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ABBREVIATIONS OF UNITS

The following abbreviations are used in this report:

atmosphere atm
calorie cal
Coulomb C
degrees Celsius oc
degrees Kelvin oK
equivalent eq
gram g
Joule J
kilocalorie kcal
kilogram kg
kilojoule kJ
liter L
meter m
mole mol
milliequivalent meq
millimole mmol
micromole pmol
parts per million ppm
parts per billion ppb
square meter m
Volt \Y,

Degree Celsius’C) may be converted to degree FahrenlEik Iy using the following equation:
°F = 9/5 ¢C) + 32.

Degree Fahrenheiti) may be converted to degree Celsi@) py using the following equation:
°C = 5/9 (F-32).
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User’s Guide to PHREEQC—a Computer Program for
Speciation, Reaction-Path, Advective-Transport, and
Inverse Geochemical Calculations

By David L. Parkhurst

Abstract

PHREEQC is a computer program written in the C programming language that is designed to perform a wide
variety of aqueous geochemical calculations. PHREEQC is based on an ion-association aqueous model and has
capabilities for (1) speciation and saturation-index calculations, (2) reaction-path and advective-transport calcula-
tions involving specified irreversible reactions, mixing of solutions, mineral and gas equilibria, surface-complex-
ation reactions, and ion-exchange reactions, and (3) inverse modeling, which finds sets of mineral and gas mole
transfers that account for composition differences between waters, within specified compositional uncertainties.

PHREEQC is derived from the Fortran program PHREEQE, but it has been completely rewritten in C with
the addition many new capabilities. New features include the capabilities to use redox couples to distribute redox
elements among their valence states in speciation calculations; to model ion-exchange and surface-complexation
reactions; to model reactions with a fixed-pressure, multicomponent gas phase (that is, a gas bubble); to calculate
the mass of water in the aqueous phase during reaction and transport calculations; to keep track of the moles of
minerals present in the solid phases and determine automatically the thermodynamically stable phase assemblage;
to simulate advective transport in combination with PHREEBQ€action-modeling capability; and to make
inverse modeling calculations that allow for uncertainties in the analytical data. The user interface is improved
through the use of a simplified approach to redox reactions, which includes explicit mole-balance equations for
hydrogen and oxygen; the use of a revised input that is modular and completely free format; and the use of mineral
names and standard chemical symbolism rather than index numbers. The use of C eliminates nearly all limitations
on array sizes, including numbers of elements, aqueous species, solutions, phases, and lengths of character strings.

A new equation solver that optimizes a set of equalities subject to both equality and inequality constraints is
used to determine the thermodynamically stable set of phases in equilibrium with a solution. A more complete
Newton-Raphson formulation, mastecies switching, and scaling of the algebraic equations reduce the number
of failures of the numerical method in PHREEQC relative to PHREEQE.

This report presents the equations that are the basis for chemical equilibrium and inverse-modeling calcula-
tions in PHREEQC, describes the input for the program, and presents twelve examples that demonstrate most of
the program’s capabilities.

INTRODUCTION

PHREEQE (Parkhurst and others, 1980) has been a useful geochemical program for nearly 15 years.
PHREEQE is capable of simulating a wide range of geochemical reactions including mixing of waters, addition of
net irreversible reactions to solution, dissolving and precipitating phases to achieve equilibrium with the aqueous
phase, and &fcts of changing temperature. Concentrations of elements, molalities and activities of aqueous spe-
cies, pH, pe, saturation indices, and mole transfers of phases to achieve equilibrium can be calculated as a function
of specified reversible and irreversible geochemical reactions, providadestuithermodynamic data are avail-
able.

However PHREEQE suérs from a number of deficiencies. As a speciation code, it lacks flexibility in defin-
ing mole balances on valence states and in distributing redox elements among their valence states. As a reaction
path code, it does not keep track of the mass of water in solution nor the moles of minerals in contact with the
solution. Surface complexation, ion exchange, or a fixed-pressure gas phase can not be modeled without program
madification. Determining reaction paths and thermodynamically stable mineral assemblages is time consuming
and tedious. The numerical method fails for some redox problems, which causes the program notg® tconver
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the correct solution to the algebraic equations. Perhaps most impotiaatiixed format input and reliance on
index numbers is cumbersome and prone to errors. There are also many Fortran-imposed limits, such as limits
the numbers of elements, agueous species, phases, solutions, and lengths of character strings (mineral name:
instance) that are inconvenient and time consuming to modify.

Program Capabilities

PHREEQC retains the capabilities of PHREEQE and eliminates many of the deficiencies and limitations.
Mole balances for speciation calculations can be defined for any valence state or combination of valence state
Distribution of redox elements among their valence states can be based on a specified pe or any redox couple
which data are available. A new capability with PHREEQC allows the concentration of an element to be adjuste
to obtain equilibrium (or a specified saturation index or gas partial pressure) with a specified phase. Solution con
positions can be specified more easily with a larger selection of concentration units and a simple method for col
verting mass units to molal units.

