein

AAEL004717-RA 0.091174 cyclin-dependent kinase 5 activator

AAEL004718-RA 0.143534 hypothetical protein

AAEL004719-RA 0.520905 predicted protein
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AAEL004722-RA 0.61039 GABA-A receptor interacting factor-1, putative

AAEL004726-RA 0.692124 conserved hypothetical protein

AAEL004733-RA 0.177482 jun activation domain binding protein

AAEL004734-RA -0.522557 conserved hypothetical protein

AAEL004738-RA 0.958455 methionine aminopeptidase

AAEL004739-RA -0.275018 acyl-coa dehydrogenase

AAEL004740-RA -0.053981 35 kDa GTP-binding protein, putative

AAEL004741-RA -0.166964 aquaporin transporter

AAEL004745-RA -0.035365 pupal cuticle protein, putative

AAEL004749-RA -0.015726 pupal cuticle protein, putative

AAEL004751-RA -0.568181 pupal cuticle protein, putative

AAEL004753-RA 0.356893 potassium-dependent sodium-calcium exchanger

AAEL004762-RA 0.205081 pupal cuticle protein, putative

AAEL004763-RA 0.814155 conserved hypothetical protein

AAEL004765-RA -0.132649 pupal cuticle protein, putative

AAEL004767-RA -0.330875 pupal cuticle protein, putative

AAEL004769-RA 0.141452 pupal cuticle protein, putative

AAEL004776-RA -0.348443 pupal cuticle protein, putative

AAEL004778-RA -0.018115 acyl-coa dehydrogenase

AAEL004779-RA 0.845986 cyclophilin-10

AAEL004781-RA -0.236358 pupal cuticle protein, putative

AAEL004783-RA -0.597823 ornithine decarboxylase antizyme, putative

AAEL004784-RA -0.22507 3-2trans-enoyl-CoA isomerase, putative

AAEL004789-RA 0.545051 hypothetical protein

AAEL004790-RA 0.240662 ubiquitin-protein ligase

AAEL004792-RA 0.189972 hypothetical protein

AAEL004794-RA -0.69126 conserved hypothetical protein

AAEL004798-RA 0.230476 conserved hypothetical protein

AAEL004801-RA 0.093549 hypothetical protein

AAEL004802-RA 0.236052 conserved hypothetical protein

AAEL004805-RA -0.221366 potassium-dependent sodium-calcium exchanger, putative

AAEL004806-RA -0.42279 conserved hypothetical protein

AAEL004809-RA 0.208467 conserved hypothetical protein

AAEL004813-RA -0.033737 M-phase phosphoprotein, putative

AAEL004815-RA 0.202399 zinc finger protein

AAEL004817-RA 0.116558 conserved hypothetical protein

AAEL004818-RA -0.804932 conserved hypothetical protein
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AAEL004820-RA 0.715858 zinc finger protein

AAEL004821-RA -0.198132 potassium-dependent sodium-calcium exchanger, putative

AAEL004822-RA 0.246017 conserved hypothetical protein

AAEL004823-RA -0.669901 superoxide dismutase, Mn

AAEL004823-RB -0.12053 superoxide dismutase, Mn

AAEL004825-RA 0.234435 potassium-dependent sodium-calcium exchanger, putative

AAEL004826-RA -0.922069 conserved hypothetical protein

AAEL004827-RA -0.060444 conserved hypothetical protein

AAEL004828-RA -0.805612 conserved hypothetical protein

AAEL004829-RA 0.75478 NADH dehydrogenase, putative

AAEL004831-RA -0.103246 hypothetical protein

AAEL004832-RA -0.499897 conserved hypothetical protein

AAEL004838-RA 0.503328 conserved hypothetical protein

AAEL004839-RA -0.519532 cyclin t

AAEL004841-RA 0.516956 conserved hypothetical protein

AAEL004841-RB 0.516956 conserved hypothetical protein

AAEL004842-RA 1.096147 conserved hypothetical protein

AAEL004843-RA -0.059637 actin

AAEL004845-RA 0.503876 conserved hypothetical protein

AAEL004848-RA 0.337979 small nuclear ribonucleoprotein, core, putative

AAEL004849-RA -0.379509 hypothetical protein

AAEL004852-RA 0.526434 conserved hypothetical protein

AAEL004853-RA 0.372635 glycerol kinase

AAEL004855-RA 0.075878 adp,atp carrier protein

AAEL004856-RA -0.058983 conserved hypothetical protein

AAEL004857-RA -0.235817 conserved hypothetical protein

AAEL004859-RA 0.515914 ATP-dependent RNA helicase

AAEL004861-RA -0.450367 peroxisomal integral membrane protein Per8p, putative

AAEL004863-RA -0.43566 conserved hypothetical protein

AAEL004864-RA -0.358108 hypothetical protein

AAEL004870-RA -0.153915 cytochrome P450

AAEL004873-RA -0.535303 conserved hypothetical protein

AAEL004878-RA -0.346798 hypothetical protein

AAEL004879-RA 0.73666 conserved hypothetical protein

AAEL004881-RA -0.27746 adam

AAEL004883-RA -0.580988 guanylate cyclase

AAEL004885-RA 0.046331 oviductin
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AAEL004886-RA 0.145372 rbm25 protein

AAEL004887-RA 0.579987 hypothetical protein

AAEL004890-RA 0.656826 conserved hypothetical protein

AAEL004892-RA -0.162826 conserved hypothetical protein

AAEL004893-RA -0.254425 hypothetical protein

AAEL004895-RA 0.338548 hypothetical protein

AAEL004896-RA -0.520898 conserved hypothetical protein

AAEL004899-RA 0.377281 hypothetical protein

AAEL004900-RA 0.250231 geranylgeranyl pyrophosphate synthase

AAEL004901-RA -0.341114 hypothetical protein

AAEL004905-RA 0.074703 monocarboxylate transporter

AAEL004910-RA 0.309412 conserved hypothetical protein

AAEL004911-RA 0.250293 DEAD box ATP-dependent RNA helicase

AAEL004913-RA 0.081565 adp-ribosylation factor, arf

AAEL004914-RA 0.455753 conserved hypothetical protein

AAEL004920-RA 0.175375 conserved hypothetical protein

AAEL004923-RA -0.697426 nicotinic acetylcholine receptor, putative

AAEL004924-RA 0.070169 hypothetical protein

AAEL004930-RA 0.160981 carbonic anhydrase

AAEL004931-RA 0.402777 beta-hexosaminidase b

AAEL004931-RB 0.402777 beta-hexosaminidase b

AAEL004933-RA 0.771694 lysosomal acid lipase, putative

AAEL004934-RA 0.259564 hypothetical protein

AAEL004936-RA -0.567231 conserved hypothetical protein

AAEL004945-RA -0.719004 hypothetical protein

AAEL004947-RA -0.17275 elongase, putative

AAEL004948-RA 0.244786 conserved hypothetical protein

AAEL004949-RA 0.06751 elongase, putative

AAEL004953-RA -0.153905 elongase, putative

AAEL004955-RA 0.222882 hypothetical protein

AAEL004960-RA 1.703832 hypothetical protein

AAEL004963-RA 0.016913 conserved hypothetical protein

AAEL004969-RA 0.564791 conserved hypothetical protein

AAEL004970-RA 0.80919 conserved hypothetical protein

AAEL004971-RA 0.742078 membralin

AAEL004972-RA 0.060687 hypothetical protein

AAEL004974-RA -0.26836 beta-1,3-glucuronyltransferase s, p
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AAEL004974-RB -0.26836 beta-1,3-glucuronyltransferase s, p

AAEL004976-RA 0.284545 conserved hypothetical protein

AAEL004978-RA -0.026829 DEAD box ATP-dependent RNA helicase

AAEL004979-RA 0.508993 oviductin

AAEL004980-RA -0.027549 conserved hypothetical protein

AAEL004983-RA 0.541522 Inhibitor of growth proteining, ing4

AAEL004983-RB 0.541522 Inhibitor of growth proteining, ing4

AAEL004984-RA 0.091174 cullin-associated NEDD8-dissociated protein 1

AAEL004985-RA -0.040197 house keepingprotein, putative

AAEL004985-RB -0.040197 house keepingprotein, putative

AAEL004987-RA 0.226585 conserved hypothetical protein

AAEL004988-RA 0.690682 phosphoglycerate kinase

AAEL004989-RA 0.367905 RNA-binding protein

AAEL004990-RA 0.60357 conserved hypothetical protein

AAEL004995-RA 0.703201 caspase-activated nuclease, putative

AAEL004997-RA 0.245905 U3 small nucleolar ribonucleoprotein protein imp4

AAEL004998-RA -0.368113 conserved hypothetical protein

AAEL005000-RA 1.223729 conserved hypothetical protein

AAEL005001-RA 0.361469 aquaporin

AAEL005003-RA -0.906865 serine/threonine-protein kinase, putative

AAEL005006-RA -0.162111 cytochrome P450

AAEL005007-RA -0.380143 hypothetical protein

AAEL005008-RA 0.799514 aquaporin

AAEL005008-RB 0.799514 aquaporin

AAEL005008-RC 0.799514 aquaporin

AAEL005012-RA -1.828779 conserved hypothetical protein

AAEL005013-RA 0.302727 conserved hypothetical protein

AAEL005015-RA 0.065457 hypothetical protein

AAEL005017-RA 0.154434 conserved hypothetical protein

AAEL005019-RA 0.171111 lactosylceramide 4-alpha-galactosyltransferase (alpha- 1,4-galactosyltransferase)

AAEL005025-RA 0.347108 U1 small nuclear ribonucleoprotein, putative

AAEL005029-RA 0.327964 hypothetical protein

AAEL005033-RA 0.907906 conserved hypothetical protein

AAEL005034-RA -0.386964 hemoglobin (heterodimeric), putative

AAEL005036-RA 0.932023 conserved hypothetical protein

AAEL005037-RA 0.320374 seryl-tRNA synthetase

AAEL005038-RA 0.577634 ubiquitin-conjugating enzyme E2
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AAEL005039-RA 0.219793 conserved hypothetical protein

AAEL005040-RA 0.540836 conserved hypothetical protein

AAEL005041-RA 0.240332 wd-repeat protein

AAEL005042-RA -0.051339 hypothetical protein

AAEL005043-RA -0.824335 ATP-dependent bile acid permease

AAEL005044-RA -0.567329 hypothetical protein

AAEL005046-RA 0.772951 splicing factor

AAEL005049-RA 0.417161 heterogeneous nuclear ribonucleoprotein

AAEL005054-RA 0.750257 pap-inositol-1,4-phosphatase

AAEL005056-RA 0.456741 electron transfer flavoprotein beta-subunit

AAEL005057-RA -0.848747 hypothetical protein

AAEL005059-RA -0.448351 ptpla domain protein

AAEL005060-RA -0.326882 serine protease

AAEL005061-RA 0.74112 sec10

AAEL005066-RA 0.700874 lysosomal trafficking regulator

AAEL005067-RA 1.403383 conserved hypothetical protein

AAEL005068-RA -0.667508 S-phase kinase-associated protein 2 (skp2), putative

AAEL005068-RB -0.667508 S-phase kinase-associated protein 2 (skp2), putative

AAEL005069-RA 0.175161 ras-related protein Rab-1A, putative

AAEL005070-RA -0.327077 conserved hypothetical protein

AAEL005070-RB -0.327077 conserved hypothetical protein

AAEL005071-RA 0.354496 GTP binding protein

AAEL005077-RA -0.419975 segmentation protein cap'n'collar

AAEL005078-RA -0.283679 zinc finger protein

AAEL005079-RA 0.385609 IkappaB kinase gamma-subunit, putative

AAEL005081-RA 1.403383 conserved hypothetical protein

AAEL005084-RA 0.331187 tubulin beta chain

AAEL005088-RA 0.322897 conserved hypothetical protein

AAEL005093-RA 0.719344 serine protease

AAEL005095-RA 0.161436 insl3/relaxin receptor

AAEL005097-RA -0.376033 cold induced protein (BnC24A), putative

AAEL005101-RA 0.692003 carboxylesterase

AAEL005102-RA 0.485206 conserved hypothetical protein

AAEL005103-RA -0.620544 conserved hypothetical protein

AAEL005106-RA -0.006542 conserved hypothetical protein

AAEL005108-RA -0.959454 superoxide dismutase, Mn

AAEL005111-RA 0.051609 hypothetical protein
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AAEL005118-RA -0.006264 hypothetical protein

AAEL005119-RA -0.128806 conserved hypothetical protein

AAEL005122-RA 0.296167 alpha-esterase

AAEL005124-RA -0.400965 conserved hypothetical protein

AAEL005133-RA 0.021107 tetratricopeptide repeat protein, tpr

AAEL005137-RA 0.409071 tetraspanin, putative

AAEL005140-RA 0.397152 conserved hypothetical protein

AAEL005141-RA 0.832627 conserved hypothetical protein

AAEL005142-RA 0.372523 platelet endothelial tetraspan antigen 3 (cd151 antigen)

AAEL005143-RA -0.254636 ubiquinone binding protein, putative

AAEL005143-RB -1.164517 ubiquinone binding protein, putative

AAEL005144-RA 0.059576 conserved hypothetical protein

AAEL005145-RA -0.432836 conserved hypothetical protein

AAEL005146-RA 0.18703 conserved hypothetical protein

AAEL005147-RA -0.107942 conserved hypothetical protein

AAEL005150-RA 0.266507 mitochondrial ribosomal protein, L23, putative

AAEL005151-RA -0.627052 hypothetical protein

AAEL005152-RA -0.581238 hypothetical protein

AAEL005155-RA 0.472656 conserved hypothetical protein

AAEL005156-RA -0.63058 hypothetical protein

AAEL005158-RA -0.620544 conserved hypothetical protein

AAEL005162-RA -0.371301 50S robosomal protein L11

AAEL005163-RA 1.644308 conserved hypothetical protein

AAEL005165-RA 0.557008 chaperone protein dnaj

AAEL005165-RB 0.557008 chaperone protein dnaj

AAEL005165-RC 0.557008 chaperone protein dnaj

AAEL005169-RA 0.514537 carnitine o-acyltransferase

AAEL005171-RA 0.596676 conserved hypothetical protein

AAEL005176-RA -0.181267 conserved hypothetical protein

AAEL005179-RA -0.141896 hypothetical protein

AAEL005181-RA -0.107391 aspartyl/asparaginyl beta-hydroxylase

AAEL005182-RA -0.576942 juvenile hormone esterase

AAEL005183-RA 0.105456 conserved hypothetical protein

AAEL005185-RA 0.701541 conserved hypothetical protein

AAEL005190-RA -0.499287 mitochondrial ribosomal protein, L42, putative

AAEL005194-RA -0.018886 fibrinogen and fibronectin

AAEL005197-RA -0.52595 conserved hypothetical protein
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AAEL005199-RA -0.805593 hypothetical protein

AAEL005201-RA 0.373485 hydroxymethylglutaryl-coa synthase

AAEL005205-RA 0.398065 conserved hypothetical protein

AAEL005208-RA -0.433118 conserved hypothetical protein

AAEL005209-RA 0.809242 hypothetical protein

AAEL005211-RA 0.680506 microtubule associated-protein orbit

AAEL005213-RA -1.133298 hypothetical protein

AAEL005214-RA 0.518434 hypothetical protein

AAEL005215-RA 0.618293 conserved hypothetical protein

AAEL005216-RA 0.390855 conserved hypothetical protein

AAEL005217-RA 1.019194 membrin

AAEL005218-RA 0.029126 conserved hypothetical protein

AAEL005218-RB 0.029126 conserved hypothetical protein

AAEL005218-RC 0.029126 conserved hypothetical protein

AAEL005219-RA -0.008539 hypothetical protein

AAEL005221-RA 0.095746 internalin A, putative

AAEL005221-RB 0.154028 internalin A, putative

AAEL005223-RA -0.069924 ptpla domain protein

AAEL005224-RA 0.115046 conserved hypothetical protein

AAEL005228-RA 0.217344 conserved hypothetical protein

AAEL005229-RA -0.448351 ptpla domain protein

AAEL005230-RA -0.354625 conserved hypothetical protein

AAEL005232-RA -0.211978 cyclin-dependent kinases regulatory subunit. putative

AAEL005235-RA 0.498119 conserved hypothetical protein

AAEL005237-RA 0.322897 conserved hypothetical protein

AAEL005238-RA -0.284153 mck1

AAEL005241-RA 1.337852 lateral signaling target protein

AAEL005243-RA 0.690027 hypothetical protein

AAEL005245-RA -0.688233 DNA repair protein rad50

AAEL005250-RA -0.111604 t-cell leukemia homeobox protein

AAEL005252-RA 0.533127 hypothetical protein

AAEL005254-RA 0.852661 dynactin P62 subunit

AAEL005255-RA 0.276057 par domain protein

AAEL005258-RB 0.240396 syntaxin, putative

AAEL005260-RA 0.260878 conserved hypothetical protein

AAEL005262-RA -0.591258 conserved hypothetical protein

AAEL005263-RA 0.556419 U3 small nucleolar ribonucleoprotein protein IMP3 (U3 snoRNP protein IMP3)
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AAEL005265-RA -2.123158 conserved hypothetical protein

AAEL005266-RA 0.093717 40S ribosomal protein S14

AAEL005266-RB 0.093717 40S ribosomal protein S14

AAEL005269-RA -0.301841 ubiquinol-cytochrome c reductase complex core protein

AAEL005269-RB -0.301841 ubiquinol-cytochrome c reductase complex core protein

AAEL005269-RC -0.301841 ubiquinol-cytochrome c reductase complex core protein

AAEL005270-RA 0.518896 conserved hypothetical protein

AAEL005274-RA -0.234472 conserved hypothetical protein

AAEL005275-RA -0.161033 hypothetical protein

AAEL005277-RA -0.393656 conserved hypothetical protein

AAEL005281-RA -0.226177 hypothetical protein

AAEL005284-RA -0.904075 receptor tyrosine phosphatase type r2a

AAEL005285-RA 0.271665 conserved hypothetical protein

AAEL005286-RA 1.197191 hypothetical protein

AAEL005288-RA -0.259549 conserved hypothetical protein

AAEL005290-RA -0.00423 conserved hypothetical protein

AAEL005291-RA 0.200255 conserved hypothetical protein

AAEL005292-RA 0.219936 stretch regulated skeletal muscle protein, putative

AAEL005293-RA -1.365268 galectin

AAEL005294-RA -0.433469 keratinocyte lectin, putative

AAEL005295-RA 0.049065 hypothetical protein

AAEL005296-RA 0.177129 conserved hypothetical protein

AAEL005297-RA 0.246481 guanine nucleotide exchange factor

AAEL005301-RA 0.695804 conserved hypothetical protein

AAEL005303-RA -0.860088 beta-tubulin cofactor d

AAEL005304-RA 0.129246 conserved hypothetical protein

AAEL005307-RA -0.061097 aminoacyl-tRNA synthetase auxiliary protein, 43kD, putative

AAEL005309-RA 0.018829 conserved hypothetical protein

AAEL005311-RA 0.221274 conserved hypothetical protein

AAEL005312-RA 0.644505 conserved hypothetical protein

AAEL005312-RB 0.644505 conserved hypothetical protein

AAEL005312-RC 0.644505 conserved hypothetical protein

AAEL005312-RD 0.644505 conserved hypothetical protein

AAEL005312-RE 0.644505 conserved hypothetical protein

AAEL005312-RF 0.644505 conserved hypothetical protein

AAEL005313-RA 0.206152 conserved hypothetical protein

AAEL005317-RB 0.915372 titin (connectin)
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AAEL005319-RA 0.57635 myosin light chain kinase

AAEL005321-RA 0.353677 neurexin iv

AAEL005325-RA 0.203732 dopachrome-conversion enzyme (DCE) isoenzyme, putative

AAEL005326-RA 0.04197 conserved hypothetical protein

AAEL005327-RA -0.328863 hypothetical protein

AAEL005328-RA 0.599755 hypothetical protein

AAEL005332-RA -0.289184 hypothetical protein

AAEL005333-RA -0.391695 hypothetical protein

AAEL005338-RA 0.40943 novex-3 (titin isoform)

AAEL005340-RA 0.432044 conserved hypothetical protein

AAEL005342-RA 0.124326 conserved hypothetical protein

AAEL005343-RA 0.014093 dystrobrevin

AAEL005344-RA 0.735472 ras association domain protein, putative

AAEL005348-RA 0.571842 hypothetical protein

AAEL005349-RA 0.061105 conserved hypothetical protein

AAEL005350-RA -0.261341 conserved hypothetical protein

AAEL005352-RA 0.486464 hypothetical protein

AAEL005353-RA 0.578794 conserved hypothetical protein

AAEL005354-RA -1.010646 dynein light chain, putative

AAEL005356-RA -1.241406 poly a polymerase

AAEL005357-RA 0.0497 hypothetical protein

AAEL005358-RA 0.26488 conserved hypothetical protein

AAEL005358-RB 1.188599 conserved hypothetical protein

AAEL005360-RA -0.446744 hypothetical protein

AAEL005365-RA 0.195982 hypothetical protein

AAEL005367-RA 0.002024 myotubularin-related protein 2

AAEL005368-RA -0.023097 transcription initiation factor TFIIB

AAEL005368-RB -0.023097 transcription initiation factor TFIIB

AAEL005369-RB -0.377103 zinc finger protein

AAEL005370-RA -0.570218 conserved hypothetical protein

AAEL005374-RA 0.331038 sensory neuron membrane protein-1

AAEL005376-RA 0.505916 predicted protein

AAEL005381-RA -0.009051 Dissatisfaction (Dsf)

AAEL005384-RA 0.468946 phosphoribosylformylglycinamidine synthase, putative

AAEL005385-RA 0.373768 hypothetical protein

AAEL005386-RA 0.505916 collagen alpha chain, anopheles

AAEL005387-RA 0.106722 wd-repeat protein
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AAEL005389-RA 0.549001 conserved hypothetical protein

AAEL005390-RA 0.106607 importin

AAEL005391-RA 1.393463 syntenin

AAEL005391-RB 1.393463 syntenin

AAEL005393-RA 0.356644 hypothetical protein

AAEL005394-RA -0.624493 conserved hypothetical protein

AAEL005396-RA 0.32129 hypothetical protein

AAEL005397-RA 0.092541 conserved hypothetical protein

AAEL005398-RA -0.19364 hypothetical protein

AAEL005400-RA -0.060578 2-hydroxyacid dehydrogenase

AAEL005400-RB 1.106716 2-hydroxyacid dehydrogenase

AAEL005400-RC 1.106716 2-hydroxyacid dehydrogenase

AAEL005400-RD 1.106716 2-hydroxyacid dehydrogenase

AAEL005401-RA 0.446838 conserved hypothetical protein

AAEL005401-RB 0.446838 conserved hypothetical protein

AAEL005401-RC 0.446838 conserved hypothetical protein

AAEL005405-RA 0.738232 hypothetical protein

AAEL005406-RA 1.086941 conserved hypothetical protein

AAEL005407-RA 0.610241 annexin x

AAEL005407-RB 0.610241 annexin x

AAEL005407-RC 0.610241 annexin x

AAEL005411-RA -0.978819 equilibrative nucleoside transporter

AAEL005413-RB -0.027758 mitochondrial ribosomal protein, S11, putative

AAEL005414-RA -0.486887 conserved hypothetical protein

AAEL005415-RA -1.258342 ferrochelatase

AAEL005416-RA -0.66085 oxidase/peroxidase

AAEL005418-RA -0.523015 hypothetical protein

AAEL005420-RA -1.405114 p15-2a protein, putative

AAEL005423-RA -1.663634 conserved hypothetical protein

AAEL005426-RA 0.014641 annexin x

AAEL005427-RA 0.06346 hypothetical protein

AAEL005428-RA 0.498217 conserved hypothetical protein

AAEL005429-RA -0.016853 2-oxoglutarate dehydrogenase

AAEL005431-RA 0.519908 clip-domain serine protease, putative

AAEL005432-RA 0.40389 conserved hypothetical protein

AAEL005433-RA 0.540145 conserved hypothetical protein

AAEL005433-RB -1.524173 conserved hypothetical protein
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AAEL005435-RA 0.284757 mitochondrial processing peptidase beta subunit

AAEL005435-RB 0.284757 mitochondrial processing peptidase beta subunit

AAEL005436-RA 0.345416 diphteria toxin resistance protein 2, dph2

AAEL005439-RA -0.166579 mical

AAEL005440-RB -0.045016 conserved hypothetical protein

AAEL005443-RA -0.51423 conserved hypothetical protein

AAEL005445-RA 0.541729 hypothetical protein

AAEL005449-RA 0.098763 protein kinase c alpha binding protein

AAEL005452-RA 0.58029 conserved hypothetical protein

AAEL005453-RA 0.275299 conserved hypothetical protein

AAEL005454-RA 0.049632 aaa atpase

AAEL005455-RA 0.175646 ctp synthase

AAEL005456-RA -0.170853 nucleoprotein, putative

AAEL005457-RA 1.403682 conserved hypothetical protein

AAEL005458-RA 0.245387 carnitine o-acyltransferase

AAEL005460-RA 0.557408 alpha-galactosidase/alpha-n-acetylgalactosaminidase

AAEL005471-RA -0.451949 Sec61 protein complex gamma subunit, putative

AAEL005472-RA 0.386823 calpain

AAEL005474-RA 0.147711 hypothetical protein

AAEL005477-RA 0.467375 amidase

AAEL005479-RA 0.279694 synaptogyrin, putative

AAEL005480-RA -0.521746 hairy protein

AAEL005481-RA 0.260737 alpha-glucosidase

AAEL005482-RA 0.540862 conserved hypothetical protein

AAEL005484-RA 0.984349 sorting nexin

AAEL005485-RA -0.352088 adamts-7

AAEL005490-RA 0.112202 microsomal dipeptidase

AAEL005492-RA 1.148367 protein-tyrosine phosphatase n9

AAEL005493-RA 0.549343 septin

AAEL005494-RA -0.732917 conserved hypothetical protein

AAEL005496-RA 0.720593 zinc/iron transporter

AAEL005500-RA 0.784505 conserved hypothetical protein

AAEL005503-RA 0.219333 hypothetical protein

AAEL005506-RA -0.296987 hypothetical protein

AAEL005507-RA -0.636393 inhibitory pou

AAEL005508-RA 1.024132 NADH-ubiquinone oxidoreductase 24 kda subunit

AAEL005508-RB 1.024132 NADH-ubiquinone oxidoreductase 24 kda subunit
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AAEL005509-RA 0.09548 hypothetical protein

AAEL005510-RA 0.103738 wd-repeat protein

AAEL005512-RA -0.05479 speckle-type poz protein

AAEL005515-RA 0.134764 heterogeneous nuclear ribonucleoprotein

AAEL005515-RB 0.681311 heterogeneous nuclear ribonucleoprotein

AAEL005515-RC 0.105043 heterogeneous nuclear ribonucleoprotein

AAEL005515-RD 0.134764 heterogeneous nuclear ribonucleoprotein

AAEL005515-RF -0.056946 heterogeneous nuclear ribonucleoprotein

AAEL005515-RG 0.105043 heterogeneous nuclear ribonucleoprotein

AAEL005518-RA -0.185442 hypothetical protein

AAEL005521-RA -0.582115 prolylcarboxypeptidase

AAEL005525-RA 0.035014 hypothetical protein

AAEL005528-RA -0.510008 conserved hypothetical protein

AAEL005529-RA -0.365595 hypothetical protein

AAEL005535-RA -0.059377 conserved hypothetical protein

AAEL005536-RA -0.968581 tetraspanin 29fb

AAEL005536-RB -0.968581 tetraspanin 29fb

AAEL005537-RA -0.71968 conserved hypothetical protein

AAEL005538-RA -0.193716 mitochondrial NADH:ubiquinone oxidoreductase B16.6 subunit, putative

AAEL005540-RA -0.226806 neuronal calcium sensor, putative

AAEL005541-RA 0.684071 peptidyl-prolyl cis-trans isomerase (cyclophilin)

AAEL005542-RA 0.538128 conserved hypothetical protein

AAEL005543-RA -0.518227 conserved hypothetical protein

AAEL005545-RA 1.175464 tetraspanin, putative

AAEL005546-RA 0.456779 conserved hypothetical protein

AAEL005548-RA -0.074677 tetraspanin, putative

AAEL005550-RA -0.293095 hypothetical protein

AAEL005551-RA 0.083261 hypothetical protein

AAEL005554-RA -0.118659 hypothetical protein

AAEL005556-RA 0.893396 hypothetical protein

AAEL005556-RB 0.893396 hypothetical protein

AAEL005557-RA -0.390668 hypothetical protein

AAEL005557-RB -0.188813 hypothetical protein

AAEL005559-RA 0.175499 myosin light chain kinase

AAEL005562-RA 0.728825 receptor for activated protein kinase c (rack1)

AAEL005564-RA 0.049142 ubiquitin specific protease 52 / poly(a) ribonuclease subunit pan2

AAEL005567-RA -0.873267 nucleosome assembly protein
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AAEL005567-RB -0.873267 nucleosome assembly protein

AAEL005568-RA -0.197016 hypothetical protein

AAEL005570-RA -0.55234 hypothetical protein

AAEL005573-RA -0.754783 GTP-binding protein era

AAEL005575-RA -0.498012 transient receptor potential channel 4, putative

AAEL005576-RA 0.507006 conserved hypothetical protein

AAEL005577-RA 0.500688 conserved hypothetical protein

AAEL005578-RA -0.403051 conserved hypothetical protein

AAEL005579-RA 0.564247 developmentally regulated GTP-binding protein 1 (drg 1)

AAEL005580-RA -0.535632 conserved hypothetical protein

AAEL005582-RA 0.587585 conserved hypothetical protein

AAEL005583-RA -0.080279 c3f

AAEL005584-RA 0.742577 hypothetical protein

AAEL005585-RA 0.485753 hypothetical protein

AAEL005588-RA -0.163755 conserved hypothetical protein

AAEL005590-RA -0.119644 autotransporter adhesin precursor, putative

AAEL005594-RA -0.006079 predicted protein

AAEL005596-RA -1.647076 trypsin-epsilon, putative

AAEL005601-RA 0.802534 conserved hypothetical protein

AAEL005601-RB 0.802534 conserved hypothetical protein

AAEL005602-RA 0.312964 conserved hypothetical protein

AAEL005603-RA 0.180131 trypsin

AAEL005604-RA -0.480701 trypsin-epsilon, putative

AAEL005608-RA 0.027472 hypothetical protein

AAEL005610-RA 0.59181 mitochondrial ATP synthase b chain

AAEL005611-RA 0.305658 trypsin

AAEL005612-RA -0.313483 conserved hypothetical protein

AAEL005613-RA 0.551961 hypothetical protein

AAEL005615-RA -0.105637 conserved hypothetical protein

AAEL005617-RA 0.122745 utp-glucose-1-phosphate uridylyltransferase 2

AAEL005618-RA 0.270353 chitin synthase

AAEL005619-RA -0.293241 defective proboscis extension response, putative

AAEL005620-RA 0.88572 conserved hypothetical protein

AAEL005621-RA 0.144118 rhodopsin

AAEL005622-RA -1.002793 conserved hypothetical protein

AAEL005623-RA 0.618868 hypothetical protein

AAEL005625-RA -1.105014 rhodopsin
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AAEL005626-RA 0.119486 exostosin-2

AAEL005628-RA -0.665837 conserved hypothetical protein

AAEL005628-RB -0.665837 conserved hypothetical protein

AAEL005629-RA 0.421203 ribosomal protein L35, putative

AAEL005632-RA -0.10688 hypothetical protein

AAEL005635-RA 0.826849 nucleoporin

AAEL005636-RA 0.041137 eukariotic translation initiation factor 2b, epsilon subunit

AAEL005637-RA 0.541658 vegetatible incompatibility protein HET-E-1, putative

AAEL005638-RA -0.704823 conserved hypothetical protein

AAEL005639-RA 0.757604 conserved hypothetical protein

AAEL005641-RA 0.137911 galactose-specific C-type lectin, putative

AAEL005643-RA -0.538332 guanine nucleotide exchange factor

AAEL005644-RA 0.631241 chymotrypsin, putative

AAEL005645-RA -0.118406 hypothetical protein

AAEL005646-RA -0.086028 vitellogenin, putative

AAEL005651-RA -0.444098 ethanolamine-phosphate cytidylyltransferase

AAEL005652-RA -0.035167 hypothetical protein

AAEL005653-RA -0.510155 leukocyte receptor cluster (lrc) member 4 protein

AAEL005656-RA -0.484446 myosin heavy chain, nonmuscle or smooth muscle

AAEL005659-RA 0.359291 conserved hypothetical protein

AAEL005662-RA 0.19282 adenosine diphosphatase

AAEL005663-RA 0.733422 centrin

AAEL005665-RA -0.167968 serine protease inhibitor, serpin

AAEL005668-RA -0.595127 conserved hypothetical protein

AAEL005669-RA 0.121726 conserved hypothetical protein

AAEL005669-RB 0.121726 conserved hypothetical protein

AAEL005669-RC 0.121726 conserved hypothetical protein

AAEL005670-RA -0.69498 serine protease inhibitor, serpin

AAEL005673-RA 0.727179 serine protease inhibitor, serpin

AAEL005675-RA 0.146407 clip-domain serine protease, putative

AAEL005676-RA -0.214584 adenosine deaminase

AAEL005678-RA -1.024072 UDP-galactose transporter

AAEL005679-RA -0.312576 hypothetical protein

AAEL005680-RA 0.255819 conserved hypothetical protein

AAEL005683-RA 0.314275 conserved hypothetical protein

AAEL005690-RA -0.726172 cyclophilin-6

AAEL005692-RA -0.930259 hypothetical protein
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AAEL005693-RA -0.521433 mitochondrial NADH:ubiquinone oxidoreductase B16.6 subunit, putative

AAEL005693-RB -0.521433 mitochondrial NADH:ubiquinone oxidoreductase B16.6 subunit, putative

AAEL005696-RA -0.097892 cytochrome P450

AAEL005697-RA -0.627052 hypothetical protein

AAEL005705-RA 0.023044 glucosaminephosphotransferase

AAEL005709-RA 0.594639 n-acetyltransferase separation anxiety

AAEL005712-RA -0.587611 microtubule associated protein xmap215

AAEL005713-RA -0.309173 hypothetical protein

AAEL005716-RA 0.545524 conserved hypothetical protein

AAEL005718-RA -0.191474 serine protease, putative

AAEL005719-RA 0.566933 cleavage stimulation factor

AAEL005720-RA -0.191728 conserved hypothetical protein

AAEL005722-RA 0.386699 60S ribosomal protein L7a

AAEL005723-RA -0.219335 conserved hypothetical protein

AAEL005724-RA -0.1614 conserved hypothetical protein

AAEL005725-RA -0.12361 conserved hypothetical protein

AAEL005727-RA 0.746345 hypothetical protein

AAEL005728-RA -0.71202 glycyl-tRNA synthetase

AAEL005729-RA 0.992469 conserved hypothetical protein

AAEL005733-RA 0.470606 myosin heavy chain, nonmuscle or smooth muscle

AAEL005733-RB -0.580994 myosin heavy chain, nonmuscle or smooth muscle

AAEL005736-RA -0.613271 conserved hypothetical protein

AAEL005736-RC -0.613271 conserved hypothetical protein

AAEL005738-RA 0.221628 yellow protein precursor

AAEL005742-RA -0.598455 transcription initiation factor TFIID subunit 10, putative

AAEL005744-RA -0.56659 DEAD box ATP-dependent RNA helicase

AAEL005745-RA 0.134324 neurokinin-3 receptor, putative

AAEL005746-RA 0.317289 conserved hypothetical protein

AAEL005747-RA 0.405837 conserved hypothetical protein

AAEL005748-RA 0.205221 elastase, putative

AAEL005749-RA -0.678851 lysosomal alpha-mannosidase (mannosidase alpha class 2b member 1)

AAEL005755-RA 0.451393 hypothetical protein

AAEL005756-RA -1.546531 conserved hypothetical protein

AAEL005756-RC -0.909631 conserved hypothetical protein

AAEL005760-RA 0.829886 hypothetical protein

AAEL005762-RA -0.131282 leucine-rich transmembrane proteins

AAEL005765-RA -0.840674 conserved hypothetical protein
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AAEL005766-RA 0.318952 fructose-bisphosphate aldolase

AAEL005766-RB -0.326523 fructose-bisphosphate aldolase

AAEL005768-RA 0.380553 hypothetical protein

AAEL005772-RA 0.352983 Odorant-binding protein 99c, putative

AAEL005775-RA 1.233686 cytochrome P450

AAEL005776-RA -0.791105 Odorant receptor 83b, putative

AAEL005777-RA 0.224208 conserved hypothetical protein

AAEL005778-RA 0.153003 conserved hypothetical protein

AAEL005779-RA 0.052893 CRAL/TRIO domain-containing protein

AAEL005779-RB 0.052893 CRAL/TRIO domain-containing protein

AAEL005781-RA -0.757552 hypothetical protein

AAEL005783-RA 0.688801 conserved hypothetical protein

AAEL005789-RA -0.154604 hypothetical protein

AAEL005792-RA -0.28857 conserved hypothetical protein

AAEL005793-RA 0.032354 AMP dependent ligase

AAEL005795-RA -0.01359 conserved hypothetical protein

AAEL005796-RA -1.319812 eukaryotic translation initiation factor 4e type

AAEL005797-RA -0.623411 BRI1-KD interacting protein, putative

AAEL005798-RA -0.149072 ATP synthase subunit beta vacuolar

AAEL005800-RA -0.199832 serine protease, putative

AAEL005801-RA 0.738857 bifunctional aminoacyl-tRNA synthetase

AAEL005802-RA 0.520696 structural maintenance of chromosomes smc1

AAEL005805-RA -0.174855 alanyl aminopeptidase

AAEL005813-RA -0.187679 conserved hypothetical protein

AAEL005815-RA -0.580889 vitellogenin, putative

AAEL005816-RA -0.013267 chromatin regulatory protein sir2

AAEL005818-RA -0.229585 conserved hypothetical protein

AAEL005821-RA 0.404641 alanyl aminopeptidase

AAEL005823-RA -0.255751 Trypsin, putative

AAEL005824-RA -1.163903 hypothetical protein

AAEL005825-RA 0.737634 translation initiation factor eif-2b beta subunit

AAEL005827-RA -0.173929 katanin P80 subunit

AAEL005832-RA 0.081064 programmed cell death

AAEL005835-RA 0.09543 tetraspanin 97e

AAEL005840-RA -0.950414 conserved hypothetical protein

AAEL005841-RA -0.401727 hypothetical protein

AAEL005843-RA -1.081106 conserved hypothetical protein

Page 83



AAEL005843-RB -0.81974 conserved hypothetical protein

AAEL005844-RA 0.752568 posF21, putative

AAEL005845-RA -0.226748 beta chain spectrin

AAEL005847-RA 0.152928 synaptic ras gtpase activating protein, syngap

AAEL005848-RA 0.816193 conserved hypothetical protein

AAEL005849-RA 0.194742 synaptic vesicle protein

AAEL005850-RA -0.814293 expressed protein (HR4)

AAEL005851-RA -0.265645 exosome complex exonuclease rrp42 (ribosomal RNA processing protein 42

AAEL005852-RA -0.247956 oxysterol-binding protein 1, putative

AAEL005854-RA 0.119601 amino acid transporter

AAEL005856-RA -0.721793 signal recognition particle receptor alpha subunit (sr-alpha)

AAEL005857-RA 0.766083 conserved hypothetical protein

AAEL005860-RA -0.72146 conserved hypothetical protein

AAEL005863-RA -0.194716 conserved hypothetical protein

AAEL005866-RA -1.192459 conserved hypothetical protein

AAEL005867-RA -0.081015 conserved hypothetical protein

AAEL005870-RA -0.084401 flap endonuclease-1

AAEL005872-RA -1.046732 hypothetical protein

AAEL005872-RB -1.046732 hypothetical protein

AAEL005873-RA 0.084587 hypothetical protein

AAEL005874-RA 0.39988 conserved hypothetical protein

AAEL005876-RA -0.155469 hypothetical protein

AAEL005878-RA 0.031702 conserved hypothetical protein

AAEL005880-RA -0.307753 conserved hypothetical protein

AAEL005881-RA -0.191659 autocrine motility factor receptor, amfr

AAEL005882-RA 0.088956 hypothetical protein

AAEL005884-RA 0.307421 conserved hypothetical protein

AAEL005885-RA 1.094935 arginyltransferase, putative

AAEL005885-RC 1.094935 arginyltransferase, putative

AAEL005888-RA 0.570609 DNA polymerase theta

AAEL005892-RA -0.132636 hypothetical protein

AAEL005893-RA 0.128182 hypothetical protein

AAEL005894-RA -0.66221 diuretic hormone receptor, putative

AAEL005895-RA -0.174618 conserved hypothetical protein

AAEL005896-RA 0.463619 hypothetical protein

AAEL005896-RB 0.463619 hypothetical protein

AAEL005897-RA -0.565387 conserved hypothetical protein

Page 84



AAEL005897-RB -0.565387 conserved hypothetical protein

AAEL005898-RA 0.399457 tRNA-dihydrouridine synthase

AAEL005900-RA 0.778213 conserved hypothetical protein

AAEL005902-RA -0.181456 conserved hypothetical protein

AAEL005905-RA 0.419382 conserved hypothetical protein

AAEL005906-RA 0.041567 serine protease

AAEL005908-RA -0.223891 rolling pebbles

AAEL005909-RA 0.683562 splicing factor SC35, putative

AAEL005910-RA 0.571544 programmed cell death protein

AAEL005911-RA -0.665765 mitochondrial carrier protein

AAEL005913-RA 0.349444 conserved hypothetical protein

AAEL005914-RA 0.527157 conserved hypothetical protein

AAEL005914-RB 0.527157 conserved hypothetical protein

AAEL005916-RA -0.481233 hypothetical protein

AAEL005918-RA 0.478354 ATP-binding cassette transporter

AAEL005919-RA 1.57917 conserved hypothetical protein

AAEL005920-RA 0.054845 hypothetical protein

AAEL005922-RA -0.010658 hypothetical protein

AAEL005922-RB -0.010658 hypothetical protein

AAEL005926-RA 0.492217 er lumen protein retaining receptor

AAEL005926-RB 0.492217 er lumen protein retaining receptor

AAEL005926-RC 0.492217 er lumen protein retaining receptor

AAEL005930-RA 0.316349 ubiquitin-protein ligase

AAEL005931-RA -0.820965 6-phosphogluconate dehydrogenase

AAEL005932-RA 0.04048 conserved hypothetical protein

AAEL005933-RA -0.321625 hypothetical protein

AAEL005934-RA -0.47866 mediator complex, subunit, putative

AAEL005935-RA -0.736005 hypothetical protein

AAEL005937-RA -0.186952 ATP-binding cassette transporter

AAEL005938-RA 0.91603 hypothetical protein

AAEL005939-RA 0.770207 mpv17 protein

AAEL005939-RB 0.770207 mpv17 protein

AAEL005944-RA -0.376121 mitochondrial ribosomal protein, S23, putative

AAEL005945-RA 0.097333 beta adrenergic receptor

AAEL005946-RA -0.831666 NADH-ubiquinone oxidoreductase subunit B14.5b

AAEL005950-RB -0.543946 chloride channel protein 2

AAEL005950-RC 0.225211 chloride channel protein 2
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AAEL005951-RA -0.44511 lipid storage droplets surface binding protein

AAEL005951-RB -0.44511 lipid storage droplets surface binding protein

AAEL005956-RA 0.588689 Caspase-3 precursor

AAEL005960-RA 0.107884 conserved hypothetical protein

AAEL005961-RA 0.422001 actin

AAEL005963-RA -0.568638 Caspase-3 precursor

AAEL005965-RA -0.04378 presenilin enhancer, putative

AAEL005966-RA 0.360072 hypothetical protein

AAEL005968-RA 1.147613 conserved hypothetical protein

AAEL005970-RA 0.173963 conserved hypothetical protein

AAEL005971-RA -0.501168 conserved hypothetical protein

AAEL005975-RA -0.392049 transcription initiation factor

AAEL005975-RB 0.279581 transcription initiation factor

AAEL005976-RA 0.131758 adenine phosphoribosyltransferase, putative

AAEL005979-RA 0.456806 epithelial membrane protein

AAEL005980-RA -0.501628 conserved hypothetical protein

AAEL005982-RA 0.231343 conserved hypothetical protein

AAEL005985-RA -1.953949 conserved hypothetical protein

AAEL005986-RA -0.140148 hypothetical protein

AAEL005988-RA -0.39619 conserved hypothetical protein

AAEL005989-RA -0.471305 conserved hypothetical protein

AAEL005991-RA 0.004272 tricarboxylate transport protein

AAEL005992-RA -0.466768 adam (a disintegrin and metalloprotease

AAEL005994-RA -0.90317 conserved hypothetical protein

AAEL005997-RA 0.186682 allergen, putative

AAEL006000-RA -0.537539 conserved hypothetical protein

AAEL006000-RB -0.537539 conserved hypothetical protein

AAEL006000-RC -0.537539 conserved hypothetical protein

AAEL006001-RA 0.398064 conserved hypothetical protein

AAEL006001-RB 0.398064 conserved hypothetical protein

AAEL006001-RC 1.050896 conserved hypothetical protein

AAEL006001-RD 0.480364 conserved hypothetical protein

AAEL006003-RA 0.087315 odorant receptor

AAEL006005-RA 0.06894 odorant receptor

AAEL006006-RA 0.290855 swiprosin

AAEL006009-RA 0.695861 conserved hypothetical protein

AAEL006010-RA 0.660296 conserved hypothetical protein
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AAEL006011-RA 0.348181 conserved hypothetical protein

AAEL006012-RA 0.063699 factor for adipocyte differentiation

AAEL006014-RA 0.160408 oxidase/peroxidase

AAEL006016-RA 0.392705 conserved hypothetical protein

AAEL006019-RA 0.568433 voltage-gated sodium channel

AAEL006019-RB 0.568433 voltage-gated sodium channel

AAEL006019-RC 0.568433 voltage-gated sodium channel

AAEL006019-RD 0.568433 voltage-gated sodium channel

AAEL006020-RA 0.122494 hypothetical protein

AAEL006021-RA -0.523902 hypothetical protein

AAEL006023-RA -0.18964 Vanin-like protein 1 precursor, putative

AAEL006024-RA 0.475772 Vanin-like protein 2 precursor, putative

AAEL006032-RA 0.457779 hypothetical protein

AAEL006033-RA 0.421447 dihydroorotate dehydrogenase

AAEL006034-RA -0.816335 Vanin-like protein 1 precursor, putative

AAEL006035-RA -0.716 hypothetical protein

AAEL006039-RA 0.518516 dehydrodolichyl diphosphate synthase (dedol-pp synthase)

