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Two polymorphisms for the human hepatic lipase (HL) gene
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SOURCE AND DESCRIPTION OF CLONE: A 1.65 kb ECORI cDNA insert corresponding
to the full length hepatic lipase (HL) sequence isolated from a rat liver
cDNA library (I).

POLYMORPHISMS: Two polymorphisms detected by HL:

HindIlI: allele 1: 3.7 kb allele 2: 2.7 kb and 1 kb
invariant bands: 12.5 kb, 7 kb and 2 kb

MspI: allele 1: 1.3 kb allele 2: 1.1 kb
invariant bands: 6.2 kb, 0.5 kb and 0.3 kb

FREQUENCY: Hindlll among 81 unrelated individuals
allele 1: 0.85 allele 2: 0.15
MspI among 63 unrelated individuals
allele 1: 0.5 allele 2: 0.5

NOT POLYMORPHIC FOR: PvuII, PstI (18 unrelated individuals), KpnI (10
individuals), Hinfl, Alul, EcoRV, BamHI, BglII, SstI, EcoRI, HaeIII (5
individuals)

CHROMOSOMAL LOCALIZATION: Chromosome 15q21 by somatic cell and in situ
hybridization (2).

MENDELIAN INHERITANCE: Segregation was demonstrated in one family of 19
individuals.

PROBE AVAILABILITY: Requests for probe to M. Schotz at above address.
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