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The c-Jun NH2-terminal kinase (JNK) phosphorylates and activates members of the activator protein-1 (AP-1)
group of transcription factors and is implicated in oncogenic transformation. To examine the role of JNK, we
investigated the effect of JNK deficiency on Ras-stimulated transformation. We demonstrate that although
JNK does play a role in transformation in vitro, JNK is not required for tumor development in vivo.
Importantly, the loss of JNK expression resulted in substantial increases in the number and growth of tumor
nodules in vivo. Complementation assays demonstrated that this phenotype was caused by JNK deficiency.
These data demonstrate that, in contrast to expectations, the normal function of JNK may be to suppress
tumor development in vivo. This conclusion is consistent with the presence in human tumors of
loss-of-function mutations in the JNK pathway.
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Surface receptors bound by mitogenic factors transduce
signals through a variety of intracellular pathways that
converge on the nucleus to alter gene expression in favor
of cell growth. Cellular transformation and tumor devel-
opment can be the outcome of a dysregulated response to
mitogenic signals. A key signaling molecule in many
types of tumors is the small GTP-binding protein Ras.
Indeed, constitutively active forms of Ras that induce
cellular transformation have been identified in many hu-
man cancers (Bos 1989).
Several signal transduction pathways mediate the tu-

morigenic potential of oncogenic Ras. Included among
these pathways are the mitogen-activated protein (MAP)
kinase signaling cascades. While best known for its abil-
ity to induce the extracellular signal-regulated kinase
(ERK) pathway, Ras also activates the c-Jun NH2-termi-
nal kinase (JNK) MAP kinase signaling cascade leading
to phosphorylation of c-Jun and augmentation of AP-1
transcriptional activity (Davis 2000). Interestingly, c-Jun
is required for Ras-induced transformation (Johnson et
al. 1996). In addition, transformation by Ras is inhibited
by mutation of the JNK phosphorylation sites on c-Jun

(Behrens et al. 2000). Moreover, several loss-of-function
studies indicate that JNK is required for transformation
(Davis 2000); for example, studies using antisense oligo-
nucleotides demonstrate that JNK inhibition can cause
growth arrest or apoptosis of some tumor cells (Potapova
et al. 1997, 2000; Bost et al. 1999). Together, these stud-
ies indicate that JNK may be essential for tumor devel-
opment. However, a direct test of this prediction has not
been reported.
Recent studies of human tumors indicate the presence

of inactivating mutations in JNK (Yoshida et al. 2001)
and MKK4 (Teng et al. 1997; Su et al. 1998, 2002), a MAP
kinase kinase that phosphorylates and activates JNK
(Davis 2000). Intriguingly, these mutations in human tu-
mors correlate with increased tumor grade and metasta-
sis (Yoshida et al. 1999; Wu et al. 2000; Debies and
Welch 2001; Kim et al. 2001; Yamada et al. 2002). It is
unclear whether these human tumor-associated muta-
tions are a cause or an effect of the increased tumor
grade. Nevertheless, these observations suggest that the
JNK pathway may act to suppress tumor development.
This conclusion markedly contrasts with conclusions
drawn from the results of other studies that suggest an
essential role for JNK in tumor development. Conse-
quently, the role of JNK in tumor development is un-
clear.
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The purpose of the present study was to examine the
role of JNK in cell transformation by investigating the
effect of targeted disruptions of the murine Jnk genes on
Ras-stimulated transformation. We show that JNK defi-
ciency causes profound increases in the number and
growth of Ras-induced tumor nodules in vivo. Thus, the
JNK signaling pathway functions to suppress the onco-
genic effects of Ras.

Results

Compound mutations that disrupt the expression of the
ubiquitously expressed genes Jnk1 and Jnk2 cause early
embryonic lethality in mice (Kuan et al. 1999; Sabapathy
et al. 1999). Consequently, tumor studies in JNK-defi-
cient mice are not feasible. We therefore employed an
alternative strategy to investigate the effect of JNK defi-
ciency on Ras-stimulated transformation. Our approach
was to compare fibroblasts derived from wild-type and
Jnk1−/− Jnk2−/− mice (Tournier et al. 2000). Primary fi-
broblasts were established in culture using the 3T3 pro-
tocol and transduced with a retroviral vector that ex-