AAEL006040-RA 0.438188 coatomer

AAEL006042-RA -0.330858 arginine or creatine kinase

AAEL006048-RA 0.392228 interleukin enhancer binding factor

AAEL006048-RB 0.392228 interleukin enhancer binding factor

AAEL006049-RA 0.813845 mitochondrial ribosomal protein, S10, putative

AAEL006053-RA 0.752742 conserved hypothetical protein

AAEL006056-RA 0.81458 nuclear protein localization

AAEL006059-RA -0.030819 conserved hypothetical protein

AAEL006061-RA 0.677387 proteasome subunit alpha type

AAEL006062-RA -1.244893 neuralized

AAEL006063-RA 0.457642 U3 small nucleolar ribonucleoprotein protein imp4

AAEL006065-RA -0.041245 s-adenosyl-methyltransferase mraw

AAEL006067-RA -0.006809 conserved hypothetical protein

AAEL006069-RA -0.391137 conserved hypothetical protein

AAEL006070-RA 0.254786 phosphoglycerate mutase

AAEL006071-RA 0.987126 hypothetical protein

AAEL006072-RA 0.010634 hypothetical protein

AAEL006075-RA 0.966738 wd-repeat protein

AAEL006076-RA 0.091526 allatostatin receptor

AAEL006080-RA 0.587805 DNA repair protein rad51
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AAEL006081-RA -0.194957 nadph fad oxidoreductase

AAEL006082-RA 0.98313 transcription initiation factor TFIID subunit 1

AAEL006085-RA 0.276775 methylenetetrahydrofolate dehydrogenase

AAEL006086-RA -0.042773 hypothetical protein

AAEL006087-RA -0.504661 conserved hypothetical protein

AAEL006088-RA -0.135553 hypothetical protein

AAEL006089-RA 0.278509 carboxylesterase

AAEL006090-RA -0.661477 Gelsolin precursor

AAEL006090-RB 0.733048 Gelsolin precursor

AAEL006093-RA -0.183346 tartan

AAEL006095-RA 0.472091 Gelsolin precursor

AAEL006095-RB 0.148146 Gelsolin precursor

AAEL006097-RA 0.064967 carboxylesterase

AAEL006101-RA -0.267471 carboxylesterase

AAEL006102-RA -2.000937 Gelsolin precursor

AAEL006103-RA -0.461073 conserved hypothetical protein

AAEL006103-RB -0.461073 conserved hypothetical protein

AAEL006108-RA -1.544789 conserved hypothetical protein

AAEL006111-RA -1.935422 hypothetical protein

AAEL006111-RB -1.935422 hypothetical protein

AAEL006113-RA 0.238754 cystinosin

AAEL006115-RA -0.266835 conserved hypothetical protein

AAEL006115-RB -0.266835 conserved hypothetical protein

AAEL006117-RA 0.815583 mitochondrial 60S ribosomal protein L7/L12

AAEL006118-RA 0.405121 mitochondrial ribosomal protein, L55, putative

AAEL006121-RA 0.139131 Trypsin, putative

AAEL006123-RA 0.723655 Trypsin, putative

AAEL006125-RA 1.105462 conserved hypothetical protein

AAEL006126-RA 0.671801 conserved hypothetical protein

AAEL006129-RA -0.676521 conserved hypothetical protein

AAEL006131-RA 0.60511 hypothetical protein

AAEL006133-RA 0.150347 cofactor A, putative

AAEL006137-RA -0.23703 conserved hypothetical protein

AAEL006143-RA 0.360501 conserved hypothetical protein

AAEL006144-RA 0.946337 isopentenyl-diphosphate delta isomerase

AAEL006146-RA -1.430954 hypothetical protein

AAEL006153-RA -1.172356 conserved hypothetical protein
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AAEL006154-RA 0.158458 conserved hypothetical protein

AAEL006155-RA 0.100978 conserved hypothetical protein

AAEL006157-RA 0.324914 aldehyde oxidase

AAEL006158-RA -0.541196 histone H3.3

AAEL006159-RA 0.135164 conserved hypothetical protein

AAEL006160-RA 0.325548 runx1 (aml1)

AAEL006161-RA -0.088128 clip-domain serine protease, putative

AAEL006163-RA 0.02435 aldehyde oxidase

AAEL006167-RA 0.324536 runt

AAEL006168-RA 0.410659 serine carboxypeptidase, putative

AAEL006169-RA -0.557017 cathepsin d

AAEL006174-RA 0.048074 proteasome subunit beta type

AAEL006175-RA -0.723561 conserved hypothetical protein

AAEL006176-RA 0.793845 Odorant-binding protein 56e, putative

AAEL006177-RA 0.608886 histone acetyltransferase type b catalytic subunit

AAEL006184-RA -0.369006 hypothetical protein

AAEL006185-RA 0.073619 exocyst componenet sec8

AAEL006186-RA 0.724671 conserved hypothetical protein

AAEL006190-RA -0.38662 conserved hypothetical protein

AAEL006195-RA 0.616273 conserved hypothetical protein

AAEL006196-RA -0.769658 hemomucin

AAEL006197-RA 0.439083 conserved hypothetical protein

AAEL006198-RA 0.482272 hypothetical protein

AAEL006205-RB 0.123372 hypothetical protein

AAEL006206-RA 0.242919 n-twist

AAEL006207-RA 0.262825 conserved hypothetical protein

AAEL006211-RA -1.17422 conserved hypothetical protein

AAEL006216-RA -0.101452 conserved hypothetical protein

AAEL006217-RA -0.185012 conserved hypothetical protein

AAEL006218-RA -0.185012 conserved hypothetical protein

AAEL006219-RA 0.029063 heparan sulfate 2-o-sulfotransferase

AAEL006221-RA 0.750732 o-sialoglycoprotein endopeptidase

AAEL006223-RA 0.351283 replication factor C, 37kD-subunit, putative

AAEL006224-RA 0.35565 short-chain dehydrogenase

AAEL006226-RA 0.445098 sam/hd domain protein

AAEL006233-RA -0.447931 hypothetical protein

AAEL006233-RB -0.447931 hypothetical protein
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AAEL006236-RA 0.190131 dtdp-glucose 4-6-dehydratase

AAEL006236-RB 0.190131 dtdp-glucose 4-6-dehydratase

AAEL006241-RA 0.530437 sugar transporter

AAEL006243-RA -0.291455 hypothetical protein

AAEL006244-RA -0.312568 cyclophilin

AAEL006247-RA 0.23836 conserved hypothetical protein

AAEL006248-RA 0.389197 p37NB protein, putative

AAEL006251-RA 0.041544 Ubiquitin-fold modifier 1 precursor, putative

AAEL006253-RA 0.292273 conserved hypothetical protein

AAEL006255-RA -1.044412 conserved hypothetical protein

AAEL006259-RA -0.106214 rhodopsin

AAEL006260-RA 0.466486 serine protease, putative

AAEL006262-RA 0.156895 mitochondrial carrier protein

AAEL006262-RB 0.156895 mitochondrial carrier protein

AAEL006262-RC 0.156895 mitochondrial carrier protein

AAEL006264-RA -0.1895 glucose transporter (sugar transporter

AAEL006270-RA 0.190114 conserved hypothetical protein

AAEL006271-RA 0.926092 superoxide dismutase

AAEL006271-RB -0.094486 superoxide dismutase

AAEL006271-RC -0.094486 superoxide dismutase

AAEL006271-RD 0.54755 superoxide dismutase

AAEL006272-RA -0.66408 conserved hypothetical protein

AAEL006279-RA 1.588251 hypothetical protein

AAEL006281-RA -1.43756 glucose transporter (sugar transporter

AAEL006283-RA 0.549847 g-protein coupled receptor

AAEL006284-RA -0.187107 hypothetical protein

AAEL006286-RA 0.729855 conserved hypothetical protein

AAEL006288-RA 0.231378 hypothetical protein

AAEL006289-RA -0.561345 spire

AAEL006294-RA 1.011143 hypothetical protein

AAEL006294-RB 1.011143 hypothetical protein

AAEL006295-RA 0.441608 synbindin

AAEL006296-RA -0.183554 conserved hypothetical protein

AAEL006297-RA -0.25364 venom allergen

AAEL006298-RA 0.403408 conserved hypothetical protein

AAEL006300-RA -1.208406 P53 induced protein

AAEL006301-RA -0.253672 fruitless
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AAEL006302-RA 0.092242 spire

AAEL006304-RA -0.050301 hypothetical protein

AAEL006305-RA -0.16884 conserved hypothetical protein

AAEL006306-RA 0.302822 conserved hypothetical protein

AAEL006311-RA 1.055107 nucleoporin, putative

AAEL006311-RB 1.055107 nucleoporin, putative

AAEL006313-RA 0.790631 conserved hypothetical protein

AAEL006315-RA 1.020257 26S proteasome regulatory subunit rpn1

AAEL006316-RA -0.319671 ketohexokinase

AAEL006321-RA 0.319714 1-acylglycerol-3-phosphate acyltransferase

AAEL006322-RA 1.006162 conserved hypothetical protein

AAEL006323-RA -0.496626 hypothetical protein

AAEL006324-RA 0.196783 conserved hypothetical protein

AAEL006329-RA 0.052077 conserved hypothetical protein

AAEL006330-RA 0.015715 microtubule associated serine/threonine kinase

AAEL006330-RB 0.015715 microtubule associated serine/threonine kinase

AAEL006332-RA 0.03092 conserved hypothetical protein

AAEL006333-RA 1.215845 salivary apyrase, putative

AAEL006335-RA -0.27371 conserved hypothetical protein

AAEL006337-RA 0.170602 conserved hypothetical protein

AAEL006338-RA 0.148859 sulfotransferase (sult)

AAEL006340-RA 0.741138 conserved hypothetical protein

AAEL006342-RA 0.739452 epoxide hydrolase

AAEL006342-RB 0.739452 epoxide hydrolase

AAEL006342-RC 0.739452 epoxide hydrolase

AAEL006343-RA 0.013758 conserved hypothetical protein

AAEL006345-RA -0.553839 conserved hypothetical protein

AAEL006347-RA 0.02826 apyrase, putative

AAEL006350-RA 0.133984 conserved hypothetical protein

AAEL006351-RA -0.473899 conserved hypothetical protein

AAEL006354-RA 0.927485 epoxide hydrolase

AAEL006355-RA -0.526624 conserved hypothetical protein

AAEL006362-RA -1.276983 mitochondrial solute carrier

AAEL006363-RA -0.599415 ribose-phosphate pyrophosphokinase 1,2

AAEL006363-RB -0.599415 ribose-phosphate pyrophosphokinase 1,2

AAEL006364-RA 0.127141 conserved hypothetical protein

AAEL006367-RA -0.836505 conserved hypothetical protein
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AAEL006371-RA 0.0631 oviductin

AAEL006372-RA -0.279131 sulfate transporter

AAEL006375-RA -0.312299 sphingomyelin phosphodiesterase

AAEL006377-RA -0.563277 conserved hypothetical protein

AAEL006383-RA -0.14458 chymotrypsin, putative

AAEL006386-RA -0.086517 mitochondrial 39S ribosomal protein L39

AAEL006386-RB -0.086517 mitochondrial 39S ribosomal protein L39

AAEL006387-RA -0.931812 conserved hypothetical protein

AAEL006389-RA 0.522965 cathepsin l

AAEL006390-RA 0.647041 vacuolar proton atpases

AAEL006392-RA 0.920368 hypothetical protein

AAEL006394-RA 0.554233 hypothetical protein

AAEL006400-RA 1.3642 elongator component, putative

AAEL006401-RA 0.487347 mitosis protein dim1

AAEL006403-RA -0.667422 trypsin-beta, putative

AAEL006406-RA 0.379052 conserved hypothetical protein

AAEL006406-RB 0.379052 conserved hypothetical protein

AAEL006406-RC 0.379052 conserved hypothetical protein

AAEL006406-RD 0.379052 conserved hypothetical protein

AAEL006406-RE 1.835469 conserved hypothetical protein

AAEL006406-RF 0.379052 conserved hypothetical protein

AAEL006407-RA 1.60415 conserved hypothetical protein

AAEL006408-RA -1.058015 conserved hypothetical protein

AAEL006410-RA 0.027586 conserved hypothetical protein

AAEL006411-RA -1.420239 timeless protein

AAEL006411-RB -1.420239 timeless protein

AAEL006415-RA -0.321348 leucyl-tRNA synthetase

AAEL006416-RA -0.989359 glycine rich RNA binding protein, putative

AAEL006417-RA 0.111 D7 protein, putative

AAEL006418-RA 1.276214 trypsin

AAEL006421-RA 0.141107 trypsin, putative

AAEL006422-RA 0.649372 conserved hypothetical protein

AAEL006423-RA 0.98666 conserved hypothetical protein

AAEL006424-RA 0.968519 D7 protein, putative

AAEL006425-RA -0.074959 trypsin

AAEL006428-RA 1.027071 ferredoxin, putative

AAEL006429-RA 0.11414 trypsin
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AAEL006432-RA -0.504951 sugar transporter

AAEL006433-RA -0.010686 conserved hypothetical protein

AAEL006441-RA 0.772059 proteasome subunit beta type 6,9

AAEL006445-RA 0.218012 conserved hypothetical protein

AAEL006446-RA -0.319229 trehalose-6-phosphate synthase

AAEL006449-RA 0.883421 ser/thr protein kinase-lyk4

AAEL006450-RA 0.696781 integral membrane protein, putative

AAEL006453-RA 0.221166 B-cell lymphoma/leukaemia 11A extra long form, putative

AAEL006454-RA -0.181179 Odorant-binding protein 56a, putative

AAEL006458-RA 1.137956 alcohol dehydrogenase

AAEL006462-RA 0.976485 TFIID subunit TAFII55, putative

AAEL006463-RA -1.148343 conserved hypothetical protein

AAEL006464-RA -0.24625 conserved hypothetical protein

AAEL006469-RA -0.26241 conserved hypothetical protein

AAEL006474-RA 0.688646 ATP-dependent Lon protease, putative

AAEL006476-RA -0.236773 zinc finger protein, putative

AAEL006478-RA 0.274918 lachesin, putative

AAEL006481-RA 0.414222 conserved hypothetical protein

AAEL006483-RA 0.728614 conserved hypothetical protein

AAEL006485-RA 0.585686 inosine-uridine preferring nucleoside hydrolase

AAEL006485-RB 0.585686 inosine-uridine preferring nucleoside hydrolase

AAEL006485-RC 0.585686 inosine-uridine preferring nucleoside hydrolase

AAEL006486-RA 0.750942 hypothetical protein

AAEL006489-RA 0.154315 conserved hypothetical protein

AAEL006489-RB 0.020658 conserved hypothetical protein

AAEL006490-RA 0.399231 calcitonin receptor

AAEL006491-RA 0.619172 peroxisomal targeting signal 2 receptor

AAEL006493-RA 0.542725 hypothetical protein

AAEL006493-RB 0.542725 hypothetical protein

AAEL006496-RA 0.145154 steroid dehydrogenase

AAEL006498-RA 0.424072 rhodopsin

AAEL006499-RA -0.675516 hypothetical protein

AAEL006500-RA 0.181261 conserved hypothetical protein

AAEL006501-RA -0.555041 conserved hypothetical protein

AAEL006509-RA -1.353383 hydrogen-transporting ATP synthase, G-subunit, putative

AAEL006509-RB -1.353383 hydrogen-transporting ATP synthase, G-subunit, putative

AAEL006510-RA 0.169409 conserved hypothetical protein
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AAEL006515-RA -0.293323 conserved hypothetical protein

AAEL006516-RA -0.061678 vacuolar ATP synthase subunit h

AAEL006521-RA 1.065269 conserved hypothetical protein

AAEL006523-RA -0.030311 crk

AAEL006525-RA 0.235888 kelch repeat protein

AAEL006526-RA 0.530505 neurotransmitter gated ion channel

AAEL006529-RA 0.635298 conserved hypothetical protein

AAEL006530-RA -0.549166 tubulin folding cofactor c

AAEL006531-RA -0.103457 heat shock protein 70 (hsp70)-interacting protein

AAEL006531-RB -0.103457 heat shock protein 70 (hsp70)-interacting protein

AAEL006536-RA -0.022009 hypothetical protein

AAEL006542-RA 0.283135 retinoid-inducible serine carboxypeptidase (serine carboxypeptidase

AAEL006544-RA 0.246025 nucleoporin P54

AAEL006545-RA 0.40235 hypothetical protein

AAEL006546-RA 0.49568 hypothetical protein

AAEL006547-RA 1.028583 THO complex, putative

AAEL006549-RA -0.275626 conserved hypothetical protein

AAEL006554-RA -0.558194 conserved hypothetical protein

AAEL006555-RA -0.21296 hypothetical protein

AAEL006557-RA -0.380874 conserved hypothetical protein

AAEL006559-RA -0.040423 hypothetical protein

AAEL006560-RA 1.119419 cop-coated vesicle membrane protein P24

AAEL006566-RA 0.537737 suppressor of ty

AAEL006567-RA -0.160454 max binding protein, mnt

AAEL006569-RB -0.87254 hypothetical protein

AAEL006570-RA 0.844574 conserved hypothetical protein

AAEL006571-RA 0.531702 conserved hypothetical protein

AAEL006572-RA -0.204374 troponin C

AAEL006572-RB -0.204374 troponin C

AAEL006572-RC -0.204374 troponin C

AAEL006575-RA -1.011779 troponin C

AAEL006575-RB -1.011779 troponin C

AAEL006575-RC -1.011779 troponin C

AAEL006576-RA -0.057473 clip-domain serine protease, putative

AAEL006576-RB -0.057473 clip-domain serine protease, putative

AAEL006577-RA -0.64301 aspartyl-tRNA synthetase

AAEL006578-RA 0.773525 conserved hypothetical protein
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AAEL006580-RA -1.740675 conserved hypothetical protein

AAEL006584-RA -0.078847 conserved hypothetical protein

AAEL006587-RA -0.272319 conserved hypothetical protein

AAEL006588-RA -1.228348 conserved hypothetical protein

AAEL006589-RA -0.019817 conserved hypothetical protein

AAEL006590-RA -1.01862 hypothetical protein

AAEL006591-RA 0.434861 conserved hypothetical protein

AAEL006594-RA 0.744797 serine-type enodpeptidase, putative

AAEL006595-RA -0.408806 conserved hypothetical protein

AAEL006597-RA 0.370213 nk homeobox protein

AAEL006599-RA 0.696217 conserved hypothetical protein

AAEL006600-RA -0.110854 Juvenile hormone-inducible protein, putative

AAEL006600-RB -0.110854 Juvenile hormone-inducible protein, putative

AAEL006600-RC 0.306354 Juvenile hormone-inducible protein, putative

AAEL006600-RD 0.306354 Juvenile hormone-inducible protein, putative

AAEL006603-RA -0.10706 conserved hypothetical protein

AAEL006606-RA -1.445002 hypothetical protein

AAEL006607-RA -0.577755 Juvenile hormone-inducible protein, putative

AAEL006610-RA -0.581751 conserved hypothetical protein

AAEL006617-RA 0.053133 conserved hypothetical protein

AAEL006620-RA -0.429335 conserved hypothetical protein

AAEL006621-RA 0.297714 conserved hypothetical protein

AAEL006627-RA -0.278264 serine-type enodpeptidase, putative

AAEL006628-RA 0.466021 conserved hypothetical protein

AAEL006628-RC 0.466021 conserved hypothetical protein

AAEL006629-RA -0.513864 conserved hypothetical protein

AAEL006630-RA 0.695572 conserved hypothetical protein

AAEL006631-RA 0.154054 hypothetical protein

AAEL006632-RA 0.368803 conserved hypothetical protein

AAEL006632-RC 0.368803 conserved hypothetical protein

AAEL006633-RA 0.439412 inhibitor of apoptosis 1, diap1

AAEL006634-RA -0.406411 acetyl-coa acetyltransferase, mitochondrial (acetoacetyl-coa thiolase)

AAEL006637-RA 1.210154 conserved hypothetical protein

AAEL006638-RA 0.206965 n-acetyllactosaminide beta-1,3-n-acetylglucosaminyltransferase

AAEL006642-RA 0.105535 tubulin alpha chain

AAEL006647-RA 0.379791 dynein light chain, putative

AAEL006648-RA 0.17461 pantothenate kinase
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AAEL006649-RA -0.405264 tnf receptor associated factor

AAEL006651-RA 0.069063 dystrophin

AAEL006652-RA 0.596693 conserved hypothetical protein

AAEL006652-RB 0.596693 conserved hypothetical protein

AAEL006652-RC 0.596693 conserved hypothetical protein

AAEL006654-RA -0.341187 conserved hypothetical protein

AAEL006655-RA -0.067849 chromatin regulatory protein sir2

AAEL006656-RA 0.18654 conserved hypothetical protein

AAEL006658-RA 0.376138 conserved hypothetical protein

AAEL006659-RA 1.272858 apyrase

AAEL006660-RA 0.10218 conserved hypothetical protein

AAEL006662-RA 0.84151 hypothetical protein

AAEL006666-RA -0.287528 cmp-sialic acid transporter

AAEL006667-RA -0.910462 phosphatidyltransferase

AAEL006668-RA 1.255963 conserved hypothetical protein

AAEL006671-RA -0.268901 hypothetical protein

AAEL006674-RA -0.85935 clip-domain serine protease, putative

AAEL006676-RA -0.152743 conserved hypothetical protein

AAEL006678-RA -0.337575 conserved hypothetical protein

AAEL006685-RA 0.101155 G-protein, gamma-subunit, putative

AAEL006686-RA -0.201571 conserved hypothetical protein

AAEL006691-RA 0.021637 fibrinogen and fibronectin

AAEL006693-RB 0.229303 uroporphyrinogen decarboxylase

AAEL006696-RA 0.149446 lumbrokinase-3T2, putative

AAEL006699-RA 1.005623 fibrinogen and fibronectin

AAEL006700-RA -0.461337 Trypsin, putative

AAEL006701-RA -0.330169 conserved hypothetical protein

AAEL006702-RA 1.014952 fibrinogen and fibronectin

AAEL006702-RB 0.762977 fibrinogen and fibronectin

AAEL006704-RA -0.580339 fibrinogen and fibronectin

AAEL006706-RA 0.714495 conserved hypothetical protein

AAEL006711-RA -0.006637 conserved hypothetical protein

AAEL006712-RA -0.412963 serine/threonine protein kinase

AAEL006713-RA 0.286828 U2 snrnp auxiliary factor, small subunit

AAEL006714-RA 0.445753 hypothetical protein

AAEL006715-RA -1.281959 DNA polymerase iota

AAEL006717-RA 0.184099 abc transporter
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AAEL006717-RB 0.184099 abc transporter

AAEL006718-RA -1.588046 conserved hypothetical protein

AAEL006719-RA 0.207724 alpha-amylase

AAEL006721-RA 0.024624 2-oxoglutarate dehydrogenase

AAEL006721-RB 0.399892 2-oxoglutarate dehydrogenase

AAEL006724-RA 0.68116 conserved hypothetical protein

AAEL006725-RA 0.38483 U2 small nuclear ribonucleoprotein, putative

AAEL006726-RA 0.721959 innexin

AAEL006728-RA 0.523593 ubiquitin-conjugating enzyme E2 c

AAEL006731-RA -0.253581 conserved hypothetical protein

AAEL006731-RB -0.253581 conserved hypothetical protein

AAEL006734-RA 0.691502 cytochrome oxidase biogenesis protein (oxa1 mitochondrial)

AAEL006735-RA 0.787336 conserved hypothetical protein

AAEL006736-RA 0.295836 conserved hypothetical protein

AAEL006741-RA 0.811952 hypothetical protein

AAEL006742-RA 0.669984 3-hydroxyisobutyrate dehydrogenase

AAEL006743-RA 0.845013 n-terminal acetyltransferase complex ard1 subunit

AAEL006744-RA 0.265993 exonuclease nef-sp

AAEL006745-RA 0.133418 hypothetical protein

AAEL006748-RA 0.026236 ss-DNA binding protein 12RNP2 precursor, putative

AAEL006749-RA -0.08552 conserved hypothetical protein

AAEL006751-RA -0.425688 hypothetical protein

AAEL006752-RA 0.239827 Misexpression suppressor of ras, putative

AAEL006753-RA -0.471305 conserved hypothetical protein

AAEL006755-RA -0.898102 conserved hypothetical protein

AAEL006757-RA 0.037191 hypothetical protein

AAEL006758-RA 0.087424 conserved hypothetical protein

AAEL006762-RA -0.861181 conserved hypothetical protein

AAEL006766-RA -0.147951 hypothetical protein

AAEL006767-RA 0.305569 hypothetical protein

AAEL006769-RA 0.031373 tryptophanyl-tRNA synthetase

AAEL006771-RA 0.128686 conserved hypothetical protein

AAEL006773-RA -0.414496 hypothetical protein

AAEL006774-RA 0.409781 conserved hypothetical protein

AAEL006777-RA 0.129232 hypothetical protein

AAEL006778-RA -0.121162 frizzled

AAEL006779-RA -0.324742 cytochrome c oxidase assembly protein cox11
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AAEL006781-RA -0.385971 hypothetical protein

AAEL006783-RA -0.636058 histone h3 methyltransferase

AAEL006786-RA -0.363114 gtpase_rho

AAEL006786-RB -0.363114 gtpase_rho

AAEL006786-RC -0.363114 gtpase_rho

AAEL006787-RA 0.484795 conserved hypothetical protein

AAEL006788-RA 0.188943 replication factor C, 37-kDa subunit, putative

AAEL006789-RA 0.498198 tbp-associated factor

AAEL006792-RA 0.168994 conserved hypothetical protein

AAEL006793-RA 0.234156 cytochrome P450

AAEL006798-RA -0.068436 cytochrome P450

AAEL006805-RA -0.211119 cytochrome P450

AAEL006808-RA 0.03293 conserved hypothetical protein

AAEL006810-RA 0.665643 cytochrome P450

AAEL006813-RA 0.308584 hypothetical protein

AAEL006820-RA 0.095378 lipid storage droplets surface binding protein 2 (lsd2)

AAEL006822-RA 0.510616 otopetrin

AAEL006823-RA 0.400303 AMP dependent ligase

AAEL006824-RA -0.421494 cytochrome P450

AAEL006829-RA -0.549538 microsomal glutathione s-transferase

AAEL006830-RA 1.083674 yellow protein precursor

AAEL006831-RA 1.009071 achaete-scute complex protein T3, putative

AAEL006833-RA 0.332378 succinyl-CoA synthetase small subunit, putative

AAEL006833-RB 0.332378 succinyl-CoA synthetase small subunit, putative

AAEL006833-RC 0.332378 succinyl-CoA synthetase small subunit, putative

AAEL006834-RA 0.034283 glutamate semialdehyde dehydrogenase

AAEL006835-RB 0.14165 transient receptor potential cation channel protein painless

AAEL006836-RA -0.296678 dihydropteridine reductase

AAEL006836-RB 0.247725 dihydropteridine reductase

AAEL006838-RA 0.421102 hypothetical protein

AAEL006839-RB 0.225029 ring finger protein

AAEL006840-RA 0.362077 U2 small nuclear ribonucleoprotein a

AAEL006842-RA -0.382308 hypothetical protein

AAEL006845-RA 0.275886 conserved hypothetical protein

AAEL006845-RB 0.438465 conserved hypothetical protein

AAEL006846-RA 0.478435 hypothetical protein

AAEL006847-RA 0.420491 conserved hypothetical protein
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AAEL006851-RA -0.246115 eukaryotic translation initiation factor

AAEL006853-RA 0.608042 conserved hypothetical protein

AAEL006854-RA -0.385179 Niemann-Pick Type C-2, putative

AAEL006855-RA 0.080661 UDP-galactose transporter

AAEL006855-RB 0.080661 UDP-galactose transporter

AAEL006859-RA 0.075248 Myb-interacting protein, putative

AAEL006860-RA 0.548053 ribosomal protein S28, putative

AAEL006863-RA 1.128884 hypothetical protein

AAEL006863-RB 1.128884 hypothetical protein

AAEL006867-RA 0.413883 conserved hypothetical protein

AAEL006869-RA 0.405454 hypothetical protein

AAEL006872-RA 0.331295 calponin/transgelin

AAEL006873-RA -0.14047 hypothetical protein

AAEL006874-RA 0.582419 prophenoloxidase

AAEL006875-RA 0.004851 cytochrome P450

AAEL006876-RA 0.088921 igf2 mRNA binding protein, putative

AAEL006877-RA 0.286402 prophenoloxidase

AAEL006879-RB -0.102381 folate carrier protein

AAEL006882-RA 0.47548 conserved hypothetical protein

AAEL006883-RA -0.575334 conserved hypothetical protein

AAEL006885-RA -0.274767 14-3-3 protein sigma, gamma, zeta, beta/alpha

AAEL006887-RA 0.223637 mrna turnover protein 4 mrt4

AAEL006890-RA -0.025097 conserved hypothetical protein

AAEL006896-RA 0.301829 hypothetical protein

AAEL006897-RA -0.190889 conserved hypothetical protein

AAEL006900-RA 0.476364 conserved hypothetical protein

AAEL006902-RA -0.003074 serine-type enodpeptidase, putative

AAEL006908-RA 0.091947 conserved hypothetical protein

AAEL006909-RA -1.867398 hypothetical protein

AAEL006910-RA 0.924767 ubiquitination factor E4

AAEL006920-RA 0.351485 conserved hypothetical protein

AAEL006922-RA -0.128197 calponin/transgelin

AAEL006922-RB -0.128197 calponin/transgelin

AAEL006923-RA -0.205271 conserved hypothetical protein

AAEL006925-RA 0.73407 conserved hypothetical protein

AAEL006929-RA -0.155719 cullin

AAEL006930-RA 0.187841 embryonic polarity dorsal
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AAEL006931-RA 0.072173 hypothetical protein

AAEL006931-RB 0.10748 hypothetical protein

AAEL006931-RC 0.072173 hypothetical protein

AAEL006934-RA 0.170671 mediator complex, subunit, putative

AAEL006935-RA 0.700874 conserved hypothetical protein

AAEL006936-RA 0.792962 conserved hypothetical protein

AAEL006936-RB 0.201068 conserved hypothetical protein

AAEL006937-RA 0.336482 structural maintenance of chromosomes smc3

AAEL006939-RA -0.146734 smaug protein

AAEL006941-RA 0.811644 hypothetical protein

AAEL006942-RA 0.664972 conserved hypothetical protein

AAEL006944-RA -0.274822 hypothetical protein

AAEL006945-RA 0.481814 Golgi SNAP receptor complex member, putative

AAEL006945-RB 0.481814 Golgi SNAP receptor complex member, putative

AAEL006948-RA 0.511003 tomosyn

AAEL006949-RA 0.520582 hypothetical protein

AAEL006950-RA -0.407781 conserved hypothetical protein

AAEL006951-RA 0.16118 protein phosphatase 2c

AAEL006952-RA -0.00552 conserved hypothetical protein

AAEL006953-RA -0.953359 conserved hypothetical protein

AAEL006956-RA -1.710927 suppressor of ty

AAEL006957-RA -0.276271 hypothetical protein

AAEL006958-RA 0.354288 cell adhesion molecule

AAEL006959-RA 0.643448 hypothetical protein

AAEL006960-RA 0.530307 calpain

AAEL006962-RA 0.382655 hypothetical protein

AAEL006962-RB 0.382655 hypothetical protein

AAEL006964-RA 0.348764 conserved hypothetical protein

AAEL006965-RA -0.293541 NBP2b protein, putative

AAEL006966-RA 0.776762 vitellogenin, putative

AAEL006966-RB 0.776762 vitellogenin, putative

AAEL006966-RC 0.776762 vitellogenin, putative

AAEL006966-RD 0.776762 vitellogenin, putative

AAEL006966-RE 0.776762 vitellogenin, putative

AAEL006968-RA -0.029078 hypothetical protein

AAEL006970-RA -0.059178 lipase

AAEL006971-RA -0.10833 conserved hypothetical protein
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AAEL006972-RA -0.236783 hepatocellular carcinoma-associated antigen

AAEL006975-RA -0.765151 leucine aminopeptidase

AAEL006978-RA 0.185589 protein-glutamine gamma-glutamyltransferase

AAEL006979-RA -0.500675 hypothetical protein

AAEL006982-RA 0.076147 lipase

AAEL006983-RA 0.446872 hypothetical protein

AAEL006985-RA -0.551349 dopachrome-conversion enzyme (DCE), putative

AAEL006986-RA 0.094425 conserved hypothetical protein

AAEL006989-RA -0.361631 cytochrome P450

AAEL006993-RA 0.938305 synapse-associated protein

AAEL006997-RA -0.407963 hypothetical protein

AAEL007005-RA -0.974067 histone h2a

AAEL007006-RA -0.096407 serine protease

AAEL007009-RA -0.544029 conserved hypothetical protein

AAEL007009-RB -0.544029 conserved hypothetical protein

AAEL007011-RA -0.98752 conserved hypothetical protein

AAEL007012-RA 0.230317 hypothetical protein

AAEL007014-RA 0.027451 hypothetical protein

AAEL007015-RA -0.679761 conserved hypothetical protein

AAEL007015-RB -0.679761 conserved hypothetical protein

AAEL007016-RA 0.300181 sodium/solute symporter

AAEL007020-RA 0.016111 hypothetical protein

AAEL007022-RA -0.363031 tfiia large subunit

AAEL007023-RA 1.132772 estradiol 17 beta-dehydrogenase

AAEL007024-RA -1.301514 cytochrome P450

AAEL007026-RA 0.240728 conserved hypothetical protein

AAEL007027-RA 1.049241 sodium/solute symporter

AAEL007028-RA 0.155467 ceramidase

AAEL007031-RA 0.212831 conserved hypothetical protein

AAEL007033-RA 0.012027 pyrroline-5-carboxylate reductase

AAEL007035-RA -0.182735 tak1

AAEL007037-RA -0.21276 peptidoglycan recognition protein sc2

AAEL007039-RA -0.429749 peptidoglycan recognition protein sc2

AAEL007041-RA -0.342283 low-density lipoprotein receptor (ldl)

AAEL007043-RA 0.014765 conserved hypothetical protein

AAEL007046-RA 0.19947 mitochondrial brown fat uncoupling protein

AAEL007047-RA 0.356249 monocarboxylate transporter
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AAEL007048-RA 0.644008 hypothetical protein

AAEL007048-RB 0.644008 hypothetical protein

AAEL007049-RA 0.035636 proteasome subunit beta type

AAEL007053-RB 0.187889 hypothetical protein

AAEL007054-RA -0.162829 NADH dehydrogenase, putative

AAEL007055-RA 0.509402 lipase

AAEL007056-RA 0.054201 btf

AAEL007059-RA -0.136877 conserved hypothetical protein

AAEL007060-RA 0.393846 lipase

AAEL007062-RA -0.753212 hypothetical protein

AAEL007064-RA 0.728996 gram-negative bacteria binding protein

AAEL007065-RA -0.692586 adp-ribosylation factor, arf

AAEL007066-RA 0.405366 mitotic checkpoint protein and poly(a)+ RNA export protein

AAEL007069-RA 0.192574 conserved hypothetical protein

AAEL007073-RA -0.577429 hypothetical protein

AAEL007074-RA 0.440787 hypothetical protein

AAEL007076-RA 0.430214 hypothetical protein

AAEL007077-RA 0.499247 integrin beta 1 binding protein (melusin)

AAEL007083-RA 0.899935 conserved hypothetical protein

AAEL007084-RA 0.297792 conserved hypothetical protein

AAEL007084-RB 0.297792 conserved hypothetical protein

AAEL007088-RA 0.488409 ribitol kinase

AAEL007089-RA 0.634788 conserved hypothetical protein

AAEL007091-RA -0.112268 single-stranded DNA-binding protein mssp-1

AAEL007092-RA 0.086024 conserved hypothetical protein

AAEL007095-RA 0.079397 adult cuticle protein, putative

AAEL007097-RA 0.284439 4-nitrophenylphosphatase

AAEL007098-RA 0.404843 4-nitrophenylphosphatase

AAEL007099-RA 0.179016 environmental stress-induced protein, putative

AAEL007102-RA -0.104264 Trypsin, putative

AAEL007103-RA -0.961644 p37NB protein, putative

AAEL007108-RA 0.112298 hypothetical protein

AAEL007114-RA -0.190858 conserved hypothetical protein

AAEL007116-RA -0.252009 conserved hypothetical protein

AAEL007117-RA -0.912123 conserved hypothetical protein

AAEL007120-RA -0.034306 lim homeobox protein

AAEL007121-RA 0.058908 tartan
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AAEL007122-RA -0.372262 conserved hypothetical protein

AAEL007124-RA 0.249385 clathrin coat assembly protein ap-1

AAEL007126-RA -1.140633 sugar transporter

AAEL007127-RA -0.311243 conserved hypothetical protein

AAEL007131-RA 0.511696 sugar transporter

AAEL007132-RA 0.351538 dynein heavy chain

AAEL007133-RA -0.348028 conserved hypothetical protein

AAEL007134-RA 0.525495 hypothetical protein

AAEL007135-RA -0.523354 peroxiredoxin 5, prdx5

AAEL007137-RA 0.166967 conserved hypothetical protein

AAEL007138-RA -0.371345 sugar transporter

AAEL007139-RA -0.801839 sugar transporter

AAEL007145-RA -0.105587 conserved hypothetical protein

AAEL007147-RA 0.661937 conserved hypothetical protein

AAEL007149-RA 0.269505 conserved hypothetical protein

AAEL007149-RB -0.150309 conserved hypothetical protein

AAEL007151-RB 0.185296 paramyosin, putative

AAEL007151-RC 0.185296 paramyosin, putative

AAEL007151-RD -0.082227 paramyosin, putative

AAEL007151-RE 0.185296 paramyosin, putative

AAEL007153-RA -0.051163 5'-AMP-activated protein kinase, catalytic alpha-1 chain

AAEL007157-RA 0.238974 conserved hypothetical protein

AAEL007158-RC 0.479237 nnp-1 protein (novel nuclear protein 1) (nop52)

AAEL007160-RA 0.278202 ubiquilin 1,2

AAEL007162-RA -0.697403 gaba(a) receptor-associated protein

AAEL007165-RA -0.281975 hypothetical protein

AAEL007167-RA -1.433982 conserved hypothetical protein

AAEL007168-RA -0.895254 conserved hypothetical protein

AAEL007169-RA -0.429379 allatostatin receptor

AAEL007171-RA 0.490159 protein phosphatase 2c

AAEL007172-RA -0.030337 hypothetical protein

AAEL007173-RA 0.026735 conserved hypothetical protein

AAEL007173-RB 0.026735 conserved hypothetical protein

AAEL007173-RC 0.026735 conserved hypothetical protein

AAEL007174-RA 0.009097 tripeptidyl peptidase ii

AAEL007176-RA 0.570007 rabkinesin-6

AAEL007184-RA -0.957522 vacuolar ATP synthase subunit g
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AAEL007185-RA 0.466581 synbindin

AAEL007193-RA 0.3741 amino acid transporter

AAEL007196-RA -0.975208 conserved hypothetical protein

AAEL007199-RA 0.546057 hypothetical protein

AAEL007201-RA -0.387032 glutamyl aminopeptidase

AAEL007203-RA 0.457751 conserved hypothetical protein

AAEL007204-RA -0.028996 conserved hypothetical protein

AAEL007208-RA 1.488664 conserved hypothetical protein

AAEL007211-RA -0.026552 conserved hypothetical protein

AAEL007213-RA -1.182787 delta(9)-desaturase, putative

AAEL007214-RA -0.076842 nuclear receptor nhr-48

AAEL007216-RA -0.864048 elongase, putative

AAEL007218-RA -0.49376 conserved hypothetical protein

AAEL007219-RA -0.102443 conserved hypothetical protein

AAEL007222-RA -0.024085 hypothetical protein

AAEL007229-RA 0.716571 conserved hypothetical protein

AAEL007231-RA 0.368454 conserved hypothetical protein

AAEL007233-RA -0.505716 zinc finger protein

AAEL007234-RA 0.112306 conserved hypothetical protein

AAEL007235-RA -0.190227 mitochondrial uncoupling protein

AAEL007236-RA 0.420592 conserved hypothetical protein

AAEL007237-RA -0.323582 conserved hypothetical protein

AAEL007238-RA 0.015776 conserved hypothetical protein

AAEL007239-RA 0.997332 conserved hypothetical protein

AAEL007240-RA -1.140938 cdc42 gtpase-activating protein

AAEL007242-RA 0.794894 conserved hypothetical protein

AAEL007243-RA 0.99072 valacyclovir hydrolase

AAEL007246-RA 0.104464 conserved hypothetical protein

AAEL007247-RA -0.576391 conserved hypothetical protein

AAEL007252-RA -0.189973 sin3a-associated protein sap130

AAEL007254-RA 0.195727 metalloprotease

AAEL007257-RA 0.258116 hypothetical protein

AAEL007259-RA -0.298989 conserved hypothetical protein

AAEL007259-RB -0.298989 conserved hypothetical protein

AAEL007261-RA -0.157881 conserved hypothetical protein

AAEL007261-RB -0.157881 conserved hypothetical protein

AAEL007262-RA -0.260955 hypothetical protein
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AAEL007266-RA -0.011104 conserved hypothetical protein

AAEL007267-RA 0.253961 suppressor of ty3

AAEL007269-RA 0.005401 hypothetical protein

AAEL007270-RA 0.005656 hypothetical protein

AAEL007271-RA 0.565903 basic helix-loop-helix zip transcription factor

AAEL007273-RA 0.507736 peptidyl-prolyl cis-trans isomerase e, ppie

AAEL007274-RA 0.184164 DEAD box ATP-dependent RNA helicase

AAEL007277-RA 0.67325 tRNA-specific adenosine deaminase

AAEL007279-RA 0.213252 conserved hypothetical protein

AAEL007280-RA 1.498434 conserved hypothetical protein

AAEL007281-RA -0.362205 stretchin-mlck

AAEL007282-RA -1.386743 syntaxin binding protein-1,2,3

AAEL007282-RB 0.384531 syntaxin binding protein-1,2,3

AAEL007283-RA 0.299887 acetyl-coa synthetase

AAEL007284-RA -0.122711 serine/threonine-protein kinase pk61c

AAEL007288-RA -0.763741 dynamin

AAEL007288-RB -0.24336 dynamin

AAEL007289-RA 0.659989 NBP2b protein, putative

AAEL007290-RA -0.402711 conserved hypothetical protein

AAEL007290-RB -0.526548 conserved hypothetical protein

AAEL007290-RC 0.138248 conserved hypothetical protein

AAEL007291-RA -0.299638 replication factor A, 14kD-subunit, putative

AAEL007292-RA 0.030108 conserved hypothetical protein

AAEL007293-RA -0.568231 camp-dependent protein kinase catalytic subunit

AAEL007293-RB -0.568231 camp-dependent protein kinase catalytic subunit

AAEL007293-RC -0.568231 camp-dependent protein kinase catalytic subunit

AAEL007296-RA -0.725422 conserved hypothetical protein

AAEL007297-RA -0.227369 26S protease regulatory subunit 6b

AAEL007298-RA -0.416187 conserved hypothetical protein

AAEL007298-RB -0.416187 conserved hypothetical protein

AAEL007299-RA 0.21314 cadherin, putative

AAEL007300-RA -0.030736 syntaxin binding protein-1,2,3

AAEL007304-RA 0.119109 hypothetical protein

AAEL007306-RA 0.012283 alpha-actinin

AAEL007307-RA 0.313394 conserved hypothetical protein

AAEL007308-RA 1.257934 glycosyltransferase

AAEL007309-RA 0.667033 conserved hypothetical protein
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AAEL007310-RA 0.876405 conserved hypothetical protein

AAEL007312-RA 0.061541 conserved hypothetical protein

AAEL007313-RA 0.400723 conserved hypothetical protein

AAEL007314-RA -0.029248 hypothetical protein

AAEL007316-RA -0.173203 conserved hypothetical protein

AAEL007319-RA 0.371626 conserved hypothetical protein

AAEL007320-RA 0.593276 conserved hypothetical protein

AAEL007322-RA -0.121294 phosphatidate phosphatase

AAEL007323-RA -0.46117 deoxyuridine 5'-triphosphate nucleotidohydrolase

AAEL007325-RA 0.756393 Mob3B protein, putative

AAEL007330-RA 0.423847 exocyst complex component sec6

AAEL007331-RA -1.380303 attractin

AAEL007332-RA -0.991511 cornichon protein, putative

AAEL007333-RA 0.169684 hypothetical protein

AAEL007342-RA -0.749082 conserved hypothetical protein

AAEL007343-RA -0.459976 conserved hypothetical protein

AAEL007344-RA -0.196711 conserved hypothetical protein

AAEL007347-RA -0.323745 conserved hypothetical protein

AAEL007349-RA 0.150938 conserved hypothetical protein

AAEL007351-RA 0.655797 conserved hypothetical protein

AAEL007352-RA -1.358198 hypothetical protein

AAEL007354-RA 0.738593 pseudouridylate synthase

AAEL007355-RA 0.239589 mitochondrial ribosomal protein, S18A, putative

AAEL007358-RA 1.416914 hypothetical protein

AAEL007361-RA -0.234472 conserved hypothetical protein

AAEL007363-RA 0.121324 leucine-rich transmembrane protein

AAEL007366-RA -0.533488 conserved hypothetical protein

AAEL007368-RA 1.109567 hypothetical protein

AAEL007371-RA -0.715519 hypothetical protein

AAEL007372-RA -0.057894 gaba-b receptor

AAEL007373-RA 0.592877 ammonium transporter

AAEL007374-RA 0.630774 yellow protein precursor, putative

AAEL007375-RA -0.155526 pyruvate dehydrogenase

AAEL007375-RB -0.155526 pyruvate dehydrogenase

AAEL007375-RC -0.155526 pyruvate dehydrogenase

AAEL007375-RD -0.155526 pyruvate dehydrogenase

AAEL007376-RA 0.136954 hypothetical protein
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AAEL007381-RA -0.585209 conserved hypothetical protein

AAEL007382-RA 0.169124 serine-threonine kinase receptor-associated protein (strap)

AAEL007382-RB 0.169124 serine-threonine kinase receptor-associated protein (strap)