presses activated Ras (Leu-61) or with an empty vector
(Control). Pools of at least 100 independent clones were
employed for further analysis. The increased expression
of Ras was detected by immunoblot analysis (Fig. 1B).
Ras caused a fourfold increase in JNK activity in wild-
type cells. In contrast, the Jnk1−/− Jnk2−/− (Jnk-null) cells
lacked detectable JNK protein and activity (Fig. 1A).
Control studies demonstrated that Ras activated the
ERK and p38 MAP kinases to a similar extent in the
wild-type and Jnk-null cells (Fig. 1A). Similarly, no dif-
ference in the effect of Ras to induce p53-independent
expression of p21 (Macleod et al. 1995) was detected be-
tween wild-type and Jnk-null cells (Fig. 1B).
It was established in previous studies that fibroblast

immortalization is associated with functional inactiva-
tion of the p53 tumor suppressor pathway mediated, in
part, by loss of ARF or by mutational inactivation of p53
(Sherr and DePinho 2000). Because p53 inactivation is
critical for some forms of tumor development (Vogel-
stein et al. 2000), we examined the status of the p53
pathway in the wild-type and Jnk-null cells by examin-
ing p53-mediated growth arrest caused by ionizing radia-

Figure 1. Characterization of wild-type and Jnk-null fibroblasts. (A) Wild-type (WT) and Jnk-null cells were transduced with a
retrovirus vector that expresses activated Ras (Leu-61) or with the empty vector (Control). The cells obtained were pools of at least 100
individual clones. MAP kinase activity was examined by in vitro protein kinase assays using the substrate c-Jun, MBP, and ATF2 for
JNK, ERK, and p38, respectively. The cells were exposed in the absence or presence of 60 J/m2 UV-C radiation 45 min prior to
harvesting. The protein kinase activity was detected by autoradiography and was quantitated by PhosphorImager analysis (the relative
activity is indicated below the autoradiograph). The expression of MAP kinases was examined by immunoblot analysis. (B) The
fibroblasts were examined by immunoblot analysis of cell lysates for the expression of JNK, p53, p21, PUMA, ARF, and �-tubulin.
Activated Ras was isolated from the lysates by incubation with Raf beads (Upstate Biotechnology), and the bound (activated) Ras was
detected by immunoblot analysis. The level of total Ras detected by immunoblot analysis of lysates was approximately twofold greater
in Ras-transformed cells than in the nontransformed cells (data not shown). (C) Wild-type and p53−/− primary murine embryo fibro-
blasts (MEF) and wild-type and Jnk-null immortalized fibroblasts were exposed to ionizing radiation (8 Gy). The cells were incubated
(15 h) and then pulse-labeled by incubation with 10 µM BrdU (3 h). DNA content and BrdU incorporation were examined by flow
cytometry.
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tion (IR). Exposure to IR caused loss of DNA synthesis by
wild-type primary fibroblasts, but not by p53−/− primary
fibroblasts or by the immortalized wild-type or Jnk-null
fibroblasts (Fig. 1C). These data establish that both the
wild-type and Jnk-null fibroblasts employed in this study
lack a functional p53 pathway. Indeed, no marked differ-
ences in the expression of the p53-dependent gene Puma
(Nakano and Vousden 2001; Yu et al. 2001) were de-
tected between Ras-transformed wild-type and Jnk-null
cells (Fig. 1B). Loss of ARF expression did not appear to
contribute to the inactivation of p53, because both ARF
and p53 were detected by immunoblot analysis (Fig. 1B).
Sequence analysis of cDNA isolated from wild-type and
Jnk-null cells indicated the presence of inactivating p53
mutations. Together, these data demonstrate that both
the wild-type and the Jnk-null fibroblasts have a func-
tionally inactivated p53 pathway.
Expression of oncogenes is often associated with in-

creased levels of apoptosis (Evan and Vousden 2001). For
example, Ras can cause p53-independent apoptosis of
target cells (Joneson and Bar-Sagi 1999). The JNK signal-
ing pathway is required for apoptosis in response to the
exposure of cells to some forms of stress (Tournier et al.
2000). Whether JNK is required for oncogene-stimulated
apoptosis is unclear. We therefore examined apoptosis of
wild-type and Jnk-null cells. A low level of apoptosis was
detected in proliferating cultures of wild-type and Jnk-
null cells by measurement of DNA fragmentation (Fig.
2A). Ras caused a marked increase in apoptosis of wild-
type cells, but not Jnk-null cells (Fig. 2A). Control stud-
ies were performed by exposure of the cells to a strong
apoptotic stimulus, ultraviolet light (UV-C), which
caused increased apoptosis of wild-type cells and poten-

tiated the apoptotic effects of Ras. In contrast, the Jnk-
null cells were resistant to the effects of both UV-C and
Ras (Fig. 2A). The ability of JNK deficiency to suppress
Ras-induced apoptosis was confirmed by measurement
of the number of cells with activated caspase (Fig. 2B).
These data indicate that the absence of JNK suppresses
the apoptotic response of cells to Ras. However, fibro-
blasts lacking a functional JNK pathway are as sensitive
as wild-type cells to death induced by c-Myc (Fig. 2C).
Thus, Jnk-null fibroblasts display selective apoptotic re-
sistance to oncogenic stimuli. The observed defect in
Ras-stimulated apoptosis may contribute to the effects
of JNK deficiency on transformation.
We performed initial studies to test the effect of JNK

deficiency on Ras-induced transformation using in vitro
studies. Morphological examination demonstrated that
the wild-type and Jnk-null cells displayed the typical flat
appearance of nontransformed cells (Fig. 3A). Ras caused
changes indicative of transformation in wild-type cells,
including a rounded and refractile morphology (Fig. 3A).
These changes were markedly reduced in the Jnk-null
cells, which adopted a more elongated and flattened, less
light-refractive, spindle shape (Fig. 3A). Complementa-
tion analysis demonstrated that the expression of JNK1,
but not JNK2, partially restored the Ras-induced mor-
phological changes in the Jnk-null cells. JNK may there-
fore contribute to the physical changes in cell shape
caused by activated Ras. Both wild-type and Jnk-null
cells arrested when grown to confluence and formed
monolayers (Fig. 3B), although the saturation density of
the Jnk-null cells was greater than that of the wild-type
cells (Fig. 3B,C). This contact growth inhibition was ab-
sent in both wild-type and Jnk-null cells transformed by

Figure 2. JNK is required for Ras-stimulated apoptosis in vitro. (A) Nucleosomal fragmentation of chromosomal DNA was examined
in cultures of exponentially growing wild-type and Jnk-null fibroblasts. Some cultures were exposed to 60 J/m2 UV-C radiation 16 h
prior to harvesting. The data are presented as the normalized mean optical density (OD) ± S.D. (n = 3). The data presented are
representative of three independent experiments. The UV-stimulated apoptosis of wild-type 3T3 cells is reduced compared with the
robust response of wild-type primary murine embryo fibroblasts (MEF). However, both Jnk-nullMEF (Tournier et al. 2000) and Jnk-null
3T3 cells (the present study) are resistant to UV-C-stimulated apoptosis. (B) The number of cells with activated caspase was measured
in cultures of wild-type and Jnk-null fibroblasts. The effect of Ras transformation was examined. The data are presented as the percent
of total cells with activated caspases ± S.D. (n = 3). (C) Wild-type and Jnk-null fibroblasts were transduced with a bicistronic retrovirus
that expresses GFP and an estrogen receptor/c-Myc (ER/Myc) fusion protein. c-Myc-dependent apoptosis was examined by incubation
(24 h) of the cells with 1 µM 4-hydroxytamoxifen (Tamoxifen) in serum-free media. Nucleosomal fragmentation of chromosomal DNA
was examined. The data are presented as the normalized mean OD ± S.D. (n = 3). The data presented are representative of three
independent experiments. The basal level of apoptosis observed in serum-free medium (C) was greater than the basal apoptosis
detected in the presence of serum (A).
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Ras, which formed multiple layers in culture (Fig. 3A),
and grew to a higher saturation density than the non-

transformed cells (Fig. 3C). The proliferation of the Ras-
transformed Jnk-null cells was slightly greater than that