AAEL007383-RA 0.068962 secreted ferritin G subunit precursor, putative

AAEL007383-RB 0.068962 secreted ferritin G subunit precursor, putative

AAEL007383-RC -1.414244 secreted ferritin G subunit precursor, putative

AAEL007383-RD 0.068962 secreted ferritin G subunit precursor, putative

AAEL007384-RA 0.474269 activin receptor type ii

AAEL007385-RA 1.031439 ferritin subunit 1, putative

AAEL007385-RB 1.031439 ferritin subunit 1, putative

AAEL007388-RA -0.659047 hypothetical protein

AAEL007389-RA -0.585416 rhodopsin

AAEL007390-RA 0.691455 UDP-glucose 4-epimerase

AAEL007394-RA 0.305415 conserved hypothetical protein

AAEL007394-RB 0.305415 conserved hypothetical protein

AAEL007395-RA 0.176992 conserved hypothetical protein

AAEL007397-RA -0.011673 ecdysone-induced protein 75b

AAEL007398-RA 0.056793 hypothetical protein

AAEL007399-RA 0.139664 conserved hypothetical protein

AAEL007399-RB 0.26241 conserved hypothetical protein

AAEL007404-RA 0.134551 conserved hypothetical protein

AAEL007405-RA -0.991563 conserved hypothetical protein

AAEL007407-RA 0.089226 hypothetical protein

AAEL007407-RB 0.057418 hypothetical protein

AAEL007408-RA -0.067192 conserved hypothetical protein

AAEL007410-RA 0.072276 Inhibitor-2, putative

AAEL007414-RA 1.248334 conserved hypothetical protein

AAEL007415-RA -0.455563 multicopper oxidase

AAEL007416-RA 0.603744 cysteine dioxygenase

AAEL007420-RA 0.950561 antithrombin, putative

AAEL007420-RB 0.955906 antithrombin, putative

AAEL007420-RC 0.074237 antithrombin, putative

AAEL007420-RD 0.074237 antithrombin, putative

AAEL007422-RA -0.160874 cp27, putative

AAEL007423-RA -0.047752 conserved hypothetical protein

AAEL007424-RA 0.075397 phospholipid scramblase, putative

AAEL007427-RB 0.355752 zinc finger protein
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AAEL007429-RA 1.099068 thyroid receptor interacting protein

AAEL007430-RA -0.221943 hypothetical protein

AAEL007431-RA 1.074249 conserved hypothetical protein

AAEL007432-RA 0.354774 serine collagenase 1 precursor, putative

AAEL007434-RA -0.149505 testis-specific serine/threonine kinase 22c

AAEL007435-RA -1.316177 hypothetical protein

AAEL007437-RA -0.015089 conserved hypothetical protein

AAEL007439-RA 0.280624 myosin light chain 1, putative

AAEL007439-RB 0.280624 myosin light chain 1, putative

AAEL007441-RA 0.139242 translocon-associated protein, gamma subunit

AAEL007441-RB 0.139242 translocon-associated protein, gamma subunit

AAEL007442-RA 0.236364 f-box/leucine rich repeat protein

AAEL007443-RA 0.250223 serine/threonine protein kinase

AAEL007443-RB 0.250223 serine/threonine protein kinase

AAEL007444-RA 0.729566 conserved hypothetical protein

AAEL007444-RB 0.729566 conserved hypothetical protein

AAEL007446-RA 0.788443 hypothetical protein

AAEL007447-RA 0.342824 conserved hypothetical protein

AAEL007449-RA -0.013393 hypothetical protein

AAEL007450-RA -0.547708 odd skipped, putative

AAEL007451-RA -0.21976 wd-repeat protein

AAEL007454-RA -0.82244 conserved hypothetical protein

AAEL007456-RA 0.002875 zinc finger protein, putative

AAEL007457-RA 0.443989 insect origin recognition complex subunit

AAEL007459-RA 0.40567 microfibrillar-associated protein, putative

AAEL007460-RA 1.016451 hypothetical protein

AAEL007461-RA 1.168757 conserved hypothetical protein

AAEL007467-RA -0.311976 hypothetical protein

AAEL007470-RA 1.745584 staufen

AAEL007472-RA 0.365676 conserved hypothetical protein

AAEL007473-RA 0.760558 cytochrome P450

AAEL007477-RA 0.933189 ubiquitin-conjugating enzyme E2 i

AAEL007482-RA 0.10684 mediator complex, subunit, putative

AAEL007483-RA 0.157197 conserved hypothetical protein

AAEL007484-RA -0.47424 protein transport protein sec23

AAEL007484-RB -0.47424 protein transport protein sec23

AAEL007490-RA -0.296465 conserved hypothetical protein
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AAEL007490-RB -0.296465 conserved hypothetical protein

AAEL007491-RA 0.116439 hypothetical protein

AAEL007493-RA 0.10772 conserved hypothetical protein

AAEL007494-RA -0.376289 calcineurin b subunit

AAEL007495-RA -0.474077 phosphoglycerate mutase

AAEL007495-RC -0.474077 phosphoglycerate mutase

AAEL007496-RA 0.700115 DNA-directed RNA polymerase III, 62-kS-subunit, putative

AAEL007500-RA 0.389503 conserved hypothetical protein

AAEL007502-RA 0.24501 iroquois-class homeodomain protein irx

AAEL007503-RA 0.355095 m-rdgb2 retinal degeneration protein b

AAEL007508-RA -0.335233 oviductin

AAEL007516-RA -0.583915 fatty acid desaturase, putative

AAEL007518-RA -0.266575 complexin, putative

AAEL007521-RA 0.314315 importin beta-2

AAEL007521-RB -0.991718 importin beta-2

AAEL007522-RA 0.206849 goodpasture antigen-binding protein

AAEL007522-RB 0.206849 goodpasture antigen-binding protein

AAEL007523-RA -1.401624 peroxisomal n1-acetyl-spermine/spermidine oxidase

AAEL007528-RA -0.135347 conserved hypothetical protein

AAEL007529-RA -0.368832 nucleoprotein, putative

AAEL007530-RA -0.646898 hypothetical protein

AAEL007534-RA -0.009364 conserved hypothetical protein

AAEL007536-RA 0.522351 carnitine o-acyltransferase

AAEL007537-RA 0.870719 conserved hypothetical protein

AAEL007539-RA -0.190465 hypothetical protein

AAEL007542-RA 0.191042 glutamate decarboxylase

AAEL007546-RA 1.088667 actin-related protein 2/3 complex subunit 1A

AAEL007548-RA -0.16591 leukocyte receptor cluster (lrc) member

AAEL007550-RA 0.035746 conserved hypothetical protein

AAEL007551-RA -0.738919 vacuolar protein sorting-associated protein (vps13d)

AAEL007552-RA 0.405695 hypothetical protein

AAEL007554-RA 0.646128 conserved hypothetical protein

AAEL007555-RA -0.580477 acyl-coa dehydrogenase

AAEL007556-RA 0.157831 hypothetical protein

AAEL007559-RA 0.065052 guanyl-nucleotide exchange factor, putative

AAEL007561-RA 0.222098 conserved hypothetical protein

AAEL007562-RA -0.147699 conserved hypothetical protein
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AAEL007563-RA 0.908966 dual oxidase 1

AAEL007565-RA 0.546264 leucine rich protein, putative

AAEL007568-RA 0.915498 DNA-directed RNA polymerase

AAEL007571-RA -0.467526 hypothetical protein

AAEL007572-RB 0.605145 fidipidine

AAEL007579-RA 0.267286 conserved hypothetical protein

AAEL007580-RA -0.32191 hypothetical protein

AAEL007584-RA 0.548225 conserved hypothetical protein

AAEL007586-RA -0.166802 nuclear pore complex protein nup98

AAEL007587-RA 0.658804 conserved hypothetical protein

AAEL007589-RA -0.311313 Dedicator of cytokinesis protein 2

AAEL007590-RA -0.472039 cathepsin b

AAEL007593-RA -0.648757 lumbrokinase-3(1) precursor, putative

AAEL007594-RA 1.332455 conserved hypothetical protein

AAEL007596-RA -0.843705 Trypsin, putative

AAEL007597-RA -0.414811 serine protease

AAEL007603-RA 0.116029 Odorant-binding protein 56a, putative

AAEL007604-RA -0.005139 Odorant-binding protein 56a, putative

AAEL007609-RA -0.594552 histone h2a

AAEL007611-RA -0.821762 hypothetical protein

AAEL007612-RA -0.38363 hypothetical protein

AAEL007613-RA 0.447534 toll

AAEL007615-RA -0.384717 hypothetical protein

AAEL007617-RA 0.597373 serine/threonine-protein kinase vrk

AAEL007618-RA -0.389572 conserved hypothetical protein

AAEL007619-RA 0.177734 toll

AAEL007621-RA 0.357487 conserved hypothetical protein

AAEL007623-RA 0.048835 conserved hypothetical protein

AAEL007624-RA 0.480834 conserved hypothetical protein

AAEL007626-RA -0.768308 gram-negative bacteria binding protein

AAEL007629-RA -0.262385 hypothetical protein

AAEL007634-RA -0.537916 conserved hypothetical protein

AAEL007635-RA 0.057399 conserved hypothetical protein

AAEL007636-RA -1.722201 hypothetical protein

AAEL007639-RA -0.673557 conserved hypothetical protein

AAEL007642-RA 0.994172 protein kinase, putative

AAEL007645-RA 0.485276 hypothetical protein
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AAEL007646-RA -0.30457 conserved hypothetical protein

AAEL007647-RA 0.773127 conserved hypothetical protein

AAEL007649-RA 0.93438 cell cycle checkpoint protein rad17

AAEL007650-RA -0.215189 chaperonin

AAEL007651-RA 0.517087 phosphorylase b kinase

AAEL007653-RA 0.760666 allantoinase

AAEL007657-RA 0.509576 low-density lipoprotein receptor (ldl)

AAEL007658-RA -0.183664 partitioning defective 3, par-3

AAEL007660-RA -0.025111 suppressor of actin (sac)

AAEL007661-RA -0.417314 rab-40

AAEL007662-RA 1.092929 casein kinase

AAEL007665-RA 0.321168 hypothetical protein

AAEL007668-RA 0.539856 mitochondrial ribosomal protein, S29, putative

AAEL007669-RA 0.369452 oxidoreductase

AAEL007670-RA 0.375662 tiptop

AAEL007671-RA 0.485375 hypothetical protein

AAEL007672-RA 0.694111 myst histone acetyltransferase

AAEL007675-RA -0.083303 alpha-amylase

AAEL007680-RA 0.259215 hypothetical protein

AAEL007681-RA -0.604202 NADH-ubiquinone oxidoreductase flavoprotein 1 (ndufv1)

AAEL007684-RA 0.269708 tektin, putative

AAEL007686-RA -0.119843 conserved hypothetical protein

AAEL007687-RA -1.267621 transmembrane 9 superfamily protein member 4

AAEL007688-RA -0.060224 serine/threonine protein kinase, putative

AAEL007689-RA 0.789684 phospholipid-transporting atpase 1 (aminophospholipid flippase 1)

AAEL007689-RB 0.789684 phospholipid-transporting atpase 1 (aminophospholipid flippase 1)

AAEL007690-RA 0.34864 conserved hypothetical protein

AAEL007692-RA 1.272987 conserved hypothetical protein

AAEL007693-RA 0.014086 organic anion transporter

AAEL007696-RA -1.285374 embryonic polarity dorsal

AAEL007698-RA -0.162982 PIWI

AAEL007701-RA -0.042815 conserved hypothetical protein

AAEL007702-RA -0.420331 chaperonin

AAEL007703-RA 0.277469 conserved hypothetical protein

AAEL007703-RB 0.277469 conserved hypothetical protein

AAEL007705-RA 0.793445 hect E3 ubiquitin ligase

AAEL007707-RA -0.483265 malate dehydrogenase
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AAEL007708-RA 0.340752 wd-repeat protein

AAEL007713-RA 0.702626 viral IAP-associated factor, putative

AAEL007715-RA -0.148523 60S ribosomal protein L21

AAEL007715-RB -0.148523 60S ribosomal protein L21

AAEL007717-RA -0.487366 alpha-endosulfine, putative

AAEL007718-RA -0.678397 translation initiation factor 3, subunit S9, putative

AAEL007723-RA 0.164847 MUC1 protein, putative

AAEL007725-RA -0.197538 reticulocalbin

AAEL007727-RA -0.046355 hypothetical protein

AAEL007729-RA -0.277723 conserved hypothetical protein

AAEL007731-RA 0.253039 Pep12p, putative

AAEL007734-RA 0.326055 conserved hypothetical protein

AAEL007738-RA 0.196938 app binding protein

AAEL007742-RA -0.117541 tyrosine-protein kinase

AAEL007743-RA -1.339948 hypothetical protein

AAEL007746-RA -1.291421 conserved hypothetical protein

AAEL007748-RA 0.549785 cd36 antigen

AAEL007750-RA -0.576524 conserved hypothetical protein

AAEL007752-RA 0.166662 cytochrome c oxidase, subunit VIIA, putative

AAEL007756-RA -0.276986 neural stem cell-derived dendrite regulator

AAEL007758-RA -0.086216 conserved hypothetical protein

AAEL007760-RA 0.90771 mct-1 protein

AAEL007761-RA -0.069064 chloride intracellular channel

AAEL007762-RA 0.548329 mitochondrial ribosomal protein, L40, putative

AAEL007763-RA 0.787313 vacuole membrane protein

AAEL007763-RB 0.787313 vacuole membrane protein

AAEL007765-RB 0.516097 serine protease inhibitor 4, serpin-4

AAEL007765-RC -0.03097 serine protease inhibitor 4, serpin-4

AAEL007765-RD 0.063984 serine protease inhibitor 4, serpin-4

AAEL007768-RA 0.290457 myd88

AAEL007772-RA 0.066876 conserved hypothetical protein

AAEL007775-RA -0.087482 hypothetical protein

AAEL007776-RA -1.330585 conserved hypothetical protein

AAEL007777-RA 0.445877 vacuolar ATP synthase subunit S1

AAEL007778-RA -0.981125 leucine-rich transmembrane protein

AAEL007780-RA -0.760657 conserved hypothetical protein

AAEL007783-RA 0.754951 centromere protein-A, putative
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AAEL007784-RA -0.559116 conserved hypothetical protein

AAEL007787-RA 0.56451 5-aminolevulinic acid synthase

AAEL007789-RA 0.040412 alkyldihydroxyacetonephosphate synthase

AAEL007790-RA 0.069984 maternal g10 transcript

AAEL007791-RA 0.29154 conserved hypothetical protein

AAEL007792-RA -0.402865 conserved hypothetical protein

AAEL007793-RA 0.171905 alkyldihydroxyacetonephosphate synthase

AAEL007795-RA -0.18409 cytochrome P450

AAEL007796-RA -0.1708 serine protease

AAEL007796-RB 0.488784 serine protease

AAEL007797-RA 0.419631 conserved hypothetical protein

AAEL007800-RA -0.343647 cytidine and deoxycytidylate deaminase zinc-binding region

AAEL007804-RA -0.610055 semaphorin

AAEL007806-RA 0.125791 conserved hypothetical protein

AAEL007808-RA -1.177988 cytochrome P450

AAEL007810-RA 0.360508 conserved hypothetical protein

AAEL007811-RA -0.320187 short-chain dehydrogenase

AAEL007813-RA 0.464063 hypothetical protein

AAEL007814-RA -0.057791 n-twist

AAEL007815-RA 0.494602 cytochrome P450

AAEL007816-RA 0.73888 cytochrome P450

AAEL007817-RA 0.103571 hypothetical protein

AAEL007820-RA 0.899884 conserved hypothetical protein

AAEL007820-RB 0.899884 conserved hypothetical protein

AAEL007821-RA 0.715798 signalosome, subunit 2, CSN8, putative

AAEL007823-RA 0.083608 PIWI

AAEL007825-RA 0.789528 conserved hypothetical protein

AAEL007828-RA -0.238831 palmitoyl-protein thioesterase

AAEL007831-RA 0.342315 conserved hypothetical protein

AAEL007832-RA -1.190251 g-protein-linked acetylcholine receptor gar-2a

AAEL007833-RA 0.333982 hypothetical protein

AAEL007835-RA 0.304013 serine/threonine protein kinase

AAEL007841-RA -0.174258 hypothetical protein

AAEL007842-RA 0.10961 conserved hypothetical protein

AAEL007845-RA -0.144387 rab5

AAEL007847-RA 0.659861 conserved hypothetical protein

AAEL007849-RA 0.513227 conserved hypothetical protein
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AAEL007854-RA 0.819665 pelota

AAEL007858-RA 0.257913 ran gtpase-activating protein

AAEL007865-RA 0.142052 conserved hypothetical protein

AAEL007867-RA -0.209563 hypothetical protein

AAEL007868-RA 0.476789 ubiquinol-cytochrome c reductase complex 14 kd protein

AAEL007869-RA -0.148648 hypothetical protein

AAEL007872-RA 0.256463 hypothetical protein

AAEL007876-RA 0.048225 tyrosine protein kinase with ig domain

AAEL007879-RA -0.439976 hypothetical protein

AAEL007880-RA -1.269742 ornithine decarboxylase

AAEL007881-RA -0.055489 conserved hypothetical protein

AAEL007883-RA 0.561492 fk506-binding protein

AAEL007883-RB 0.561492 fk506-binding protein

AAEL007883-RC 0.561492 fk506-binding protein

AAEL007884-RA 0.464711 conserved membrane protein at 44E, putative

AAEL007886-RA 0.80263 hypothetical protein

AAEL007888-RA 0.111944 coracle protein, putative

AAEL007892-RA 0.123943 xaa-pro aminopeptidase

AAEL007893-RA 0.650495 short chain type dehydrogenase

AAEL007895-RA 0.943501 beta-1,4-galactosyltransferase

AAEL007896-RA 0.386499 hypothetical protein

AAEL007898-RA -0.687578 calmin

AAEL007899-RA 0.61507 spermatogenesis associated factor

AAEL007900-RA 0.570387 conserved hypothetical protein

AAEL007900-RB 0.570387 conserved hypothetical protein

AAEL007900-RC 0.570387 conserved hypothetical protein

AAEL007904-RA 0.785059 cleavage and polyadenylation specificity factor

AAEL007907-RA 1.01703 serine/threonine protein kinase

AAEL007908-RA 0.171533 nicotinamide mononucleotide adenylyltransferase

AAEL007911-RA 0.989338 dynein heavy chain

AAEL007912-RA 0.797555 conserved hypothetical protein

AAEL007913-RA 0.005985 sulfotransferase (sult)

AAEL007917-RA 1.043995 sarcolemmal associated protein, putative

AAEL007918-RA -0.116676 dynein heavy chain

AAEL007923-RA -0.278291 eukaryotic translation initiation factor 4 gamma

AAEL007924-RA -0.149785 neuropeptide f receptor 76f

AAEL007925-RA 0.176996 histone h2a
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AAEL007926-RA 0.469648 retinoid-inducible serine carboxypeptidase (serine carboxypeptidase

AAEL007927-RA 0.463438 hypothetical protein

AAEL007930-RA -0.436923 sugar transporter

AAEL007931-RA 1.179581 P21-activated kinase, pak

AAEL007934-RA 0.259353 tRNA (5-methylaminomethyl-2-thiouridylate)-methyltransferase

AAEL007936-RA 0.457945 conserved hypothetical protein

AAEL007938-RA -1.27876 serine-type enodpeptidase, putative

AAEL007940-RA -0.167928 hypothetical protein

AAEL007942-RA 0.610603 fibrinogen and fibronectin

AAEL007943-RA -0.279149 conserved hypothetical protein

AAEL007944-RA -0.293376 conserved hypothetical protein

AAEL007945-RA -0.634817 eukaryotic translation initiation factor 3 subunit

AAEL007947-RA 0.325515 glutathione-s-transferase theta, gst

AAEL007948-RA -0.780242 glutathione-s-transferase theta, gst

AAEL007949-RA 0.816113 clk2

AAEL007950-RA -0.329778 eps-15

AAEL007951-RA 0.345484 glutathione-s-transferase theta, gst

AAEL007953-RA -0.512316 conserved hypothetical protein

AAEL007955-RA -0.306144 glutathione-s-transferase theta, gst

AAEL007960-RA -0.314165 hypothetical protein

AAEL007962-RA -0.131144 glutathione-s-transferase theta, gst

AAEL007967-RA 0.526733 conserved hypothetical protein

AAEL007968-RA -0.131944 hypothetical protein

AAEL007970-RA 0.822599 conserved hypothetical protein

AAEL007971-RA 0.943954 tyrosine transporter

AAEL007972-RA -0.708994 apolipoprotein D, putative

AAEL007973-RA 0.243728 hypothetical protein

AAEL007977-RA 0.733032 hypothetical protein

AAEL007979-RA 0.754762 tyrosine transporter

AAEL007980-RA 0.07328 hypothetical protein

AAEL007987-RA -0.373447 SEC63 protein, putative

AAEL007988-RA 0.79802 conserved hypothetical protein

AAEL007990-RB -0.169013 conserved hypothetical protein

AAEL007991-RA -0.180527 conserved hypothetical protein

AAEL008002-RA 0.14892 mitochondrial NADH:ubiquinone oxidoreductase ESSS subunit, putative

AAEL008003-RA -0.469633 serine protease

AAEL008004-RA -0.319547 elongase, putative
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AAEL008005-RA 0.270357 conserved hypothetical protein

AAEL008006-RA -0.346129 3-hydroxyacyl-coa dehyrogenase

AAEL008007-RA 0.555182 conserved hypothetical protein

AAEL008010-RA -1.142144 sidestep protein

AAEL008020-RA -0.201775 sorting nexin

AAEL008021-RA 0.372666 specifically Rac-associated protein, putative

AAEL008022-RA -0.234637 homeobox protein

AAEL008024-RA -0.221564 hypothetical protein

AAEL008027-RA 1.108268 hypothetical protein

AAEL008028-RA -1.895413 monocarboxylate transporter

AAEL008029-RA 0.000759 ras-related protein, putative

AAEL008030-RA 0.19314 fibrinogen and fibronectin

AAEL008035-RA -0.523998 ATP-dependent RNA helicase

AAEL008036-RA 0.181589 dynein heavy chain

AAEL008038-RA 0.019262 conserved hypothetical protein

AAEL008038-RB 0.019262 conserved hypothetical protein

AAEL008039-RA 1.158534 conserved hypothetical protein

AAEL008040-RA 1.07104 brain chitinase and chia

AAEL008041-RA 0.371864 bleomycin hydrolase

AAEL008041-RB 0.787702 bleomycin hydrolase

AAEL008042-RA -0.088666 conserved hypothetical protein

AAEL008043-RA 0.092964 nuclear receptor

AAEL008044-RA 0.597632 conserved hypothetical protein

AAEL008049-RA 0.095794 hypothetical protein

AAEL008052-RA 0.794837 hypothetical protein

AAEL008053-RA -0.542453 pickpocket

AAEL008054-RA -1.593998 conserved hypothetical protein

AAEL008055-RA 0.128741 nicotinic acetylcholine receptor subunit

AAEL008057-RA 0.737042 myosin light chain kinase

AAEL008058-RA 0.082887 liprin alpha (lar-interacting protein alpha) (synapse defective protein 2)

AAEL008058-RB 0.082887 liprin alpha (lar-interacting protein alpha) (synapse defective protein 2)

AAEL008058-RC 0.082887 liprin alpha (lar-interacting protein alpha) (synapse defective protein 2)

AAEL008059-RA -0.185617 conserved hypothetical protein

AAEL008061-RA -0.861944 phosphatidylinositolglycan class N, putative

AAEL008062-RA -0.186913 thrombospondin

AAEL008064-RA 0.831491 conserved hypothetical protein

AAEL008066-RA -0.421625 trkB protein, putative
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AAEL008067-RA 1.021339 conserved hypothetical protein

AAEL008067-RB 0.551686 conserved hypothetical protein

AAEL008067-RC 0.551686 conserved hypothetical protein

AAEL008068-RA 0.273831 conserved hypothetical protein

AAEL008072-RA 0.536564 NADH-plastoquinone oxidoreductase

AAEL008076-RA 0.526197 PIWI

AAEL008077-RA 0.675068 conserved hypothetical protein

AAEL008078-RA 0.816113 clk2

AAEL008079-RA 0.211842 trypsin-alpha, putative

AAEL008080-RA -1.271688 trypsin-eta, putative

AAEL008083-RA 0.015671 40S ribosomal protein sa (P40) (34/67 kda laminin receptor) 

AAEL008085-RA 0.826999 trypsin

AAEL008089-RA 0.563914 conserved hypothetical protein

AAEL008092-RA -0.321149 hypothetical protein

AAEL008096-RA 0.19643 mitochondrial ornithine transporter

AAEL008097-RA 0.660973 trypsin-eta, putative

AAEL008099-RA 1.178848 procollagen-lysine,2-oxoglutarate 5-dioxygenase

AAEL008100-RA 0.12202 conserved hypothetical protein

AAEL008101-RA 0.079263 hypothetical protein

AAEL008103-RA -0.76473 40S ribosomal protein S8

AAEL008104-RA 0.894548 fibrinogen and fibronectin

AAEL008106-RA -0.284497 hypothetical protein

AAEL008111-RA -0.486607 conserved hypothetical protein

AAEL008113-RA 0.450284 hypothetical protein

AAEL008114-RA 0.335105 p15-2b protein, putative

AAEL008119-RA -0.604198 hypothetical protein

AAEL008120-RA -0.031192 ribosomal RNA methyltransferase

AAEL008126-RA -0.010452 conserved hypothetical protein

AAEL008127-RA -0.587313 conserved hypothetical protein

AAEL008128-RA -0.908238 mitochondrial inner membrane protein translocase, 13kD-subunit, putative

AAEL008129-RA 0.500451 conserved hypothetical protein

AAEL008130-RA -0.32191 hypothetical protein

AAEL008133-RA -0.059698 GTP-binding protein hflx

AAEL008135-RA 0.134332 conserved hypothetical protein

AAEL008136-RA 0.49836 conserved hypothetical protein

AAEL008137-RA 1.257056 hypothetical protein

AAEL008138-RA 0.183895 abc transporter
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AAEL008142-RA -0.031202 hypothetical protein

AAEL008143-RA 0.902872 nucleotide binding protein 2 (nbp 2)

AAEL008144-RA 0.088719 AMP dependent ligase

AAEL008145-RA 0.482712 conserved hypothetical protein

AAEL008147-RA 0.272602 PAF acetylhydrolase 45 kDa subunit, putative

AAEL008148-RA 0.608676 8-oxoguanine DNA glycosylase

AAEL008150-RA -0.283917 hypothetical protein

AAEL008152-RA 0.253559 short-chain dehydrogenase

AAEL008153-RA -0.020728 conserved hypothetical protein

AAEL008153-RB -0.644762 conserved hypothetical protein

AAEL008154-RA -0.124349 hypothetical protein

AAEL008155-RA 0.487668 protease m1 zinc metalloprotease

AAEL008156-RA 0.5072 conserved hypothetical protein

AAEL008160-RA -0.204201 fatty acid synthase

AAEL008162-RA 0.472157 protease m1 zinc metalloprotease

AAEL008163-RA 0.982368 protease m1 zinc metalloprotease

AAEL008166-RA -0.791888 malate dehydrogenase

AAEL008169-RA 0.002161 30S ribosomal protein S12

AAEL008171-RA -0.13897 double-stranded RNA-binding protein zn72d

AAEL008173-RA -0.375403 conserved hypothetical protein

AAEL008174-RA 0.063894 conserved hypothetical protein

AAEL008181-RA 0.652178 alpha6-fucosyltransferase, putative

AAEL008182-RA 0.568127 conserved hypothetical protein

AAEL008186-RA -0.193461 conserved hypothetical protein

AAEL008187-RA 0.005548 hypothetical protein

AAEL008190-RA -0.173478 bhlh factor math6 (atoh8 protein) (bhlh transcription factor)

AAEL008194-RA -0.321902 protein phosphatase 2a, regulatory subunit

AAEL008195-RA 0.288147 conserved hypothetical protein

AAEL008195-RB 0.605091 conserved hypothetical protein

AAEL008198-RA -0.289312 EGF repeat molecule, putative

AAEL008208-RA -0.071644 serine protease

AAEL008210-RA -1.418232 hypothetical protein

AAEL008212-RA 0.26752 serine collagenase 1 precursor, putative

AAEL008216-RA 0.083286 aconitase

AAEL008217-RA 0.250069 serine-type enodpeptidase, putative

AAEL008218-RA -0.911622 serine-type enodpeptidase, putative

AAEL008219-RA -0.357632 elongase, putative
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AAEL008223-RA 0.497819 conserved hypothetical protein

AAEL008224-RA -0.733791 hypothetical protein

AAEL008227-RA -1.377813 short-chain dehydrogenase

AAEL008229-RA -0.447112 conserved hypothetical protein

AAEL008232-RA 0.223753 sugar transporter

AAEL008233-RA -0.073534 conserved hypothetical protein

AAEL008234-RA 0.346993 dishevelled

AAEL008235-RA 0.636325 surfeit locus protein

AAEL008237-RA -0.254965 conserved hypothetical protein

AAEL008238-RA 0.179062 conserved hypothetical protein

AAEL008243-RA 0.772593 conserved hypothetical protein

AAEL008244-RA -0.219528 thyroid hormone receptor-associated protein

AAEL008247-RA 0.873261 DNA polymerase alpha catalytic subunit

AAEL008249-RA 1.287265 conserved hypothetical protein

AAEL008249-RB 1.287265 conserved hypothetical protein

AAEL008249-RC 1.287265 conserved hypothetical protein

AAEL008249-RD 1.287265 conserved hypothetical protein

AAEL008250-RA 0.473152 conserved hypothetical protein

AAEL008253-RA 1.060323 hypothetical protein

AAEL008256-RA -0.076791 cyclin A3, putative

AAEL008258-RA 0.314481 threonine aspartase

AAEL008259-RA -1.136841 conserved hypothetical protein

AAEL008260-RA -0.021873 hypothetical protein

AAEL008266-RA 0.276149 hypothetical protein

AAEL008269-RA -0.235134 conserved hypothetical protein

AAEL008274-RA -0.272051 conserved hypothetical protein

AAEL008276-RA -0.022962 hypothetical protein

AAEL008278-RA 0.765864 conserved hypothetical protein

AAEL008279-RA -0.384441 conserved hypothetical protein

AAEL008289-RA -0.319825 pupal cuticle protein 78E, putative

AAEL008291-RA 0.71446 conserved hypothetical protein

AAEL008299-RA 0.523083 galactose-specific C-type lectin, putative

AAEL008300-RA -0.354426 conserved hypothetical protein

AAEL008304-RA 0.036832 hypothetical protein

AAEL008305-RA -0.484362 conserved hypothetical protein

AAEL008306-RA -0.887267 mitogen activated protein kinase kinase kinase 5, mapkkk5, mekk5

AAEL008307-RA -0.693284 conserved hypothetical protein
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AAEL008309-RA 0.518222 V-1 protein, putative

AAEL008310-RA 0.785971 hypothetical protein

AAEL008312-RA -0.280467 hypothetical protein

AAEL008314-RA -0.127945 cadherin, putative

AAEL008316-RA 1.093976 mitotic spindle assembly checkpoint protein mad2

AAEL008320-RA 0.490076 conserved hypothetical protein

AAEL008323-RA -0.238339 conserved hypothetical protein

AAEL008324-RA 0.353308 zinc finger protein

AAEL008328-RA 0.602001 conserved hypothetical protein

AAEL008329-RA -0.384589 60S ribosomal protein L24

AAEL008330-RA 0.049914 hexaprenyldihydroxybenzoate methyltransferase

AAEL008332-RA 0.541681 conserved hypothetical protein

AAEL008345-RA 0.40078 cytochrome P450

AAEL008346-RA -0.165429 achaete-scute complex protein T3, putative

AAEL008347-RA -0.16828 monocarboxylate transporter

AAEL008348-RA -0.440435 conserved hypothetical protein

AAEL008351-RA 0.047328 POSSIBLE INTEGRAL MEMBRANE EFFLUX PROTEIN EFPA, putative

AAEL008351-RB 0.047328 POSSIBLE INTEGRAL MEMBRANE EFFLUX PROTEIN EFPA, putative

AAEL008354-RA 0.714422 gaba receptor invertebrate

AAEL008360-RA 0.638057 5-hydroxytryptamine receptor 2

AAEL008363-RA 0.574184 transcription initiation factor TFIID subunit 12

AAEL008363-RB 0.574184 transcription initiation factor TFIID subunit 12

AAEL008363-RC 0.574184 transcription initiation factor TFIID subunit 12

AAEL008363-RD 0.574184 transcription initiation factor TFIID subunit 12

AAEL008364-RA 0.216468 serine protease inhibitor, serpin

AAEL008366-RA -1.241652 pyruvate dehydrogenase

AAEL008367-RA 0.442253 fk506-binding protein

AAEL008369-RA -0.243009 acylphosphatase, putative

AAEL008369-RB -0.243009 acylphosphatase, putative

AAEL008370-RA -0.188364 cd36 antigen

AAEL008374-RA -0.972623 E3 ubiquitin-protein ligase nedd-4

AAEL008375-RA 0.160398 conserved hypothetical protein

AAEL008379-RA 1.133456 P38 mapk

AAEL008379-RB 1.133456 P38 mapk

AAEL008379-RC 1.133456 P38 mapk

AAEL008381-RA 1.197128 oligopeptide transporter

AAEL008388-RA 0.175294 ATP-binding cassette sub-family A member 3, putative
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AAEL008389-RA 0.330713 ankyrin repeat-rich membrane-spanning protein

AAEL008392-RA -0.589897 conserved hypothetical protein

AAEL008393-RA 0.184757 phosphatidylserine synthase

AAEL008394-RA 0.727088 conserved hypothetical protein

AAEL008397-RA -0.132084 glutathione peroxidase

AAEL008397-RB 0.710293 glutathione peroxidase

AAEL008398-RA -0.415875 conserved hypothetical protein

AAEL008405-RA 0.950557 hypothetical protein

AAEL008406-RA 0.6222 cationic amino acid transporter

AAEL008409-RA -0.150947 p15-2a protein, putative

AAEL008411-RA -1.282973 serine collagenase 1 precursor, putative

AAEL008412-RA 0.267244 mitochondrial import inner membrane translocase subunit tim44

AAEL008413-RA -0.23065 serine/threonine protein kinase

AAEL008415-RA 0.369112 hypothetical protein

AAEL008416-RA -0.250609 pre-mrna processing factor

AAEL008417-RA 1.030691 conserved hypothetical protein

AAEL008420-RA 0.735625 hypothetical protein

AAEL008422-RA -0.145843 conserved hypothetical protein

AAEL008422-RB -0.145843 conserved hypothetical protein

AAEL008424-RA -0.186067 sodium/shloride dependent amino acid transporter

AAEL008424-RB -0.186067 sodium/shloride dependent amino acid transporter

AAEL008425-RA 0.899814 conserved hypothetical protein

AAEL008427-RA 0.369491 smad nuclear interacting protein

AAEL008430-RA -1.072165 conserved hypothetical protein

AAEL008432-RA -1.340316 high-affinity choline transporter

AAEL008434-RA -1.108422 er lumen protein retaining receptor

AAEL008435-RA 0.458929 hypothetical protein

AAEL008439-RA 0.005213 conserved hypothetical protein

AAEL008441-RA -0.252872 hypothetical protein

AAEL008442-RA -0.106361 conserved hypothetical protein

AAEL008443-RA -0.043746 conserved hypothetical protein

AAEL008444-RA -0.084104 conserved hypothetical protein

AAEL008445-RA 1.281871 tuftelin interacting protein

AAEL008446-RA 0.63627 hypothetical protein

AAEL008447-RA -0.454741 conserved hypothetical protein

AAEL008449-RA -0.49846 conserved hypothetical protein

AAEL008453-RA 1.248957 hypothetical protein
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AAEL008454-RA 0.520539 conserved hypothetical protein

AAEL008454-RB 0.520539 conserved hypothetical protein

AAEL008457-RA -0.722274 hypothetical protein

AAEL008458-RA -0.338819 conserved hypothetical protein

AAEL008460-RA -1.029052 hypothetical protein

AAEL008462-RA 0.073545 apl5 protein (spac144.06 protein)

AAEL008468-RA 0.334175 cysteine synthase

AAEL008469-RA 0.409862 conserved hypothetical protein

AAEL008473-RA 0.255107 cysteine-rich venom protein, putative

AAEL008474-RA -0.129685 glycerol kinase

AAEL008478-RA 0.523398 conserved hypothetical protein

AAEL008482-RA 0.533443 hypothetical protein

AAEL008483-RA 0.04614 dopamine beta hydroxylase

AAEL008484-RA -0.325772 steroid receptor-interacting snf2 domain protein

AAEL008490-RA 0.412405 NADH dehydrogenase, putative

AAEL008491-RA 0.818687 conserved hypothetical protein

AAEL008492-RA -0.034797 conserved hypothetical protein

AAEL008493-RA 0.202051 zinc finger protein

AAEL008494-RA -1.266845 mitochondrial carrier protein ymc

AAEL008497-RA -0.06578 conserved hypothetical protein

AAEL008500-RA 0.352135 DEAD box ATP-dependent RNA helicase

AAEL008501-RA 0.243307 hypothetical protein

AAEL008502-RA -0.809088 hypothetical protein

AAEL008503-RA 0.978748 hypothetical protein

AAEL008507-RA 0.702368 srpk

AAEL008508-RA -0.019377 translin

AAEL008510-RA 0.944819 sphingosine kinase a, b

AAEL008511-RA -0.504636 hypothetical protein

AAEL008512-RA 0.500095 d-amino acid oxidase

AAEL008514-RA 0.35998 ubiquitin conjugating enzyme E2, putative

AAEL008515-RA -0.700543 ubiquitin conjugating enzyme 7 interacting protein

AAEL008520-RA 0.30125 hypothetical protein

AAEL008521-RA 0.244753 conserved hypothetical protein

AAEL008524-RA -0.414167 conserved hypothetical protein

AAEL008525-RA 0.077107 conserved hypothetical protein

AAEL008527-RA 0.421956 zinc metalloprotease

AAEL008534-RA -0.40456 predicted protein
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AAEL008536-RA -0.344335 UCR-motif DNA binding protein, putative

AAEL008538-RA -0.48404 conserved hypothetical protein

AAEL008540-RA 0.563301 conserved hypothetical protein

AAEL008541-RA 0.696474 hypothetical protein

AAEL008543-RA -0.236452 rac gtpase

AAEL008547-RA 0.145698 conserved hypothetical protein

AAEL008548-RA 0.359591 conserved hypothetical protein

AAEL008553-RA 0.04839 conserved hypothetical protein

AAEL008555-RA -0.089561 conserved hypothetical protein

AAEL008557-RA -0.02208 conserved hypothetical protein

AAEL008558-RA -0.214783 tetratricopeptide repeat protein, tpr

AAEL008563-RA 0.362399 conserved hypothetical protein

AAEL008565-RA -0.618448 metalloprotease m41 ftsh

AAEL008566-RA -0.39533 g-protein coupled receptor

AAEL008567-RA -0.425041 serine-type enodpeptidase, putative

AAEL008572-RA 0.701038 RNA-binding protein, putative

AAEL008574-RA 0.254451 acyl-CoA oxidase

AAEL008575-RA 1.384732 regulator of chromosome condensation

AAEL008578-RA 0.0426 conserved hypothetical protein

AAEL008579-RA 0.04082 zinc finger protein

AAEL008580-RA 0.853986 conserved hypothetical protein

AAEL008582-RA -0.50754 30S ribosomal protein S2 (prokaryotic and organellar)

AAEL008583-RA 0.814124 conserved hypothetical protein

AAEL008584-RA -0.094728 conserved hypothetical protein

AAEL008586-RA 0.274634 hypothetical protein

AAEL008587-RA -0.084148 glutamate receptor, ionotropic, n-methyl d-aspartate

AAEL008591-RA 0.467667 zinc finger protein, putative

AAEL008593-RA -0.258772 nad dependent epimerase/dehydratase

AAEL008594-RA 0.852401 conserved hypothetical protein

AAEL008595-RA 0.914653 conserved hypothetical protein

AAEL008595-RB 0.914653 conserved hypothetical protein

AAEL008599-RA -0.147703 zinc carboxypeptidase

AAEL008600-RA 0.885781 zinc carboxypeptidase

AAEL008601-RA 0.562803 mitochondrial ribosomal protein, L28, putative

AAEL008605-RA 0.669525 inosine triphosphate pyrophosphatase (itpase) (inosine triphosphatase)

AAEL008607-RA -0.480264 tep3

AAEL008608-RA -0.017466 conserved hypothetical protein
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AAEL008609-RA 0.713847 zinc carboxypeptidase

AAEL008610-RA -1.206088 myosin vii

AAEL008612-RA -0.379722 hypothetical protein

AAEL008613-RA 0.100529 TraB, putative

AAEL008613-RB 0.100529 TraB, putative

AAEL008619-RA -0.60305 conserved hypothetical protein

AAEL008620-RA 0.197478 D7 protein, putative

AAEL008622-RA 0.192907 jnk

AAEL008623-RA 0.396291 conserved hypothetical protein

AAEL008626-RA 0.381386 conserved hypothetical protein

AAEL008627-RA 0.083174 abc transporter

AAEL008632-RA 0.400592 abc transporter

AAEL008634-RA 0.458921 jnk

AAEL008635-RA -0.011439 abc transporter

AAEL008636-RA -0.945222 conserved hypothetical protein

AAEL008637-RA -0.234075 cdk5

AAEL008640-RA 0.12317 conserved hypothetical protein

AAEL008643-RA -0.540924 RNA lariat debranching enzyme, putative

AAEL008645-RA -6.17E-05 conserved hypothetical protein

AAEL008646-RA 0.714486 fibrinogen and fibronectin

AAEL008647-RA 0.119084 no-mechanoreceptor potential a

AAEL008648-RA -0.355556 cdk5

AAEL008653-RA 0.760187 engulfment and cell motility protein

AAEL008654-RA -0.326382 conserved hypothetical protein

AAEL008655-RA -0.955878 cardioacceleratory peptide receptor

AAEL008656-RA -0.557861 UDP-galactose transporter

AAEL008657-RA -0.891652 midline fasciclin

AAEL008657-RB -0.201185 midline fasciclin

AAEL008661-RA 0.176908 AMP-activated protein kinase, gamma regulatory subunit

AAEL008664-RA -1.023375 conserved hypothetical protein

AAEL008664-RB -1.023375 conserved hypothetical protein

AAEL008668-RA 1.485086 MASP-2 protein, putative

AAEL008669-RA -0.461507 conserved hypothetical protein

AAEL008672-RA 0.216325 abc transporter

AAEL008673-RA 0.427714 ras-related protein Rab-9, putative

AAEL008674-RA -0.577513 conserved hypothetical protein

AAEL008675-RA -0.022763 hypothetical protein
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AAEL008676-RA 0.419541 conserved hypothetical protein

AAEL008678-RA -0.188219 conserved hypothetical protein

AAEL008679-RA 0.058023 conserved hypothetical protein

AAEL008679-RB 0.058023 conserved hypothetical protein

AAEL008679-RC 0.058023 conserved hypothetical protein

AAEL008680-RA 0.843167 conserved hypothetical protein

AAEL008681-RA -0.041632 conserved hypothetical protein

AAEL008683-RA -0.168864 conserved hypothetical protein

AAEL008686-RA 0.014862 hypothetical protein

AAEL008687-RA 0.191503 tar RNA binding protein (trbp)

AAEL008689-RA 0.583449 conserved hypothetical protein

AAEL008690-RA -1.013161 conserved hypothetical protein

AAEL008693-RA -0.328511 cation efflux protein/ zinc transporter

AAEL008695-RA -0.262286 netrin receptor unc5

AAEL008696-RA 0.902363 smad

AAEL008697-RA -0.302772 cytochrome c oxidase, subunit VB, putative

AAEL008700-RA 0.790562 conserved hypothetical protein

AAEL008701-RA -0.369573 myoinositol oxygenase

AAEL008705-RA -0.190662 hypothetical protein

AAEL008716-RA 0.723546 conserved hypothetical protein

AAEL008717-RA -0.195028 hypothetical protein

AAEL008718-RA 0.170012 conserved hypothetical protein

AAEL008719-RA 1.374936 Sm protein G, putative

AAEL008720-RA -0.255311 conserved hypothetical protein

AAEL008723-RB 0.105889 conserved hypothetical protein

AAEL008724-RA 0.449261 conserved hypothetical protein

AAEL008728-RA -0.393655 DEAD box ATP-dependent RNA helicase

AAEL008729-RA -0.487417 hypothetical protein

AAEL008730-RA 0.345849 anillin/rhotekin (rtkn)

AAEL008731-RA 0.439088 hypothetical protein

AAEL008732-RA 0.301611 tyrosine-protein kinase shark

AAEL008734-RA -0.241869 conserved hypothetical protein

AAEL008736-RA -0.293699 p31A, putative

AAEL008736-RB -0.293699 p31A, putative

AAEL008738-RA 0.74256 DEAD box ATP-dependent RNA helicase

AAEL008739-RA 0.132217 shc transforming protein

AAEL008740-RA -0.412506 synaptic glycoprotein sc2
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AAEL008742-RA -0.334449 conserved hypothetical protein

AAEL008743-RA 0.914305 Tetratricopeptide repeat protein, putative

AAEL008744-RA -0.347692 hypothetical protein

AAEL008749-RA 0.333024 UDP-glucuronosyltransferase

AAEL008752-RA -0.708176 hypothetical protein

AAEL008753-RA 0.178451 conserved hypothetical protein

AAEL008755-RA -0.398242 DNA-directed RNA polymerase II subunit

AAEL008757-RA -0.180996 juvenile hormone esterase

AAEL008759-RA -0.290214 hypothetical protein

AAEL008764-RA -0.370172 cuticle protein, putative

AAEL008766-RB 0.967818 hypothetical protein

AAEL008766-RC 0.967818 hypothetical protein

AAEL008766-RD 0.967818 hypothetical protein

AAEL008768-RA 0.612012 multiprotein bridging factor, putative

AAEL008768-RB 0.612012 multiprotein bridging factor, putative

AAEL008769-RA 0.243057 serine-type enodpeptidase, putative

AAEL008770-RA 1.178254 proteasome subunit beta type

AAEL008771-RA 0.88572 conserved hypothetical protein

AAEL008772-RA 0.041525 hypothetical protein

AAEL008775-RA -0.026534 hypothetical protein

AAEL008776-RA 0.253826 conserved hypothetical protein

AAEL008777-RA 0.565281 proto-oncogene tyrosine-protein kinase abl1

AAEL008779-RA -0.120614 conserved hypothetical protein

AAEL008780-RA 0.119898 serine-type enodpeptidase, putative

AAEL008783-RA 0.253826 conserved hypothetical protein

AAEL008784-RA -0.335344 serine-type enodpeptidase, putative

AAEL008785-RA 0.355948 hypothetical protein

AAEL008786-RA -0.129188 caax prenyl protease ste24

AAEL008787-RA 0.424668 ATP synthase alpha subunit vacuolar

AAEL008789-RA -0.924824 apolipophorin-III, putative

AAEL008790-RA 0.568487 ATP synthase coupling factor B, putative

AAEL008791-RA -0.064305 hypothetical protein

AAEL008792-RA 0.293041 hypothetical protein

AAEL008793-RA -1.251367 conserved hypothetical protein

AAEL008794-RA 0.087872 conserved hypothetical protein

AAEL008795-RA 0.378804 ecotropic viral integration site

AAEL008796-RA 0.171363 hypothetical protein
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AAEL008800-RA 0.64584 mitochondrial ribosomal protein, S26, putative

AAEL008801-RA -0.417743 conserved hypothetical protein

AAEL008802-RA -0.019352 conserved hypothetical protein

AAEL008803-RA 0.029226 nice-3

AAEL008806-RA -2.007098 testis development protein prtd

AAEL008812-RA -0.012872 hypothetical protein

AAEL008813-RA 0.367577 hypothetical protein

AAEL008816-RA 0.252964 vesicular monoamine transporter, putative

AAEL008817-RA 0.423793 hexamerin 2 beta

AAEL008826-RA 0.242139 conserved hypothetical protein

AAEL008829-RA -0.055324 conserved hypothetical protein

AAEL008831-RA 0.047042 hypothetical protein

AAEL008836-RA -0.084218 hypothetical protein

AAEL008837-RA 0.479565 ubiquitin-conjugating enzyme E2r

AAEL008841-RA 0.024389 acyl-CoA oxidase

AAEL008844-RA -0.882977 calcium-binding protein, putative

AAEL008845-RA 0.253386 conserved hypothetical protein

AAEL008846-RA -0.79926 cytochrome P450

AAEL008849-RA 0.398878 selenophosphate synthase

AAEL008851-RA 0.057898 hypothetical protein

AAEL008852-RA -0.924205 conserved hypothetical protein

AAEL008853-RB -0.131402 choline/ethanolamine kinase

AAEL008854-RA 0.537505 conserved hypothetical protein

AAEL008855-RA 0.236847 dynein heavy chain

AAEL008859-RA -0.23942 adenylate cyclase

AAEL008862-RA 0.262237 conserved hypothetical protein

AAEL008865-RA -0.004054 oligoribonuclease, mitochondrial

AAEL008865-RB -0.004054 oligoribonuclease, mitochondrial

AAEL008865-RC -0.004054 oligoribonuclease, mitochondrial

AAEL008866-RA -0.19195 pupal cuticle protein 78E, putative

AAEL008867-RA -0.824883 hypothetical protein

AAEL008871-RA -1.413557 succinate dehydrogenase

AAEL008874-RA -1.735008 hypothetical protein

AAEL008875-RA 1.364792 conserved hypothetical protein

AAEL008877-RA -1.836025 conserved hypothetical protein

AAEL008878-RB 0.405574 diacylglycerol o-acyltransferase

AAEL008878-RC 0.405574 diacylglycerol o-acyltransferase
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AAEL008878-RD 0.405574 diacylglycerol o-acyltransferase

AAEL008879-RA 0.139709 kynurenine 3-monooxygenase

AAEL008879-RB 0.139709 kynurenine 3-monooxygenase

AAEL008880-RA -0.80155 cytochrome c oxidase,-subunit VIb, putative

AAEL008881-RA -0.268584 RHC18, putative

AAEL008886-RA -0.696356 conserved hypothetical protein

AAEL008887-RA -0.179616 cytochrome c oxidase,-subunit VIb, putative

AAEL008890-RA -0.5782 kinesin heavy chain

AAEL008891-RA 0.590748 regulatory protein, putative

AAEL008893-RA 0.677648 xaa-pro dipeptidase pepd/pepq(e.coli)

AAEL008894-RA -0.314255 conserved hypothetical protein

AAEL008895-RA 0.497926 conserved hypothetical protein

AAEL008896-RA 0.313457 hypothetical protein

AAEL008898-RA -0.238947 sulfotransferase (sult)

AAEL008899-RA 0.554959 conserved hypothetical protein

AAEL008900-RA 0.19681 p15-2a protein, putative

AAEL008901-RA 0.273265 conserved hypothetical protein

AAEL008902-RA -0.501699 cation-transporting atpase fly

AAEL008905-RA 0.275787 host cell factor C1

AAEL008913-RA 0.460983 amino acid transporter

AAEL008914-RA 0.483407 phd finger protein

AAEL008916-RA -0.997576 conserved hypothetical protein

AAEL008917-RA -0.630846 conserved hypothetical protein

AAEL008920-RA -0.430941 anopheles stephensi ubiquitin, putative

AAEL008921-RA 0.282872 myosin regulatory light chain 2 smooth muscle

AAEL008921-RB -0.208563 myosin regulatory light chain 2 smooth muscle

AAEL008921-RC -0.208563 myosin regulatory light chain 2 smooth muscle

AAEL008921-RD 0.282872 myosin regulatory light chain 2 smooth muscle

AAEL008922-RA 0.075835 hypothetical protein

AAEL008922-RB 0.075835 hypothetical protein

AAEL008925-RA 0.742515 5-formyltetrahydrofolate cyclo-ligase

AAEL008926-RA 0.083068 hypothetical protein

AAEL008927-RA 0.061121 hypothetical protein

AAEL008928-RA -0.037273 inwardly rectifying k+ channel, putative

AAEL008928-RB -0.037273 inwardly rectifying k+ channel, putative

AAEL008928-RC -0.037273 inwardly rectifying k+ channel, putative

AAEL008929-RA -0.957689 furrowed
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AAEL008931-RA -0.046441 inwardly rectifying k+ channel, putative

AAEL008933-RA 0.669984 3-hydroxyisobutyrate dehydrogenase

AAEL008935-RA -0.037335 hypothetical protein

AAEL008937-RA 0.03086 hypothetical protein

AAEL008938-RB -0.732722 hypothetical protein

AAEL008941-RA 0.934794 conserved hypothetical protein

AAEL008941-RB 0.934794 conserved hypothetical protein

AAEL008942-RA 0.261847 conserved hypothetical protein

AAEL008944-RA 0.081542 hypothetical protein

AAEL008945-RA 0.782586 conserved hypothetical protein

AAEL008947-RA 0.324251 conserved hypothetical protein

AAEL008951-RA 0.061271 hypothetical protein

AAEL008952-RA 0.478358 sentrin/sumo-specific protease

AAEL008953-RA 0.268763 conserved hypothetical protein

AAEL008953-RB 0.268763 conserved hypothetical protein

AAEL008953-RC 0.268763 conserved hypothetical protein

AAEL008955-RA 0.425716 conserved hypothetical protein

AAEL008957-RA -0.023973 hypothetical protein

AAEL008958-RA -0.315931 forkhead box protein (AaegFOXK1)

AAEL008961-RA -0.104782 conserved hypothetical protein

AAEL008963-RA -0.142003 tyrosine aminotransferase

AAEL008964-RA -0.515615 adult cuticle protein, putative

AAEL008967-RA 0.00819 adult cuticle protein, putative

AAEL008969-RA 0.821021 adult cuticle protein, putative

AAEL008970-RA 0.058164 conserved hypothetical protein

AAEL008974-RA -0.056514 conserved hypothetical protein

AAEL008976-RA -0.291885 conserved hypothetical protein

AAEL008979-RA 0.380001 conserved hypothetical protein

AAEL008983-RA -0.786586 adult cuticle protein, putative

AAEL008985-RA -0.282118 conserved hypothetical protein

AAEL008990-RA -0.426048 conserved hypothetical protein

AAEL009001-RA -0.119158 adult cuticle protein, putative

AAEL009003-RA -0.204218 conserved hypothetical protein

AAEL009005-RA 0.040826 adult cuticle protein, putative

AAEL009012-RA 0.040746 conserved hypothetical protein

AAEL009021-RA 0.323751 peptidylprolyl isomerase

AAEL009023-RA -0.204359 conserved hypothetical protein
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AAEL009025-RA -1.163564 heat shock protein, putative

AAEL009027-RA -0.486301 mediator complex, 100kD-subunit, putative

AAEL009029-RA -0.839961 aldehyde dehydrogenase

AAEL009030-RA -0.712405 hypothetical protein

AAEL009032-RA -0.292197 conserved hypothetical protein

AAEL009034-RA -0.967605 conserved hypothetical protein

AAEL009038-RA 0.351257 prolylcarboxypeptidase, putative

AAEL009040-RA -1.131736 hypothetical protein

AAEL009041-RA 0.819363 arp2/3 complex 20 kd subunit

AAEL009041-RB 0.819363 arp2/3 complex 20 kd subunit

AAEL009041-RC 0.819363 arp2/3 complex 20 kd subunit

AAEL009041-RD 0.819363 arp2/3 complex 20 kd subunit

AAEL009042-RA 0.173728 ubiquitin fusion degradaton protein

AAEL009042-RB 0.173728 ubiquitin fusion degradaton protein

AAEL009044-RA 0.372769 amine oxidase

AAEL009046-RA 0.311254 hypothetical protein

AAEL009048-RA -1.155376 conserved hypothetical protein

AAEL009051-RA 0.591541 peroxiredoxin 6, prx-6

AAEL009058-RA -0.042334 hypothetical protein

AAEL009059-RA 0.781773 arp2/3 complex 16 kd subunit (P16-arc)

AAEL009060-RA 0.130651 hypothetical protein

AAEL009063-RA 0.070166 hypothetical protein

AAEL009065-RA -0.262919 hypothetical protein

AAEL009066-RA 0.558004 conserved hypothetical protein

AAEL009067-RA -0.452985 helicase

AAEL009074-RA 0.437112 inhibitor of apoptosis 1, diap1

AAEL009076-RA 0.38303 conserved hypothetical protein

AAEL009077-RA -0.193517 alkaline phosphatase

AAEL009078-RA 0.503661 NADH-ubiquinone oxidoreductase sgdh subunit

AAEL009079-RA 0.220851 conserved hypothetical protein

AAEL009080-RA -0.119179 importin 7, putative

AAEL009080-RB 0.842634 importin 7, putative

AAEL009081-RA 0.275375 conserved hypothetical protein

AAEL009082-RA -0.186175 hypothetical protein

AAEL009083-RA -1.082818 conserved hypothetical protein

AAEL009084-RA 0.676343 slender lobes, putative

AAEL009085-RA -0.048085 rho/rac/cdc gtpase-activating protein
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AAEL009088-RA 0.727115 liquid facets

AAEL009090-RA 1.231649 conserved hypothetical protein

AAEL009091-RA -0.024388 hypothetical protein

AAEL009092-RB -0.140008 longevity assurance factor 1 (lag1)

AAEL009096-RA 0.266358 hypothetical protein

AAEL009099-RA 0.194757 uridine cytidine kinase i

AAEL009101-RA 0.285755 eukaryotic translation initiation factor 3f, eif3f

AAEL009103-RA 0.362273 hypothetical protein

AAEL009107-RA -0.664957 vacuolar protein sorting-associated protein (vps13)

AAEL009109-RA 0.400888 conserved hypothetical protein

AAEL009110-RA 0.444318 smad anchor for receptor activation

AAEL009112-RA 0.041652 conserved hypothetical protein

AAEL009115-RA -1.000267 hypothetical protein

AAEL009116-RA 0.160379 hypothetical protein

AAEL009118-RA -0.40052 Histone H2A, putative

AAEL009126-RA 0.35817 cytochrome P450

AAEL009129-RA 0.4045 cytochrome P450

AAEL009130-RA 0.18329 cytochrome P450

AAEL009131-RA -0.733698 cytochrome P450

AAEL009133-RA -0.018915 cytochrome P450

AAEL009134-RA 0.658294 aldo-keto reductase

AAEL009136-RA -0.831928 hypothetical protein

AAEL009138-RA 0.300782 cytochrome P450

AAEL009139-RA -0.014385 conserved hypothetical protein

AAEL009140-RA -0.376583 hypothetical protein

AAEL009143-RA 0.434861 conserved hypothetical protein

AAEL009144-RA -1.405114 p15-2a protein, putative

AAEL009146-RA 0.109753 conserved hypothetical protein

AAEL009148-RA 0.253285 hypothetical protein

AAEL009150-RA -0.3788 hypothetical protein

AAEL009152-RA 0.203774 conserved hypothetical protein

AAEL009153-RA -0.557269 M-type 9 protein, putative

AAEL009154-RA 0.212566 glutathione synthetase

AAEL009154-RB 0.212566 glutathione synthetase

AAEL009155-RA 0.121752 conserved hypothetical protein

AAEL009160-RA -0.006783 skp1

AAEL009160-RB -0.006783 skp1
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AAEL009164-RA 0.681695 tRNA delta(2)-isopentenylpyrophosphate transferase

AAEL009166-RA 0.529603 conserved hypothetical protein

AAEL009167-RA 0.244294 bone morphogenetic protein 5/7, bmp5/7

AAEL009168-RA -0.114338 conserved hypothetical protein

AAEL009169-RA 0.012821 synaptotagmin, putative

AAEL009173-RA -1.091533 fasciclin ii (fas ii)

AAEL009174-RA -0.118086 beta-1,3-glucuronyltransferase

AAEL009177-RA 1.174706 conserved hypothetical protein

AAEL009177-RB 1.174706 conserved hypothetical protein

AAEL009178-RA 0.195716 gram-negative bacteria binding protein

AAEL009179-RA -1.316235 molybdopterin biosynthesis protein

AAEL009181-RA -1.633417 conserved hypothetical protein

AAEL009182-RA 0.851613 zinc finger protein, putative

AAEL009183-RA 0.917232 cytochrome oxidase biogenesis protein (oxa1 mitochondrial)

AAEL009183-RB 0.917232 cytochrome oxidase biogenesis protein (oxa1 mitochondrial)

AAEL009183-RC 0.917232 cytochrome oxidase biogenesis protein (oxa1 mitochondrial)

AAEL009185-RA -0.618122 arginine or creatine kinase

AAEL009188-RA -0.415404 hypothetical protein

AAEL009189-RA 0.074822 encore protein

AAEL009191-RA -0.044589 adenosine deaminase

AAEL009192-RA 0.290122 serine protease

AAEL009195-RA -0.336143 conserved hypothetical protein

AAEL009200-RA 0.672673 exocyst complex component sec3

AAEL009205-RA -0.601603 conserved hypothetical protein

AAEL009212-RA 0.375853 lola

AAEL009212-RB -0.326938 lola

AAEL009212-RC 0.401383 lola

AAEL009212-RD 0.068051 lola

AAEL009214-RA 0.293123 diazepam binding inhibitor, putative

AAEL009215-RA -0.70828 hypothetical protein

AAEL009216-RA 0.956237 camp-dependent protein kinase type ii regulatory subunit

AAEL009217-RA 0.001179 mitochondrial ribosomal protein, S35, putative

AAEL009219-RA 0.57476 predicted protein

AAEL009220-RA -0.174408 conserved hypothetical protein

AAEL009224-RA 0.098655 conserved hypothetical protein

AAEL009229-RA 0.329948 mitochondrial citrate transport protein, putative

AAEL009230-RA -0.528252 conserved hypothetical protein

Page 132



AAEL009231-RA 0.427684 Lipid storage droplet-1, putative

AAEL009235-RA -1.847045 conserved hypothetical protein

AAEL009240-RA 0.191226 neurotactin

AAEL009242-RA -1.190038 conserved hypothetical protein

AAEL009244-RA -0.073871 serine-type enodpeptidase, putative

AAEL009245-RA 0.2008 3-hydroxyisobutyrate dehydrogenase, putative

AAEL009247-RA 0.217902 conserved hypothetical protein

AAEL009251-RA 0.145245 hypothetical protein

AAEL009254-RA 0.300572 aaa atpase

AAEL009255-RA 0.070436 hypothetical protein

AAEL009256-RA -1.39467 hypothetical protein

AAEL009257-RA -0.421824 conserved hypothetical protein

AAEL009262-RA -0.019054 hypothetical protein

AAEL009263-RA -0.441475 conserved hypothetical protein

AAEL009263-RB 0.615069 conserved hypothetical protein

AAEL009265-RA 0.207843 hypothetical protein

AAEL009267-RA 0.519543 hypothetical protein

AAEL009268-RA 0.300886 pla2g4b

AAEL009270-RA -0.613732 hypothetical protein

AAEL009272-RA 0.980455 KTI12 protein, putative

AAEL009272-RB 0.980455 KTI12 protein, putative

AAEL009274-RA 0.16565 conserved hypothetical protein

AAEL009275-RA 0.388341 protein phosphatase-1

AAEL009276-RA 1.079747 conserved hypothetical protein

AAEL009277-RA 0.412516 hypothetical protein

AAEL009282-RA 0.9222 peptidyl-prolyl cis-trans isomerase (cyclophilin)

AAEL009284-RA 0.119238 centromere protein-A, putative

AAEL009285-RA -0.429003 DEAD box ATP-dependent RNA helicase

AAEL009287-RA -0.139462 ran

AAEL009294-RA -0.222046 phosphatidylinositol 4-kinase

AAEL009297-RA 0.241172 conserved hypothetical protein

AAEL009299-RA 0.148009 conserved hypothetical protein

AAEL009300-RA -0.185837 conserved hypothetical protein

AAEL009302-RA 0.213796 cleavage/polyadenylation factor ia subunit clp1p

AAEL009305-RA -0.143779 numb-associated kinase

AAEL009306-RA 0.406807 conserved hypothetical protein

AAEL009308-RA -0.155236 wd-repeat protein
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AAEL009309-RA 0.816581 lipid depleted protein

AAEL009312-RA 0.378845 conserved hypothetical protein

AAEL009313-RA 0.479589 elongation factor -1 beta,delta

AAEL009315-RA -0.410184 hypothetical protein

AAEL009316-RA -1.063347 angiotensin-converting enzyme (dipeptidyl carboxypeptidase

AAEL009317-RA -0.253381 rab11

AAEL009322-RA -0.657689 hypothetical protein

AAEL009323-RA -1.18464 carbonic anhydrase precursor

AAEL009326-RA -0.116127 fragile X mental retardation syndrome-related protein 1, putative

AAEL009327-RA -0.253823 conserved hypothetical protein

AAEL009329-RA -0.350302 hypothetical protein

AAEL009330-RA 0.099915 carbonic anhydrase II, putative

AAEL009332-RA -0.331201 hypothetical protein

AAEL009335-RA -0.44613 adhesion regulating molecule 1 (110 kda cell membrane glycoprotein)

AAEL009336-RA 0.477935 troponin C

AAEL009336-RB 0.477935 troponin C

AAEL009338-RA -0.470343 conserved hypothetical protein

AAEL009344-RA 0.394186 adenylate cyclase

AAEL009350-RA -0.913698 conserved hypothetical protein

AAEL009351-RA -0.590487 thioredoxin, putative

AAEL009352-RA -0.32411 hypothetical protein

AAEL009355-RA -0.264042 hypothetical protein

AAEL009356-RA 0.122735 conserved hypothetical protein

AAEL009358-RA -0.22821 cationic amino acid transporter

AAEL009362-RA 0.234879 cationic amino acid transporter

AAEL009364-RA -0.267587 cdc2l5

AAEL009365-RA 0.434988 hypothetical protein

AAEL009366-RA 0.380002 conserved hypothetical protein

AAEL009368-RA 0.553017 lipoic acid synthetase

AAEL009372-RA -0.177135 conserved hypothetical protein

AAEL009372-RB -0.177135 conserved hypothetical protein

AAEL009373-RA 0.676095 n-acetyltransferase

AAEL009374-RA 0.22876 conserved hypothetical protein

AAEL009377-RA 0.228334 RAS protein, putative

AAEL009379-RA 0.425643 mitochondrial ribosomal protein, L33, putative

AAEL009380-RA -0.338246 phospholipase c beta

AAEL009387-RA -1.002253 hexokinase
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AAEL009387-RB -1.002253 hexokinase

AAEL009388-RA 1.171847 conserved hypothetical protein

AAEL009389-RA -0.031198 transaldolase

AAEL009395-RA 0.072568 DNA-binding protein smubp-2

AAEL009398-RA 0.205188 Pep12p, putative

AAEL009399-RA 1.516885 conserved hypothetical protein

AAEL009400-RC 0.46963 ccr4-associated factor

AAEL009401-RA 1.060925 conserved hypothetical protein

AAEL009406-RA -0.526915 n(4)-(beta-n-acetylglucosaminyl)-l-asparaginase

AAEL009407-RA -0.138147 conserved hypothetical protein

AAEL009408-RA 0.148808 hypothetical protein

AAEL009411-RA 0.821711 DNA-binding protein smubp-2

AAEL009412-RA -0.288616 ligatin

AAEL009414-RA 0.104999 NADH-ubiquinone oxidoreductase 39 kda subunit

AAEL009415-RA -0.090754 synembryn

AAEL009418-RA 0.319005 conserved hypothetical protein

AAEL009420-RA -0.166243 cd36 antigen

AAEL009421-RA 0.206792 cyclophilin-r

AAEL009422-RA 0.223568 conserved hypothetical protein

AAEL009422-RB 0.549928 conserved hypothetical protein

AAEL009422-RC 0.549928 conserved hypothetical protein

AAEL009422-RD 0.223568 conserved hypothetical protein

AAEL009422-RE 0.549928 conserved hypothetical protein

AAEL009422-RF 0.223568 conserved hypothetical protein

AAEL009423-RA 0.39242 cd36 antigen

AAEL009424-RA -0.59867 serine/threonine-protein kinase rio3 (rio kinase 3)

AAEL009426-RA 0.205369 conserved hypothetical protein

AAEL009430-RA -0.120497 predicted protein

AAEL009431-RA 0.077864 mitochondrial ribosomal protein, L10, putative

AAEL009432-RA 0.241224 cd36 antigen

AAEL009435-RA -0.44613 adhesion regulating molecule 1 (110 kda cell membrane glycoprotein)

AAEL009436-RA 0.35277 conserved hypothetical protein

AAEL009439-RA -0.385945 hypothetical protein

AAEL009440-RA -0.314571 conserved hypothetical protein

AAEL009442-RA -0.629038 hypothetical protein

AAEL009443-RA 0.132021 hypothetical protein

AAEL009448-RA 0.67236 conserved hypothetical protein
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AAEL009451-RA 0.732868 actin

AAEL009452-RA 1.452585 hypothetical protein

AAEL009453-RA 0.231981 voltage-gated potassium channel

AAEL009454-RA 0.586449 conserved hypothetical protein

AAEL009458-RA -0.003036 syntaxin 4, putative

AAEL009458-RB -0.003036 syntaxin 4, putative

AAEL009458-RC -0.003036 syntaxin 4, putative

AAEL009463-RA 0.737558 hypothetical protein

AAEL009465-RA 0.069043 replication factor c / DNA polymerase iii gamma-tau subunit

AAEL009469-RA -0.068267 cell division control protein

AAEL009471-RA -1.094262 hypothetical protein

AAEL009472-RA 0.185697 hypothetical protein

AAEL009473-RA -1.31813 conserved hypothetical protein

AAEL009475-RA -0.352688 carbamoyl-phosphate synthase large chain

AAEL009476-RA -1.112632 hypothetical protein

AAEL009480-RA -0.738914 hypothetical protein

AAEL009481-RA 0.215679 hypothetical protein

AAEL009482-RA 0.115906 conserved hypothetical protein

AAEL009483-RA 0.937851 conserved hypothetical protein

AAEL009486-RA 0.154528 ectonucleotide pyrophosphatase/phosphodiesterase

AAEL009487-RA -0.268776 hypothetical protein

AAEL009491-RA 1.341874 hypothetical protein

AAEL009492-RA 0.34207 conserved hypothetical protein

AAEL009494-RA 0.380002 polypeptide of 976 aa, putative

AAEL009495-RA 0.558461 rab6-interacting

AAEL009497-RA 0.963035 phosphomannomutase

AAEL009499-RA 1.59592 conserved hypothetical protein

AAEL009503-RA -0.194219 4-nitrophenylphosphatase

AAEL009505-RA -0.12847 conserved hypothetical protein

AAEL009508-RA 0.076363 zinc finger protein

AAEL009511-RA 0.086723 conserved hypothetical protein

AAEL009513-RA 0.243459 adenylate cyclase

AAEL009515-RA -0.198962 conserved hypothetical protein

AAEL009519-RA 0.598304 hypothetical protein

AAEL009520-RA 0.392293 hypothetical protein

AAEL009522-RA 0.797094 hypothetical protein

AAEL009524-RA -0.318809 alpha-amylase
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AAEL009525-RA 0.152128 nucleoprotein, putative

AAEL009528-RA 0.222508 hypothetical protein

AAEL009529-RA 1.419049 hypothetical protein

AAEL009530-RA 0.971571 tmc6 protein (evin)

AAEL009531-RA 0.633138 niemann-pick C1

AAEL009533-RA -0.297021 conserved hypothetical protein

AAEL009534-RA 0.675839 dimethyladenosine transferase

AAEL009535-RA -0.123449 hypothetical protein

AAEL009539-RA -0.1751 acyl-protein thioesterase 1,2 (lysophospholipase i,ii)

AAEL009540-RA -0.97515 conserved hypothetical protein

AAEL009543-RA 0.534048 conserved hypothetical protein

AAEL009544-RA -0.599529 conserved hypothetical protein

AAEL009549-RA -0.361666 hypothetical protein

AAEL009551-RA 0.316716 toll

AAEL009553-RA -0.533635 Niemann-Pick Type C-2, putative

AAEL009555-RA -0.84655 Niemann-Pick Type C-2, putative

AAEL009556-RA -0.547731 Niemann-Pick Type C-2, putative

AAEL009557-RA -0.309158 Niemann-Pick Type C-2, putative

AAEL009558-RA 0.320685 serine protease, putative

AAEL009561-RA 0.380818 apolipoprotein D, putative

AAEL009562-RA -0.196013 hypothetical protein

AAEL009563-RA -0.256641 hypothetical protein

AAEL009567-RA 0.300735 apolipoprotein D, putative

AAEL009569-RA 0.683475 apolipoprotein D, putative

AAEL009572-RA -0.086909 cyclin B3

AAEL009573-RA -0.827228 5-hydroxytryptamine receptor 1

AAEL009575-RA -0.3703 conserved hypothetical protein

AAEL009576-RA -0.388061 conserved hypothetical protein

AAEL009578-RA 1.222353 hypothetical protein

AAEL009579-RA 0.368257 NBP2b protein, putative

AAEL009582-RA 0.565673 hypothetical protein

AAEL009584-RA -0.135996 DNA-binding protein elg, putative

AAEL009587-RA -1.604525 conserved hypothetical protein

AAEL009590-RA 1.216757 outer mitochondrial translocase subunit, putative

AAEL009591-RA 0.330512 cytochrome P450

AAEL009596-RA 0.693193 sterol o-acyltransferase

AAEL009599-RA 0.149541 hypothetical protein
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AAEL009602-RA 0.897778 conserved hypothetical protein

AAEL009602-RB 0.897778 conserved hypothetical protein

AAEL009603-RA -1.061103 conserved hypothetical protein

AAEL009604-RA -0.220555 conserved hypothetical protein

AAEL009604-RB -0.220555 conserved hypothetical protein

AAEL009604-RC -0.220555 conserved hypothetical protein

AAEL009604-RD -0.220555 conserved hypothetical protein

AAEL009604-RE -0.220555 conserved hypothetical protein

AAEL009607-RE 0.226075 lingerer

AAEL009608-RA 0.478817 28S ribosomal protein S16, mitochondrial

AAEL009610-RA 0.666761 hypothetical protein

AAEL009613-RB -0.409854 mitochondrial ribosomal protein, L36, putative

AAEL009615-RA 0.248738 ultraviolet-sensitive opsin

AAEL009617-RA -0.395863 67 kDa polymerase-associated factor PAF67, putative

AAEL009618-RA 0.490439 splicing endonuclease positive effector sen1

AAEL009619-RA -0.139225 voltage-gated potassium channel

AAEL009621-RA -0.144999 hypothetical protein

AAEL009622-RA 0.478435 hypothetical protein

AAEL009623-RA -0.596341 RNA 3' terminal phosphate cyclase

AAEL009625-RA -0.228465 short-chain dehydrogenase

AAEL009626-RA -0.141092 ankyrin repeat domain protein

AAEL009630-RA 0.246381 high-affinity cgmp-specific 3,5-cyclic phosphodiesterase

AAEL009631-RA -0.305421 short-chain dehydrogenase

AAEL009636-RA 0.565515 conserved hypothetical protein

AAEL009636-RB 0.303263 conserved hypothetical protein

AAEL009637-RA 0.125492 cathepsin b

AAEL009638-RA -0.489418 hypothetical protein

AAEL009639-RA 0.229377 conserved hypothetical protein

AAEL009641-RA 0.508295 ladybird homeobox corepressor

AAEL009644-RA 0.38559 conserved hypothetical protein

AAEL009645-RA 0.743805 hypothetical protein

AAEL009645-RB 0.743805 hypothetical protein

AAEL009646-RA 0.897364 conserved hypothetical protein

AAEL009647-RA -0.426169 conserved hypothetical protein

AAEL009648-RA 0.69345 conserved hypothetical protein

AAEL009652-RA -0.394238 activin receptor type ii

AAEL009654-RA 0.35656 hypothetical protein
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AAEL009654-RB 0.35656 hypothetical protein

AAEL009656-RA -0.204526 cytochrome P450

AAEL009657-RA -0.216125 lipoate-protein ligase b

AAEL009658-RA 0.454564 alpha,alpha-trehalase

AAEL009658-RB -1.03097 alpha,alpha-trehalase

AAEL009658-RC 0.454564 alpha,alpha-trehalase

AAEL009662-RA -0.663087 conserved hypothetical protein

AAEL009664-RA 0.203536 aldehyde dehydrogenase

AAEL009667-RA 0.628166 conserved hypothetical protein

AAEL009668-RA 0.327663 conserved hypothetical protein

AAEL009670-RA -1.82916 lysozyme P, putative

AAEL009671-RA -0.141696 snrnp sm protein

AAEL009673-RA -0.13337 gonadotropin-releasing hormone receptor

AAEL009676-RA 0.800276 glyoxylate/hydroxypyruvate reductase

AAEL009677-RA 0.13406 membrane-associated protein gex-3

AAEL009678-RA -1.009259 golgi-specific brefeldin a-resistance factor

AAEL009680-RA -1.684526 chymotrypsin, putative

AAEL009680-RB -1.684526 chymotrypsin, putative

AAEL009681-RA -0.547656 conserved hypothetical protein

AAEL009682-RA -0.252737 serine collagenase 1 precursor, putative

AAEL009683-RA -2.054047 hypothetical protein

AAEL009684-RA -0.662403 hypothetical protein

AAEL009686-RA 0.919687 red protein (ik factor) (cytokine ik)

AAEL009693-RA 0.397134 conserved hypothetical protein

AAEL009698-RA -0.509363 conserved hypothetical protein

AAEL009700-RA -1.116316 beta lactamase domain

AAEL009700-RB -1.116316 beta lactamase domain

AAEL009701-RA 0.881 conserved hypothetical protein

AAEL009703-RA 0.582807 conserved hypothetical protein

AAEL009704-RA 0.404588 conserved hypothetical protein

AAEL009707-RA -0.759621 conserved hypothetical protein

AAEL009709-RA 0.196452 hypothetical protein

AAEL009710-RA -0.44613 adhesion regulating molecule 1 (110 kda cell membrane glycoprotein)

AAEL009713-RA 0.237492 conserved hypothetical protein

AAEL009721-RA -0.44392 paraplegin

AAEL009724-RA -0.369296 hypothetical protein

AAEL009726-RA 0.277796 clip-domain serine protease, putative
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AAEL009727-RA 0.826115 conserved hypothetical protein

AAEL009728-RA 0.307555 conserved hypothetical protein

AAEL009738-RA 0.1148 conserved hypothetical protein

AAEL009739-RA -0.10163 cbl-d

AAEL009741-RA -0.415292 conserved hypothetical protein

AAEL009744-RA 1.243467 conserved hypothetical protein

AAEL009749-RA 0.005458 sodium-dependent phosphate transporter

AAEL009750-RA 0.241626 hypothetical protein

AAEL009751-RA -0.14573 conserved hypothetical protein

AAEL009752-RA 0.191619 hypothetical protein

AAEL009753-RA -0.444715 sodium-dependent phosphate transporter

AAEL009755-RA 0.085162 conserved hypothetical protein

AAEL009756-RA 0.31657 hypothetical protein

AAEL009758-RA -0.865132 hypothetical protein

AAEL009760-RA 0.583916 Niemann-Pick Type C-2, putative

AAEL009769-RA -0.288117 conserved hypothetical protein

AAEL009771-RA 0.333529 hypothetical protein

AAEL009775-RA 0.05305 rapamycin-insensitive companion of Tor, putative

AAEL009776-RA -0.749975 conserved hypothetical protein

AAEL009779-RA 0.604756 NBP2b protein, putative

AAEL009780-RA 0.284106 hypothetical protein

AAEL009781-RA 1.051906 hypothetical protein

AAEL009784-RA 0.048002 cuticle protein, putative

AAEL009786-RA -0.016615 hypothetical protein

AAEL009787-RA 1.262925 hypothetical protein

AAEL009788-RA -1.513502 cuticle protein, putative

AAEL009790-RA -0.134096 cuticle protein, putative

AAEL009791-RA -0.093621 cuticle protein, putative

AAEL009792-RA -0.294691 conserved hypothetical protein

AAEL009799-RA 0.102848 hypothetical protein

AAEL009803-RA -0.418311 phaF protein, putative

AAEL009806-RA -1.377513 low-density lipoprotein receptor (ldl)

AAEL009807-RA -0.325853 cuticle protein, putative

AAEL009808-RA 0.752677 ATP synthase subunit d

AAEL009809-RA 0.854 hypothetical protein

AAEL009809-RB 0.352924 hypothetical protein

AAEL009810-RA -1.210229 sideroflexin 1,2,3
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AAEL009813-RA 0.001364 glutamate receptor 7 (ampa)

AAEL009815-RA 0.185109 myotubularin

AAEL009818-RA -0.025537 conserved hypothetical protein

AAEL009818-RB -0.025537 conserved hypothetical protein

AAEL009824-RA -0.288001 ubiquitin specific protease 9/faf

AAEL009826-RA 0.813521 phosphatidylinositol 3-kinase class

AAEL009828-RA 0.953083 conserved hypothetical protein

AAEL009829-RA -0.483886 ARL3, putative

AAEL009831-RA 0.383882 pyrroline-5-carboxylate reductase

AAEL009832-RA 0.876489 exocyst complex protein exo70

AAEL009833-RA 0.68263 mitochondrial ribosomal protein, L46, putative

AAEL009837-RA 0.531169 hypothetical protein

AAEL009838-RA -0.741417 glycogen debranching enzyme

AAEL009839-RA 0.050239 cap binding protein

AAEL009840-RA 0.076072 hypothetical protein

AAEL009841-RA 0.504223 conserved hypothetical protein

AAEL009842-RA 0.753985 keratinocyte lectin, putative

AAEL009843-RA -0.388838 serine-type enodpeptidase, putative

AAEL009844-RA 0.865611 conserved hypothetical protein

AAEL009846-RA 0.206154 Enn protein, putative

AAEL009850-RA -0.075636 hypothetical protein

AAEL009851-RA -0.340346 DNA polymerase zeta catalytic subunit

AAEL009852-RA 0.888599 conserved hypothetical protein

AAEL009852-RB 0.888599 conserved hypothetical protein

AAEL009854-RA 0.946191 conserved hypothetical protein

AAEL009857-RA 0.512006 conserved hypothetical protein

AAEL009857-RB 0.512006 conserved hypothetical protein

AAEL009859-RA 0.568135 nucleolar GTP-binding protein

AAEL009861-RA 0.706465 conserved hypothetical protein

AAEL009861-RB 0.320434 conserved hypothetical protein

AAEL009861-RC 0.123762 conserved hypothetical protein

AAEL009861-RD 0.706465 conserved hypothetical protein

AAEL009862-RA 0.970032 conserved hypothetical protein

AAEL009863-RA 0.110748 sodium/dicarboxylate cotransporter, putative

AAEL009863-RB 0.110748 sodium/dicarboxylate cotransporter, putative

AAEL009869-RA -0.069027 low-density lipoprotein receptor (ldl)

AAEL009871-RA -0.31028 80 kda MCM3-associated protein
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AAEL009875-RA -0.417005 alanine aminotransferase

AAEL009875-RB -0.417005 alanine aminotransferase

AAEL009879-RA 0.817252 conserved hypothetical protein

AAEL009879-RB 0.817252 conserved hypothetical protein

AAEL009880-RA 0.735398 serine/threonine protein kinase

AAEL009882-RA -0.372873 retinoblastoma-binding protein 4 (rbbp4)

AAEL009882-RB -0.372873 retinoblastoma-binding protein 4 (rbbp4)

AAEL009884-RA -0.25495 ran-binding protein

AAEL009885-RA 0.856895 hypothetical protein

AAEL009888-RA -0.185193 bumetanide-sensitive Na-K-Cl cotransport protein, putative

AAEL009890-RA 0.339875 hypothetical protein

AAEL009891-RA -0.988499 conserved hypothetical protein

AAEL009892-RA -0.295653 conserved hypothetical protein

AAEL009893-RA 0.243047 conserved hypothetical protein

AAEL009894-RA -0.70246 mitotic protein phosphatase 1 regulator, putative

AAEL009896-RA -0.046142 hypothetical protein

AAEL009898-RA 0.678875 proteasome subunit alpha type

AAEL009900-RA -0.284603 forkhead box protein (AaegFOXN2)

AAEL009901-RB -0.309823 hypothetical protein

AAEL009902-RA -0.298745 eukaryotic translation initiation factor 3 subunit

AAEL009905-RA 0.101911 conserved hypothetical protein

AAEL009906-RA -0.372683 hypothetical protein

AAEL009906-RB -0.372683 hypothetical protein

AAEL009908-RA 0.232803 glutamyl-tRNA(Gln) amidotransferase, subunit-B, putative

AAEL009909-RA 0.155572 cln3/battenin

AAEL009909-RB 0.155572 cln3/battenin

AAEL009912-RA 1.134268 conserved hypothetical protein

AAEL009913-RA 0.276511 DEAD box ATP-dependent RNA helicase

AAEL009914-RA 0.612324 small nuclear ribonucleoprotein sm d2

AAEL009915-RA 0.446885 centrosomal protein

AAEL009917-RA 0.106779 isoleucyl tRNA synthetase

AAEL009918-RA -0.090364 conserved hypothetical protein

AAEL009919-RA 0.768484 zinc finger protein

AAEL009920-RA -0.089383 conserved hypothetical protein

AAEL009921-RA -0.195841 zinc finger protein

AAEL009922-RA -0.075347 conserved hypothetical protein

AAEL009922-RB -0.075347 conserved hypothetical protein
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AAEL009923-RA 0.032975 vesicular inhibitory amino acid transporter, putative

AAEL009925-RA 0.062094 amidase

AAEL009928-RA -0.097082 shoc2

AAEL009929-RA -0.017996 conserved hypothetical protein

AAEL009930-RA 0.078898 sec-23 interacting protein P125

AAEL009932-RA -0.229343 lethal giant larva, putative

AAEL009933-RA -1.080736 homeobox protein abdominal-B, putative

AAEL009934-RA -0.126304 conserved hypothetical protein

AAEL009935-RA -0.023048 conserved hypothetical protein

AAEL009937-RA -0.002774 calcium/calmodulin-depend serine protein kinase membrane-assoc guanylate kinase 

AAEL009941-RA 0.143037 hypothetical protein

AAEL009942-RA 0.141157 conserved hypothetical protein

AAEL009943-RA 0.536295 sidestep protein

AAEL009944-RA -0.753593 conserved hypothetical protein

AAEL009945-RA 0.059818 conserved hypothetical protein

AAEL009946-RA 0.439685 DnaJ subfamily B member 11 precursor, putative

AAEL009947-RA -0.106038 homeotic antennapedia protein, putative

AAEL009948-RA 0.5843 aldehyde dehydrogenase

AAEL009951-RA -0.218295 dimeric dihydrodiol dehydrogenase

AAEL009953-RA -0.227668 Niemann-Pick Type C-2, putative

AAEL009954-RA -0.065105 Niemann-Pick Type C-2, putative

AAEL009955-RA 0.703152 conserved hypothetical protein

AAEL009958-RA -0.003078 conserved hypothetical protein

AAEL009962-RA 0.318625 hypothetical protein

AAEL009963-RA 0.192721 conserved hypothetical protein

AAEL009964-RA 0.277651 conserved hypothetical protein

AAEL009965-RA -0.320025 conserved hypothetical protein

AAEL009968-RA 0.610187 hypothetical protein

AAEL009971-RA 0.87019 hypothetical protein

AAEL009972-RA -0.101736 hypothetical protein

AAEL009973-RA 0.481692 hypothetical protein

AAEL009974-RA 0.191764 ras-related protein Rab-8A, putative

AAEL009978-RA -0.275999 conserved hypothetical protein

AAEL009979-RA -0.09199 hypothetical protein

AAEL009981-RA -0.534937 chaperone atp11p

AAEL009982-RA -0.005967 Odorant receptor 56a, putative

AAEL009983-RA 0.629289 frizzled-realted
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AAEL009984-RA -0.62691 alanyl-tRNA synthetase

AAEL009986-RA -1.165831 frizzled

AAEL009987-RA 0.962273 hypothetical protein

AAEL009990-RA -0.602555 hypothetical protein

AAEL009991-RB 0.251118 myosin iii

AAEL009992-RA -0.746605 conserved hypothetical protein

AAEL009993-RA 1.76659 conserved hypothetical protein

AAEL009994-RA -0.060236 60S ribosomal protein L4

AAEL009995-RA 0.316497 transmembrane protein, putative

AAEL009996-RA 0.756506 deformed wings, putative

AAEL009997-RA -0.01237 hypothetical protein

AAEL009998-RA 0.761782 conserved hypothetical protein

AAEL010000-RA -0.113539 ganglioside induced differentiation associated protein

AAEL010002-RA -0.046509 mitochondrial import inner membrane translocase subunit tim17

AAEL010002-RB -1.133498 mitochondrial import inner membrane translocase subunit tim17

AAEL010003-RA 0.018269 splicesome protein, putative

AAEL010003-RB 0.212677 splicesome protein, putative

AAEL010005-RA 0.333686 conserved hypothetical protein

AAEL010007-RA -0.439754 conserved hypothetical protein

AAEL010008-RA 1.288509 crotonobetainyl-CoA-hydratase, putative

AAEL010009-RA 0.134264 conserved hypothetical protein

AAEL010010-RA -0.784773 hypothetical protein

AAEL010012-RA -0.006935 GTP-binding protein sar1

AAEL010013-RA 0.56379 wd-repeat protein

AAEL010014-RA 0.77056 hypothetical protein

AAEL010015-RA -0.365973 hypothetical protein

AAEL010017-RA 0.568547 cytochrome B5 (cytb5)

AAEL010018-RA -0.320048 hypothetical protein

AAEL010023-RA 0.554536 conserved hypothetical protein

AAEL010024-RA 0.215556 conserved hypothetical protein

AAEL010027-RA -0.384449 CRAL/TRIO domain-containing protein

AAEL010028-RA 0.249429 sarcosine dehydrogenase

AAEL010032-RA 0.552621 translocon-associated protein,  (signal sequence receptor beta subunit)

AAEL010033-RA 0.548912 DNA mismatch repair protein pms2

AAEL010034-RA -0.814808 hypothetical protein

AAEL010035-RA -0.328623 wd-repeat protein

AAEL010036-RA 0.498184 conserved hypothetical protein
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AAEL010038-RA -0.055743 neuronal calcium sensor, putative

AAEL010043-RA -0.064127 calcitonin receptor

AAEL010045-RA 0.489488 XAP-5, putative

AAEL010046-RA -0.108269 maintenance of ploidy protein mob1 (mps1 binder 1)

AAEL010046-RB -0.108269 maintenance of ploidy protein mob1 (mps1 binder 1)

AAEL010047-RA 0.333596 conserved hypothetical protein

AAEL010048-RA -1.222788 26S proteasome non-atpase regulatory subunit

AAEL010051-RA -0.2144 cell cycle progression

AAEL010054-RA 0.449437 conserved hypothetical protein

AAEL010057-RA 0.034591 conserved hypothetical protein

AAEL010059-RA -0.147961 abc transporter, putative

AAEL010060-RA 0.532767 signal recognition particle 68 kda protein

AAEL010063-RA 0.445325 chaperonin

AAEL010064-RA -0.043004 conserved hypothetical protein

AAEL010065-RA 0.744818 protein disulfide-isomerase A6 precursor

AAEL010066-RA 0.104012 microfibril-associated protein

AAEL010068-RA -0.419423 hypothetical protein

AAEL010069-RA 0.90717 esr1 protein

AAEL010071-RA 0.880675 spermidine synthase

AAEL010073-RA 0.696389 metalloendopeptidase

AAEL010077-RA -1.00027 xpa-binding protein 1 (mbdin)

AAEL010081-RA -0.641902 conserved hypothetical protein

AAEL010083-RA 0.396336 conserved hypothetical protein

AAEL010085-RA -0.496967 DNA polymerase epsilon subunit, putative

AAEL010087-RA 0.037253 proteasome subunit alpha type

AAEL010088-RA 0.110704 conserved hypothetical protein

AAEL010089-RA 0.770494 conserved hypothetical protein

AAEL010091-RA 0.305656 conserved hypothetical protein

AAEL010092-RA 0.044426 hypothetical protein

AAEL010093-RA -0.30302 conserved hypothetical protein

AAEL010094-RA 0.640441 cyclin b

AAEL010097-RA 0.118017 conserved hypothetical protein

AAEL010099-RA 0.039394 4-nitrophenylphosphatase

AAEL010100-RA 0.036952 lysozyme P, putative

AAEL010100-RB 0.382666 lysozyme P, putative

AAEL010100-RC 0.036952 lysozyme P, putative

AAEL010102-RA -0.240147 tetraspanin, putative
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AAEL010105-RA 0.203414 MRAS2, putative

AAEL010106-RA 0.091923 norepinephrine/norepinephrine transporter

AAEL010107-RA -0.403063 conserved hypothetical protein

AAEL010108-RA -0.178949 sex-determining protein fem-1

AAEL010109-RA 0.868819 conserved hypothetical protein

AAEL010111-RA -0.351958 leucine-rich transmembrane protein

AAEL010112-RA 0.484249 conserved hypothetical protein

AAEL010113-RA 0.042994 conserved hypothetical protein

AAEL010116-RA -0.283907 conserved hypothetical protein

AAEL010117-RA -0.470934 fibrinogen and fibronectin

AAEL010118-RA 0.667579 kelch repeat protein

AAEL010120-RA 0.895983 chondroitin 4-sulfotransferase

AAEL010123-RA 0.77146 equilibrative nucleoside transporter

AAEL010128-RA -0.352707 conserved hypothetical protein

AAEL010132-RA -0.012703 Pray For Elves, putative

AAEL010133-RA 0.142341 conserved hypothetical protein

AAEL010135-RA 0.408643 conserved hypothetical protein

AAEL010136-RA 0.94196 hypothetical protein

AAEL010141-RA 0.56304 conserved hypothetical protein

AAEL010143-RA 0.248775 isocitrate dehydrogenase

AAEL010146-RA -0.509402 3-hydroxyacyl-coa dehyrogenase

AAEL010146-RB -0.509402 3-hydroxyacyl-coa dehyrogenase

AAEL010148-RA 0.112247 sodium/potassium-dependent atpase beta-2 subunit

AAEL010151-RA 0.868431 cytochrome P450

AAEL010155-RA -1.369686 hypothetical protein

AAEL010157-RA -1.283693 microsomal glutathione s-transferase

AAEL010159-RA 0.266391 importin beta-3

AAEL010160-RA -0.292129 conserved hypothetical protein

AAEL010163-RA -0.191433 conserved hypothetical protein

AAEL010164-RA -0.823718 conserved hypothetical protein

AAEL010168-RA 0.143686 40S ribosomal protein S2

AAEL010168-RB 0.143686 40S ribosomal protein S2

AAEL010169-RA -1.82404 conserved hypothetical protein

AAEL010170-RA -0.022152 ras-related protein Rab-8A, putative

AAEL010170-RB -0.022152 ras-related protein Rab-8A, putative

AAEL010170-RC -0.022152 ras-related protein Rab-8A, putative

AAEL010171-RA -0.843766 peptidoglycan recognition protein sb2
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AAEL010173-RA 0.719415 conserved hypothetical protein