Figure 3. Analysis of wild-type and Jnk-null fibroblasts transformed with Ras in vitro. (A) Cell morphology in sparse and confluent
cultures was examined by phase contrast microscopy. The morphology of wild-type cells, Jnk-null cells, and Jnk-null cells comple-
mented with Jnk1 or Jnk2 is shown. (B) Cell proliferation in medium supplemented with 10% fetal calf serumwas examined by crystal
violet staining (mean OD at 590 nm ± S.D.; n = 3) following the addition of 1 × 104 cells to 20-mm tissue culture dishes. The data are
expressed as relative cell number. (C) The saturation growth density in different concentrations of serum was examined by crystal
violet staining (mean OD at 590 nm ± S.D.; n = 3). Relative cell numbers were measured at day 0 (D = 0) and after culture for 10 d
(D = 10). (D) Wild-type and Jnk-null fibroblasts were plated in soft agar, then incubated for 14 d, and the number of colonies was
measured. The data presented are the mean ± S.D. of triplicate data obtained in three independent experiments.
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of the wild-type cells (Fig. 3C), consistent with the ob-
served reduction in apoptosis (Fig. 2B,C) and increased
DNA synthesis (Fig. 1C). Ras caused a similar increase in
proliferation of wild-type and Jnk-null cells cultured in
low serum (Fig. 3C). In contrast, JNK deficiency caused a
small (twofold) decrease in the number of anchorage-in-
dependent colonies that grew in soft agar (Fig. 3D). To-
gether, these data demonstrate that JNK is not required
for the dysregulated control of proliferation caused by
Ras, including loss of contact growth inhibition and
growth in low concentrations of serum. However, JNK
deficiency does partially impair anchorage-independent
growth in vitro and appears to be required for the normal
effects of Ras on cellular morphology.
We tested the tumorigenic potential of wild-type and

Jnk-null cells in vivo by subcutaneous injection of the
cells into athymic nude mice. Control cells without Ras
did not form tumors. However, subcutaneous tumors
were detected in all mice injected with Ras-transformed
wild-type or Jnk-null cells (data not shown). These data
demonstrate that JNK is not essential for tumor devel-
opment in vivo. This observation is consistent with the
finding that JNK deficiency causes only partial defects in
the effects of Ras in studies of these cells in vitro (Fig. 3).
To examine further the effect of JNK deficiency on tu-
mor development in vivo, we investigated the formation
of lung tumors in a model of tumor metastasis. No tu-
mor nodules were detected in mice with control cells
without Ras. However, tumor nodules were found in
mice with Ras-transformed cells (Fig. 4A). Strikingly, the
lungs of mice with Ras-transformed Jnk-null cells con-
tained a substantially greater tumor mass compared to
mice with Ras-transformed wild-type cells (Fig. 4A). To
test whether this increased tumor burden was caused by
JNK deficiency, we performed complementation experi-
ments using JNK1 or JNK2. Immunoblot analysis con-
firmed the expression of JNK (Fig. 4B), and analysis of
tumors in vivo indicated that the expression of JNK1 or
JNK2 complemented the effect of JNK deficiency to in-
crease lung tumor mass (Fig. 4C). These data demon-
strate that the absence of JNK caused increased Ras-
stimulated tumorigenesis in vivo. The increased tumor
burden could be caused by an increase in the number or
the size of the lung tumor nodules. To distinguish be-
tween these possibilities, we performed titration experi-
ments using different numbers of tumor cells (Fig. 4D).
These data demonstrated that Ras-transformed Jnk-null
cells caused a larger number of lung tumor nodules (Fig.
4E) and that the size of the individual tumor nodules was
also larger (Fig. 4F).
Histological analysis did not reveal marked differences

between the wild-type and Jnk-null tumor nodules (Fig.
4G). In addition, similar proliferation of wild-type and
Jnk-null tumor cells was detected by immunocytochem-
ical analysis of BrdU incorporation in vivo (Fig. 4G).
Furthermore, staining of the endothelial cell marker
PECAM-1 indicated no marked differences in angiogen-
esis. However, whereas wild-type tumors were found to
contain many apoptotic cells, very few apoptotic cells
were detected in the Jnk-null tumors (Fig. 4G). This severe

reduction in cell death in vivo (Fig. 4G) is consistent
with the results of apoptosis assays in vitro (Fig. 2A,B)
and may contribute to the increased tumor burden
caused by JNK deficiency (Fig. 4A).

Discussion

The results of this study indicate that JNK may be re-
quired for some aspects of Ras-transformation in vitro,
including cellular morphology (Fig. 3A), anchorage-inde-
pendent growth (Fig. 3D), and Ras-stimulated apoptosis
(Fig. 2A,B). Other characteristics of Ras-transformed
cells in vitro do not appear to require JNK, including loss
of contact growth inhibition (Fig. 3A,B) and growth in
low concentrations of serum (Fig. 3C). Similarly, JNK is
not required for Ras-induced tumor formation in vivo
(Fig. 4). Indeed, quantitative analysis demonstrated that
Jnk-null fibroblasts caused a marked increase in tumor
burden compared to wild-type fibroblasts (Fig. 4).
Complementation assays demonstrated that this pheno-
type was caused by JNK deficiency (Fig. 4). Together,
these data indicate that, in contrast to expectations, JNK
is a negative regulator of Ras-induced tumorigenesis in
vivo.
Previous studies established that suppression of apo-