AAEL010174-RA -1.263582 conserved hypothetical protein

AAEL010175-RA 0.440223 conserved hypothetical protein

AAEL010177-RA -0.265404 conserved hypothetical protein

AAEL010180-RA -1.350519 conserved hypothetical protein

AAEL010181-RA -0.399487 mitochondrial ribosomal protein, L51, putative

AAEL010183-RA 0.242556 conserved hypothetical protein

AAEL010186-RA 0.428 conserved hypothetical protein

AAEL010190-RA -0.282954 hypothetical protein

AAEL010191-RA -0.037281 hypothetical protein

AAEL010196-RA 0.51039 trypsin

AAEL010199-RA 0.451936 conserved hypothetical protein

AAEL010203-RA -0.847792 trypsin

AAEL010204-RA -1.013848 dihydropyrimidine dehydrogenase

AAEL010205-RB -0.75295 conserved hypothetical protein

AAEL010206-RA 0.162729 xylulose kinase

AAEL010207-RA 0.353326 sulfakinin receptor (dsk-r1)

AAEL010209-RA 0.409486 conserved hypothetical protein

AAEL010217-RA 0.994631 mediator complex, subunit, putative

AAEL010217-RB 1.306626 mediator complex, subunit, putative

AAEL010218-RA 0.000373 GATA transcription factor (GATAa)

AAEL010222-RA 0.487124 transcription factor GATA-4 (GATA binding factor-4)

AAEL010222-RB 0.487124 transcription factor GATA-4 (GATA binding factor-4)

AAEL010225-RA -0.952196 GATA transcription factor (GATAc)

AAEL010226-RB -1.499343 daughterless

AAEL010227-RA 0.832767 dolichol-phosphate mannosyltransferase

AAEL010229-RA 0.531093 hypothetical protein

AAEL010230-RA 0.517897 NADH:ubiquinone dehydrogenase, putative

AAEL010234-RA -0.160761 protein tyrosine phosphatase, non-receptor type nt6

AAEL010235-RA 0.2323 conserved hypothetical protein

AAEL010242-RA 0.577494 conserved hypothetical protein

AAEL010244-RA -0.220647 abrupt protein

AAEL010244-RB -0.220647 abrupt protein

AAEL010245-RA -0.283173 chloride channel, putative

AAEL010245-RB -0.283173 chloride channel, putative

AAEL010245-RC -0.283173 chloride channel, putative

AAEL010245-RD -0.283173 chloride channel, putative
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AAEL010245-RE -0.283173 chloride channel, putative

AAEL010245-RF -0.283173 chloride channel, putative

AAEL010247-RA 0.498666 conserved hypothetical protein

AAEL010247-RB 0.498666 conserved hypothetical protein

AAEL010248-RA -0.006326 fibrillarin

AAEL010249-RA 0.223856 conserved hypothetical protein

AAEL010250-RA -0.328155 conserved hypothetical protein

AAEL010251-RA -0.69266 translation initiation factor eif-2b alpha subunit

AAEL010258-RA 0.618672 zinc finger protein

AAEL010258-RB 0.618672 zinc finger protein

AAEL010258-RC 0.618672 zinc finger protein

AAEL010259-RA -0.120654 hypothetical protein

AAEL010267-RA 0.537724 serine protease

AAEL010270-RA -0.044046 hypothetical protein

AAEL010272-RA -0.39206 conserved hypothetical protein

AAEL010275-RA 0.075613 conserved hypothetical protein

AAEL010276-RA -0.032039 aminomethyltransferase

AAEL010277-RA 0.059017 Gustatory receptor 28b, putative

AAEL010282-RA 1.625128 hypothetical protein

AAEL010283-RA -0.892762 conserved hypothetical protein

AAEL010284-RA 0.138314 aliphatic nitrilase, putative

AAEL010285-RA 1.365289 conserved hypothetical protein

AAEL010286-RA 0.359759 leucine-rich transmembrane protein

AAEL010291-RA -1.692024 hypothetical protein

AAEL010292-RA -0.480975 conserved hypothetical protein

AAEL010293-RA -0.703815 hypothetical protein

AAEL010295-RA -0.405575 conserved hypothetical protein

AAEL010297-RA -0.958098 hypothetical protein

AAEL010300-RA -0.682418 conserved hypothetical protein

AAEL010301-RA 0.685288 conserved hypothetical protein

AAEL010302-RA 0.526971 conserved hypothetical protein

AAEL010303-RA 0.07137 predicted protein

AAEL010305-RA 0.428289 hypothetical protein

AAEL010306-RA 0.011491 conserved hypothetical protein

AAEL010307-RA 0.150856 conserved hypothetical protein

AAEL010309-RA 0.295787 hypothetical protein

AAEL010312-RA 0.434214 conserved hypothetical protein
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AAEL010313-RA 0.424977 conserved hypothetical protein

AAEL010316-RA 0.397476 conserved hypothetical protein

AAEL010317-RA 1.202099 DEAD box ATP-dependent RNA helicase

AAEL010318-RA -0.04806 polyadenylate-binding protein

AAEL010318-RB -0.04806 polyadenylate-binding protein

AAEL010319-RA -0.249213 heat shock transcription factor (hsf)

AAEL010320-RA 0.252948 hypothetical protein

AAEL010321-RA 0.756903 porphobilinogen deaminase

AAEL010323-RA -0.432324 hypothetical protein

AAEL010327-RA -0.357178 six/sine homebox transcription factors

AAEL010329-RA -0.156807 conserved hypothetical protein

AAEL010330-RA 0.625229 succinate dehydrogenase

AAEL010331-RA 0.34402 conserved hypothetical protein

AAEL010335-RA -0.101848 conserved hypothetical protein

AAEL010336-RA -0.131577 zinc phosphodiesterase

AAEL010338-RA 0.652042 conserved hypothetical protein

AAEL010341-RA 0.563095 TATA-binding protein, putative

AAEL010344-RA -0.548847 SEC14, putative

AAEL010345-RA 0.948154 conserved hypothetical protein

AAEL010351-RA -0.383155 phosphopentothenoylcysteine decarboxylase

AAEL010353-RA 0.112607 conserved hypothetical protein

AAEL010356-RA -0.383155 phosphopentothenoylcysteine decarboxylase

AAEL010358-RA 0.657152 hypothetical protein

AAEL010359-RA -0.050847 ATP-dependent transporter

AAEL010366-RA 0.64228 glucosyl/glucuronosyl transferases

AAEL010369-RA -0.002999 phospholipase b, plb1

AAEL010370-RA 0.730654 aldehyde oxidase

AAEL010371-RA 0.307395 autotransporter adhesin precursor, putative

AAEL010371-RB 0.307395 autotransporter adhesin precursor, putative

AAEL010372-RA -0.532232 aldehyde oxidase

AAEL010373-RA 0.129038 dullard protein

AAEL010373-RB 0.129038 dullard protein

AAEL010377-RA -0.450968 conserved hypothetical protein

AAEL010378-RA 1.145512 conserved hypothetical protein

AAEL010382-RA -1.055639 aldehyde oxidase

AAEL010385-RA -0.450968 conserved hypothetical protein

AAEL010386-RA 0.743 glucosyl/glucuronosyl transferases

Page 149



AAEL010387-RA 1.316595 pre-mrna splicing factor

AAEL010388-RA 0.608776 hypothetical protein

AAEL010392-RA 0.543357 hypothetical protein

AAEL010393-RA -0.601269 ferritin subunit, putative

AAEL010394-RA 0.499025 hypothetical protein

AAEL010400-RA 0.306808 hypothetical protein

AAEL010405-RA 0.13379 alkyldihydroxyacetonephosphate synthase

AAEL010406-RA 0.25019 hypothetical protein

AAEL010411-RA -0.098542 dual specificity protein phosphatase

AAEL010412-RA 0.59912 conserved hypothetical protein

AAEL010415-RA 0.28365 Odorant receptor 9a, putative

AAEL010416-RA 0.05664 hypothetical protein

AAEL010419-RA 0.304059 translin associated factor x

AAEL010420-RA 0.358691 hypothetical protein

AAEL010422-RA -0.043899 replication-associated histone mRNA stem loop-binding protein, putative

AAEL010424-RA 0.108432 p15-2a protein, putative

AAEL010425-RA 0.098677 hypothetical protein

AAEL010431-RA -0.060667 conserved hypothetical protein

AAEL010432-RA 0.281591 exocyst complex-subunit protein, 84kD-subunit, putative

AAEL010434-RA -0.089412 conserved hypothetical protein

AAEL010445-RA -0.027045 hypothetical protein

AAEL010450-RA -0.503 mitochondrial import inner membrane translocase subunit tim10

AAEL010451-RA -0.260133 rabaptin-5, putative

AAEL010452-RA -0.266607 conserved hypothetical protein

AAEL010453-RA 0.612518 mago nashi, putative

AAEL010454-RA -0.555314 hypothetical protein

AAEL010456-RA -0.415722 conserved hypothetical protein

AAEL010460-RA 0.003823 conserved hypothetical protein

AAEL010461-RA 0.174748 conserved hypothetical protein

AAEL010465-RA 0.002999 gpi-anchor transamidase

AAEL010469-RA 0.567094 conserved hypothetical protein

AAEL010470-RA 0.721194 calcineurin b subunit

AAEL010476-RA 1.021205 sil1

AAEL010477-RA 0.173364 conserved hypothetical protein

AAEL010478-RA 0.067817 sugar transporter

AAEL010480-RA -0.009436 serine-pyruvate aminotransferase

AAEL010481-RA -1.393722 sugar transporter

Page 150



AAEL010482-RA -0.087225 acidic membrane protein, putative

AAEL010488-RA 0.098245 ets

AAEL010489-RA -0.054243 hypothetical protein

AAEL010493-RA 0.27066 hypothetical protein

AAEL010495-RA -1.113114 hypothetical protein

AAEL010496-RA 0.365388 conserved hypothetical protein

AAEL010497-RA 0.02849 zinc finger protein

AAEL010500-RA -1.825877 glutathione-s-transferase theta, gst

AAEL010505-RA -0.029414 ribulose-5-phosphate-3-epimerase

AAEL010506-RB 0.395614 GTP-binding  protein alpha subunit, gna

AAEL010507-RA -0.156598 hypothetical protein

AAEL010508-RA -0.664957 vacuolar protein sorting-associated protein (vps13)

AAEL010510-RA 0.129246 conserved hypothetical protein

AAEL010512-RA -0.167203 tetratricopeptide repeat protein, tpr

AAEL010514-RA 0.641228 aminoacyl-tRNA synthetase auxiliary protein, 43kD, putative

AAEL010519-RA -0.004136 succinate dehydrogenase, putative

AAEL010522-RA 0.046157 conserved hypothetical protein

AAEL010523-RA 0.392268 conserved hypothetical protein

AAEL010524-RA -0.139322 hypothetical protein

AAEL010525-RA -0.597783 hypothetical protein

AAEL010530-RA 0.109113 dual-specificity protein phosphatase, putative

AAEL010531-RA -0.177587 conserved hypothetical protein

AAEL010533-RA -0.57286 conserved hypothetical protein

AAEL010533-RB -0.57286 conserved hypothetical protein

AAEL010535-RA 0.082416 conserved hypothetical protein

AAEL010537-RA 1.418073 alpha-amylase

AAEL010542-RA 0.223613 hypothetical protein

AAEL010544-RA 0.455519 conserved hypothetical protein

AAEL010545-RA -0.253864 conserved hypothetical protein

AAEL010546-RA 0.064632 heat shock factor binding protein, putative

AAEL010546-RB 0.064632 heat shock factor binding protein, putative

AAEL010549-RA 0.924556 ezrin-binding protein pace-1

AAEL010556-RA -0.087198 conserved hypothetical protein

AAEL010558-RA -0.686382 conserved hypothetical protein

AAEL010559-RA -0.404474 vacuolar protein sorting vps16

AAEL010560-RA -0.190773 forkhead box protein (AaegFOXK2)

AAEL010563-RA -0.129921 tyrosyl-tRNA synthetase
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AAEL010565-RA -0.574958 hypothetical protein

AAEL010565-RC -0.574958 hypothetical protein

AAEL010566-RA -0.05348 hypothetical protein

AAEL010568-RA 0.530483 chromosome-associated kinesin KIF4A (chromokinesin)

AAEL010575-RA -0.613396 dimethyladenosine transferase

AAEL010576-RC -0.119092 modifier of mdg4

AAEL010576-RD 0.492775 modifier of mdg4

AAEL010576-RE 0.219425 modifier of mdg4

AAEL010576-RF -0.119092 modifier of mdg4

AAEL010576-RH -0.119092 modifier of mdg4

AAEL010576-RL 0.217661 modifier of mdg4

AAEL010576-RM -0.119092 modifier of mdg4

AAEL010576-RN 0.420719 modifier of mdg4

AAEL010576-RP -0.119092 modifier of mdg4

AAEL010576-RQ -0.119092 modifier of mdg4

AAEL010576-RS -0.119092 modifier of mdg4

AAEL010579-RA 1.152627 hypothetical protein

AAEL010582-RA 0.722837 glutathione-s-transferase theta, gst

AAEL010586-RA 0.560941 conserved hypothetical protein

AAEL010587-RA 0.899081 conserved hypothetical protein

AAEL010591-RA 1.135002 glutathione-s-transferase theta, gst

AAEL010592-RA 0.16836 esterase, putative

AAEL010594-RA -0.638926 conserved hypothetical protein

AAEL010598-RA 0.507019 conserved hypothetical protein

AAEL010602-RA 0.298689 starch branching enzyme ii

AAEL010606-RA 0.391729 down syndrome cell adhesion molecule

AAEL010607-RA -0.002711 conserved hypothetical protein

AAEL010608-RA 0.138077 succinate dehydrogenase

AAEL010609-RA -0.164835 conserved hypothetical protein

AAEL010611-RA 0.392245 conserved hypothetical protein

AAEL010611-RB 0.392245 conserved hypothetical protein

AAEL010612-RA -0.432066 alternative splicing type 3 and, putative

AAEL010618-RA -1.259953 hypothetical protein

AAEL010620-RA -0.606792 conserved hypothetical protein

AAEL010621-RA 0.765533 conserved hypothetical protein

AAEL010622-RA -0.415146 hypothetical protein

AAEL010627-RA 0.006846 conserved hypothetical protein
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AAEL010628-RA 0.505141 conserved hypothetical protein

AAEL010630-RA -1.636433 xanthine dehydrogenase

AAEL010633-RA 0.7108 hypothetical protein

AAEL010634-RA -0.160222 hypothetical protein

AAEL010635-RA 1.023988 zinc finger protein

AAEL010636-RA 0.742452 hypothetical protein

AAEL010638-RA 0.120227 histone H1, putative

AAEL010641-RA 0.382401 ubiquitin-activating enzyme E1

AAEL010642-RA 0.18785 poly(A)-binding protein, putative

AAEL010643-RA 0.102459 hypothetical protein

AAEL010644-RA 0.549896 ribonucleoside-diphosphate reductase large chain

AAEL010650-RA -0.189951 sodium/solute symporter

AAEL010657-RA -0.367561 conserved hypothetical protein

AAEL010659-RA -0.151684 lethal(2)essential for life protein, l2efl

AAEL010659-RB -0.151684 lethal(2)essential for life protein, l2efl

AAEL010661-RA -0.434853 phospholipid scramblase 1, putative

AAEL010666-RA 0.406662 Odorant-binding protein 58c, putative

AAEL010668-RA 0.323133 quinone oxidoreductase

AAEL010670-RA -0.003109 lethal(2)essential for life protein, l2efl

AAEL010671-RA -0.1752 oxidoreductase

AAEL010672-RA 0.260331 conserved hypothetical protein

AAEL010673-RA -2.163916 NADH dehydrogenase, putative

AAEL010674-RA 0.54891 hypothetical protein

AAEL010675-RA -0.576224 hypothetical protein

AAEL010681-RA 0.236869 sodium/chloride dependent neurotransmitter transporter

AAEL010684-RA -0.224114 conserved hypothetical protein

AAEL010686-RA -0.019676 hypothetical protein

AAEL010690-RA 0.908858 hypothetical protein

AAEL010691-RA 0.647881 ribonucleoside-diphosphate reductase small chain

AAEL010692-RA 0.25518 OCP-II protein, putative

AAEL010693-RA 0.216482 conserved hypothetical protein

AAEL010694-RA -0.370645 5-formyltetrahydrofolate cyclo-ligase

AAEL010696-RA 0.753659 conserved hypothetical protein

AAEL010697-RA -0.003302 3-ketoacyl-coa thiolase, mitochondrial  (acetyl-coa acyltransferase) 

AAEL010697-RB -0.003302 3-ketoacyl-coa thiolase, mitochondrial (acetyl-coa acyltransferase) 

AAEL010699-RA 0.305033 hypothetical protein

AAEL010702-RA 1.588415 Odorant receptor 83c, putative
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AAEL010704-RA 1.241775 clathrin coat assembly protein ap-1

AAEL010705-RA 0.299919 hypothetical protein

AAEL010707-RA -0.578677 conserved hypothetical protein

AAEL010709-RA -1.340074 hypothetical protein

AAEL010718-RA 0.095995 conserved hypothetical protein

AAEL010722-RA 0.660615 hypothetical protein

AAEL010728-RA -0.411738 sphingosine-1-phosphate phosphohydrolase

AAEL010729-RA 0.021319 myst histone acetyltransferase

AAEL010730-RA 0.590192 conserved hypothetical protein

AAEL010731-RA 0.013307 conserved hypothetical protein

AAEL010734-RA -0.116735 aromatic amino acid decarboxylase

AAEL010735-RA 0.049181 aromatic amino acid decarboxylase

AAEL010737-RA 0.739425 aromatic amino acid decarboxylase

AAEL010739-RA 0.37178 WNT4 precursor, putative

AAEL010742-RA -0.535682 translation elongation factor g

AAEL010743-RA 0.414071 cysteine desulfurylase

AAEL010744-RA -0.31573 lim homeobox protein

AAEL010746-RA -1.126934 hypothetical protein

AAEL010748-RA 0.016445 hypothetical protein

AAEL010751-RA 0.377692 methylenetetrahydrofolate dehydrogenase

AAEL010752-RA 0.458125 hypothetical protein

AAEL010756-RA 0.526508 40S ribosomal protein S19

AAEL010756-RB 0.526508 40S ribosomal protein S19

AAEL010760-RA -0.503745 conserved hypothetical protein

AAEL010765-RA -0.300003 conserved hypothetical protein

AAEL010766-RA 0.044701 inositol triphosphate 3-kinase c

AAEL010767-RA -1.510457 conserved hypothetical protein

AAEL010768-RA 1.124613 conserved hypothetical protein

AAEL010769-RA -0.22974 serine protease inhibitor, serpin

AAEL010771-RA 0.330375 conserved hypothetical protein

AAEL010773-RA 0.023535 hypothetical protein

AAEL010774-RA -0.072714 glutamate receptor, putative

AAEL010776-RA 0.873317 carboxypeptidase

AAEL010777-RA -0.443889 thioredoxin (TRX), putative

AAEL010779-RA 0.400207 pickpocket

AAEL010782-RA 0.308902 carboxypeptidase

AAEL010783-RA 0.222366 sodium/potassium-dependent atpase beta-2 subunit
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AAEL010784-RA -0.109922 conserved hypothetical protein

AAEL010785-RA -0.117411 hypothetical protein

AAEL010787-RB -0.274775 DEAD box ATP-dependent RNA helicase

AAEL010787-RC -0.274775 DEAD box ATP-dependent RNA helicase

AAEL010791-RA 0.171981 Autophagy-specific protein, putative

AAEL010795-RA -0.985729 conserved hypothetical protein

AAEL010797-RA 1.00808 Srb7p: RNA polymerase II holoenzyme component, putative

AAEL010798-RA 0.058555 ubiquitin-conjugating enzyme E2 g

AAEL010802-RA -0.273935 conserved hypothetical protein

AAEL010802-RB -0.273935 conserved hypothetical protein

AAEL010803-RA -0.545818 ncd

AAEL010804-RA 0.282987 calcium/calmodulin-dependent protein kinase kinase

AAEL010805-RA 0.103282 deformed wings, putative

AAEL010807-RA 0.676196 hypothetical protein

AAEL010808-RA 1.045415 conserved hypothetical protein

AAEL010811-RA -0.243114 hypothetical protein

AAEL010814-RA 0.020877 isocitrate dehydrogenase

AAEL010814-RB -1.055396 isocitrate dehydrogenase

AAEL010814-RC -1.055396 isocitrate dehydrogenase

AAEL010814-RD -1.055396 isocitrate dehydrogenase

AAEL010817-RA -0.232218 conserved hypothetical protein

AAEL010819-RA 0.289993 Vacuolar ATP synthase subunit H

AAEL010819-RB 0.289993 Vacuolar ATP synthase subunit H

AAEL010821-RA -0.127636 60S acidic ribosomal protein P0

AAEL010823-RA 0.045653 ATP synthase delta chain

AAEL010824-RA -1.273166 hypothetical protein

AAEL010825-RA 0.342044 hypothetical protein

AAEL010826-RA 1.131326 histone-lysine n-methyltransferase

AAEL010827-RA -0.73771 programmed cell death protein 11 (pre-rrna processing protein rrp5)

AAEL010830-RA 0.494993 conserved hypothetical protein

AAEL010831-RA 0.634788 conserved hypothetical protein

AAEL010833-RA -0.185878 conserved hypothetical protein

AAEL010834-RA 0.776358 arf gtpase-activating protein

AAEL010835-RA -0.476054 mitogen-activated protein kinase kinase kinase

AAEL010837-RA -0.676739 conserved hypothetical protein

AAEL010838-RA 0.517642 conserved hypothetical protein

AAEL010840-RA 0.195783 hypothetical protein

Page 155



AAEL010841-RA 0.051284 lupus la ribonucleoprotein

AAEL010843-RA 0.555928 conserved hypothetical protein

AAEL010846-RA 0.072319 hypothetical protein

AAEL010850-RC -0.300875 troponin i

AAEL010850-RF 0.387797 troponin i

AAEL010850-RG -0.404289 troponin i

AAEL010850-RH 0.387797 troponin i

AAEL010857-RA -0.982204 hypothetical protein

AAEL010862-RA -0.536946 conserved hypothetical protein

AAEL010863-RA -0.203267 hypothetical protein

AAEL010865-RA 0.073522 conserved hypothetical protein

AAEL010866-RA 0.557049 serine protease

AAEL010867-RA -0.409689 serine protease

AAEL010868-RA 0.196104 sugar transporter

AAEL010869-RA -0.09199 hypothetical protein

AAEL010871-RA -0.27186 hypothetical protein

AAEL010878-RA 0.155544 conserved hypothetical protein

AAEL010879-RA -0.220578 conserved hypothetical protein

AAEL010884-RA 0.575972 adp,atp carrier protein

AAEL010885-RA 0.255007 conserved hypothetical protein

AAEL010887-RA 0.626023 hypothetical protein

AAEL010892-RA 1.339493 conserved hypothetical protein

AAEL010893-RA -0.36683 carbonic anhydrase

AAEL010893-RB -0.36683 carbonic anhydrase

AAEL010897-RA 0.52913 hypothetical protein

AAEL010898-RA -0.972548 conserved hypothetical protein

AAEL010899-RA -0.23247 hypothetical protein

AAEL010900-RA 0.092612 importin alpha

AAEL010902-RA 0.020899 cation efflux protein/ zinc transporter

AAEL010903-RA -0.412938 conserved hypothetical protein

AAEL010906-RA -0.408785 conserved hypothetical protein

AAEL010909-RA -0.262204 conserved hypothetical protein

AAEL010912-RA 0.773935 dipeptidyl-peptidase

AAEL010913-RA 0.613559 structural maintenance of chromosomes 5 smc5

AAEL010916-RA -0.707918 tyrosine-protein phosphatase, non-receptor type 23, putative

AAEL010917-RA 0.326699 organic anion transporter

AAEL010918-RA -0.598728 conserved hypothetical protein
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AAEL010919-RA 0.315175 prophenoloxidase

AAEL010920-RA 1.099577 conserved hypothetical protein

AAEL010921-RA -0.964052 organic anion transporter

AAEL010925-RA 0.17927 hypothetical protein

AAEL010929-RA 0.640741 g-protein coupled receptor

AAEL010931-RA -0.328149 conserved hypothetical protein

AAEL010931-RB -0.328149 conserved hypothetical protein

AAEL010931-RC -0.328149 conserved hypothetical protein

AAEL010932-RA 0.562906 rnase h (70)

AAEL010935-RA 0.528965 gamma glutamyl transpeptidases

AAEL010938-RA 0.700265 l-asparaginase

AAEL010939-RB 0.31489 group ii plp decarboxylase

AAEL010944-RA 0.31557 conserved hypothetical protein

AAEL010949-RA 0.087574 conserved hypothetical protein

AAEL010951-RA -0.082222 glutamate decarboxylase

AAEL010954-RA 0.066412 conserved hypothetical protein

AAEL010955-RA -1.280515 conserved hypothetical protein

AAEL010958-RA 0.178965 ATP-dependent DNA helicase mer3

AAEL010959-RA 0.213788 serine collagenase 1 precursor, putative

AAEL010962-RA -1.242275 conserved hypothetical protein

AAEL010964-RA 0.188496 conserved hypothetical protein

AAEL010966-RA 0.261731 ubiquitin carboxyl-terminal hydrolase isozyme L5

AAEL010966-RB 0.261731 ubiquitin carboxyl-terminal hydrolase isozyme L5

AAEL010966-RC 0.261731 ubiquitin carboxyl-terminal hydrolase isozyme L5

AAEL010967-RA 0.641349 tetraspanin, putative

AAEL010968-RA 0.986075 queuine tRNA-ribosyltransferase

AAEL010969-RA -0.159153 conserved hypothetical protein

AAEL010972-RA -0.031661 hypothetical protein

AAEL010973-RA -0.371177 conserved hypothetical protein

AAEL010975-RA 0.270529 paramyosin, long form

AAEL010978-RA -0.426345 hypothetical protein

AAEL010980-RA 0.196324 conserved hypothetical protein

AAEL010981-RA 0.009543 hypothetical protein

AAEL010982-RA -0.801835 conserved hypothetical protein

AAEL010987-RA 0.167015 p15-2a protein, putative

AAEL010989-RA 0.573846 hypothetical protein

AAEL010992-RA -0.584167 conserved hypothetical protein
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AAEL010993-RA 0.509165 queuine tRNA-ribosyltransferase

AAEL010996-RA 0.480834 conserved hypothetical protein

AAEL011000-RA 0.178196 pickpocket

AAEL011001-RA -0.104671 conserved hypothetical protein

AAEL011002-RA -0.012983 pickpocket

AAEL011005-RA 0.67506 pickpocket

AAEL011007-RA 0.538502 fibrinogen and fibronectin

AAEL011009-RA 0.654432 fibrinogen and fibronectin

AAEL011010-RA 0.658992 conserved hypothetical protein

AAEL011016-RA -0.094025 carboxypeptidase m

AAEL011021-RA 0.118252 hypothetical protein

AAEL011021-RB 0.118252 hypothetical protein

AAEL011022-RA -0.548272 cysteine-rich protein, putative

AAEL011026-RA 0.582107 lymnokinin receptor

AAEL011030-RA -1.416677 hypothetical protein

AAEL011032-RA -1.638825 conserved hypothetical protein

AAEL011036-RA -0.164473 conserved hypothetical protein

AAEL011038-RA -0.243736 integrin alpha-ps

AAEL011043-RA -1.444264 conserved hypothetical protein

AAEL011045-RA 0.066225 pupal cuticle protein, putative

AAEL011046-RA -0.213951 tyrosine-protein kinase pr2

AAEL011048-RA -0.061209 conserved hypothetical protein

AAEL011049-RA -0.670977 condensin, XCAP-G'-subunit, putative

AAEL011050-RA -0.848218 conserved hypothetical protein

AAEL011054-RA -0.152807 hypothetical protein

AAEL011056-RA -1.740283 transcription factor HES-1 (Hairy and enhancer of split 1), putative

AAEL011057-RA 0.290722 DNA-repair protein complementing XP-A cells, putative

AAEL011064-RA -0.399495 hypothetical protein

AAEL011066-RA -0.198009 hypothetical protein

AAEL011068-RA -1.63746 conserved hypothetical protein

AAEL011069-RA -1.189128 conserved hypothetical protein

AAEL011070-RA -0.335652 conserved hypothetical protein

AAEL011073-RA -0.711303 gustatory receptor

AAEL011074-RA -0.397791 Dedicator of cytokinesis protein 2

AAEL011077-RA 0.261545 Gustatory receptor 28a, putative

AAEL011078-RA -1.335474 conserved hypothetical protein

AAEL011080-RA 0.257467 intraflagellar transport 80, putative
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AAEL011081-RA -0.228398 conserved hypothetical protein

AAEL011081-RB -0.228398 conserved hypothetical protein

AAEL011082-RA 0.156346 conserved hypothetical protein

AAEL011082-RB 0.156346 conserved hypothetical protein

AAEL011085-RA 0.339616 conserved hypothetical protein

AAEL011087-RA 0.496148 DNA-directed RNA polymerase II

AAEL011088-RA 0.335311 conserved hypothetical protein

AAEL011089-RA 1.08536 ribonucleoprotein

AAEL011089-RB -0.260539 ribonucleoprotein

AAEL011089-RC 1.08536 ribonucleoprotein

AAEL011090-RA -0.189871 complement component

AAEL011091-RA 0.571932 retinal degeneration b beta

AAEL011094-RA 0.392701 conserved hypothetical protein

AAEL011095-RA 0.304792 n-acetylgalactosaminyltransferase

AAEL011097-RA 0.422342 conserved hypothetical protein

AAEL011099-RA -0.201016 molybdopterin-binding

AAEL011100-RA -0.078303 hypothetical protein

AAEL011101-RA -0.050462 conserved hypothetical protein

AAEL011102-RA 0.104961 lysosomal-associated transmembrane protein

AAEL011103-RA 0.105672 centromere/kinetochore protein zw10

AAEL011104-RA -0.005768 conserved hypothetical protein

AAEL011105-RA 0.726712 adducin

AAEL011105-RB 0.726712 adducin

AAEL011109-RA -0.765007 conserved hypothetical protein

AAEL011113-RA -0.322626 conserved hypothetical protein

AAEL011114-RA 0.493635 serine/threonine-protein kinase rio2 (rio kinase 2)

AAEL011116-RA 0.022403 14-3-3 protein sigma, gamma, zeta, beta/alpha

AAEL011116-RB 0.022403 14-3-3 protein sigma, gamma, zeta, beta/alpha

AAEL011116-RC 0.022403 14-3-3 protein sigma, gamma, zeta, beta/alpha

AAEL011120-RA 0.085774 hypothetical protein

AAEL011121-RA 0.714052 endoplasmic reticulum-resident kdel protein

AAEL011126-RA -0.190142 alcohol dehydrogenase

AAEL011128-RA 0.587966 hypothetical protein

AAEL011129-RA 0.466203 alcohol dehydrogenase

AAEL011130-RA -0.253682 alcohol dehydrogenase

AAEL011136-RA 0.751905 arsenical pump-driving atpase

AAEL011138-RA -0.142065 hypothetical protein
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AAEL011141-RA 0.60358 hypothetical protein

AAEL011145-RA 0.611055 ribosomal protein S6 kinase, 90kD, polypeptide

AAEL011146-RA -0.036762 conserved hypothetical protein

AAEL011147-RA -0.005142 conserved hypothetical protein

AAEL011149-RA 0.150583 hypothetical protein

AAEL011150-RA 0.248321 RNA-binding protein precursor, putative

AAEL011152-RA 0.627536 predicted protein

AAEL011153-RA 0.827073 hypothetical protein

AAEL011155-RA -0.381418 conserved hypothetical protein

AAEL011156-RA 0.171778 conserved hypothetical protein

AAEL011157-RA -0.856047 NADH dehydrogenase, putative

AAEL011158-RA -0.227156 disulfide oxidoreductase

AAEL011158-RB -0.227156 disulfide oxidoreductase

AAEL011161-RB 0.777423 conserved hypothetical protein

AAEL011162-RA -0.804009 Anaphase Promoting Complex, putative

AAEL011163-RA -0.176172 conserved hypothetical protein

AAEL011165-RA -0.601584 conserved hypothetical protein

AAEL011167-RA -1.312088 cathepsin l

AAEL011170-RA -0.211959 hypothetical protein

AAEL011171-RA -0.362845 low-Mr GTP-binding protein Rab31, putative

AAEL011173-RA 0.25751 conserved hypothetical protein

AAEL011177-RA 0.331265 conserved hypothetical protein

AAEL011178-RA -0.393333 posterior sex combs protein

AAEL011180-RA -0.371996 conserved hypothetical protein

AAEL011183-RA 0.57705 conserved hypothetical protein

AAEL011184-RA -0.14263 mitochondrial phosphate carrier protein

AAEL011186-RA 0.338414 conserved hypothetical protein

AAEL011189-RA 0.127804 conserved hypothetical protein

AAEL011190-RA 0.458635 conserved hypothetical protein

AAEL011192-RA -0.550761 vacuolar sorting protein vps29

AAEL011193-RA -0.09566 steroid dehydrogenase

AAEL011194-RA 0.444011 hypothetical protein

AAEL011195-RA -0.00201 mitochondrial phosphate carrier protein

AAEL011197-RA -0.749023 actin

AAEL011197-RB -0.749023 actin

AAEL011198-RA 0.452521 mitochondrial ribosomal protein, L38, putative

AAEL011199-RA -1.017701 conserved hypothetical protein
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AAEL011200-RA 0.851684 conserved hypothetical protein

AAEL011201-RA -1.350608 hypothetical protein

AAEL011202-RA -0.777353 bhlhzip transcription factor bigmax

AAEL011202-RB -0.777353 bhlhzip transcription factor bigmax

AAEL011204-RA 0.666707 xenotropic and polytropic murine leukemia virus receptor xpr1

AAEL011205-RA 0.047966 conserved hypothetical protein

AAEL011206-RA -0.664038 aminoacylase, putative

AAEL011206-RB 0.593608 aminoacylase, putative

AAEL011209-RA 1.062782 bat5  hla-b-associated transcript

AAEL011212-RA 0.496219 nuclear transcription factor, x-box binding 1 (nfx1)

AAEL011213-RA -1.57754 conserved hypothetical protein

AAEL011215-RA -0.246359 f-box and wd40 domain protein 7 (fbw7)

AAEL011216-RA 0.773525 conserved hypothetical protein

AAEL011216-RB 0.773525 conserved hypothetical protein

AAEL011217-RA -1.740675 conserved hypothetical protein

AAEL011218-RA -0.457363 hypothetical protein

AAEL011219-RA -0.356119 conserved hypothetical protein

AAEL011221-RA 0.86681 nmda receptor glutamate-binding chain

AAEL011222-RA -0.277531 cd36 antigen

AAEL011224-RA 0.238112 hypothetical protein

AAEL011225-RA -1.30169 conserved hypothetical protein

AAEL011226-RA -0.034239 ras GTP exchange factor

AAEL011227-RA -0.087978 conserved hypothetical protein

AAEL011230-RA 0.792205 chymotrypsin, putative

AAEL011233-RA 0.87058 SM protein G, putative

AAEL011234-RA -1.574955 reticulon/nogo receptor

AAEL011237-RA 0.497819 conserved hypothetical protein

AAEL011242-RA 0.480444 UDP-glucose 6-dehydrogenase

AAEL011244-RA -1.19319 surfeit locus protein

AAEL011245-RA 1.077293 deoxyhypusine synthase

AAEL011248-RA -0.03737 innexin

AAEL011250-RA 0.218712 conserved hypothetical protein

AAEL011253-RA 0.206687 rho-gtpase-activating protein

AAEL011254-RA -0.835716 hypothetical protein

AAEL011255-RA 0.063489 GTP-binding protein-invertebrate

AAEL011257-RA -0.412771 hypothetical protein

AAEL011258-RA 0.552412 dedicator of cytokinesis (dock)
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AAEL011261-RA 0.354803 yemanuclein

AAEL011264-RA -0.710969 phosphatidylethanolamine-binding protein

AAEL011265-RA -1.847282 abc transporter

AAEL011269-RA 0.335012 ATP-binding cassette transporter

AAEL011271-RA 0.044847 programmed cell death 6-interacting protein

AAEL011272-RA 0.619439 nmda receptor glutamate-binding chain

AAEL011273-RA 0.797852 uridine cytidine kinase i

AAEL011276-RA -0.351767 mitochondrial glutamate carrier protein

AAEL011277-RA 1.226294 apoptosis stimulating of P53

AAEL011278-RA 0.166051 apolipoprotein D, putative

AAEL011278-RB 0.166051 apolipoprotein D, putative

AAEL011278-RC 0.166051 apolipoprotein D, putative

AAEL011282-RA 0.495017 ribosomal RNA small subunit methyltransferase b (sun)

AAEL011283-RA 0.310753 cancer-associatedprotein protein

AAEL011284-RA 0.22365 down syndrome cell adhesion molecule

AAEL011285-RA 0.011729 conserved hypothetical protein

AAEL011285-RB 0.011729 conserved hypothetical protein

AAEL011286-RA 0.767102 conserved hypothetical protein

AAEL011288-RA 0.318261 elongation factor 1 gamma

AAEL011291-RA 0.74752 protease m1 zinc metalloprotease

AAEL011295-RA 0.005213 conserved hypothetical protein

AAEL011296-RA -0.084104 conserved hypothetical protein

AAEL011297-RA 0.119317 hypothetical protein

AAEL011297-RB 0.119317 hypothetical protein

AAEL011300-RA -1.453921 conserved hypothetical protein

AAEL011301-RA 1.092451 conserved hypothetical protein

AAEL011301-RB 1.092451 conserved hypothetical protein

AAEL011303-RA -0.873958 cell division protein ftsj

AAEL011306-RA 0.35318 conserved hypothetical protein

AAEL011307-RA -0.013907 RAD51C protein, putative

AAEL011309-RA 0.382124 orotidine-5'-phosphate decarboxylase, putative

AAEL011310-RA -0.259018 axonemal dynein intermediate chain polypeptide

AAEL011314-RA -0.526221 epoxide hydrolase

AAEL011315-RA 0.183831 conserved hypothetical protein

AAEL011321-RA 0.852409 conserved hypothetical protein

AAEL011323-RA -0.639701 hepatocyte nuclear factor 4-alpha (hnf-4-alpha)

AAEL011323-RB -0.639701 hepatocyte nuclear factor 4-alpha (hnf-4-alpha)
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AAEL011325-RA -0.79199 gonadotropin-releasing hormone receptor

AAEL011325-RB 0.01395 gonadotropin-releasing hormone receptor

AAEL011330-RA -0.29772 conserved hypothetical protein

AAEL011334-RA -0.809431 conserved hypothetical protein

AAEL011341-RA 0.610187 apyrase, putative

AAEL011342-RA 0.212113 conserved hypothetical protein

AAEL011345-RA 0.114576 conserved hypothetical protein

AAEL011347-RA 0.813599 conserved hypothetical protein

AAEL011350-RA -0.192546 hypothetical protein

AAEL011352-RA -0.025736 conserved hypothetical protein

AAEL011355-RA 0.257147 carnitine o-acetyltransferase

AAEL011357-RA 0.108051 maintenance of killer 16 (mak16) protein

AAEL011358-RA -0.006003 origin recognition complex subunit

AAEL011362-RA -0.073714 hypothetical protein

AAEL011364-RA -0.255344 conserved hypothetical protein

AAEL011367-RA -0.203724 conserved hypothetical protein

AAEL011368-RA -0.148096 sugar transporter

AAEL011369-RA 0.224543 endothelin-converting enzyme

AAEL011376-RA 0.354212 mitosis inhibitor protein kinase

AAEL011378-RA 0.516866 DEAD box ATP-dependent RNA helicase

AAEL011379-RA 0.385275 coenzyme q10 biosynthesis protein

AAEL011379-RB 0.385275 coenzyme q10 biosynthesis protein

AAEL011379-RC 0.385275 coenzyme q10 biosynthesis protein

AAEL011381-RA -0.292819 NADH-ubiquinone oxidoreductase fe-s protein 2 (ndufs2)

AAEL011382-RA 0.184864 116 kda U5 small nuclear ribonucleoprotein component

AAEL011383-RA 0.081236 MAGE-41 protein, putative

AAEL011384-RA -1.282042 hypothetical protein

AAEL011385-RA -0.350271 hypothetical protein

AAEL011388-RA -0.755771 conserved hypothetical protein

AAEL011389-RA 0.365426 conserved hypothetical protein

AAEL011390-RA -0.172987 mitochondrial ribosomal protein, L9, putative

AAEL011391-RA 0.938237 mitochondrial ribosomal protein, S9, putative

AAEL011391-RB -0.115403 mitochondrial ribosomal protein, S9, putative

AAEL011395-RA 0.46831 glutaminyl-trna synthetase

AAEL011398-RA -0.217962 hypothetical protein

AAEL011399-RA 0.427538 conserved hypothetical protein

AAEL011400-RA 0.547373 conserved hypothetical protein
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AAEL011402-RA -0.342798 hypothetical protein

AAEL011403-RA -1.062335 hypothetical protein

AAEL011404-RA 0.001812 galactose-specific C-type lectin, putative

AAEL011407-RA 1.828396 type II transmembrane receptor OtB7, putative

AAEL011408-RA -0.834715 galactose-specific C-type lectin, putative

AAEL011409-RA 0.617092 conserved hypothetical protein

AAEL011415-RA 0.043509 lysine-specific histone demethylase

AAEL011416-RA 0.241284 conserved hypothetical protein

AAEL011417-RA -0.713285 synaptojanin

AAEL011420-RA 0.403638 conserved hypothetical protein

AAEL011421-RA 0.807344 multiple inositol polyphosphate phosphatase

AAEL011425-RA -0.316606 structure-specific recognition protein

AAEL011429-RA 0.082904 clathrin coat adaptor ap3 medium chain

AAEL011430-RA 0.319081 hypothetical protein

AAEL011434-RA 0.637404 hypothetical protein

AAEL011437-RA 0.5519 hypothetical protein

AAEL011443-RA 0.230149 conserved hypothetical protein

AAEL011446-RA -0.354013 galactose-specific C-type lectin, putative

AAEL011447-RA 0.510553 60S ribosomal protein L14

AAEL011450-RA 0.474179 alcohol dehydrogenase, putative

AAEL011451-RA -0.064929 conserved hypothetical protein

AAEL011455-RA -1.211171 galactose-specific C-type lectin, putative

AAEL011456-RA 0.88572 conserved hypothetical protein

AAEL011458-RA -0.325438 hypothetical protein

AAEL011462-RA 0.637773 conserved hypothetical protein

AAEL011463-RA -0.042183 cytochrome P450

AAEL011464-RA 0.089389 hypothetical protein

AAEL011466-RA 0.444539 conserved hypothetical protein

AAEL011468-RA 0.917746 protein kinase C inhibitor, putative

AAEL011470-RA -0.070312 cis,cis-muconate transport protein MucK, putative

AAEL011472-RA 0.160203 hypothetical protein

AAEL011475-RA 0.080905 corazonin receptor

AAEL011476-RA -0.01648 conserved hypothetical protein

AAEL011477-RA -0.143246 conserved hypothetical protein

AAEL011478-RA 1.040889 cytoplasmic dynein light chain

AAEL011478-RB 1.040889 cytoplasmic dynein light chain

AAEL011479-RA 0.134732 hypothetical protein
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AAEL011488-RA 0.191519 short-chain dehydrogenase

AAEL011493-RA -0.026497 wd-repeat protein

AAEL011497-RA 0.518252 conserved hypothetical protein

AAEL011498-RA 0.720161 superoxide dismutase

AAEL011501-RA -0.230357 hypothetical protein

AAEL011502-RA -0.55548 conserved hypothetical protein

AAEL011503-RA 0.082986 p15-2b protein, putative

AAEL011507-RA -0.658851 zinc finger protein

AAEL011508-RA 0.483147 conserved hypothetical protein

AAEL011509-RA 0.793661 hypothetical protein

AAEL011510-RA 0.47504 multiple inositol polyphosphate phosphatase

AAEL011512-RA 0.166441 conserved hypothetical protein

AAEL011514-RA 0.510559 cytochrome c oxidase, subunit VIIC, putative

AAEL011516-RA 0.714495 conserved hypothetical protein

AAEL011520-RA 0.772171 sucrose transport protein

AAEL011521-RA -1.029107 hypothetical protein

AAEL011523-RA -1.360603 hypothetical protein

AAEL011526-RA -0.488456 conserved hypothetical protein

AAEL011527-RA 1.078793 eukaryotic translation initiation factor

AAEL011529-RA 0.399815 late endosomal/lysosomal MP1 interacting protein, putative

AAEL011530-RA 0.273285 conserved hypothetical protein

AAEL011531-RA -0.016949 conserved hypothetical protein

AAEL011532-RA -0.264342 hypothetical protein

AAEL011534-RA 0.624784 ATP-dependent RNA helicase

AAEL011538-RA -0.50649 conserved hypothetical protein

AAEL011541-RA 0.661636 ubiquitin protein ligase

AAEL011544-RA 0.612518 mago nashi, putative

AAEL011546-RA -0.547303 conserved hypothetical protein

AAEL011551-RA 0.593641 conserved hypothetical protein

AAEL011552-RA -1.589201 hypothetical protein

AAEL011559-RA 0.321375 metalloproteinase, putative

AAEL011560-RA -1.591366 conserved hypothetical protein

AAEL011561-RA -0.891275 conserved hypothetical protein

AAEL011562-RA 0.372608 ecdysone-inducible caspase, putative

AAEL011563-RA -0.205305 conserved hypothetical protein

AAEL011565-RA -0.036592 ankyrin 2,3/unc44

AAEL011568-RA -0.423409 conserved hypothetical protein
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AAEL011572-RA 0.5297 Oct1, putative

AAEL011573-RA -0.389025 conserved hypothetical protein

AAEL011574-RA 0.011948 hypothetical protein

AAEL011576-RA 0.016544 conserved hypothetical protein

AAEL011578-RA -0.096297 serine/threonine protein kinase

AAEL011582-RA 0.699094 hypothetical protein

AAEL011585-RA 0.30841 conserved hypothetical protein

AAEL011586-RA -0.070923 hypothetical protein

AAEL011588-RA -0.844978 conserved hypothetical protein

AAEL011589-RA 1.086325 hypothetical protein

AAEL011591-RA -0.333806 conserved hypothetical protein

AAEL011593-RA -0.253522 elastase, putative

AAEL011594-RA -0.843939 serine/threonine protein kinase

AAEL011599-RA -0.610742 ADP-ribosylation factor, putative

AAEL011602-RA 0.981942 conserved hypothetical protein

AAEL011603-RA 0.71109 prokaryotic DNA topoisomerase

AAEL011604-RA 0.142036 perlecan

AAEL011606-RA 1.116361 conserved hypothetical protein

AAEL011606-RB 1.116361 conserved hypothetical protein

AAEL011608-RA 0.163295 peptidoglycan recognition protein-1, putative

AAEL011608-RB -0.245734 peptidoglycan recognition protein-1, putative

AAEL011610-RA 0.310638 galactose-specific C-type lectin, putative

AAEL011612-RA 0.321014 galactose-specific C-type lectin, putative

AAEL011614-RA 0.095052 hypothetical protein

AAEL011615-RA -1.152459 rab gdp/gtp exchange factor

AAEL011616-RA -0.070981 serine protease, putative

AAEL011617-RA 0.01463 conserved hypothetical protein

AAEL011618-RA 0.313514 conserved hypothetical protein

AAEL011619-RA 0.568907 galactose-specific C-type lectin, putative

AAEL011621-RA -0.434226 conserved hypothetical protein

AAEL011622-RA 0.375704 serine protease, putative

AAEL011627-RA -0.04956 ribose-5-phosphate isomerase

AAEL011629-RA -0.311839 tyrosyl-dna phosphodiesterase

AAEL011635-RA 0.057399 conserved hypothetical protein

AAEL011636-RA 0.730852 hypothetical protein

AAEL011637-RA 0.261211 fms interacting protein

AAEL011639-RA -0.309465 WAP four-disulfide core domain protein 2 precursor, putative
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AAEL011640-RA 0.057307 hypothetical protein

AAEL011641-RA 1.193352 transferrin

AAEL011644-RA -0.372954 hypothetical protein

AAEL011647-RA -1.511501 paired box protein, putative

AAEL011648-RA -0.207385 cyclin d

AAEL011650-RA 0.809257 coatomer, gamma-subunit, putative

AAEL011651-RA 1.05108 l-caldesmon, putative

AAEL011652-RA -0.507975 conserved hypothetical protein

AAEL011653-RA -0.101611 thyroid hormone receptor interactor

AAEL011654-RA -0.084085 cationic amino acid transporter

AAEL011655-RA 0.72 aspartyl-tRNA synthetase

AAEL011657-RA 0.428768 importin alpha

AAEL011658-RA 0.675271 plasma glutamate carboxypeptidase

AAEL011659-RA 0.116526 conserved hypothetical protein

AAEL011660-RA 0.97149 hypothetical protein

AAEL011665-RA 0.318272 hypothetical protein

AAEL011666-RA -0.230256 mitochondrial ribosomal protein, L41, putative

AAEL011667-RA 0.588355 conserved hypothetical protein

AAEL011671-RA 0.220749 hypothetical protein

AAEL011673-RA -0.49594 cop9 signalosome complex subunit

AAEL011676-RA 0.16391 AMP dependent coa ligase

AAEL011679-RA 0.4994 ion channel nompc

AAEL011680-RA 0.189041 hypothetical protein

AAEL011681-RA -0.097989 beta-tubulin cofactor d

AAEL011682-RA -0.401795 nuclear pore complex protein nup93 (nucleoporin nup93) (dead eye protein)

AAEL011683-RA -0.186225 hypothetical protein

AAEL011683-RB -0.186225 hypothetical protein

AAEL011686-RA -0.481188 starch branching enzyme ii

AAEL011687-RA -0.432066 alternative splicing type 3 and, putative

AAEL011688-RA -0.289717 cpg binding protein

AAEL011689-RA 0.392245 acyl carrier protein precursor, putative

AAEL011689-RB 0.392245 acyl carrier protein precursor, putative

AAEL011690-RA -1.42366 conserved hypothetical protein

AAEL011691-RA -0.145438 hypothetical protein

AAEL011693-RA -0.394997 mitotic control protein dis3

AAEL011694-RA -0.002711 conserved hypothetical protein

AAEL011695-RA 0.079835 guanine nucleotide exchange factor
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AAEL011696-RA 0.765533 conserved hypothetical protein

AAEL011699-RA -1.003566 hypothetical protein

AAEL011700-RA -0.215834 phosphatidylinositol glycan, class c

AAEL011701-RA -0.669861 conserved hypothetical protein

AAEL011702-RA -0.097575 conserved hypothetical protein

AAEL011704-RA 0.619042 heat shock protein

AAEL011706-RA -0.181897 conserved hypothetical protein

AAEL011708-RA 0.547061 heat shock protein

AAEL011710-RA 1.194863 conserved hypothetical protein

AAEL011713-RA 0.571913 conserved hypothetical protein

AAEL011714-RA 0.080613 conserved hypothetical protein

AAEL011716-RA -1.372898 tartan

AAEL011717-RA 0.378726 tartan

AAEL011718-RA 0.426685 conserved hypothetical protein

AAEL011719-RA -0.420264 conserved hypothetical protein

AAEL011726-RA -0.203267 hypothetical protein

AAEL011727-RA 0.040665 conserved hypothetical protein

AAEL011731-RA -0.293763 metalloprotease

AAEL011732-RA 0.271474 prip interacting protein. pimt

AAEL011734-RA 0.170771 leucine-rich transmembrane protein

AAEL011736-RA 0.55788 cyclohex-1-ene-1-carboxyl-CoA hydratase, putative

AAEL011738-RA -0.745142 conserved hypothetical protein

AAEL011739-RA -0.403359 MAFF protein, putative

AAEL011739-RB -0.403359 MAFF protein, putative

AAEL011741-RA -0.922491 glutathione s-transferase

AAEL011741-RB 0.53165 glutathione s-transferase

AAEL011741-RC -0.922491 glutathione s-transferase

AAEL011742-RA -0.031414 eukaryotic peptide chain release factor subunit

AAEL011743-RA 0.383073 hypothetical protein

AAEL011744-RA 0.377644 DEAD box ATP-dependent RNA helicase

AAEL011746-RA 0.103183 succinyl-coa synthetase beta chain

AAEL011746-RB 0.103183 succinyl-coa synthetase beta chain

AAEL011747-RA 0.244246 M protein type, putative

AAEL011748-RA 0.088952 conserved hypothetical protein

AAEL011748-RB 0.287301 conserved hypothetical protein

AAEL011749-RA 0.392332 conserved hypothetical protein

AAEL011752-RA 0.786803 glutathione-s-transferase theta, gst
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AAEL011753-RA 0.646807 conserved hypothetical protein

AAEL011754-RA 0.608369 conserved hypothetical protein

AAEL011754-RB 0.608369 conserved hypothetical protein

AAEL011755-RA 0.415399 integral membrane protein, Tmp21-I (p23), putative

AAEL011755-RB 0.415399 integral membrane protein, Tmp21-I (p23), putative

AAEL011756-RA -0.630845 aldehyde dehydrogenase

AAEL011757-RA -0.810425 conserved hypothetical protein

AAEL011758-RA -0.322006 peptidyl-prolyl cis-trans isomerase f, ppif

AAEL011761-RA -0.671363 cytochrome P450

AAEL011762-RA 0.918507 conserved hypothetical protein

AAEL011763-RA 0.232807 prophenoloxidase

AAEL011764-RA 0.300803 prophenoloxidase

AAEL011765-RA 0.251587 conserved hypothetical protein

AAEL011766-RA 0.869859 conserved hypothetical protein

AAEL011767-RA 0.007509 hypothetical protein

AAEL011768-RA -0.001375 conserved hypothetical protein

AAEL011771-RA -0.986953 hypothetical protein

AAEL011773-RA 0.034118 calreticulin

AAEL011774-RA 0.64442 sarcolemmal associated protein, putative

AAEL011775-RA -0.820878 hypothetical protein

AAEL011776-RA 0.005693 soluble nsf attachment protein (snap)

AAEL011777-RA 0.574962 serine protease inhibitor, serpin

AAEL011778-RA 0.159492 wd-repeat protein

AAEL011781-RA 0.352637 perixosomal biogenesis factor

AAEL011788-RA 0.257124 conserved hypothetical protein

AAEL011790-RA -0.446491 conserved hypothetical protein

AAEL011793-RA -0.435845 Aspartyl beta-hydroxylase, putative

AAEL011794-RA -0.669777 predicted protein

AAEL011795-RA 0.18743 allergen, putative

AAEL011797-RA 0.910854 venom allergen

AAEL011798-RA -0.738254 allergen, putative

AAEL011799-RA 0.470594 conserved hypothetical protein

AAEL011801-RA 0.141162 hypothetical protein

AAEL011802-RA -0.774088 allergen, putative

AAEL011808-RA -0.031104 glucose dehydrogenase

AAEL011811-RA -0.050545 DNA replication licensing factor MCM3

AAEL011813-RA -0.110035 conserved hypothetical protein
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AAEL011814-RA -0.069106 mitochondrial ribosomal protein, S30, putative

AAEL011815-RA 1.207618 poly [adp-ribose] polymerase

AAEL011818-RA 0.302555 hypothetical protein

AAEL011819-RA 0.191128 conserved hypothetical protein

AAEL011826-RA 0.098533 conserved hypothetical protein

AAEL011827-RA 0.400964 conserved hypothetical protein

AAEL011829-RA -0.9307 hypothetical protein

AAEL011830-RA -0.259885 conserved hypothetical protein

AAEL011830-RB -0.259885 conserved hypothetical protein

AAEL011830-RD -0.259885 conserved hypothetical protein

AAEL011830-RE -0.259885 conserved hypothetical protein

AAEL011830-RF -0.259885 conserved hypothetical protein

AAEL011830-RG -0.053751 conserved hypothetical protein

AAEL011832-RA -0.034195 conserved hypothetical protein

AAEL011833-RA 0.139519 hypothetical protein

AAEL011837-RA 0.052333 camp-dependent protein kinase catalytic subunit

AAEL011838-RA 0.133044 conserved hypothetical protein

AAEL011839-RA -0.180853 hypothetical protein

AAEL011841-RA 0.444527 ethanolaminephosphotransferase

AAEL011842-RA -0.234746 mitochondrial carrier protein

AAEL011845-RA -0.032569 hypothetical protein

AAEL011848-RA -0.37923 conserved hypothetical protein

AAEL011849-RA -0.05522 hypothetical protein

AAEL011851-RA -0.117509 conserved hypothetical protein

AAEL011853-RA 0.200565 conserved hypothetical protein

AAEL011854-RA -0.003412 hypothetical protein

AAEL011857-RA 0.129117 serine/threonine-protein kinase rio1 (rio kinase 1)

AAEL011858-RA 0.089986 transcription factor IIIA, putative

AAEL011860-RA -0.190398 hypothetical protein

AAEL011862-RA 0.007377 conserved hypothetical protein

AAEL011865-RA -0.363897 conserved hypothetical protein

AAEL011866-RA 0.697317 DNA-directed RNA polymerase III 25 kDa polypeptide

AAEL011868-RA 0.198485 conserved hypothetical protein

AAEL011871-RA -0.48065 cytochrome C1

AAEL011873-RA -0.07798 ubiquitin-conjugating enzyme

AAEL011876-RA 0.507448 conserved hypothetical protein

AAEL011877-RA 0.874224 protein arginine n-methyltransferase
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AAEL011879-RA 0.841658 citron ser/thr kinase

AAEL011881-RA 0.026345 conserved hypothetical protein

AAEL011884-RA -0.522904 hypothetical protein

AAEL011886-RA -0.914572 hypothetical protein

AAEL011898-RA 0.358553 1-acyl-sn-glycerol-3-phosphate acyltransferase

AAEL011899-RA 0.515931 N-acetyllactosaminide beta-1,3-N-acetylglucosaminyltransferase, putative

AAEL011903-RA -0.140937 zinc finger protein

AAEL011905-RA 0.726972 myosin i

AAEL011910-RA -0.07611 conserved hypothetical protein

AAEL011912-RA -0.572277 mannose-1-phosphate guanyltransferase

AAEL011913-RA -0.264732 serine-type enodpeptidase, putative

AAEL011916-RA -1.24151 serine-type enodpeptidase, putative

AAEL011917-RA -0.023683 serine-type enodpeptidase, putative

AAEL011922-RA 0.127449 serine-type enodpeptidase, putative

AAEL011925-RA -0.533171 mitochondrial ribosomal protein, S31, putative

AAEL011932-RA 0.361113 maleylacetoacetate isomerase, putative

AAEL011937-RA 0.133012 glucosyl/glucuronosyl transferases

AAEL011939-RA 0.614015 conserved hypothetical protein

AAEL011941-RA 1.517568 oxidase/peroxidase

AAEL011943-RA -0.521746 hairy protein

AAEL011948-RA 0.033059 conserved hypothetical protein

AAEL011949-RA -0.257521 transferrin

AAEL011951-RA 0.095891 elongase, putative

AAEL011951-RB 0.095891 elongase, putative

AAEL011952-RA 0.991645 kelch repeat protein

AAEL011955-RA -1.032393 conserved hypothetical protein

AAEL011958-RA -0.289189 conserved hypothetical protein

AAEL011959-RA 0.598995 conserved hypothetical protein

AAEL011960-RA 0.469395 conserved hypothetical protein

AAEL011961-RA 0.161812 conserved hypothetical protein

AAEL011962-RA -1.20518 conserved hypothetical protein

AAEL011962-RB -1.20518 conserved hypothetical protein

AAEL011962-RC -1.20518 conserved hypothetical protein

AAEL011964-RA -0.271957 hypothetical protein

AAEL011966-RA -0.25916 conserved hypothetical protein

AAEL011967-RA 0.442537 DNA photolyase

AAEL011970-RA 0.354853 conserved hypothetical protein
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AAEL011972-RA 1.058847 actin binding protein, putative

AAEL011972-RB 1.058847 actin binding protein, putative

AAEL011973-RA -0.195492 fumarylacetoacetate hydrolase

AAEL011974-RA 1.019613 conserved hypothetical protein

AAEL011976-RA -1.443957 hypothetical protein

AAEL011980-RA -0.327615 hypothetical protein

AAEL011981-RA -0.520185 glutamate decarboxylase

AAEL011982-RA 0.057795 cortactin

AAEL011987-RA 0.518552 conserved hypothetical protein

AAEL011988-RA 0.687985 tRNA selenocysteine associated protein (secp43)

AAEL011989-RA -0.1193 signal peptide peptidase

AAEL011989-RB -0.1193 signal peptide peptidase

AAEL011991-RA 0.039201 serine protease

AAEL011991-RB -0.152563 serine protease

AAEL011992-RA -0.51653 NADH:ubiquinone dehydrogenase, putative

AAEL011992-RB -0.51653 NADH:ubiquinone dehydrogenase, putative

AAEL011999-RA 0.670253 histone H4

AAEL012001-RA -1.365268 galectin

AAEL012002-RA 0.341461 beta-1,4-galactosyltransferase

AAEL012003-RA -0.296015 keratinocyte lectin, putative

AAEL012004-RA -0.177124 beta-arrestin 1, putative

AAEL012009-RA 0.253014 conserved hypothetical protein

AAEL012010-RA -1.234306 conserved hypothetical protein

AAEL012011-RA -0.25631 nedd8-conjugating enzyme nce2

AAEL012015-RA 0.47548 DEAD box ATP-dependent RNA helicase

AAEL012016-RA 0.756988 endomembrane protein emp70

AAEL012018-RA 0.080559 hypothetical protein

AAEL012020-RA -0.017885 conserved hypothetical protein

AAEL012021-RA -1.703589 bestrophin 2,3,4

AAEL012022-RA 1.402436 hypothetical protein

AAEL012023-RA -0.011534 conserved hypothetical protein

AAEL012025-RA 1.235851 mitochondrial ribosomal protein, L45, putative

AAEL012026-RA 0.114903 translation initiation factor 5C, putative

AAEL012026-RB 0.114903 translation initiation factor 5C, putative

AAEL012026-RC 0.114903 translation initiation factor 5C, putative

AAEL012028-RA 0.352559 proacrosin, putative

AAEL012029-RA 0.407256 conserved hypothetical protein
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AAEL012029-RB 0.407256 conserved hypothetical protein

AAEL012031-RA -0.048638 conserved hypothetical protein

AAEL012032-RA 0.582602 hypothetical protein

AAEL012035-RA 0.587344 vacuolar ATP synthase subunit e

AAEL012036-RA 0.514877 sulfate transporter

AAEL012037-RA 0.378777 sulfate transporter

AAEL012038-RA 0.42074 hypothetical protein

AAEL012039-RA -0.488364 zinc finger protein

AAEL012040-RA 0.87531 hypothetical protein

AAEL012041-RA 0.565859 sulfate transporter

AAEL012042-RA 0.324166 sugar transporter

AAEL012043-RA 0.27079 secreted modular calcium-binding protein

AAEL012044-RA -0.028963 sugar transporter

AAEL012048-RA -0.076547 conserved hypothetical protein

AAEL012049-RA 0.559029 signal recognition particle, 9kD-subunit, putative

AAEL012050-RA -0.144939 hypothetical protein

AAEL012051-RA 0.296284 conserved hypothetical protein

AAEL012052-RA -0.191029 conserved hypothetical protein

AAEL012053-RA 0.208369 conserved hypothetical protein

AAEL012058-RA -1.186835 hypothetical protein

AAEL012061-RA -0.116563 conserved hypothetical protein

AAEL012062-RA -0.135677 na+/k+ atpase alpha subunit

AAEL012062-RB -0.135677 na+/k+ atpase alpha subunit

AAEL012062-RC -0.135677 na+/k+ atpase alpha subunit

AAEL012064-RA 0.481129 Niemann-Pick Type C-2, putative

AAEL012065-RA 0.404275 cytoplasmic polyadenylation element binding protein (cpeb)

AAEL012069-RA 0.559333 glutathione peroxidase

AAEL012070-RA -0.235339 hypothetical protein

AAEL012071-RA 0.898835 ras

AAEL012072-RA -0.556173 histone H3

AAEL012073-RA 0.381137 conserved hypothetical protein

AAEL012074-RA 0.492327 conserved hypothetical protein

AAEL012077-RA 0.282116 nad dehydrogenase

AAEL012077-RB 0.282116 nad dehydrogenase

AAEL012077-RC 0.282116 nad dehydrogenase

AAEL012081-RA 0.786379 conserved hypothetical protein

AAEL012084-RA -0.466516 conserved hypothetical protein
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AAEL012085-RA -1.215431 hypothetical protein

AAEL012086-RA -0.961987 hypothetical protein

AAEL012088-RA -1.635474 conserved hypothetical protein

AAEL012089-RA -0.440895 conserved hypothetical protein

AAEL012092-RA -0.129046 leucine-rich repeat

AAEL012093-RA -0.494659 leucine-rich transmembrane protein

AAEL012094-RA -0.014884 casein kinase ii, alpha chain (cmgc group iv)

AAEL012094-RB -0.014884 casein kinase ii, alpha chain (cmgc group iv)

AAEL012095-RA 0.55662 26S protease regulatory subunit

AAEL012096-RA -0.694374 conserved hypothetical protein

AAEL012097-RA 0.196938 app binding protein

AAEL012098-RA 1.150298 synaptic vesicle protein

AAEL012099-RA 0.629235 protease m1 zinc metalloprotease

AAEL012100-RA -0.22341 conserved hypothetical protein

AAEL012102-RA -1.312177 conserved hypothetical protein

AAEL012105-RA 0.551394 conserved hypothetical protein

AAEL012107-RA 0.794985 conserved hypothetical protein

AAEL012110-RA 0.025505 protease m1 zinc metalloprotease

AAEL012113-RA -0.52664 vacuolar ATP synthase proteolipid subunit

AAEL012114-RA 0.477935 troponin C

AAEL012115-RA 0.591535 vacuolar protein sorting

AAEL012116-RA -0.7754 glutaredoxin, putative

AAEL012119-RA 0.592754 hypothetical protein

AAEL012121-RA 0.447868 hypothetical protein

AAEL012122-RA -0.578653 26S proteasome regulatory subunit S3

AAEL012123-RA 0.370924 conserved hypothetical protein

AAEL012125-RA 0.081101 activin receptor type I, putative

AAEL012128-RA -1.492538 cationic amino acid transporter

AAEL012129-RA -0.22821 cationic amino acid transporter

AAEL012132-RA 0.294186 slimfast (slif)

AAEL012133-RA 0.141822 conserved hypothetical protein

AAEL012135-RA 0.884576 galectin

AAEL012135-RB 0.585711 galectin

AAEL012136-RA 0.093962 allergen, putative

AAEL012137-RA 0.289839 conserved hypothetical protein

AAEL012140-RA 0.690587 tRNA-dihydrouridine synthase

AAEL012143-RA -0.066973 caspase-1
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AAEL012151-RA -0.451551 ral guanine nucleotide exchange factor  with ph domain and sh3 binding motif, ralgps

AAEL012161-RA -0.582835 hypothetical protein

AAEL012162-RA 0.481424 aldehyde dehydrogenase

AAEL012166-RA -0.022443 conserved hypothetical protein

AAEL012166-RB -0.022443 conserved hypothetical protein

AAEL012166-RC -0.022443 conserved hypothetical protein

AAEL012167-RA 0.765945 elongation factor tu (ef-tu)

AAEL012171-RA 0.225961 RNA recognition motif protein split ends

AAEL012172-RA -0.5414 methylthioadenosine phosphorylase

AAEL012175-RA -0.695849 ATP synthase alpha subunit mitochondrial

AAEL012176-RA 0.487142 conserved hypothetical protein

AAEL012177-RA -0.222425 hypothetical protein

AAEL012179-RA -0.5414 methylthioadenosine phosphorylase

AAEL012181-RA -0.287913 conserved hypothetical protein

AAEL012185-RA 0.966078 ribosome biogenesis regulatory protein

AAEL012187-RA 1.343116 lethal(3)malignant brain tumor

AAEL012188-RA -0.705433 hypothetical protein

AAEL012191-RA 0.653273 hypothetical protein

AAEL012195-RA -0.72487 small GTPase, putative

AAEL012195-RB 0.898764 small GTPase, putative

AAEL012196-RA 1.36419 conserved hypothetical protein

AAEL012198-RA 0.44895 adp,atp carrier protein

AAEL012200-RA -0.883085 protein kinase C inhibitor, putative

AAEL012202-RA 0.80452 transcription initiation factor IIE, alpha subunit

AAEL012208-RA -0.164201 hypothetical protein

AAEL012209-RA 0.289062 ring finger protein

AAEL012211-RA -0.069277 microfibrillar-associated protein, putative

AAEL012214-RA -0.480956 hypothetical protein

AAEL012215-RA -0.013765 conserved hypothetical protein

AAEL012217-RA 0.74752 protease m1 zinc metalloprotease

AAEL012218-RA -0.479211 mitochondria associated granulocyte macrophage csf signaling molecule

AAEL012219-RA 0.256878 ubiquitin specific protease

AAEL012221-RA 0.945463 hypothetical protein

AAEL012224-RA 1.091114 zinc finger protein

AAEL012227-RA 0.340655 conserved hypothetical protein

AAEL012229-RA -0.40611 hypothetical protein

AAEL012233-RA 0.936851 hypothetical protein
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AAEL012234-RA -0.111323 cytoplasmic dynein intermediate chain, (dhic)

AAEL012235-RA -0.079374 conserved hypothetical protein

AAEL012238-RA -0.267976 glutaredoxin, putative

AAEL012240-RA 0.715131 protein transport protein sec13

AAEL012241-RA -0.037695 hypothetical protein

AAEL012242-RA -0.253463 hypothetical protein

AAEL012247-RA -0.208017 conserved hypothetical protein

AAEL012248-RA -1.285858 histamine-gated chloride channel subunit

AAEL012249-RA 0.02565 conserved hypothetical protein

AAEL012250-RA 0.359759 developmentally regulated GTP-binding protein 2 (drg 2)

AAEL012251-RA 0.519489 low-density lipoprotein receptor (ldl)

AAEL012252-RA -1.006242 hypothetical protein

AAEL012253-RA 1.083088 hypothetical protein

AAEL012256-RA 0.18521 lung seven transmembrane receptor

AAEL012260-RA 0.112537 wd-repeat protein

AAEL012261-RA -0.234626 nitrate, fromate, iron dehydrogenase

AAEL012262-RA 0.745885 conserved hypothetical protein

AAEL012262-RB 0.745885 conserved hypothetical protein

AAEL012262-RC 0.745885 conserved hypothetical protein

AAEL012262-RD 0.745885 conserved hypothetical protein

AAEL012264-RA 0.243691 mitochondrial ribosomal protein L24

AAEL012265-RA 0.760622 transcription initiation factor RRN3

AAEL012266-RA -0.14115 cytochrome P450

AAEL012267-RA 0.108313 macroglobulin/complement

AAEL012271-RA -0.920453 transcription factor btf3

AAEL012272-RA 0.391141 fk506 binding protein

AAEL012273-RA 0.515563 conserved hypothetical protein

AAEL012274-RA 0.08759 hypothetical protein

AAEL012275-RA 0.028456 conserved hypothetical protein

AAEL012276-RA 1.196922 survival motor neuron protein

AAEL012279-RA 0.896473 eukaryotic translation initiation factor 3 subunit 1 (eIF-3 alpha)

AAEL012282-RA -0.702675 prohibitin

AAEL012282-RB -0.702675 prohibitin

AAEL012285-RA 0.651577 actin binding protein, putative

AAEL012287-RA -0.969525 sugar transporter

AAEL012288-RA 0.896787 sugar transporter

AAEL012290-RA -0.145469 hypothetical protein
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AAEL012291-RA 1.347612 conserved hypothetical protein

AAEL012292-RA -0.166005 4-nitrophenylphosphatase

AAEL012295-RA -0.801463 conserved hypothetical protein

AAEL012297-RA -0.000421 sterol desaturase

AAEL012298-RA 0.071565 sterol desaturase

AAEL012308-RA -0.928617 aldehyde oxidase

AAEL012311-RA -0.136142 vitellogenin, putative

AAEL012313-RA -0.623411 charged multivesicular body protein 5

AAEL012317-RA -0.390482 conserved hypothetical protein

AAEL012318-RA 0.435926 2-amino-3-ketobutyrate coenzyme a ligase

AAEL012327-RA 0.777605 PET191 polypeptide, putative

AAEL012329-RA 0.314951 cysteinyl-tRNA synthetase

AAEL012333-RA 0.417631 hypothetical protein

AAEL012334-RA -0.468901 potassium/chloride symporter, putative

AAEL012336-RA -0.669777 hypothetical protein

AAEL012341-RA 0.593068 lysosomal acid lipase, putative

AAEL012344-RA -0.291043 lipase 1 precursor

AAEL012347-RA 0.521363 hypothetical protein

AAEL012352-RA -0.116183 conserved hypothetical protein

AAEL012354-RA -0.112738 hypothetical protein

AAEL012357-RA -1.565809 conserved hypothetical protein

AAEL012357-RB -1.565809 conserved hypothetical protein

AAEL012358-RA 0.13132 hypothetical protein

AAEL012359-RA 0.791202 nucleoside-diphosphate kinase NBR-A, putative

AAEL012367-RA 0.011724 hypothetical protein

AAEL012368-RA -0.336348 conserved hypothetical protein

AAEL012372-RA -0.362035 conserved hypothetical protein

AAEL012372-RB -0.362035 conserved hypothetical protein

AAEL012374-RA -0.203476 conserved hypothetical protein

AAEL012375-RA 0.517642 conserved hypothetical protein

AAEL012377-RA -0.673833 Odorant-binding protein 56a, putative

AAEL012378-RA 0.578437 serine-type protease inhibitor

AAEL012379-RA 0.04792 conserved hypothetical protein

AAEL012380-RA -0.462014 peptidoglycan recognition protein la

AAEL012382-RA -0.987728 conserved hypothetical protein

AAEL012385-RA 0.394 bombesin receptor subtype-3

AAEL012388-RA 0.005308 predicted protein
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AAEL012390-RA -0.457964 conserved hypothetical protein

AAEL012392-RA -0.912936 conserved hypothetical protein

AAEL012393-RA -0.211897 conserved hypothetical protein

AAEL012396-RA -1.168814 conserved hypothetical protein

AAEL012397-RA 0.183505 ng,ng-dimethylarginine dimethylaminohydrolase

AAEL012398-RA 0.377489 hypothetical protein

AAEL012400-RA -0.229577 hydroxybutyrate dehydrogenase

AAEL012405-RA 1.155986 hypothetical protein

AAEL012406-RA -0.091708 hypothetical protein

AAEL012408-RA -1.048888 mitochondrial ribosomal protein, L53, putative

AAEL012409-RA 0.540999 pantothenate kinase

AAEL012411-RA -0.932885 conserved hypothetical protein

AAEL012414-RA -0.733379 hypothetical protein

AAEL012415-RA 0.085868 hypothetical protein

AAEL012417-RA -0.301084 conserved hypothetical protein

AAEL012418-RA 0.945847 deoxyribonuclease ii

AAEL012419-RA 0.56409 26S proteasome subunit S9

AAEL012419-RB 0.56409 26S proteasome subunit S9

AAEL012423-RA -0.902919 conserved hypothetical protein

AAEL012427-RA 0.168485 conserved hypothetical protein

AAEL012428-RA 0.760179 hypothetical protein

AAEL012432-RA -0.234472 hypothetical protein

AAEL012433-RA 0.66048 short-chain dehydrogenase

AAEL012435-RA -0.192732 tripartite motif protein

AAEL012436-RA 0.134886 AMP dependent ligase

AAEL012439-RA 0.491565 ENOYL-CoA HYDRATASE ECHA12 (ENOYL HYDRASE) (CROTONASE)

AAEL012440-RA 0.221898 sodium-bile acid cotransporter

AAEL012443-RA 0.562114 sugar transporter

AAEL012444-RA 0.429601 organic cation transporter

AAEL012445-RA -1.180713 hypothetical protein

AAEL012446-RA 1.158498 survivin

AAEL012447-RA -1.015551 elastase, putative

AAEL012448-RA 0.579197 conserved hypothetical protein

AAEL012452-RA -0.105425 conserved hypothetical protein

AAEL012453-RA 0.043507 hypothetical protein

AAEL012454-RA -0.911752 conserved hypothetical protein

AAEL012455-RA 0.703299 alcohol dehydrogenase
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AAEL012455-RB 0.703299 alcohol dehydrogenase

AAEL012457-RA 0.337425 alcohol dehydrogenase

AAEL012458-RA -0.547449 hypothetical protein

AAEL012460-RA 1.160771 conserved hypothetical protein

AAEL012463-RA -0.918572 conserved hypothetical protein

AAEL012464-RA 0.289379 alanine-glyoxylate aminotransferase

AAEL012465-RA 0.370289 hypothetical protein

AAEL012470-RA -0.101728 conserved hypothetical protein

AAEL012471-RA 0.425363 protein tyrosine phosphatase, putative

AAEL012472-RA 0.585113 kinesin light chain 1 and

AAEL012474-RA 0.713341 hypothetical protein

AAEL012475-RA 0.202404 jnk/sapk-associated protein

AAEL012476-RA 0.089056 conserved hypothetical protein

AAEL012477-RA -0.631927 conserved hypothetical protein

AAEL012478-RA -0.633816 glucose transporter, putative

AAEL012479-RA 1.198684 mannosyl-oligosaccharide glucosidase

AAEL012480-RA 0.34569 sodium/calcium exchanger

AAEL012481-RA 0.167084 oxidase/peroxidase

AAEL012483-RA 0.482574 conserved hypothetical protein

AAEL012484-RA -0.395609 hypothetical protein

AAEL012485-RA -0.172424 hypothetical protein

AAEL012486-RA 0.002761 conserved hypothetical protein

AAEL012489-RA 1.050119 conserved hypothetical protein

AAEL012490-RA 0.169684 ring finger protein 19 (dorfin) (double ring-finger protein)

AAEL012491-RA 0.98654 cytochrome P450

AAEL012492-RA 0.368335 cytochrome P450

AAEL012493-RA -0.480559 attractin

AAEL012495-RA 0.4157 hypothetical protein

AAEL012500-RA 0.295096 ubiquitin-protein ligase

AAEL012501-RA 0.458563 conserved hypothetical protein

AAEL012502-RA 0.830962 conserved hypothetical protein

AAEL012504-RA 1.350865 hypothetical protein

AAEL012504-RB 1.350865 hypothetical protein

AAEL012505-RA 0.599 hypothetical protein

AAEL012506-RA 0.809955 conserved hypothetical protein

AAEL012507-RA 0.92664 prefoldin, subunit, putative

AAEL012508-RB -0.364926 hypothetical protein
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AAEL012509-RA 0.062138 carboxylesterase-6

AAEL012510-RA 0.692163 NFkappaB essential modulator, putative

AAEL012511-RA 0.367698 conserved hypothetical protein

AAEL012512-RA 0.929452 conserved hypothetical protein

AAEL012515-RA 0.148343 tumor suppressor protein, putative

AAEL012518-RA 0.337389 conserved hypothetical protein

AAEL012520-RA 0.5108 Nop2p, putative

AAEL012521-RA 0.65278 hypothetical protein

AAEL012522-RA 0.040201 sodium-dependent phosphate transporter

AAEL012523-RA -0.099201 transcription factor TFIIH-subunit, putative

AAEL012525-RA 0.063008 YEATS domain containing protein 4

AAEL012526-RA -0.150581 hypothetical protein

AAEL012530-RA 0.048764 conserved hypothetical protein

AAEL012531-RA -0.074677 tetraspanin, putative

AAEL012532-RA 0.645997 tetraspanin 29fb

AAEL012532-RB 0.645997 tetraspanin 29fb

AAEL012532-RC 0.645997 tetraspanin 29fb

AAEL012534-RA -0.039476 hypothetical protein

AAEL012538-RA -1.185511 conserved hypothetical protein

AAEL012540-RA -0.974023 hypothetical protein

AAEL012541-RA 0.173122 synapsin

AAEL012545-RA 0.559176 proliferating cell nuclear antigen

AAEL012546-RA 0.282828 DNA replication licensing factor MCM6

AAEL012549-RA -0.020889 atpase, class vi, type 11c

AAEL012552-RA -0.284731 NADH-ubiquinone oxidoreductase

AAEL012553-RA 0.914793 tyrosine protein kinase

AAEL012556-RA 0.313496 Ofd1 protein, putative

AAEL012557-RA 0.085843 serine collagenase 1 precursor, putative

AAEL012558-RA -1.090626 serine collagenase 1 precursor, putative

AAEL012560-RA 0.420162 serine collagenase 1 precursor, putative

AAEL012561-RA 0.184625 prominin (prom) protein

AAEL012562-RA -1.121484 circadian locomoter output cycles kaput protein (dclock) (dpas1)

AAEL012567-RA 0.370458 synaptic vesicle protein

AAEL012568-RA 0.03782 polypeptide of 976 aa, putative

AAEL012571-RA 0.237216 conserved hypothetical protein

AAEL012574-RA 0.659276 hypothetical protein

AAEL012576-RA 0.391951 pyruvate kinase
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AAEL012576-RB 0.391951 pyruvate kinase

AAEL012578-RA -1.056722 phosphoserine aminotransferase

AAEL012581-RA 0.078684 conserved hypothetical protein

AAEL012582-RA -0.373536 RrnaAD, ribosomal RNA adenine dimethylase, putative

AAEL012584-RA -0.209962 DNA topoisomerase/gyrase

AAEL012586-RA -1.085943 conserved hypothetical protein

AAEL012588-RA -0.176898 Hsp70-interacting protein, putative

AAEL012591-RA -0.591891 conserved hypothetical protein

AAEL012593-RA -0.822353 ubiquitin-specific protease

AAEL012595-RA -0.193171 hypothetical protein

AAEL012596-RA -0.101757 sodium/chloride dependent transporter

AAEL012597-RA 0.009871 hypothetical protein

AAEL012599-RA -0.707764 ubiquitin ligase E3

AAEL012601-RA -0.283519 conserved hypothetical protein

AAEL012610-RA 0.159322 conserved hypothetical protein

AAEL012612-RA 0.175609 serine/threonine protein kinase

AAEL012612-RB 0.175609 serine/threonine protein kinase

AAEL012616-RA -0.275837 nadp transhydrogenase

AAEL012617-RA -0.858824 hypothetical protein

AAEL012618-RB 0.197207 conserved hypothetical protein

AAEL012622-RA 0.232763 hypothetical protein

AAEL012624-RA 0.110819 conserved hypothetical protein

AAEL012627-RA 0.319976 conserved hypothetical protein

AAEL012629-RA 0.121238 deoxyuridine 5'-triphosphate nucleotidohydrolase

AAEL012633-RA -0.040789 conserved hypothetical protein

AAEL012635-RA 0.486531 conserved hypothetical protein

AAEL012636-RA 1.116659 cytochrome b5, putative

AAEL012640-RA -0.405154 conserved hypothetical protein

AAEL012642-RA 1.314957 conserved hypothetical protein

AAEL012643-RA 0.019526 conserved hypothetical protein

AAEL012644-RA -1.036247 conserved hypothetical protein

AAEL012647-RA 0.367752 conserved hypothetical protein

AAEL012656-RA 0.362077 U2 small nuclear ribonucleoprotein a

AAEL012656-RB 0.362077 U2 small nuclear ribonucleoprotein a

AAEL012656-RC 0.362077 U2 small nuclear ribonucleoprotein a

AAEL012656-RD 0.362077 U2 small nuclear ribonucleoprotein a

AAEL012658-RA 0.135893 rgs-gaip interacting protein gipc
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AAEL012659-RA 0.130879 protein serine/threonine kinase, putative

AAEL012660-RA 0.608042 conserved hypothetical protein

AAEL012661-RA -0.246115 eukaryotic translation initiation factor

AAEL012662-RA 0.071049 hypothetical protein

AAEL012664-RA 1.158093 prolylcarboxypeptidase, putative

AAEL012665-RA -0.970617 glucose-6-phosphate isomerase

AAEL012669-RA -1.155779 DNA polymerase delta small subunit

AAEL012671-RA 0.671323 conserved hypothetical protein

AAEL012673-RA -0.700543 ubiquitin conjugating enzyme 7 interacting protein

AAEL012674-RA -0.684796 d-amino acid oxidase

AAEL012677-RA -0.124452 conserved hypothetical protein

AAEL012681-RA 0.004315 60S ribosomal protein L24

AAEL012684-RA -0.435717 conserved hypothetical protein

AAEL012692-RA 0.300766 sigma DNA polymerase, putative

AAEL012694-RA 0.461672 Juvenile hormone-inducible protein, putative

AAEL012695-RA -0.189256 sterol carrier protein-2, putative

AAEL012697-RA 0.060835 sterol carrier protein-2, putative

AAEL012698-RA 0.05337 ATP-binding cassette sub-family A member 3, putative

AAEL012699-RA -0.286185 hypothetical protein

AAEL012700-RA 1.000126 ATP-binding cassette sub-family A member 3, putative

AAEL012701-RA 0.691166 ATP-binding cassette sub-family A member 3, putative

AAEL012702-RA -0.125438 ATP-binding cassette sub-family A member 3, putative

AAEL012703-RA 0.980453 conserved hypothetical protein

AAEL012704-RA 0.076251 conserved hypothetical protein

AAEL012705-RA 0.212113 conserved hypothetical protein

AAEL012706-RA 0.839777 conserved hypothetical protein

AAEL012710-RA -0.038485 conserved hypothetical protein

AAEL012710-RB -0.038485 conserved hypothetical protein

AAEL012711-RA -0.034328 trypsin, putative

AAEL012712-RA 0.286246 trypsin, putative

AAEL012713-RA 0.643916 proacrosin, putative

AAEL012715-RA -0.468612 conserved hypothetical protein

AAEL012717-RA 0.130859 wd-repeat protein

AAEL012718-RA 0.260331 conserved hypothetical protein

AAEL012719-RA 0.559474 cdp-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase

AAEL012729-RA 0.049362 nucleoprotein, putative

AAEL012730-RA -0.701262 dbl
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AAEL012731-RA 0.081353 adenylate kinase 1, putative

AAEL012735-RA 0.486706 conserved hypothetical protein

AAEL012737-RA 0.054215 conserved hypothetical protein

AAEL012742-RA 0.285457 conserved hypothetical protein

AAEL012743-RA 0.077549 glycerol-3-phosphate acyltransferase

AAEL012744-RA 0.486545 conserved hypothetical protein

AAEL012746-RA 0.327339 chaperonin

AAEL012747-RA 0.121454 conserved hypothetical protein

AAEL012754-RA -1.012317 hypothetical protein

AAEL012756-RA -0.211149 hypothetical protein

AAEL012757-RA 0.083938 kynurenine 3-monooxygenase

AAEL012759-RA 0.069062 hypothetical protein

AAEL012763-RA 0.036071 conserved hypothetical protein

AAEL012764-RA -0.257356 conserved hypothetical protein

AAEL012772-RA -0.338952 cytochrome P450

AAEL012773-RA 0.010255 cytochrome P450

AAEL012776-RA 0.109029 protease m1 zinc metalloprotease

AAEL012777-RA -0.101991 serine protease snake, putative

AAEL012778-RB 0.525463 protease m1 zinc metalloprotease

AAEL012779-RA 0.16 protease m1 zinc metalloprotease

AAEL012780-RA 0.371068 trypsin, putative

AAEL012781-RA 0.121916 protease m1 zinc metalloprotease

AAEL012783-RA 0.939741 protease m1 zinc metalloprotease

AAEL012785-RA -0.44661 lumbrokinase-3(1) precursor, putative

AAEL012791-RA 0.063547 Trypsin, putative

AAEL012797-RA 0.537724 serine protease

AAEL012799-RA 0.443543 Trypsin, putative

AAEL012800-RA 0.298515 conserved hypothetical protein

AAEL012801-RA 0.544057 sphingolipid delta 4 desaturase/c-4 hydroxylase protein des2

AAEL012802-RA -0.009813 conserved hypothetical protein

AAEL012807-RA 0.105809 ubiquitin carboxyl-terminal hydrolase isozyme L3

AAEL012807-RB 0.105809 ubiquitin carboxyl-terminal hydrolase isozyme L3

AAEL012808-RA 0.347506 glucose dehydrogenase

AAEL012809-RA 0.217424 peptidylprolyl isomerase

AAEL012810-RA -0.790546 conserved hypothetical protein

AAEL012810-RB -0.790546 conserved hypothetical protein

AAEL012811-RA -0.577591 mitochondrial peptide chain release factor
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AAEL012813-RA 0.141738 sphingolipid delta 4 desaturase/c-4 hydroxylase protein des2

AAEL012815-RA 0.09305 hypothetical protein

AAEL012817-RA 0.286797 transcription factor E2f, putative (dE2F)

AAEL012818-RA 1.126063 conserved hypothetical protein

AAEL012819-RA -0.232708 vacuolar ATP synthase subunit g

AAEL012820-RA -1.148312 conserved hypothetical protein

AAEL012822-RA -0.162239 Misexpression suppressor of KSR, putative

AAEL012823-RA 1.170417 n-acetylgalactosaminyltransferase

AAEL012825-RA 1.190765 bifunctional purine biosynthesis protein

AAEL012826-RA 0.210317 replication factor a 1, rfa1

AAEL012831-RA -1.703589 bestrophin 2,3,4

AAEL012832-RA -0.86659 cytochrome B561

AAEL012832-RB -0.86659 cytochrome B561

AAEL012833-RA 0.756988 endomembrane protein emp70

AAEL012834-RA -0.565459 hypothetical protein

AAEL012836-RA -0.86659 cytochrome B561

AAEL012837-RA 0.282342 conserved hypothetical protein

AAEL012838-RA 1.029632 conserved hypothetical protein

AAEL012840-RA 0.058666 stathmin

AAEL012845-RA 0.267244 mitochondrial import inner membrane translocase subunit tim44

AAEL012852-RA 0.212321 trypsin

AAEL012853-RA 0.204114 hypothetical protein

AAEL012854-RA -0.364586 hypothetical protein

AAEL012855-RA 0.952967 hypothetical protein

AAEL012858-RA -1.105679 hypothetical protein

AAEL012859-RA 0.287271 conserved hypothetical protein

AAEL012860-RA -0.641197 conserved hypothetical protein

AAEL012864-RA 0.624168 conserved hypothetical protein

AAEL012865-RA 0.939552 conserved hypothetical protein

AAEL012866-RA -0.051263 conserved hypothetical protein

AAEL012871-RA -0.255071 hypothetical protein

AAEL012873-RA -0.750098 angiotensin-converting enzyme (dipeptidyl carboxypeptidase

AAEL012876-RA 0.543108 conserved hypothetical protein

AAEL012876-RB 0.543108 conserved hypothetical protein

AAEL012878-RA 0.743497 hypothetical protein

AAEL012882-RA 1.146906 folylpolyglutamate synthase

AAEL012884-RA -0.547205 conserved hypothetical protein
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AAEL012890-RA -0.310051 hypothetical protein

AAEL012891-RA -0.038016 conserved hypothetical protein

AAEL012892-RA -0.114394 hypothetical protein

AAEL012896-RA 0.254254 conserved hypothetical protein

AAEL012897-RA -0.2949 aconitase, mitochondrial

AAEL012901-RA -0.49868 hypothetical protein

AAEL012902-RA -0.143586 heterogeneous nuclear ribonucleoprotein, putative

AAEL012903-RA 0.410457 sugar transporter

AAEL012904-RA 0.08229 rab gdp-dissociation inhibitor

AAEL012907-RA -0.331718 hypothetical protein

AAEL012910-RA 0.057402 hypothetical protein

AAEL012912-RA 0.284724 conserved hypothetical protein

AAEL012913-RA -0.558434 conserved hypothetical protein

AAEL012917-RA 0.180947 conserved hypothetical protein

AAEL012919-RA -0.672695 conserved hypothetical protein

AAEL012921-RA -0.305322 ribosomal protein L36, putative

AAEL012923-RA 0.056488 hypothetical protein

AAEL012924-RA -0.911906 mitochondrial ribosomal protein, S24, putative

AAEL012924-RB -0.911906 mitochondrial ribosomal protein, S24, putative

AAEL012925-RA 0.579368 carbon catabolite repressor protein

AAEL012926-RA 0.132114 hypothetical protein

AAEL012927-RA -1.535038 hypothetical protein

AAEL012927-RB -1.535038 hypothetical protein

AAEL012928-RA -0.174753 hypothetical protein

AAEL012930-RA -0.632526 conserved hypothetical protein

AAEL012930-RB -0.632526 conserved hypothetical protein

AAEL012931-RA 0.877137 conserved hypothetical protein

AAEL012931-RB 0.877137 conserved hypothetical protein

AAEL012933-RA 0.214618 hypothetical protein

AAEL012935-RA -0.777469 slingshot dual specificity phosphatase

AAEL012938-RA 0.777572 zinc finger protein

AAEL012940-RA -0.487542 hypothetical protein

AAEL012942-RA -0.11048 conserved hypothetical protein

AAEL012943-RA -0.441364 26S protease regulatory subunit

AAEL012944-RA -0.103423 60S ribosomal protein L11

AAEL012944-RB -0.103423 60S ribosomal protein L11

AAEL012945-RA 1.295287 hypothetical protein
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AAEL012946-RA -0.173792 conserved hypothetical protein