ptosis is an important aspect of tumor development
(Evan and Vousden 2001). Multiple mechanisms for in-
hibition of apoptosis have been identified in different
human tumors. Examples include increased expression
of the antiapoptotic protein Bcl2 caused by a chromo-
somal translocation (Gross et al. 1999), inactivation of
the apoptosis effectors p53 (Vogelstein et al. 2000) and
Apaf-1 (Soengas et al. 2001), and inactivation of PTEN, a
phosphatase that inhibits the Akt/PKB survival pathway
(Datta et al. 1999; Maehama et al. 2001). Furthermore, in
vitro studies have demonstrated that inactivation of
apoptotic proteins potentiates cellular transformation,
including members of the proapoptotic Bcl2 family
(Zong et al. 2001) and caspases (Soengas et al. 1999).
These observations are similar to the abilities of JNK
deficiency to prevent Ras-stimulated apoptosis (Figs.
2A,B, 4D) and to increase tumorigenesis (Fig. 4A). The
JNK signaling pathway therefore may act, in part, by an
apoptoticmechanism to suppress tumor formation in vivo.
The presence of two ubiquitously expressed genes

(Jnk1 and Jnk2) that encode the JNK protein kinase in-
dicates that the mutational loss of JNK expression is
most likely a very-low-frequency event in normal tumor
development. It is therefore unlikely that Jnk1 and Jnk2
function as classical tumor suppressor genes. However,
Jnk3 is selectively expressed in the brain and has func-
tions that are nonredundant with Jnk1 and Jnk2 (Yang et
al. 1997b). Jnk3 is a candidate tumor suppressor gene,
because Jnk3 was found to be disrupted in 10 of 19 hu-
man brain tumors (Yoshida et al. 2001). Similarly, the
genes that encode the protein kinases that activate JNK
(Mkk4 and Mkk7) serve nonredundant functions
(Nishina et al. 1997; Yang et al. 1997a; Ganiatsas et al.
1998; Tournier et al. 2001) and therefore could act as
tumor suppressor genes. Indeed,Mkk4 is mutated in hu-
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man pancreatic, lung, breast, colorectal, and prostate
cancer (Teng et al. 1997; Su et al. 1998; Yoshida et al.
1999; Kim et al. 2001). Loss-of-function mutations in
Mkk4 cause markedly reduced JNK activation (Nishina
et al. 1997; Yang et al. 1997a; Ganiatsas et al. 1998;
Tournier et al. 2001) and correlate with aggressive tumor
development and metastasis (Yoshida et al. 1999; Wu et
al. 2000; Debies and Welch 2001; Kim et al. 2001; Ya-
mada et al. 2002). These observations are consistent with
the results of the present study that indicate that the

JNK signaling pathway may function to suppress tumor
development in vivo.
The JNK signaling pathway is activated by the expo-

sure of cells to stress. Oncogenic transformation repre-
sents an example of stress that causes JNK activation.
One cellular response to JNK activation is apoptosis,
which can be mediated by the mitochondrial pathway
(Tournier et al. 2000). JNK signaling may therefore func-
tion as a component of a tumor surveillance system that
is activated by stress. Consequently, JNK inhibition may