AAEL012947-RA 0.195736 conserved hypothetical protein

AAEL012948-RA -0.087299 conserved hypothetical protein

AAEL012950-RA -0.418402 NADH-ubiquinone oxidoreductase 42 kda subunit

AAEL012951-RA 0.626985 transformation/transcription domain-associated protein

AAEL012953-RA -0.28901 conserved hypothetical protein

AAEL012958-RA 0.493488 conserved hypothetical protein

AAEL012960-RA 0.666835 importin alpha

AAEL012962-RA 0.516866 DEAD box ATP-dependent RNA helicase

AAEL012963-RA -0.461554 hypothetical protein

AAEL012964-RA 0.161791 conserved hypothetical protein

AAEL012967-RA 0.092901 ced-6

AAEL012969-RA 0.499254 conserved hypothetical protein

AAEL012973-RA 0.375433 uracil phosphoribosyltransferase

AAEL012974-RA -0.213694 glycine cleavage system h protein

AAEL012975-RA 0.151707 hypothetical protein

AAEL012975-RB 0.151707 hypothetical protein

AAEL012976-RA -0.903977 hypothetical protein

AAEL012978-RA -0.441034 conserved hypothetical protein

AAEL012980-RA -0.800109 conserved hypothetical protein

AAEL012981-RA 0.07387 sugar transporter

AAEL012984-RA 0.230661 conserved hypothetical protein

AAEL012989-RA -0.297195 conserved hypothetical protein

AAEL012993-RA 0.023247 conserved hypothetical protein

AAEL012994-RA 0.080803 glucose-6-phosphate isomerase

AAEL012999-RA 1.227304 mixed lineage kinase

AAEL013002-RA 0.668615 cdk9

AAEL013003-RA -0.549089 hypothetical protein

AAEL013005-RA 0.888463 conserved hypothetical protein

AAEL013006-RA 0.770834 hypothetical protein

AAEL013007-RA -0.302772 cytochrome c oxidase, subunit VB, putative

AAEL013011-RA 0.200473 hypothetical protein

AAEL013013-RA 0.010202 hypothetical protein

AAEL013015-RA -0.297291 conserved hypothetical protein

AAEL013019-RA 0.647675 hypothetical protein

AAEL013020-RA 0.439685 DNA-J/hsp40

AAEL013024-RA 0.442527 hypothetical protein
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AAEL013025-RA 0.114295 conserved hypothetical protein

AAEL013028-RA -0.585118 zinc finger protein

AAEL013029-RA 0.785935 deoxyribonuclease I, putative

AAEL013030-RA -1.411641 hypothetical protein

AAEL013035-RA -0.36662 hypothetical protein

AAEL013038-RA 0.570553 hypothetical protein

AAEL013039-RA -0.172771 conserved hypothetical protein

AAEL013040-RB 0.059877 hypothetical protein

AAEL013043-RA -0.378174 NADH dehydrogenase, putative

AAEL013044-RA -1.126606 hypothetical protein

AAEL013046-RA 0.347506 glucose-methanol-choline (gmc) oxidoreductase

AAEL013047-RA 0.544057 sphingolipid delta 4 desaturase/c-4 hydroxylase protein des2

AAEL013048-RA 0.965924 hypothetical protein

AAEL013049-RA 0.223653 nitrilase, putative

AAEL013052-RA 0.533931 ubiquitin carboxyl-terminal hydrolase isozyme L3

AAEL013054-RA 0.580315 conserved hypothetical protein

AAEL013055-RA 0.511444 conserved hypothetical protein

AAEL013056-RA -0.40893 conserved hypothetical protein

AAEL013057-RA 0.864105 serine/threonine-protein kinase wnk 1,3,4

AAEL013058-RA -0.771416 mitochondrial peptide chain release factor

AAEL013059-RA -0.090042 conserved hypothetical protein

AAEL013061-RA -0.409427 SM protein G, putative

AAEL013062-RA -0.209378 hypothetical protein

AAEL013066-RA 0.388065 checkpoint kinase

AAEL013067-RA 0.027636 conserved hypothetical protein

AAEL013068-RA -0.602955 protein phsophatase-2a

AAEL013070-RA -0.177431 conserved hypothetical protein

AAEL013071-RA -1.29735 ribophorin

AAEL013075-RA 0.14516 conserved hypothetical protein

AAEL013078-RA -0.268162 glycosyltransferase

AAEL013079-RA -0.166912 conserved hypothetical protein

AAEL013082-RA -0.556047 hypothetical protein

AAEL013083-RA 1.060873 conserved hypothetical protein

AAEL013086-RA 0.090773 hypothetical protein

AAEL013087-RA 0.258944 mediator complex, 95kD-subunit, putative

AAEL013091-RA -1.045768 hypothetical protein

AAEL013092-RB 0.017313 cation chloride cotransporter
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AAEL013093-RA 0.361474 valacyclovir hydrolase

AAEL013096-RA 0.07104 aldo-keto reductase

AAEL013099-RA 0.464243 hypothetical protein

AAEL013101-RA -0.423001 hypothetical protein

AAEL013103-RA -0.489739 conserved hypothetical protein

AAEL013107-RA 0.668404 conserved hypothetical protein

AAEL013107-RB 0.668404 conserved hypothetical protein

AAEL013108-RA -0.309574 conserved hypothetical protein

AAEL013109-RA 0.216625 glutamate transporter

AAEL013111-RA 0.420731 glutamate transporter

AAEL013112-RA 0.57667 peptidoglycan recognition protein-lc isoform

AAEL013114-RA 0.646021 DNA-J, putative

AAEL013115-RA -0.445663 gpi inositol deacylase pgap1

AAEL013116-RA 0.753489 Mitochondrial 39S ribosomal protein L3

AAEL013118-RA 0.109873 conserved hypothetical protein

AAEL013119-RC -0.204144 charged multivesicular body protein

AAEL013120-RA -0.156759 conserved hypothetical protein

AAEL013121-RA 0.823463 zeta-coat protein

AAEL013121-RB 0.823463 zeta-coat protein

AAEL013121-RC 0.040414 zeta-coat protein

AAEL013124-RA 0.686447 GTP-binding  protein alpha subunit, gna

AAEL013127-RA 1.423433 conserved hypothetical protein

AAEL013128-RA -1.284459 elongase, putative

AAEL013129-RA -0.650887 salivary gland secretion, putative

AAEL013130-RA -0.207464 hypothetical protein

AAEL013132-RB 0.260218 6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase short form

AAEL013132-RC 0.260218 6-phosphofructo-2-kinase/fructose-2,6-bisphosphatase short form

AAEL013138-RA -0.192344 conserved hypothetical protein

AAEL013139-RA -0.035485 gtpase_rho

AAEL013139-RB -0.035485 gtpase_rho

AAEL013139-RC -0.035485 gtpase_rho

AAEL013139-RD -0.035485 gtpase_rho

AAEL013139-RE -0.035485 gtpase_rho

AAEL013139-RF -0.035485 gtpase_rho

AAEL013139-RG -0.035485 gtpase_rho

AAEL013139-RH -0.035485 gtpase_rho

AAEL013139-RI -0.035485 gtpase_rho

Page 188



AAEL013142-RA 0.879465 conserved hypothetical protein

AAEL013143-RA 0.66193 conserved hypothetical protein

AAEL013144-RA 0.841244 eukaryotic translation initiation factor 3 subunit

AAEL013151-RA 0.214409 transcription factor IIB, putative

AAEL013154-RA -0.012255 hypothetical protein

AAEL013156-RA 0.451601 hypothetical protein

AAEL013160-RA 0.601711 frizzled

AAEL013161-RA -0.529761 heat shock protein, putative

AAEL013162-RA -0.158246 hypothetical protein

AAEL013163-RA -0.023242 conserved hypothetical protein

AAEL013165-RA 0.702797 hypothetical protein

AAEL013168-RA -0.238048 arrowhead

AAEL013169-RA 0.418866 conserved hypothetical protein

AAEL013170-RA -0.079421 phosphatidylcholine-sterol acyltransferase (lecithin-cholesterol acyltransferase)

AAEL013171-RA -0.222434 oxidase/peroxidase

AAEL013173-RA -0.255451 calcium/calmodulin-dependent protein kinase type 1 (camki)

AAEL013175-RA 0.357382 hypothetical protein

AAEL013176-RA 0.031205 conserved hypothetical protein

AAEL013177-RA 0.098702 nucleotide-binding protein, putative

AAEL013178-RA 0.516669 hypothetical protein

AAEL013179-RA 0.880077 8-oxoguanine DNA glycosylase

AAEL013180-RA -1.081824 hypothetical protein

AAEL013182-RA 0.769866 ATP-dependent RNA helicase

AAEL013184-RA -0.440358 conserved hypothetical protein

AAEL013189-RA 0.185698 conserved hypothetical protein

AAEL013192-RA -0.118156 conserved hypothetical protein

AAEL013197-RA -1.351679 conserved hypothetical protein

AAEL013201-RA 0.303078 conserved hypothetical protein

AAEL013203-RA 0.512269 conserved hypothetical protein

AAEL013203-RB 0.512269 conserved hypothetical protein

AAEL013204-RA 1.030887 hypothetical protein

AAEL013206-RA -0.072913 fgf receptor activating protein

AAEL013207-RA -0.033154 conserved hypothetical protein

AAEL013214-RA 0.163691 cgmp-dependent protein kinase

AAEL013220-RA -0.974986 conserved hypothetical protein

AAEL013221-RC -0.197421 60S ribosomal protein L10a

AAEL013226-RA -0.667901 conserved hypothetical protein
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AAEL013229-RA 0.52534 tubulin alpha chain

AAEL013231-RA -0.026534 hypothetical protein

AAEL013233-RA -0.414407 PIWI

AAEL013235-RA -1.023414 ATP-dependent RNA helicase

AAEL013236-RA 0.18157 proteasome subunit beta type 5,8

AAEL013237-RA 0.757143 pom1

AAEL013242-RA -0.351128 microtubule binding protein, putative

AAEL013243-RA -0.415113 conserved hypothetical protein

AAEL013247-RA 0.043991 hypothetical protein

AAEL013248-RA 0.578319 cyclin h

AAEL013248-RB 0.578319 cyclin h

AAEL013248-RC 0.578319 cyclin h

AAEL013248-RD 0.578319 cyclin h

AAEL013252-RA 0.261783 ras-related protein Rab, putative

AAEL013252-RB 0.261783 ras-related protein Rab, putative

AAEL013253-RA -0.131113 40S ribosomal protein S3a

AAEL013256-RA -1.132612 conserved hypothetical protein

AAEL013260-RA 0.147269 alpha methylacyl-coa racemase

AAEL013261-RA 0.471966 conserved hypothetical protein

AAEL013262-RA 0.52374 conserved hypothetical protein

AAEL013263-RA -0.090701 high affinity copper transporter, putative

AAEL013264-RA -0.196739 hypothetical protein

AAEL013266-RA 0.001136 hypothetical protein

AAEL013270-RA 0.225386 expressed protein (AHR38)

AAEL013271-RA -0.030855 organic cation transporter

AAEL013273-RA 0.447768 hypothetical protein

AAEL013275-RA -0.4242 importin beta-1

AAEL013275-RB -0.167998 importin beta-1

AAEL013277-RA -0.220532 voltage-gated sodium channel

AAEL013279-RA 0.681797 peptidyl-prolyl cis-trans isomerase (cyclophilin)

AAEL013281-RA 1.681105 serine-type enodpeptidase, putative

AAEL013284-RA -0.046819 serine-type enodpeptidase, putative

AAEL013285-RA -1.449416 hypothetical protein

AAEL013287-RA 0.587978 conserved hypothetical protein

AAEL013287-RB 0.587978 conserved hypothetical protein

AAEL013288-RA 1.213537 conserved hypothetical protein

AAEL013288-RB 1.213537 conserved hypothetical protein
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AAEL013289-RA 0.684593 tRNA-specific adenosine-34 deaminase subunit Tad2p/ADAT2, putative

AAEL013290-RA -0.207597 conserved hypothetical protein

AAEL013292-RA 0.232435 hypothetical protein

AAEL013300-RA 0.772323 conserved hypothetical protein

AAEL013301-RA 0.469885 conserved hypothetical protein

AAEL013302-RA -0.482262 vacuolar ATP synthase subunit g

AAEL013305-RA -0.298335 bifunctional dihydrofolate reductase-thymidylate synthase

AAEL013307-RA 0.110276 conserved hypothetical protein

AAEL013309-RA -1.336737 high-affinity copper uptake protein

AAEL013309-RB -1.336737 high-affinity copper uptake protein

AAEL013309-RC -1.336737 high-affinity copper uptake protein

AAEL013312-RA -0.985971 dual-specificity protein phosphatase, putative

AAEL013313-RA 0.886468 DNA repair protein xp-c / rad4

AAEL013314-RA -0.239084 calicylin binding protein

AAEL013316-RA 0.473464 smile protein

AAEL013317-RA -0.045747 hypothetical protein

AAEL013320-RA -0.352317 translocon-associated protein, delta subunit

AAEL013321-RA -0.143702 conserved hypothetical protein

AAEL013327-RA -0.266961 conserved hypothetical protein

AAEL013330-RA 0.097788 alkaline phosphatase

AAEL013331-RA 0.18451 conserved hypothetical protein

AAEL013338-RA -0.174589 lethal(2)essential for life protein, l2efl

AAEL013341-RA -1.097932 lethal(2)essential for life protein, l2efl

AAEL013341-RB -1.097932 lethal(2)essential for life protein, l2efl

AAEL013343-RA -0.151684 lethal(2)essential for life protein, l2efl

AAEL013344-RA -0.003109 lethal(2)essential for life protein, l2efl

AAEL013346-RA -0.133171 lethal(2)essential for life protein, l2efl

AAEL013347-RA -0.188529 lethal(2)essential for life protein, l2efl

AAEL013353-RA 0.675771 profilin

AAEL013353-RB 0.675771 profilin

AAEL013353-RC 0.675771 profilin

AAEL013353-RD 0.675771 profilin

AAEL013355-RA -0.137606 hypothetical protein

AAEL013356-RA 0.28396 conserved hypothetical protein

AAEL013356-RB 0.28396 conserved hypothetical protein

AAEL013358-RA -0.617427 forkhead box protein (AaegFOXC)

AAEL013359-RA -0.444429 DEAD box ATP-dependent RNA helicase
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AAEL013359-RB 0.261633 DEAD box ATP-dependent RNA helicase

AAEL013359-RC 0.261633 DEAD box ATP-dependent RNA helicase

AAEL013368-RA -0.016053 lysosomal acid lipase, putative

AAEL013369-RA 0.300069 conserved hypothetical protein

AAEL013371-RA -0.686522 hypothetical protein

AAEL013373-RA -0.046441 inwardly rectifying k+ channel, putative

AAEL013374-RA -0.555051 disconnected protein

AAEL013380-RA -0.184149 adult cuticle protein, putative

AAEL013386-RA 0.745504 vacuolar sorting protein

AAEL013388-RA -1.041899 conserved hypothetical protein

AAEL013389-RA -0.073084 coproporphyrinogen iii oxidase

AAEL013390-RA -0.609991 serine/threonine protein kinase

AAEL013390-RB -0.609991 serine/threonine protein kinase

AAEL013391-RA 0.538697 conserved hypothetical protein

AAEL013392-RA -0.316571 conserved hypothetical protein

AAEL013393-RA -0.424683 conserved hypothetical protein

AAEL013394-RA -0.309227 conserved hypothetical protein

AAEL013394-RB -0.309227 conserved hypothetical protein

AAEL013395-RC 0.670754 hypothetical protein

AAEL013397-RA 0.634687 g1/s-specific cyclin c

AAEL013398-RA 0.202842 conserved hypothetical protein

AAEL013399-RA 0.495649 conserved hypothetical protein

AAEL013400-RA -0.037679 DEAD box ATP-dependent RNA helicase

AAEL013402-RB -0.491248 hypothetical protein

AAEL013402-RC 1.430475 hypothetical protein

AAEL013404-RA 0.125414 tetraspanin, putative

AAEL013404-RB 0.414029 tetraspanin, putative

AAEL013407-RA 0.186208 catalase

AAEL013408-RA 0.160156 suppressin

AAEL013408-RB 0.160156 suppressin

AAEL013409-RA 0.13322 down syndrome cell adhesion molecule

AAEL013410-RA -1.236687 conserved hypothetical protein

AAEL013417-RA -0.366188 fibrinogen and fibronectin

AAEL013421-RA 0.662058 alpha-amylase

AAEL013425-RB 0.051303 conserved hypothetical protein

AAEL013427-RA 0.577467 serine protease, putative

AAEL013429-RA 0.27174 conserved hypothetical protein
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AAEL013434-RA -0.496437 Sp?tzle 1A (Spz1A)

AAEL013434-RB -0.496437 Sp?tzle 1A (Spz1A)

AAEL013441-RA -0.304446 leucine-rich transmembrane protein

AAEL013445-RA -0.114057 hypothetical protein

AAEL013449-RA -0.414856 metalloproteinase, putative

AAEL013453-RA 1.043995 sarcolemmal associated protein, putative

AAEL013454-RA 0.661636 ubiquitin protein ligase

AAEL013455-RA -1.591366 conserved hypothetical protein

AAEL013458-RA -0.53444 glutamine synthetase 1, 2 (glutamate-amonia ligase) (gs)

AAEL013458-RB -0.53444 glutamine synthetase 1, 2 (glutamate-amonia ligase) (gs)

AAEL013458-RC -0.53444 glutamine synthetase 1, 2 (glutamate-amonia ligase) (gs)

AAEL013461-RA 0.648596 parvin

AAEL013462-RA -0.280307 conserved hypothetical protein

AAEL013463-RA 0.128262 nucleolar protein 10

AAEL013465-RA -0.364101 conserved hypothetical protein

AAEL013467-RA 0.548762 conserved hypothetical protein

AAEL013470-RA -0.141436 conserved hypothetical protein

AAEL013471-RA 0.910847 hypothetical protein

AAEL013472-RA 0.203212 conserved hypothetical protein

AAEL013480-RA 0.43485 hypothetical protein

AAEL013484-RA 0.39542 hypothetical protein

AAEL013488-RA 0.344375 glucose inhibited division protein a

AAEL013489-RA 0.595958 sugar transporter

AAEL013492-RA 0.56132 prophenoloxidase

AAEL013493-RA 0.174533 prophenoloxidase

AAEL013494-RA -0.41045 conserved hypothetical protein

AAEL013496-RA 0.060329 prophenoloxidase

AAEL013497-RA -0.405217 p15-2b protein, putative

AAEL013498-RA -0.53625 prophenoloxidase

AAEL013499-RA 0.190528 prophenoloxidase

AAEL013501-RA 0.293428 prophenoloxidase

AAEL013503-RA -1.130069 conserved hypothetical protein

AAEL013507-RA 0.506061 conserved hypothetical protein

AAEL013510-RA -0.036732 smaug protein

AAEL013513-RA 0.828012 conserved hypothetical protein

AAEL013515-RA 0.48008 Pupal cuticle protein, putative

AAEL013520-RA 0.329689 Pupal cuticle protein, putative

Page 193



AAEL013521-RA 0.205129 tryptophanyl-tRNA synthetase

AAEL013522-RA 0.110195 pinn

AAEL013525-RA 0.65348 Timp-3, putative

AAEL013528-RA 0.663869 peroxiredoxins, prx-1, prx-2, prx-3

AAEL013530-RA 0.467767 cullin

AAEL013531-RA -0.497107 cyclin k

AAEL013532-RA 0.327001 hypothetical protein

AAEL013532-RB 0.327001 hypothetical protein

AAEL013535-RA -0.658558 phosrestin ii (arrestin a) (arrestin 1)

AAEL013537-RA -0.77166 hypothetical protein

AAEL013537-RB -0.77166 hypothetical protein

AAEL013539-RA 0.366572 SH2/SH3 adaptor protein

AAEL013540-RA -0.670738 conserved hypothetical protein

AAEL013544-RA 0.176812 snail protein, putative

AAEL013550-RA 0.349106 conserved hypothetical protein

AAEL013552-RA -0.030021 conserved hypothetical protein

AAEL013553-RA -0.65494 conserved hypothetical protein

AAEL013555-RA 0.157705 cytochrome P450

AAEL013557-RA 1.004263 conserved hypothetical protein

AAEL013560-RA 0.699156 mitochondrial ribosomal protein, L50, putative

AAEL013563-RA 0.191223 conserved hypothetical protein

AAEL013567-RA 0.587273 ATP-dependent bile acid permease

AAEL013568-RA 0.209415 conserved hypothetical protein

AAEL013569-RA 0.261015 conserved hypothetical protein

AAEL013570-RA 0.193938 hypothetical protein

AAEL013571-RA 1.059484 synaptobrevin

AAEL013572-RA -0.234651 N-acetylgalactosaminyltransferase I, putative

AAEL013574-RA 0.484001 apolipoprotein D, putative

AAEL013574-RB 0.484001 apolipoprotein D, putative

AAEL013579-RA 0.464243 hypothetical protein

AAEL013581-RA 0.936358 valacyclovir hydrolase

AAEL013585-RA 0.229244 conserved hypothetical protein

AAEL013588-RA 0.023776 hypothetical protein

AAEL013590-RA -0.681668 conserved hypothetical protein

AAEL013594-RA 0.99063 conserved hypothetical protein

AAEL013603-RA -0.024181 short-chain dehydrogenase

AAEL013609-RA 0.390985 Stromal interaction molecule, putative
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AAEL013612-RA -0.894949 conserved hypothetical protein

AAEL013613-RA -0.605511 pyruvate dehydrogenase

AAEL013615-RA -0.154183 conserved hypothetical protein

AAEL013616-RA 0.554985 hypothetical protein

AAEL013617-RA 0.232123 chimerin (rho- gtpase-activating protein)

AAEL013618-RA 2.033835 conserved hypothetical protein

AAEL013620-RA -0.057425 ras-related protein Rab, putative

AAEL013622-RA -1.654463 hypothetical protein

AAEL013626-RA -0.562852 hypothetical protein

AAEL013628-RA -0.637238 trypsin-eta, putative

AAEL013629-RA 1.080871 trypsin-alpha, putative

AAEL013631-RA -0.057791 mmr1/hsr1 GTP binding protein

AAEL013633-RA -0.212715 ubiquitin-conjugating enzyme h

AAEL013638-RA 0.121593 hypothetical protein

AAEL013643-RA 0.8261 mitochondrial transcription factor A, putative

AAEL013645-RA 0.137445 conserved hypothetical protein

AAEL013651-RA 0.06617 hypothetical protein

AAEL013653-RA 0.004734 tata-box binding protein

AAEL013654-RA -1.06445 ORF-A short, putative

AAEL013655-RA 0.380541 conserved hypothetical protein

AAEL013656-RA -0.484175 bm-40 precursor

AAEL013658-RA 0.495698 conserved hypothetical protein

AAEL013660-RA -0.513135 hypothetical protein

AAEL013661-RA 0.811309 actin binding protein, putative

AAEL013675-RA -0.387427 eukaryotic translation initiation factor

AAEL013676-RA -1.200235 26S protease regulatory subunit

AAEL013677-RA 0.362399 conserved hypothetical protein

AAEL013680-RA 0.387357 conserved hypothetical protein

AAEL013682-RA -1.00234 zinc finger protein

AAEL013687-RA 0.242107 conserved hypothetical protein

AAEL013688-RA -0.665465 conserved hypothetical protein

AAEL013689-RA -0.055743 neuronal calcium sensor, putative

AAEL013690-RA 0.134194 DNA mismatch repair protein pms2

AAEL013691-RA 0.558216 hypothetical protein

AAEL013692-RA 0.526197 PIWI

AAEL013694-RA 0.015671 40S ribosomal protein sa (P40) (34/67 kda laminin receptor) 

AAEL013696-RA 0.530328 conserved hypothetical protein
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AAEL013701-RA 0.169208 meiotic recombination protein spo11

AAEL013702-RA 0.493282 hypothetical protein

AAEL013703-RA 0.685412 trypsin

AAEL013707-RA -0.487533 trypsin

AAEL013709-RA -0.779727 histone H4

AAEL013710-RA 0.34111 hypothetical protein

AAEL013711-RA 0.253014 conserved hypothetical protein

AAEL013712-RA 0.14265 trypsin

AAEL013715-RA 1.02903 trypsin

AAEL013717-RA 0.112896 sphingomyelin phosphodiesterase

AAEL013718-RA 0.273778 conserved hypothetical protein

AAEL013719-RA 0.320998 conserved hypothetical protein

AAEL013721-RA 0.4416 RNA binding protein, putative

AAEL013723-RA -0.051925 polypyrimidine tract binding protein

AAEL013724-RA 0.163032 conserved hypothetical protein

AAEL013725-RA 0.648645 conserved hypothetical protein

AAEL013727-RA 0.851815 conserved hypothetical protein

AAEL013729-RA -1.689661 myotonin-protein kinase

AAEL013729-RB -0.204754 myotonin-protein kinase

AAEL013730-RA -0.707572 conserved hypothetical protein

AAEL013731-RA -0.056804 hypothetical protein

AAEL013732-RA -0.758734 mannosyltransferase 1, putative

AAEL013734-RA 0.159142 hypothetical protein

AAEL013735-RA 0.69434 conserved hypothetical protein

AAEL013736-RA 0.617804 conserved hypothetical protein

AAEL013739-RA 0.561119 electron transport oxidoreductase

AAEL013740-RA 0.697609 hypothetical protein

AAEL013741-RA -0.74034 hypothetical protein

AAEL013744-RA 0.316532 NADH:ubiquinone dehydrogenase, putative

AAEL013747-RA 0.30375 conserved hypothetical protein

AAEL013748-RA -0.666392 conserved hypothetical protein

AAEL013757-RA 0.797164 hexamerin 2 beta

AAEL013760-RA 0.808363 homeobox protein nk-2

AAEL013761-RA 0.694464 adp-ribosylation factor, arf

AAEL013761-RB 0.785337 adp-ribosylation factor, arf

AAEL013764-RA -0.784749 wd-repeat protein

AAEL013769-RA 0.423847 exocyst complex component sec6
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AAEL013770-RA 0.118896 zinc finger protein

AAEL013773-RA -0.220024 conserved hypothetical protein

AAEL013774-RA 0.330539 conserved hypothetical protein

AAEL013775-RA 0.520592 conserved hypothetical protein

AAEL013776-RA 0.911733 predicted protein

AAEL013778-RA 0.088554 f-actin capping protein alpha

AAEL013780-RA -0.125518 conserved hypothetical protein

AAEL013782-RA 0.803606 conserved hypothetical protein

AAEL013783-RA 0.464486 protein farnesyltransferase alpha subunit

AAEL013783-RB 0.464486 protein farnesyltransferase alpha subunit

AAEL013784-RA -0.237193 hypothetical protein

AAEL013785-RA 0.856108 conserved hypothetical protein

AAEL013785-RB 0.856108 conserved hypothetical protein

AAEL013787-RA -0.397507 conserved hypothetical protein

AAEL013791-RA 0.100346 hypothetical protein

AAEL013795-RA 0.315227 spliceosome associated protein

AAEL013797-RA -1.753219 conserved hypothetical protein

AAEL013799-RA 1.707949 hypothetical protein

AAEL013799-RB 1.707949 hypothetical protein

AAEL013800-RA -0.237678 conserved hypothetical protein

AAEL013805-RA 0.563914 conserved hypothetical protein

AAEL013806-RA -0.603421 conserved hypothetical protein

AAEL013809-RA -0.253335 conserved hypothetical protein

AAEL013812-RA -0.142956 hypothetical protein

AAEL013813-RA -0.289412 conserved hypothetical protein

AAEL013815-RA 0.259692 conserved hypothetical protein

AAEL013819-RA -0.499932 Bj1 protein, putative

AAEL013820-RA 0.186267 Bj1 protein, putative

AAEL013821-RA 0.162729 xylulose kinase

AAEL013822-RA -0.824011 conserved hypothetical protein

AAEL013823-RA 0.509934 calcium/calmodulin dependent protein kinase ii

AAEL013824-RA 0.509934 calcium/calmodulin dependent protein kinase ii

AAEL013827-RA -0.322056 hypothetical protein

AAEL013828-RA 0.834905 translation initiation factor eif-2b

AAEL013830-RA -0.229474 bmp-induced factor

AAEL013840-RA 0.312935 conserved hypothetical protein

AAEL013844-RA -0.421255 diazepam binding inhibitor, putative
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AAEL013846-RA 0.078081 hypothetical protein

AAEL013848-RA -0.694918 hypothetical protein

AAEL013849-RA 0.473584 diacylglycerol kinase, zeta, iota

AAEL013854-RA 0.522553 ATP-binding cassette transporter

AAEL013859-RA 1.116195 mitogen-activated protein kinase kinase kinase 3, mapkkk3, mekk3

AAEL013862-RA 0.740697 arginyl-tRNA synthetase

AAEL013863-RA -1.421797 phosphatidylinositol-binding clathrin assembly protein

AAEL013866-RA 0.386994 wd-repeat protein

AAEL013867-RA 0.444919 beta-mannosidase

AAEL013871-RA -0.353928 conserved hypothetical protein

AAEL013871-RB -0.353928 conserved hypothetical protein

AAEL013871-RC -0.353928 conserved hypothetical protein

AAEL013872-RA -1.117829 hypothetical protein

AAEL013875-RA 0.10752 tetraspanin, putative

AAEL013875-RB 0.10752 tetraspanin, putative

AAEL013876-RA 0.131938 mitochondrial NADH:ubiquinone oxidoreductase B14.7 subunit, putative

AAEL013886-RA -1.165831 frizzled-realted

AAEL013887-RA -1.532314 conserved hypothetical protein

AAEL013888-RA 0.120251 conserved hypothetical protein

AAEL013891-RA 0.440918 type i inositol-1,4,5-trisphosphate 5-phosphatase

AAEL013895-RA 0.109591 conserved hypothetical protein

AAEL013896-RA -0.388014 smad4

AAEL013897-RA 0.529106 n-acetylglucosaminyltransferase vi

AAEL013898-RA -0.192305 conserved hypothetical protein

AAEL013899-RA -0.325512 protease m1 zinc metalloprotease

AAEL013902-RA 0.627417 pcdc2/rp-8 (programmed cell death protein 2)

AAEL013904-RA 0.667968 3-hydroxyisobutyrate dehydrogenase

AAEL013907-RA 0.275863 d-alanyl-d-alanine carboxypeptidase

AAEL013908-RA 0.538615 conserved hypothetical protein

AAEL013913-RA 0.219936 stretch regulated skeletal muscle protein, putative

AAEL013914-RA -0.347939 conserved hypothetical protein

AAEL013915-RA 0.548085 monocarboxylate transporter

AAEL013916-RA 1.042625 hypothetical protein

AAEL013918-RA -0.260505 tetraspanin, putative

AAEL013921-RA 1.132081 hypothetical protein

AAEL013934-RA -0.106947 hypothetical protein

AAEL013936-RA -0.136313 serine protease inhibitor, serpin
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AAEL013937-RA 0.911058 serine protease inhibitor, serpin

AAEL013941-RA -0.118748 p19 protein, putative

AAEL013941-RB -0.118748 p19 protein, putative

AAEL013943-RB 0.196835 mediator complex, 100kD-subunit, putative

AAEL013945-RA 0.565903 conserved hypothetical protein

AAEL013948-RA 0.507736 peptidyl-prolyl cis-trans isomerase e, ppie

AAEL013950-RA 0.694079 DEAD box ATP-dependent RNA helicase

AAEL013952-RA 0.50524 prohibitin

AAEL013955-RA -0.139528 conserved hypothetical protein

AAEL013960-RA -0.160992 conserved hypothetical protein

AAEL013964-RA -0.068195 ribosomal protein L20, putative

AAEL013965-RA -0.389296 conserved hypothetical protein

AAEL013967-RA 0.109657 Methylmalonyl-CoA carboxyltransferase 12S subunit, putative

AAEL013968-RA 0.272992 conserved hypothetical protein

AAEL013974-RA 1.095397 conserved hypothetical protein

AAEL013977-RA 0.160732 conserved hypothetical protein

AAEL013979-RA -0.150028 conserved hypothetical protein

AAEL013979-RB -0.007365 conserved hypothetical protein

AAEL013979-RC -0.007365 conserved hypothetical protein

AAEL013979-RD -0.007365 conserved hypothetical protein

AAEL013979-RE -0.150028 conserved hypothetical protein

AAEL013980-RA 0.340079 glutaredoxin, putative

AAEL013980-RB 0.729203 glutaredoxin, putative

AAEL013984-RA 0.378242 conserved hypothetical protein

AAEL013985-RA -0.574464 DEAD box ATP-dependent RNA helicase

AAEL013988-RA -0.72146 conserved hypothetical protein

AAEL013989-RA -0.88054 protein translocation complex beta subunit, putative

AAEL013991-RA 0.282075 guanine nucleotide-binding protein beta 3 (g protein beta3)

AAEL013992-RA -0.085647 conserved hypothetical protein

AAEL013992-RB -0.085647 conserved hypothetical protein

AAEL013993-RA -0.112579 conserved hypothetical protein

AAEL013994-RA 0.17818 conserved hypothetical protein

AAEL013999-RA -0.736563 conserved hypothetical protein

AAEL014000-RA 0.832376 hypothetical protein

AAEL014001-RA -0.301285 yellow protein precursor, putative

AAEL014008-RA 0.438675 hypothetical protein

AAEL014014-RA 0.08139 ornithine cyclodeaminase
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AAEL014016-RA -0.208969 breast cancer metastasis-suppressor

AAEL014017-RA -0.172446 testis-specific serine/threonine kinase 22c

AAEL014018-RA 0.102987 conserved hypothetical protein

AAEL014024-RA 0.940097 conserved hypothetical protein

AAEL014025-RA 0.109705 cell division cycle 20 (cdc20) (fizzy)

AAEL014028-RA -0.721283 hypothetical protein

AAEL014029-RA 0.550679 t1/st2 receptor binding protein

AAEL014030-RA -0.605659 conserved hypothetical protein

AAEL014033-RA -0.086574 conserved hypothetical protein

AAEL014034-RA 0.246457 zinc finger protein

AAEL014039-RA -1.120441 conserved hypothetical protein

AAEL014039-RB -1.120441 conserved hypothetical protein

AAEL014041-RA -1.521149 hypothetical protein

AAEL014042-RA -0.400292 protein phosphatase pp2a regulatory subunit b

AAEL014042-RB -0.400292 protein phosphatase pp2a regulatory subunit b

AAEL014043-RA -0.809039 hypothetical protein

AAEL014047-RA 0.007973 hypothetical protein

AAEL014049-RA -0.846698 predicted protein

AAEL014050-RA 0.131839 testosterone-regulated protein rp2

AAEL014051-RA 1.436198 nop14

AAEL014052-RA 0.026032 endoplasmic reticulum protein erp29

AAEL014052-RB 0.026032 endoplasmic reticulum protein erp29

AAEL014052-RC 0.026032 endoplasmic reticulum protein erp29

AAEL014055-RA 0.244587 thymidine kinase

AAEL014055-RB 0.244587 thymidine kinase

AAEL014056-RA 0.015356 hypothetical protein

AAEL014057-RA 1.061504 conserved hypothetical protein

AAEL014058-RA -0.35356 copper homeostasis protein

AAEL014062-RA 0.592914 hypothetical protein

AAEL014063-RA 0.050873 activating signal cointegrator 1 complex subunit 3, helc1

AAEL014068-RA 0.370924 conserved hypothetical protein

AAEL014074-RA -2.010853 conserved hypothetical protein

AAEL014075-RA -0.169364 hypothetical protein

AAEL014077-RA 0.145022 fad oxidoreductase

AAEL014078-RA -1.124313 serine protease inhibitor, serpin

AAEL014079-RA 0.397536 serine protease inhibitor, serpin

AAEL014080-RA 1.027458 aldehyde dehydrogenase
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AAEL014082-RA 0.266661 Odorant-binding protein 56a, putative

AAEL014083-RA -0.049053 conserved hypothetical protein

AAEL014084-RA 0.211304 kinesin eg-5

AAEL014085-RA 0.631195 ionotropic glutamate receptor-invertebrate

AAEL014097-RA 0.046191 hypothetical protein

AAEL014099-RA 0.297929 valyl-tRNA synthetase

AAEL014100-RA -0.254965 conserved hypothetical protein

AAEL014101-RA 0.477908 pyrroline-5-carboxylate reductase

AAEL014105-RA 0.551999 hypothetical protein

AAEL014106-RA 0.112633 ATP-dependent RNA helicase

AAEL014108-RA -1.296956 aquaporin, putative

AAEL014111-RA 1.075865 tubulin-specific chaperone, putative

AAEL014131-RA 0.31939 hypothetical protein

AAEL014132-RA 0.065045 conserved hypothetical protein

AAEL014133-RA 0.313521 hypothetical protein

AAEL014136-RA -0.091102 conserved hypothetical protein

AAEL014138-RA -0.071873 serine protease inhibitor, serpin

AAEL014139-RA 0.22686 proacrosin, putative

AAEL014141-RA -1.099874 serine protease inhibitor, serpin

AAEL014141-RB 0.730007 serine protease inhibitor, serpin

AAEL014144-RA -0.205823 rapsynoid

AAEL014147-RA 1.986989 conserved hypothetical protein

AAEL014148-RA -0.129861 caspase-8

AAEL014149-RA 0.519646 conserved hypothetical protein

AAEL014153-RA 0.324675 conserved hypothetical protein

AAEL014154-RA 0.902872 nucleotide binding protein 2 (nbp 2)

AAEL014156-RA -0.863413 zinc transporter

AAEL014160-RA -0.211098 conserved hypothetical protein

AAEL014163-RA -0.323745 conserved hypothetical protein

AAEL014167-RA 0.199542 U1 small nuclear ribonucleoprotein A

AAEL014168-RA 0.503328 conserved hypothetical protein

AAEL014170-RA 0.280695 hypothetical protein

AAEL014171-RA -0.922069 conserved hypothetical protein

AAEL014173-RA 0.087796 conserved hypothetical protein

AAEL014175-RA 1.398721 hypothetical protein

AAEL014177-RA 0.559371 adp-ribosylation factor, arf

AAEL014180-RA -0.606335 conserved hypothetical protein
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AAEL014185-RA 0.426527 hypothetical protein

AAEL014194-RA -1.445745 conserved hypothetical protein

AAEL014196-RA 0.041566 conserved hypothetical protein

AAEL014198-RA 0.559474 cdp-diacylglycerol--glycerol-3-phosphate 3-phosphatidyltransferase

AAEL014199-RA 0.30553 dihydropyrimidine dehydrogenase

AAEL014200-RA 0.357485 hypothetical protein

AAEL014201-RA 0.424459 chaperone protein, putative

AAEL014202-RA 0.130859 wd-repeat protein

AAEL014204-RA 0.866086 6-phosphogluconolactonase

AAEL014206-RA -0.969525 sugar transporter

AAEL014208-RA 0.004851 cytochrome P450

AAEL014211-RA -0.846933 conserved hypothetical protein

AAEL014212-RA -0.631104 androgen induced inhibitor of proliferation (as3) / pds5

AAEL014214-RA -0.105361 conserved hypothetical protein

AAEL014217-RA 0.44317 nicotinate phosphoribosyltransferase

AAEL014222-RA 0.813249 low-density lipoprotein receptor (ldl)

AAEL014231-RA -0.251329 conserved hypothetical protein

AAEL014232-RA -0.012983 pickpocket

AAEL014233-RA -0.817265 pickpocket

AAEL014234-RA -1.225354 conserved hypothetical protein

AAEL014236-RA -0.232414 conserved hypothetical protein

AAEL014238-RA -0.464512 aromatic amino acid decarboxylase

AAEL014238-RB 0.071275 aromatic amino acid decarboxylase

AAEL014239-RA 0.889286 conserved hypothetical protein

AAEL014240-RA -0.350294 hypothetical protein

AAEL014244-RA -1.180572 glucosyl/glucuronosyl transferases

AAEL014245-RA -0.409624 hypothetical protein

AAEL014246-RA -0.021606 glucosyl/glucuronosyl transferases

AAEL014248-RA -0.246556 conserved hypothetical protein

AAEL014251-RA 0.285545 conserved hypothetical protein

AAEL014253-RA 0.212413 conserved hypothetical protein

AAEL014255-RA -1.296956 aquaporin, putative

AAEL014256-RA -0.166813 ATP-dependent RNA helicase

AAEL014257-RA -0.224394 hypothetical protein

AAEL014260-RA -0.040358 hypothetical protein

AAEL014261-RA 0.618672 zinc finger protein

AAEL014262-RA 1.113956 translation initiation factor eif-2b alpha subunit
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AAEL014263-RA -1.197955 hypothetical protein

AAEL014264-RA 0.011134 conserved hypothetical protein

AAEL014268-RA 0.558442 hypothetical protein

AAEL014269-RA -1.051384 conserved hypothetical protein

AAEL014272-RA -0.009844 molybdopterin cofactor sulfurase (mosc)

AAEL014275-RA 0.574168 molybdopterin cofactor sulfurase (mosc)

AAEL014281-RA -0.093574 conserved hypothetical protein

AAEL014282-RA -0.181464 signalosome subunit

AAEL014285-RA -0.117478 growth hormone inducible transmembrane protein

AAEL014290-RA -0.132936 conserved hypothetical protein

AAEL014292-RA 0.028182 40S ribosomal protein S24

AAEL014295-RA -0.88987 conserved hypothetical protein

AAEL014296-RA -0.54098 major sperm protein

AAEL014301-RA 0.364507 hypothetical protein

AAEL014302-RA -0.899912 conserved hypothetical protein

AAEL014303-RA -0.295325 neuroligin, putative

AAEL014306-RA -0.527109 hypothetical protein

AAEL014309-RB -0.351481 conserved hypothetical protein

AAEL014314-RA 0.296727 DNA primase

AAEL014318-RA 0.210006 conserved hypothetical protein

AAEL014321-RA -0.127901 glucosylceramidase

AAEL014324-RA 1.015984 conserved hypothetical protein

AAEL014325-RA 0.662884 proteasome regulatory subunits

AAEL014327-RA -1.295379 conserved hypothetical protein

AAEL014328-RA -0.338097 conserved hypothetical protein

AAEL014333-RA 0.02343 conserved hypothetical protein

AAEL014334-RA 0.107153 lachesin, putative

AAEL014335-RA -0.756393 hypothetical protein

AAEL014336-RA -0.513885 conserved hypothetical protein

AAEL014337-RA -0.217552 mitotic protein phosphatase 1 regulator, putative

AAEL014338-RA -0.251615 hypothetical protein

AAEL014340-RA 0.121986 conserved hypothetical protein

AAEL014340-RB 0.121986 conserved hypothetical protein

AAEL014342-RA 0.474533 hypothetical protein

AAEL014343-RA 0.017676 hypothetical protein

AAEL014344-RA -0.716744 adam (a disintegrin and metalloprotease

AAEL014345-RA -0.093438 conserved hypothetical protein
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AAEL014348-RA 0.534182 caspase-1

AAEL014348-RB -0.1326 caspase-1

AAEL014349-RA -0.152211 serine protease

AAEL014350-RA 0.213821 hypothetical protein

AAEL014356-RA -0.574899 conserved hypothetical protein

AAEL014357-RA -1.186785 conserved hypothetical protein

AAEL014358-RA -0.111965 conserved hypothetical protein

AAEL014359-RA -0.149897 conserved hypothetical protein

AAEL014361-RA 0.062094 amidase

AAEL014364-RA -0.101835 conserved hypothetical protein

AAEL014365-RA 0.903387 chromaffin granule amine transporter, putative

AAEL014367-RA -0.255158 hypothetical protein

AAEL014371-RA -0.684763 glucosyl/glucuronosyl transferases

AAEL014373-RA -0.418568 dopamine receptor, invertebrate

AAEL014374-RA 0.039046 hypothetical protein

AAEL014377-RA 0.550467 conserved hypothetical protein

AAEL014378-RA -0.542526 hypothetical protein

AAEL014379-RA 0.478263 adrenodoxin

AAEL014381-RA 0.296852 conserved hypothetical protein

AAEL014382-RA 0.331322 galactose-specific C-type lectin, putative

AAEL014383-RA 0.480529 conserved hypothetical protein

AAEL014385-RA 0.533855 conserved hypothetical protein

AAEL014388-RA -0.420264 conserved hypothetical protein

AAEL014390-RA 0.21821 galactose-specific C-type lectin, putative

AAEL014391-RA -0.111629 map kinase phosphatase

AAEL014392-RA 0.897791 hypothetical protein

AAEL014393-RA -0.307455 lactoylglutathione lyase

AAEL014395-RA -0.704325 ethanolaminephosphotransferase

AAEL014396-RA 0.003709 protein farnesyltransferase alpha subunit

AAEL014398-RA -0.260382 conserved hypothetical protein

AAEL014405-RA 0.231352 predicted protein

AAEL014410-RA 0.45055 conserved hypothetical protein

AAEL014413-RA -0.162683 cytochrome P450

AAEL014414-RA 0.644381 DEAD box ATP-dependent RNA helicase

AAEL014416-RA -0.291057 pupal cuticle protein 78E, putative

AAEL014426-RA 0.421428 glycine dehydrogenase

AAEL014427-RA -0.250675 conserved hypothetical protein
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AAEL014428-RA 0.011584 abc transporter