Figure 4. JNK suppresses tumor develop-
ment in vivo. (A,B) Wild-type and Jnk-null
cells (5 × 105) were injected into the tail
vein of 12-week-old male athymic nude
mice (Charles River). The mice were in-
jected with 400 µg of BrdU on day 13 and
euthanized on day 14. (A) Representative
Ras-induced tumor nodules in the lungs
are illustrated. (B) Wild-type and Jnk-null
cells were examined by immunoblot
analysis using antibodies to JNK and �-tu-
bulin. Complementation assays were per-
formed using Jnk-null cells expressing
Jnk1 or Jnk2. (C) The lung mass as a per-
centage of total body mass (mean ± S.D.;
n = 5) is presented as relative lung mass.
The data presented are representative
of three independent experiments. (D–F)
Dose-response analysis of tumor forma-
tion by Ras-transformed wild-type and
Jnk-null cells. The effects of injecting dif-
ferent numbers of transformed cells on the
tumor burden (D), the number of tumor
nodules (E), and the number of tumor nod-
ules with a surface greater than 2 mm2 (F)
are shown. The data presented represent
the meanmass ± S.D. (n = 5). (G) The wild-
type and Jnk-null tumor nodules were ex-
amined by immunocytochemistry. Repre-
sentative images of sections stained with
hematoxylin and eosin (H&E), with an an-
tibody to BrdU to detect proliferating cells,
by TUNEL assay for apoptotic cells, and
with an antibody to the endothelial cell
protein PECAM-1.
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not prove to be a successful strategy for the treatment of
some tumors. However, the role of JNK may be altered
by the genetic background and tissue origin of the tumor.
Thus, although JNK suppresses Ras-stimulated tumor
formation (Fig. 4), JNK can potentiate B-cell lymphoma
caused by Bcr-Abl (Hess et al. 2002). The use of small-
molecule inhibitors of JNK (Bennett et al. 2001) may
therefore be appropriate for the treatment of some forms
of cancer, but the results of the present study indicate
that this strategy would not be a general approach for
tumor therapy.

Materials and methods

Mice

Tumor assays were performed using 12-week-old male athymic
nude mice (Charles River). The animals were housed in a facil-
ity accredited by the American Association for Laboratory Ani-
mal Care, and the animal studies were approved by the Institu-
tional Animal Care and Use Committee (IACUC) of the Uni-
versity of Massachusetts. Wild-type and Jnk-null cells were
injected subcutaneously or in the tail vein (Clark et al. 1995).
The mice were euthanized at 2 wk postinjection.

Cell culture

Wild-type and JNK-deficient primary embryo fibroblasts (mouse
strain 129svJ) were isolated (Tournier et al. 2000) and cultured
in Dulbecco’s modified Eagle’s medium with 10% fetal calf se-
rum using the 3T3 protocol (Harvey et al. 1993). The established
cell lines represent pools of at least 100 independent clones. The
cells were transduced (Danos and Mulligan 1988) with the ret-
roviral vectors pBABE-H-Ras(Leu-61)-IRES-PuroR (Johnson et al.
1996), pBABE-IRES-PuroR (Morgenstern and Land 1990), MSCV-
ER/Myc-IRES-GFP, and MSCV-IRES-GFP (Zindy et al. 1998)
that were packaged using Phoenix cells (Pear et al. 1993). The
transduced cells were selected with 2 µg/mL puromycin or by
flow cytometry using GFP. Studies of the transduced cells em-
ployed pools of at least 105 independent clones, and the data
presented are representative of studies using three different
populations of cells that were isolated independently. Soft agar
assays were performed using methods described previously
(Clark et al. 1995).

Biochemical assays

The methods used for crystal violet staining, protein kinase
assays, measurement of DNA fragmentation, and immunoblot
analysis were described (Raingeaud et al. 1995; Tournier et al.
2000). The number of apoptotic cells was examined by incuba-
tion (12 h) of cells with FITC-VAD-fmk (1/100 dilution; Onco-
gene Research Products), washing the cells, staining nuclei with
4�-6�-diamino-2-phenylindole, and inspection by fluorescence
microscopy (Zeiss Axiovert 200M); the apoptotic cells (FITC-
positive) were scored as the percentage of the total cells. BrdU
incorporation and DNA content of cells was examined by flow
cytometry (Hess et al. 2002).

Analysis of p53

Total RNA (3 µg) was used for reverse transcriptase PCR (In-
vitrogen) to isolate the p53 cDNA from primary fibroblasts (wild-

type and Jnk-null) and 24 independent wild-type and Jnk-null
clones using the primers CAGTTCATTGGGACCATCCT (exon1
Forward) and AGGATTGTGTCTCAGCCCTG (exon 11 Re-
verse). The p53 cDNA was sequenced using an Applied Biosys-
temsmachine.Nomutationswere detected in the sequence of p53
from primary fibroblasts (wild-type and Jnk-null). In contrast, se-
quence analysis of 24 independent wild-type and 24 independent
Jnk-null 3T3 cell clones demonstrated the presence of p53 muta-
tions.

Histology

Tissue was fixed and processed for histological analysis. Sec-
tions were stained with hematoxylin and eosin using standard
methods, using the TUNEL assay (Gavrieli et al. 1992), with an
antibody to BrdU (Caltag; Gratzner 1982) and with an antibody
to PECAM-1 (Pharmingen; Vecchi et al. 1994).
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