AAEL014436-RA -0.244963 conserved hypothetical protein

AAEL014437-RA -0.092921 conserved hypothetical protein

AAEL014440-RA 1.128372 Juvenile hormone-inducible protein, putative

AAEL014445-RA -0.662572 conserved hypothetical protein

AAEL014447-RA 0.262377 conserved hypothetical protein

AAEL014450-RA -0.567866 peptidyl-glycine alpha-amidating monooxygenase

AAEL014451-RA 0.430994 hypothetical protein

AAEL014452-RA 0.269447 acyl-coa dehydrogenase

AAEL014455-RA -0.42507 hypothetical protein

AAEL014456-RA 0.117854 hypothetical protein

AAEL014457-RA 0.149736 neuronal cell adhesion molecule

AAEL014483-RA -0.173802 conserved hypothetical protein

AAEL014484-RA 0.575699 conserved hypothetical protein

AAEL014486-RA -0.117234 conserved hypothetical protein

AAEL014489-RA 0.170621 D-tyrosyl-tRNA(Tyr) deacylase

AAEL014490-RA -0.160278 conserved hypothetical protein

AAEL014491-RB -0.034137 sin3b

AAEL014492-RA -0.324268 conserved hypothetical protein

AAEL014495-RA 0.603059 conserved hypothetical protein

AAEL014496-RA -0.045663 hypothetical protein

AAEL014498-RA -0.489739 conserved hypothetical protein

AAEL014501-RA 0.908378 mediator complex, subunit, putative

AAEL014503-RA 0.195129 conserved hypothetical protein

AAEL014505-RA 0.786488 succinate dehydrogenase, putative

AAEL014506-RA -0.127392 conserved hypothetical protein

AAEL014507-RA 0.494351 peptide n-glycanase (pngase)

AAEL014508-RA 0.486706 conserved hypothetical protein

AAEL014511-RA -0.126971 predicted protein

AAEL014518-RA 0.09039 conserved hypothetical protein

AAEL014520-RA -0.360639 follistatin

AAEL014522-RA 0.717077 hypothetical protein

AAEL014524-RA 1.294227 DNA replication licensing factor MCM4

AAEL014525-RA 0.305656 conserved hypothetical protein

AAEL014526-RA -0.989546 sideroflexin 1,2,3

AAEL014528-RA -0.274195 nuclear protein skip

AAEL014529-RA -0.494962 conserved hypothetical protein
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AAEL014532-RA 0.406709 conserved hypothetical protein

AAEL014533-RA -0.364101 conserved hypothetical protein

AAEL014535-RA 0.548762 conserved hypothetical protein

AAEL014538-RA 0.219333 hypothetical protein

AAEL014540-RA 0.838268 hypoxia associated factor

AAEL014542-RA -0.13901 hypothetical protein

AAEL014546-RA -0.252312 conserved hypothetical protein

AAEL014547-RA 0.58158 hypothetical protein

AAEL014548-RA 0.827056 peroxiredoxins, prx-1, prx-2, prx-3

AAEL014553-RA 0.283965 triacylglycerol lipase, pancreatic

AAEL014556-RA -0.170941 conserved hypothetical protein

AAEL014557-RA -0.155447 homeobox protein cdx

AAEL014558-RA 0.431283 conserved hypothetical protein

AAEL014560-RA -0.529609 histone H1, putative

AAEL014563-RA -0.294127 hypothetical protein

AAEL014566-RA 0.154497 wingless

AAEL014572-RA -0.547744 tetraspanin 97e

AAEL014573-RA 0.237492 conserved hypothetical protein

AAEL014574-RA 0.205094 hypothetical protein

AAEL014575-RA 0.205321 p15-2a protein, putative

AAEL014576-RA 0.86135 conserved hypothetical protein

AAEL014580-RA -0.18299 gamma glutamyl transpeptidases

AAEL014584-RA 0.267702 transcription factor IIIA, putative

AAEL014585-RA 0.160732 conserved hypothetical protein

AAEL014593-RA 0.035945 Odorant-binding protein 50c, putative

AAEL014599-RA 0.099497 hypothetical protein

AAEL014600-RA 0.081536 4-hydroxyphenylpyruvate dioxygenase

AAEL014602-RA -0.385255 conserved hypothetical protein

AAEL014605-RA -1.627684 cytochrome P450

AAEL014607-RA 0.122203 cytochrome P450

AAEL014609-RA -0.843784 cytochrome P450

AAEL014611-RA -0.59114 cytochrome P450

AAEL014612-RA -0.249648 cytochrome P450

AAEL014613-RA 0.064177 cytochrome P450

AAEL014616-RA -0.461049 cytochrome P450

AAEL014617-RA -0.408701 cytochrome P450

AAEL014620-RA 0.250954 hypothetical protein
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AAEL014622-RA -2.010853 conserved hypothetical protein

AAEL014624-RA -0.251007 conserved hypothetical protein

AAEL014633-RA 0.33243 conserved hypothetical protein

AAEL014637-RA -0.292126 inositol 1,4,5-trisphosphate receptor

AAEL014640-RA -0.705261 peptidoglycan recognition protein-lc isoform

AAEL014643-RA 0.940979 UDP-sugar transporter UST74c (fringe connection protein), putative

AAEL014644-RA -0.222016 UDP-sugar transporter UST74c (fringe connection protein), putative

AAEL014645-RA -0.44894 conserved hypothetical protein

AAEL014646-RA 0.806412 ubiquinone biosynthesis protein

AAEL014648-RA 0.314204 hypothetical protein

AAEL014649-RA 0.59427 hypothetical protein

AAEL014651-RA -0.258772 nad dependent epimerase/dehydratase

AAEL014657-RA 1.14926 conserved hypothetical protein

AAEL014659-RA 0.311382 hypothetical protein

AAEL014661-RA 0.164393 conserved hypothetical protein

AAEL014667-RA -0.190294 brain chitinase and chia

AAEL014668-RA -0.348439 ankyrin 2,3/unc44

AAEL014670-RA 0.523023 transcription enhancer factor, putative

AAEL014671-RA -0.805921 protease S51 alpha-aspartyl dipeptidase

AAEL014673-RA -0.577534 NADH:ubiquinone dehydrogenase, putative

AAEL014679-RA -1.322941 conserved hypothetical protein

AAEL014680-RA -1.450047 cytochrome P450

AAEL014681-RA 0.682577 conserved hypothetical protein

AAEL014682-RA 0.582936 conserved hypothetical protein

AAEL014685-RA 1.071237 conserved hypothetical protein

AAEL014688-RA -1.356851 conserved hypothetical protein

AAEL014689-RA -0.194361 nadph cytochrome P450

AAEL014692-RA -0.449475 homeobox protein

AAEL014693-RA -0.139528 conserved hypothetical protein

AAEL014694-RA -0.319027 hypothetical protein

AAEL014695-RA 0.492464 zinc finger protein

AAEL014696-RA 0.048391 hypothetical protein

AAEL014697-RA 0.929234 hypothetical protein

AAEL014699-RA -0.473514 abc transporter

AAEL014701-RA 0.724572 conserved hypothetical protein

AAEL014709-RA 0.671777 methionine-tRNA synthetase

AAEL014714-RA 0.547608 conserved hypothetical protein
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AAEL014715-RA -0.395863 67 kDa polymerase-associated factor PAF67, putative

AAEL014716-RA -1.053214 hypothetical protein

AAEL014717-RA 0.376369 adiponectin receptor

AAEL014718-RA -0.097082 shoc2

AAEL014721-RA 0.120856 mannosyl-oligosaccharide alpha-1,2-mannosidase

AAEL014723-RA 0.005622 26S protease regulatory subunit

AAEL014730-RA -0.045618 neurobeachin

AAEL014733-RA -0.085301 nuclear pore complex protein nup214

AAEL014735-RA 0.008793 conserved hypothetical protein

AAEL014736-RA 0.248864 conserved hypothetical protein

AAEL014737-RA 0.590748 regulatory protein, putative

AAEL014738-RA 0.694348 FAS-associated factor 1, putative

AAEL014748-RA -0.688233 DNA repair protein rad50

AAEL014749-RA 0.146212 ral

AAEL014749-RB -0.567097 ral

AAEL014750-RA -0.4621 pyruvate dehydrogenase

AAEL014751-RA -0.517415 conserved hypothetical protein

AAEL014752-RA -0.857961 conserved hypothetical protein

AAEL014755-RA 0.525278 tep2

AAEL014760-RA 0.603636 conserved hypothetical protein

AAEL014761-RA -0.350479 conserved hypothetical protein

AAEL014767-RA -1.401857 hypothetical protein

AAEL014768-RA 0.360158 glutamate synthase

AAEL014791-RA 0.361098 hypothetical protein

AAEL014796-RA 1.440213 translation elongation factor g

AAEL014797-RA -0.809547 acyl-coa dehydrogenase

AAEL014798-RA -0.824404 lung carbonyl reductase

AAEL014799-RA 0.471798 conserved hypothetical protein

AAEL014799-RB 0.471798 conserved hypothetical protein

AAEL014803-RA -0.455518 conserved hypothetical protein

AAEL014811-RA 0.173364 conserved hypothetical protein

AAEL014813-RA -0.311027 viral IAP-associated factor, putative

AAEL014815-RA -0.026636 vacuolar protein sorting-associated protein (vps13)

AAEL014817-RA 0.237579 serine-pyruvate aminotransferase

AAEL014820-RA 0.350089 conserved hypothetical protein

AAEL014821-RA 0.040218 hypothetical protein

AAEL014821-RB 0.040218 hypothetical protein
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AAEL014824-RA 0.179203 conserved hypothetical protein

AAEL014825-RA -0.672053 conserved hypothetical protein

AAEL014828-RA 0.353504 hypothetical protein

AAEL014830-RA 0.157705 cytochrome P450

AAEL014831-RA 0.005053 RNA polymerase II subunit Rpb10, putative

AAEL014836-RA 0.83584 28S ribosomal protein S15, mitochondrial precursor

AAEL014837-RA 0.315175 prophenoloxidase

AAEL014840-RA -0.396679 short-chain dehydrogenase

AAEL014841-RA 0.267862 conserved hypothetical protein

AAEL014843-RA 0.49971 heat shock protein

AAEL014844-RA 0.090205 conserved hypothetical protein

AAEL014845-RA 1.170354 heat shock protein

AAEL014846-RA 0.168838 innexin

AAEL014848-RA 0.053657 conserved hypothetical protein

AAEL014850-RA 0.605013 conserved hypothetical protein

AAEL014851-RA -1.455803 mediator complex subunit rgr-1

AAEL014854-RA -0.24656 conserved hypothetical protein

AAEL014855-RA -0.192552 conserved hypothetical protein

AAEL014863-RB -0.787309 glycogenin

AAEL014863-RC 0.131257 glycogenin

AAEL014863-RD 0.35921 glycogenin

AAEL014863-RE -0.787309 glycogenin

AAEL014863-RF -1.80181 glycogenin

AAEL014864-RA 0.238053 conserved hypothetical protein

AAEL014865-RA -0.811164 pyruvate dehydrogenase

AAEL014870-RA -0.198741 conserved hypothetical protein

AAEL014871-RA -0.426806 methylenetetrahydrofolate dehydrogenase

AAEL014873-RA 0.292446 Osiris, putative

AAEL014875-RA 0.666949 hypothetical protein

AAEL014876-RA 0.24148 conserved hypothetical protein

AAEL014877-RA 0.241245 hypothetical protein

AAEL014883-RA 0.837315 dynactin, p27-subunit, putative

AAEL014885-RA -0.448889 hypothetical protein

AAEL014886-RA 0.471789 4-aminobutyrate aminotransferase

AAEL014887-RA -0.30894 conserved hypothetical protein

AAEL014889-RA -0.465577 NADH:ubiquinone dehydrogenase, putative

AAEL014891-RA 0.8692 cytochrome P450
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AAEL014892-RA -1.485255 cytochrome P450

AAEL014896-RA 0.099573 conserved hypothetical protein

AAEL014899-RA -0.61752 short chain type dehydrogenase

AAEL014899-RB -0.61752 short chain type dehydrogenase

AAEL014901-RA -0.353032 conserved hypothetical protein

AAEL014902-RA 0.020899 cation efflux protein/ zinc transporter

AAEL014903-RA -0.951388 40S ribosomal protein S24

AAEL014905-RA 0.852338 hypothetical protein

AAEL014906-RA -0.027925 LAP4 protein, putative (Scribble protein, putative)

AAEL014909-RA 0.237216 conserved hypothetical protein

AAEL014910-RA -0.045556 synaptic vesicle protein

AAEL014911-RA 0.427537 synaptic vesicle protein

AAEL014913-RA -1.340042 pyruvate kinase

AAEL014916-RA -0.189418 lipase 1 precursor

AAEL014923-RA 0.041684 conserved hypothetical protein

AAEL014925-RA -1.973185 conserved hypothetical protein

AAEL014931-RA -0.121487 sarm1

AAEL014931-RB -0.453919 sarm1

AAEL014932-RA -0.920453 transcription factor btf3

AAEL014932-RB -0.920453 transcription factor btf3

AAEL014934-RA 0.603021 conserved hypothetical protein

AAEL014935-RA 0.568547 cytochrome b5, putative

AAEL014936-RA 0.342621 sarcosine dehydrogenase

AAEL014937-RA -2.645394 hypothetical protein

AAEL014943-RA -0.427334 conserved hypothetical protein

AAEL014944-RA 0.448799 cytochrome c oxidase polypeptide

AAEL014945-RA -0.254131 conserved hypothetical protein

AAEL014945-RB -0.254131 conserved hypothetical protein

AAEL014949-RA -0.253716 conserved hypothetical protein

AAEL014951-RA -0.12053 Sp?tzle 3B (Spz3B)

AAEL014957-RA 1.075352 conserved hypothetical protein

AAEL014960-RA 0.229693 conserved hypothetical protein

AAEL014972-RA 0.693541 hypothetical protein

AAEL014975-RA -0.293482 conserved hypothetical protein

AAEL014976-RA -0.056514 conserved hypothetical protein

AAEL014980-RA 0.68541 serine protease inhibitor (serpin-2), putative

AAEL014982-RA -0.786586 adult cuticle protein, putative

Page 210



AAEL014984-RA 0.179169 adult cuticle protein, putative

AAEL014989-RA 0.419806 peptidoglycan recognition protein-1, putative

AAEL014993-RA -0.193838 conserved hypothetical protein

AAEL014994-RA -0.210134 conserved hypothetical protein

AAEL014996-RA 0.621071 mitochondrial ribosomal protein, L53, putative

AAEL014997-RA -0.932885 conserved hypothetical protein

AAEL014999-RA -0.112268 conserved hypothetical protein

AAEL015002-RA 0.07104 aldo-keto reductase

AAEL015003-RA 0.464243 hypothetical protein

AAEL015012-RA 0.47768 hypothetical protein

AAEL015013-RA 0.589175 conserved hypothetical protein

AAEL015014-RA 0.021935 conserved hypothetical protein

AAEL015015-RA -0.143694 fetal alzheimer antigen, falz

AAEL015019-RA 0.47356 hypothetical protein

AAEL015034-RA -0.228323 alcohol dehydrogenase

AAEL015036-RA -0.011753 protease S51 alpha-aspartyl dipeptidase

AAEL015036-RB -0.011753 protease S51 alpha-aspartyl dipeptidase

AAEL015036-RC -0.011753 protease S51 alpha-aspartyl dipeptidase

AAEL015037-RA -1.190251 g-protein-linked acetylcholine receptor gar-2a

AAEL015038-RA -0.238831 palmitoyl-protein thioesterase

AAEL015039-RA 0.049286 conserved hypothetical protein

AAEL015041-RA 0.274317 mitochondrial carrier

AAEL015044-RA 0.569907 hypothetical protein

AAEL015046-RA 0.65278 hypothetical protein

AAEL015052-RA -0.388061 conserved hypothetical protein

AAEL015053-RA -0.170941 conserved hypothetical protein

AAEL015057-RA 0.70437 hypothetical protein

AAEL015058-RA 0.575778 conserved hypothetical protein

AAEL015059-RA 0.931416 conserved hypothetical protein

AAEL015059-RB 0.931416 conserved hypothetical protein

AAEL015060-RA -0.042249 Rad51A protein, putative

AAEL015061-RA 0.603498 chaperone binding protein

AAEL015062-RA 0.154873 conserved hypothetical protein

AAEL015063-RA -0.174114 elongase, putative

AAEL015065-RA 0.587726 spectrin

AAEL015069-RA -0.295021 conserved hypothetical protein

AAEL015072-RA 0.008518 carboxylesterase
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AAEL015076-RA 0.351393 conserved hypothetical protein

AAEL015077-RA 0.646331 wd and tetratricopeptide repeat protein

AAEL015078-RA -0.006666 conserved hypothetical protein

AAEL015081-RA 0.661798 tRNA (5-methylaminomethyl-2-thiouridylate)-methyltransferase

AAEL015081-RB 0.661798 tRNA (5-methylaminomethyl-2-thiouridylate)-methyltransferase

AAEL015081-RC 0.661798 tRNA (5-methylaminomethyl-2-thiouridylate)-methyltransferase

AAEL015083-RA 0.097056 conserved hypothetical protein

AAEL015084-RA 0.35634 hypothetical protein

AAEL015086-RA 0.967818 hypothetical protein

AAEL015086-RB 0.967818 hypothetical protein

AAEL015091-RA -0.404154 hypothetical protein

AAEL015099-RA 0.790458 sumo ligase

AAEL015099-RB 0.089995 sumo ligase

AAEL015099-RC 0.790458 sumo ligase

AAEL015099-RE 0.790458 sumo ligase

AAEL015099-RG 0.790458 sumo ligase

AAEL015099-RH -1.117896 sumo ligase

AAEL015099-RI 0.790458 sumo ligase

AAEL015100-RA 0.532195 calnexin

AAEL015105-RA 0.425103 chymotrypsin, putative

AAEL015107-RA -1.055296 conserved hypothetical protein

AAEL015108-RA 0.87948 conserved hypothetical protein

AAEL015110-RA -1.196429 dipeptidyl-peptidase

AAEL015112-RA -0.452803 hypothetical protein

AAEL015113-RA 0.190528 prophenoloxidase

AAEL015114-RA 1.19384 conserved hypothetical protein

AAEL015116-RA 0.323052 prophenoloxidase

AAEL015117-RA 1.559656 queuine tRNA-ribosyltransferase

AAEL015118-RA 0.616404 hypothetical protein

AAEL015119-RA -0.369056 cuticle protein, putative

AAEL015120-RA 0.538671 conserved hypothetical protein

AAEL015121-RA 0.58231 hypothetical protein

AAEL015122-RA -0.49594 cop9 signalosome complex subunit

AAEL015123-RA 0.417588 n6-adenosine-methyltransferase ime4

AAEL015128-RA 0.040467 hypothetical protein

AAEL015129-RA -0.003323 conserved hypothetical protein

AAEL015136-RA 0.215077 Niemann-Pick Type C-2, putative
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AAEL015138-RA -0.659466 Niemann-Pick Type C-2, putative

AAEL015139-RA -0.406182 Niemann-Pick Type C-2, putative

AAEL015141-RA -0.311839 tyrosyl-dna phosphodiesterase

AAEL015142-RA 0.73922 RNA polymerase ii ctd phosphatase

AAEL015143-RA -0.415032 glycine rich RNA binding protein, putative

AAEL015143-RB -0.415032 glycine rich RNA binding protein, putative

AAEL015146-RA 0.691166 ATP-binding cassette sub-family A member 3, putative

AAEL015147-RA 0.29889 Odorant receptor 85c, putative

AAEL015149-RA -0.921899 conserved hypothetical protein

AAEL015150-RA 0.461207 conserved hypothetical protein

AAEL015151-RA -1.171028 acid phosphatase

AAEL015152-RA -0.275207 conserved hypothetical protein

AAEL015156-RA 0.587678 conserved hypothetical protein

AAEL015180-RA 0.051024 smooth muscle caldesmon, putative

AAEL015181-RA -0.430942 conserved hypothetical protein

AAEL015182-RA 0.507448 conserved hypothetical protein

AAEL015190-RA -1.936024 hypothetical protein

AAEL015191-RA 0.447248 hypothetical protein

AAEL015198-RA 0.066896 conserved hypothetical protein

AAEL015203-RA -0.119187 hypothetical protein

AAEL015215-RA -0.734916 mitotic protein phosphatase 1 regulator, putative

AAEL015217-RA -0.024889 hypothetical protein

AAEL015218-RA -0.161519 conserved hypothetical protein

AAEL015222-RA 0.173803 adult cuticle protein, putative

AAEL015227-RA -0.19177 conserved hypothetical protein

AAEL015233-RA 0.541282 adenosine deaminase

AAEL015236-RA 0.559029 signal recognition particle, 9kD-subunit, putative

AAEL015238-RA 0.153387 conserved hypothetical protein

AAEL015243-RA 0.336959 hypothetical protein

AAEL015247-RA 0.404641 hypothetical protein

AAEL015249-RA 0.045188 sulfate transporter

AAEL015250-RA -0.358491 AmphiWnt7b, putative

AAEL015252-RA 0.019526 conserved hypothetical protein

AAEL015255-RA 0.579563 phosphatidylinositol-4-phosphate 5-kinase type i

AAEL015257-RA -0.330279 hypothetical protein

AAEL015260-RA 0.293382 phosphatidylethanolamine-binding protein, putative

AAEL015264-RA 0.589828 alpha-esterase
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AAEL015266-RA 0.480392 conserved hypothetical protein

AAEL015275-RA 0.127804 conserved hypothetical protein

AAEL015279-RA 0.281276 conserved hypothetical protein

AAEL015280-RA -0.46 conserved hypothetical protein

AAEL015285-RA -0.309835 conserved hypothetical protein

AAEL015285-RB -0.309835 conserved hypothetical protein

AAEL015288-RA 0.153345 conserved hypothetical protein

AAEL015289-RA 0.347367 hypothetical protein

AAEL015290-RA 0.178324 hypothetical protein

AAEL015292-RA 0.110931 conserved hypothetical protein

AAEL015294-RA -0.186796 serine-type enodpeptidase, putative

AAEL015294-RB -0.186796 serine-type enodpeptidase, putative

AAEL015297-RA 0.760899 DNA-dependent RNA polymerase, putative

AAEL015303-RA 0.146029 hypothetical protein

AAEL015304-RA 0.069098 conserved hypothetical protein

AAEL015306-RA 0.056153 hypothetical protein

AAEL015313-RA 0.153003 conserved hypothetical protein

AAEL015315-RA -0.237196 malate synthase

AAEL015319-RA -0.454412 hypothetical protein

AAEL015320-RA 0.012125 striatin

AAEL015321-RA -1.297697 5-hydroxytryptamine receptor 1

AAEL015322-RA -0.228389 slit protein

AAEL015330-RA 1.153556 hypothetical protein

AAEL015331-RA 0.057805 conserved hypothetical protein

AAEL015336-RA 0.897778 conserved hypothetical protein

AAEL015337-RA 0.137895 neutral alpha-glucosidase ab precursor (alpha glucosidase 2)

AAEL015338-RA -0.250489 hypothetical protein

AAEL015354-RA 0.160408 oxidase/peroxidase

AAEL015355-RA 0.372461 conserved hypothetical protein

AAEL015356-RA -0.149224 conserved hypothetical protein

AAEL015363-RA -1.848069 cuticle protein, putative

AAEL015374-RA -1.422173 restin (cytoplasmic linker protein-170) (clip-170)

AAEL015375-RA 1.208187 serine/threonine protein kinase

AAEL015379-RA -0.029748 conserved hypothetical protein

AAEL015381-RA -1.119699 hypothetical protein

AAEL015384-RA -0.035154 grb2-associated binder, gab

AAEL015386-RA -0.699425 dipeptidyl-peptidase
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AAEL015389-RA 0.221377 serine/threonine-protein kinase vrk

AAEL015390-RA 0.296954 Histone H2A, putative

AAEL015393-RA 0.733976 conserved hypothetical protein

AAEL015398-RA -0.142863 conserved hypothetical protein

AAEL015404-RA -0.790963 lysozyme P, putative

AAEL015410-RA 0.308059 AMP deaminase

AAEL015411-RA 0.162292 glutamine-dependent nad(+) synthetase

AAEL015413-RA -0.778786 hypothetical protein

AAEL015417-RA 0.696137 zinc carboxypeptidase

AAEL015418-RA -0.720492 neuropeptide y receptor (npy-r) (pr4 receptor)

AAEL015428-RA 0.561008 fibrinogen and fibronectin

AAEL015437-RA 0.037369 conserved hypothetical protein

AAEL015438-RA 0.804415 mannose-6-phosphate isomerase

AAEL015440-RA 0.050354 hypothetical protein

AAEL015442-RA -0.870038 hypothetical protein

AAEL015445-RA 0.031495 cysteine dioxygenase

AAEL015446-RA 0.70402 conserved hypothetical protein

AAEL015447-RA -1.640687 hypothetical protein

AAEL015449-RA 0.227157 ribosome biogenesis protein brix

AAEL015450-RA 0.665621 ribonuclease UK114, putative

AAEL015453-RA -0.381139 hypothetical protein

AAEL015455-RA 0.236304 conserved hypothetical protein

AAEL015457-RA 0.284751 conserved hypothetical protein

AAEL015458-RA -0.270237 transferrin

AAEL015461-RA -0.756589 syntaxin, putative

AAEL015467-RA 0.003735 segmentation protein cap'n'collar

AAEL015473-RA 1.049275 conserved hypothetical protein

AAEL015475-RA -0.170086 cytochrome P450

AAEL015476-RA -0.191693 hypothetical protein

AAEL015477-RA 0.31427 conserved hypothetical protein

AAEL015481-RA -0.226806 neuronal calcium sensor, putative

AAEL015487-RA -0.236773 zinc finger protein, putative

AAEL015493-RA 0.260807 conserved hypothetical protein

AAEL015494-RA 0.291589 hypothetical protein

AAEL015494-RB 0.291589 hypothetical protein

AAEL015495-RA -0.288526 conserved hypothetical protein

AAEL015497-RA -0.357262 conserved hypothetical protein
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AAEL015509-RA -1.096727 conserved hypothetical protein

AAEL015512-RA 0.114903 translation initiation factor 5C, putative

AAEL015515-RA 0.435671 antibacterial peptide, putative

AAEL015516-RA 0.361158 Niemann-Pick Type C-2, putative

AAEL015517-RA -0.14907 conserved hypothetical protein

AAEL015520-RA 0.552607 protein-l-isoaspartate o-methyltransferase

AAEL015522-RA 0.418124 conserved hypothetical protein

AAEL015524-RA -0.509402 3-hydroxyacyl-coa dehyrogenase

AAEL015526-RA -0.538308 hypothetical protein

AAEL015532-RA 1.028583 THO complex, putative

AAEL015535-RA 0.607549 hypothetical protein

AAEL015541-RA -0.446094 conserved hypothetical protein

AAEL015543-RA -0.389772 conserved hypothetical protein

AAEL015547-RA -0.770654 hypothetical protein

AAEL015549-RA 0.360148 calcineurin b subunit

AAEL015551-RA -0.628499 conserved hypothetical protein

AAEL015553-RA 0.219643 5-hydroxytryptamine 2 receptor

AAEL015555-RA 1.14688 conserved hypothetical protein

AAEL015556-RA 0.094762 Gustatory receptor 28b, putative

AAEL015557-RA 0.313415 alpha methylacyl-coa racemase

AAEL015566-RA 0.061142 Odorant-binding protein 58c, putative

AAEL015570-RA 0.935859 hypothetical protein

AAEL015575-RA -0.046509 mitochondrial import inner membrane translocase subunit tim17

AAEL015575-RB -1.133498 mitochondrial import inner membrane translocase subunit tim17

AAEL015578-RA -0.087062 alpha-esterase

AAEL015588-RA -0.189682 hydroxyacyl dehydrogenase

AAEL015592-RA 0.520696 structural maintenance of chromosomes smc1

AAEL015593-RA 0.043648 conserved hypothetical protein

AAEL015594-RA 0.156618 vacuolar ATP synthase subunit c

AAEL015595-RA -0.215593 conserved hypothetical protein

AAEL015598-RA 0.50983 conserved hypothetical protein

AAEL015599-RA -1.410063 conserved hypothetical protein

AAEL015601-RA -0.64013 tryptophanyl-tRNA synthetase

AAEL015607-RA 0.319438 conserved hypothetical protein

AAEL015613-RA -0.375892 hypothetical protein

AAEL015626-RA -0.978591 conserved hypothetical protein

AAEL015627-RA -0.362876 conserved hypothetical protein
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AAEL015628-RA 0.421428 glycine dehydrogenase

AAEL015632-RA -0.29039 conserved hypothetical protein

AAEL015633-RA 0.617838 conserved hypothetical protein

AAEL015635-RA -0.117685 mitochondrial ribosomal protein, S10, putative

AAEL015637-RA -1.560612 serine carboxypeptidase, putative

AAEL015640-RA 0.267702 transcription factor IIIA, putative

AAEL015641-RA 0.882517 cytochrome P450

AAEL015646-RA 0.085489 potassium-transporting atpase b chain (potassium- translocating atpase b chain)

AAEL015648-RA 0.501995 ubiquitin-conjugating enzyme

AAEL015653-RA -0.205857 1-hydroxy-2-glutathionyl-2-methyl-3-butene dehydrogenase, putative

AAEL015654-RA 0.145044 cytochrome P450

AAEL015659-RA 0.367753 hypothetical protein

AAEL015661-RA 0.060835 sterol carrier protein-2, putative

AAEL015666-RA -0.34343 conserved hypothetical protein

AAEL015669-RA -0.38967 conserved hypothetical protein

AAEL015670-RA 0.329372 abc transporter

AAEL015674-RA -0.471376 histone H2B

AAEL015675-RA -0.471376 histone H2B

AAEL015676-RA -0.471376 histone H2B

AAEL015677-RA -0.471376 histone H2B

AAEL015678-RA -0.66968 histone H2B

AAEL015679-RA -0.66968 histone H2B

AAEL015680-RA -0.66968 histone H2B

AAEL015681-RA -0.66968 histone H2B

AAEL015682-RA 0.419338 histone H2B

AAEL015683-RA -1.643591 histone H2B

AAEL015684-RA -1.643591 histone H2B

a
locus names as derived by homology search in AaegL1.1

Page 217



Table S19. A. gambiae  and Ae. aegypti  orthologs displaying same differential expression pattern between

adult females and males.

Anopheles Aedes

ENSANGT00000020471 AAEL002693-RA

ENSANGT00000011026 AAEL000105-RA

ENSANGT00000010163 AAEL008259-RA

ENSANGT00000025020 AAEL012287-RA

ENSANGT00000016107 AAEL015575-RB

ENSANGT00000014108 AAEL001953-RA

ENSANGT00000018284 AAEL001271-RA

ENSANGT00000015838 AAEL010180-RA

ENSANGT00000021580 AAEL014913-RA

ENSANGT00000013041 AAEL012086-RA

ENSANGT00000028571 AAEL007126-RA

ENSANGT00000018531 AAEL001668-RA

ENSANGT00000018251 AAEL013612-RA

ENSANGT00000020223 AAEL003387-RA

ENSANGT00000016631 AAEL008789-RA

ENSANGT00000011325 AAEL010921-RA

ENSANGT00000017139 AAEL005411-RA

ENSANGT00000020175 AAEL002600-RA

ENSANGT00000018239 AAEL014108-RA

ENSANGT00000025427 AAEL012021-RA

ENSANGT00000015906 AAEL010164-RA

ENSANGT00000002682 AAEL000418-RA

ENSANGT00000019756 AAEL010481-RA

ENSANGT00000017065 AAEL005003-RA

ENSANGT00000020951 AAEL015151-RA

ENSANGT00000025652 AAEL007405-RA

ENSANGT00000004395 AAEL001533-RA

ENSANGT00000021335 AAEL001769-RA

ENSANGT00000010805 AAEL002493-RA

ENSANGT00000015050 AAEL008054-RA

ENSANGT00000021313 AAEL009323-RA

ENSANGT00000025915 AAEL008502-RA

ENSANGT00000005609 AAEL008793-RA

ENSANGT00000023485 AAEL002879-RA

ENSANGT00000011703 AAEL001082-RA

ENSANGT00000001519 AAEL003019-RA

ENSANGT00000020942 AAEL011217-RA

ENSANGT00000021982 AAEL004426-RA

ENSANGT00000016606 AAEL001210-RA

ENSANGT00000009800 AAEL001349-RA

ENSANGT00000016812 AAEL014194-RA

ENSANGT00000023549 AAEL008657-RA

ENSANGT00000029461 AAEL002737-RB

ENSANGT00000020730 AAEL001447-RA

ENSANGT00000013847 AAEL001754-RA

ENSANGT00000023054 AAEL003049-RA

ENSANGT00000015802 AAEL009680-RB

ENSANGT00000019108 AAEL014039-RA

ENSANGT00000014095 AAEL005866-RA



ENSANGT00000012857 AAEL005931-RA

ENSANGT00000013212 AAEL007184-RA

ENSANGT00000011015 AAEL000339-RA

ENSANGT00000017418 AAEL008871-RA

ENSANGT00000011435 AAEL008770-RA

ENSANGT00000001887 AAEL008425-RA

ENSANGT00000016044 AAEL005885-RA

ENSANGT00000010523 AAEL005968-RA

ENSANGT00000020462 AAEL012507-RA

ENSANGT00000017966 AAEL002121-RA

ENSANGT00000014341 AAEL011391-RA

ENSANGT00000031379 AAEL010690-RA

ENSANGT00000027094 AAEL008249-RD

ENSANGT00000011670 AAEL009676-RA

ENSANGT00000014512 AAEL007760-RA

ENSANGT00000014785 AAEL007594-RA

ENSANGT00000017772 AAEL006570-RA

ENSANGT00000009258 AAEL013571-RA

ENSANGT00000017479 AAEL004554-RC

ENSANGT00000011976 AAEL005457-RA

ENSANGT00000022037 AAEL002418-RA

ENSANGT00000015706 AAEL008696-RA

ENSANGT00000010180 AAEL010345-RA

ENSANGT00000015024 AAEL012025-RA

ENSANGT00000007006 AAEL006743-RA

ENSANGT00000020590 AAEL006458-RA

ENSANGT00000028679 AAEL000915-RA

ENSANGT00000026579 AAEL012882-RA

ENSANGT00000016314 AAEL002416-RB

ENSANGT00000019083 AAEL002160-RA

ENSANGT00000028425 AAEL014576-RA

ENSANGT00000031129 AAEL002076-RA

ENSANGT00000010024 AAEL011245-RA

ENSANGT00000017463 AAEL002331-RA

ENSANGT00000016841 AAEL001158-RB

ENSANGT00000013197 AAEL001484-RB

ENSANGT00000015675 AAEL006311-RA

ENSANGT00000011729 AAEL008099-RA

ENSANGT00000019346 AAEL002888-RA

ENSANGT00000031832 AAEL012865-RA

ENSANGT00000020798 AAEL014222-RA

ENSANGT00000018994 AAEL000692-RA

ENSANGT00000020335 AAEL003801-RA

ENSANGT00000013177 AAEL003695-RA

ENSANGT00000014706 AAEL004126-RA

ENSANGT00000012620 AAEL010071-RA

ENSANGT00000011568 AAEL013144-RA

ENSANGT00000027857 AAEL006407-RA

ENSANGT00000011351 AAEL008039-RA

ENSANGT00000021493 AAEL009862-RA

ENSANGT00000013312 AAEL003666-RA

ENSANGT00000015825 AAEL001246-RA



ENSANGT00000009906 AAEL002337-RA

ENSANGT00000005273 AAEL001904-RA

ENSANGT00000017015 AAEL009177-RA

ENSANGT00000027321 AAEL004368-RA

ENSANGT00000013724 AAEL002578-RA

ENSANGT00000019665 AAEL004738-RA

ENSANGT00000025919 AAEL000859-RA

ENSANGT00000024516 AAEL010008-RA

ENSANGT00000010868 AAEL008719-RA

ENSANGT00000008570 AAEL002544-RA

ENSANGT00000024684 AAEL010826-RA

ENSANGT00000014482 AAEL011641-RA

ENSANGT00000010887 AAEL007414-RA

ENSANGT00000007705 AAEL011877-RA

ENSANGT00000010025 AAEL001363-RA

ENSANGT00000008634 AAEL008743-RA

ENSANGT00000015783 AAEL012825-RA

ENSANGT00000022062 AAEL012783-RA

ENSANGT00000014716 AAEL009879-RA

ENSANGT00000029580 AAEL004445-RA

ENSANGT00000018459 AAEL006637-RA

ENSANGT00000009536 AAEL009080-RB

ENSANGT00000008761 AAEL009399-RA

ENSANGT00000009830 AAEL011651-RA

ENSANGT00000020101 AAEL009388-RA

ENSANGT00000010621 AAEL000348-RA

ENSANGT00000015687 AAEL007431-RA

ENSANGT00000019422 AAEL010537-RA

ENSANGT00000019035 AAEL011200-RA

ENSANGT00000019080 AAEL003303-RA

ENSANGT00000022993 AAEL011233-RA

ENSANGT00000027982 AAEL012202-RA

ENSANGT00000018848 AAEL002322-RA

ENSANGT00000017710 AAEL003514-RA

ENSANGT00000015113 AAEL006117-RA

ENSANGT00000017659 AAEL011606-RA

ENSANGT00000015996 AAEL003508-RB

ENSANGT00000028295 AAEL002592-RA

ENSANGT00000010789 AAEL013453-RA

ENSANGT00000012208 AAEL009309-RA

ENSANGT00000021275 AAEL009401-RA

ENSANGT00000013373 AAEL009912-RA

ENSANGT00000016938 AAEL000786-RA



Table S20. A. gambiae  and Ae. aegypti  orthologs displaying opposite differential expression pattern between

adult females and males.

Anopheles Aedes

ENSANGT00000006742 AAEL007854-RA

ENSANGT00000017475 AAEL000500-RA

ENSANGT00000026801 AAEL001804-RA

ENSANGT00000010798 AAEL007083-RA

ENSANGT00000014018 AAEL008379-RB

ENSANGT00000010144 AAEL002764-RB

ENSANGT00000017519 AAEL011478-RB

ENSANGT00000013980 AAEL008381-RA

ENSANGT00000016562 AAEL002388-RA

ENSANGT00000021605 AAEL011974-RA

ENSANGT00000018451 AAEL003371-RA

ENSANGT00000011566 AAEL012279-RA

ENSANGT00000021565 AAEL001592-RA

ENSANGT00000010347 AAEL000994-RA

ENSANGT00000005621 AAEL003572-RA

ENSANGT00000022666 AAEL004369-RA

ENSANGT00000018424 AAEL006910-RA

ENSANGT00000004511 AAEL003554-RA

ENSANGT00000023189 AAEL007971-RA

ENSANGT00000017452 AAEL008680-RA

ENSANGT00000019864 AAEL012098-RA

ENSANGT00000004662 AAEL013937-RA

ENSANGT00000018205 AAEL004288-RA

ENSANGT00000010226 AAEL008078-RA

ENSANGT00000010014 AAEL000709-RA

ENSANGT00000019442 AAEL005508-RA

ENSANGT00000021225 AAEL012832-RA

ENSANGT00000017211 AAEL012010-RA

ENSANGT00000012578 AAEL013071-RA

ENSANGT00000022126 AAEL004427-RA

ENSANGT00000000079 AAEL012924-RB

ENSANGT00000001801 AAEL010077-RA

ENSANGT00000013128 AAEL002140-RA

ENSANGT00000011509 AAEL014932-RA

ENSANGT00000011487 AAEL011244-RA

ENSANGT00000031353 AAEL002728-RA

ENSANGT00000014747 AAEL004010-RC

ENSANGT00000017702 AAEL003396-RA

ENSANGT00000012689 AAEL003667-RA

ENSANGT00000017181 AAEL001238-RA

ENSANGT00000010691 AAEL013455-RA

ENSANGT00000013779 AAEL012538-RA

ENSANGT00000020224 AAEL007880-RA

ENSANGT00000019057 AAEL011199-RA

ENSANGT00000021352 AAEL013410-RA

ENSANGT00000017425 AAEL008028-RA

ENSANGT00000021439 AAEL007103-RA

ENSANGT00000024459 AAEL001047-RA



ENSANGT00000018500 AAEL005567-RB

ENSANGT00000012999 AAEL012200-RA

ENSANGT00000010634 AAEL008494-RA

ENSANGT00000015226 AAEL005415-RA

ENSANGT00000010468 AAEL015110-RA

ENSANGT00000024307 AAEL000091-RA

ENSANGT00000011263 AAEL009810-RA

ENSANGT00000014249 AAEL001036-RA

ENSANGT00000018413 AAEL013197-RA

ENSANGT00000020939 AAEL000746-RA

ENSANGT00000013143 AAEL008852-RA

ENSANGT00000010247 AAEL011741-RA

ENSANGT00000016747 AAEL013235-RA

ENSANGT00000010840 AAEL005293-RA

ENSANGT00000025563 AAEL011588-RA

ENSANGT00000022164 AAEL001134-RA

ENSANGT00000021883 AAEL008128-RA

ENSANGT00000011232 AAEL000677-RA

ENSANGT00000025569 AAEL003071-RA

ENSANGT00000013883 AAEL001506-RA

ENSANGT00000006856 AAEL003345-RA

ENSANGT00000011185 AAEL012980-RA

ENSANGT00000013856 AAEL005596-RA

ENSANGT00000025828 AAEL012578-RA

ENSANGT00000013769 AAEL000294-RA

ENSANGT00000020072 AAEL002606-RA



Table S21. Chromosomal synteny between Ae. aegypti and An. gambiae and D. melanogaster  
 
 

Number of  Ae.aegypti  genes 
Main syntenic chromosomes  

(# Ae.aegypti  gene orthologs) Aedes 
chromosme 

Number of 
supercontigs Size 

in total   
with ortholgs to 

An. and Dm. 
in An. in Dm. 

1 63 109Mbp 1309  
An: 730 
Dm: 722 

2R (284) 
X (186) 

3R (282) 
X (167) 

2p 48 81 Mbp 1103 
An: 692 
Dm: 652 

2L (456) 
3R (104) 

3L (236) 
2R (173) 

2q 39 68 Mbp 794  
An: 540 
Dm: 471 3R (402) 2L (271) 

3p 43 87 Mbp 1177 
An: 703 
Dm: 681 

2R (353) 3R (228) 

3q 45 83 Mbp 1155 An: 742 
Dm: 686 

3L (443) 
2R (122) 

2R (185) 
3L (181) 

 
 
For each Ae. aegypti (Ae) chromosome, the number of scaffolds, the size and the number of 

genes, in total and with orthlogs in An. gambiae (An) and D. melanogaster (Dm), are given. The 

main syntenic chromsome(s) in An. gambiae and D. melanogaster are indicated, as well as the 

number of genes from Ae. aegypti with an orthologs on this/these chromosome(s). 

 

 

 



Table S22. Fraction of orthologs that remain in microsynteny  
 

Species comparison Total 1:1 
orthologs 

Orthologs in 
microsynteny 

Aaeg vs Agam  6790 77.5% 
Aaeg vs Dmel 6144 31.4% 
Agam vs Dmel 6583 34.9% 
Aaeg vs Amel 5648 15.79% 
Agam vs Amel 6083 18.58% 

 
The table shows pair-wise comparison of Ae. aegypti (Aaeg) with An. gambiae (Agam), D. 

melanogaster (Dmel) and Apis mellifera (Amel) in terms of number of single-copy orthologs, and 

percentage of them retained in microsynteny (requiring at least 2 neighboring orthologs). 



Sheet1

# Aedes transcripts Supercontig contig differences in annotation Aedes transcript Supercontig contig notes

1 AAEL013103 1.789 24718 AAEL014498 1.1137 29191

2 AAEL013088 1.789 24718 AAEL014499 1.1137 29191

3 AAEL013092 1.789 24718 AAEL014500 1.1137 29189

4 AAEL013582 1.875 25903 longer 5' in MA AAEL015005 1.1393 31331 5' end of transcript matched MA

AAEL013099 1.789 24718 3' end of transcript matched MA

5 AAEL015006 1.1393 31331 AAEL013097 1.789 24718 identical to AAEL013097

AAEL013583 1.875 25903 identical to AAEL013583

6 AAEL009524 1.403 16729 AAEL000392 1.7 624

7 AAEL008104 1.301 13837

8 AAEL008110 1.301 13837 different intron/exon structure

9 AAEL008114 1.301 13837 3' longer in MA

10 AAEL008115 1.301 13837

11 AAEL008103 1.301 13837

12 AAEL008100 1.301 13837

13 AAEL014561 1.1166 29449 transcript missing 1.216 10858

14 AAEL014559 1.1166 29447 AAEL006682 1.216 10863

15 AAEL014711 1.1232 30069 different intron/exon structure AAEL014491 1.1132 29135

16 AAEL014712 1.1232 30070 AAEL014495 1.1132 29137

17 AAEL014709 1.1232 30070 AAEL014494 1.1132 29136

18 AAEL006423 1.204 10417

19 no transcript 1.204 10417 simlar to AAEL003685

20 AAEL006424 1.204 10417

21 AAEL006417 1.204 10417

22 AAEL006019 1.186 9724 AAEL008297 1.312 14138

23 AAEL010573 1.488 18854 AAEL000068 (Q1HRL9 1.1 48

24 AAEL010594 1.488 18854 AAEL000046 1.1 48

25 AAEL010587 1.488 18855 AAEL000020 1.1 48

26 AAEL010575 1.488 18855 AAEL000076 1.1 48

27 AAEL000054 1.1 48 AAEL010578 1.488 18855

28 AAEL010595 1.488 18855

29 AAEL007897 1.288 13401 extra 3' exon in MA

30 AAEL007893 1.288 13401

31 AAEL007907 1.288 13401

32 AAEL002503 1.59 3864

TableS23 : Comparison of manual annotations to gene build transcripts. Manually annotated gene models (1 to 50) were compared to transcripts from the gene build.

Transcripts in the genome assembly (Aedes transcripts) with identical nucleotide sequence,including intergenic, were compared to the manual annotations. Differences in

annotation were noted. In some cases, manual annotations were present more than once in the genome assembly but had slightly variable intergenic sequence. Though these

were mostly identical in coding sequence they were not used for comparisons as they may represent either haplotypes or segmental duplications.

replicated transcript in Aedes assembly
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33 AAEL002532 1.59 3866

34 AAEL002534 1.59 3863

35 AAEL002523 1.59 3864

36 AAEL001205 1.25 1764 longer 5' in MA

37 AAEL001215 1.25 1764

38 AAEL001216 1.25 1764

39 AAEL001198 1.25 1761

40 AAEL001201 1.25 1764

41 AAEL001210 1.25 1764

42 AAEL008780 1.348 15270 AAEL001693 1.39 2713

43 AAEL008781 1.348 15269 AAEL001703(Q56H15) 1.39 2712

44 AAEL008769 1.348 15269 AAEL001701 1.39 2711

45 AAEL008778 1.348 15269 AAEL001681 1.39 2711

46 AAEL005065 1.140 7865 AAEL005223 1.146 8136

47 AAEL005085 1.140 7866 AAEL005220(Q1HR35) 1.146 8136

48 AEL005237 1.146 8136 AAEL005088 1.140 7865

49 AAEL005229 1.146 8136 AAEL005059 1.140 7865

50 AAEL005218 1.146 8136 no gene build annotation 1.140 7865
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