In reaction-path calculations, PHREEQC is oriented more toward system equilibrium than just aqueous
equilibrium. Essentiallyall of the moles of each element in the system are distributed among the aqueous phase
pure-phases, exchange sites, and surface sites to attain system equilibrium. Mole balances on hydrogen and oxy
allow the calculation of pe and the mass of water in the aqueous phase, which obviates the need for the spec
redox convention used in PHREEQE and allows wateducing or -consuming reactions to be modeled correctly
The difuse double-layer model (Dzombak and Morel, 1990) and a non-electrostatic model (Davis and Kent, 1990
have been incorporated for modeling surface-complexation reactions. Surface complexation constants frot
Dzombak and Morel (1990) are included in the default databases for the program. The capability to model iol
exchange reactions has been added and exchange reactions using the Gaines-Thomas convention are include
the default databases of the program. Exchange modeling with the Gapon convention is also possible. It is possil
to define independently any number of solution compositions, gas phases, or pure-phase, gas-phase, exchange
surface-complexation assemblages. During reaction calculations, any combination of these solutions, gas phas
and assemblages can be brought together to define a system and can react to system equilibrium.

The determination of reaction paths and the stable phase assemblage has been simplified, but the capabi
to solve for individual phase boundaries has been retained. A new equationtbalvaltows both equality and
inequality constraints is used to determine the stable phases among a list of candidate phases. Mole transfers oc
until each candidate phase is in equilibrium with the aqueous phase or is undersaturated with the solution and t
total number of moles of the phase have been removed. Conceptusihpt possible to produce a Gibbs’ phase
rule violation. A more complete Newton-Raphson formulation, magtecies switching, and numerical scaling
have been included in PHREEQC to eliminate some, if not all, of the convergence problems in PHREEQE.

The ability to define multiple solutions and assemblages combined with the capability to determine the stabl
phase assemblage, leads naturally to 1-dimensional, advective transport modeling. PHREEQC provides a simy
method for simulating the movement of solutions through a column. The initial composition of the aqueous, gas
and solid phases within the column may be specified and the changes in composition due to advection of an infi
ing solution and chemical reaction within the column can be modeled.

A completely new capability added to PHREEQC allows calculation of inverse models. Inverse modeling
attempts to account for the chemical changes that occur as a water evolves along a flow path (Plummer and Ba
1980; Parkhurst and others, 1982; Plummer and others, 1991, Plummer and others, 1994). Assuming two wal
analyses represent starting and ending water compositions along a flow path, inverse modeling is used to calcul
the moles of minerals and gases that must enter or leave solution to account fdet&ecei in compaosition.
PHREEQC allows uncertainties in the analytical data to be defined, such that inverse models are constrained
satisfy mole balance for each element and valence state age tlaéance for the solution, but only within spec-
ified uncertainties. One mode of operation finds minimal inverse models, that is, sets of minerals such that no mit
eral can be eliminated and still find mole transfers with the remaining minerals that satisfy all of the constraints
another mode of operation finds all sets of minerals that can satisfy the constraints, even if they are not minime
Optionally, for each inverse model, minimum and maximum mole transfers that are consistent with the uncertain:
ties are computed individually for each mineral in the inverse model.

The input to PHREEQC is completely free format and is based on chemical symbolism. Balanced equation:
written in chemical symbols, are used to define aqueous species, exchange species, surface-complexation spec
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and pure phases, which eliminates all use of indices. At present, no interactive version of the program is available.
However the free-format structure of the data, the use of andipendent keyword data blocks, and the rela-

tively simple syntax make it easy to generate input data sets with a standardraditGrprograming language

allows dynamic allocation of computer memasy there are very few limitations on array sizes, string lengths, or
numbers of entities, such as solutions, phases, sets of phases, exchangers, or surface complexers that can be defined
to the program.

Program Limitations

PHREEQC is a general geochemical program and is applicable to many hydrogeochemical environments.
However, several limitations need to be considered.

Aqueous Model

PHREEQC uses ion-association and Debye Hiickel expressions to account for the non-ideality of aqueous
solutions. This type of agueous model is adequate at low ionic strength but may break down at higher ionic
strengths (in the range of seawater and above). An attempt has been made to extend the range of applicability of
the aqueous model through the use of an ionic-strength term in the Debye Hiickel expressions. These terms have
been fit for the major ions using chloride mean-salt activity-coefficient data (Truesdell and Jones, 1974). Thus, in
sodium chloride dominated systems, the model may be reliable to higher ionic strengths. For high ionic strength
waters, the spedif interaction approach to thermodynamic properties of aqueous solutions should be used (for
example, Pitzer, 1979, Harvie and Weare, 1980, Harvie and others, 1984, Plummer and others, 1988).

The other limitation of the agueous model is lack of internal consistency in the data in the database. Most of
the log K's and enthalpies of reaction have been taken from various literature sources. No systematic attempt has
been made to determine the aqueous model that was used to develop treedogvikéther the aqueous model
defined by the current database file is consistent with the original experimental data. The database files provided
with the program should be considered to be prelimir@ayeful selection of aqueous species and thermodynamic
data is left to the users of the program.

lon Exchange

The ion-exchange model assumes that the thermodynamic activity of an exchange species is equal to its
equivalent fraction. Other formulations use other definitions of activitfe fraction for example, or additional
activity coeficients to convert equivalent fraction to activity (Appelo, 1994). No attempt has been made to include
other or more complicated exchange models. In many field studies, ion-exchange modeling requires experimental
data on material from the study site for appropriate model application.

Surface Complexation

PHREEQC incorporates the Dzombak and Morel (199@)isbf double-layer and a non-electrostatic sur-
face-complexation model (Davis and Kent, 1990). Other models, including isotherms and triple- and quadru-
ple-layer models have not been included in PHREEQC.

Davis and Kent (1990) reviewed surface-complexation modeling and note theoretical problems with the
standard state for sorbed species. Other uncertainties occur in determining the number of sites, the surface area,
the composition of sorbed species, and the appropriate log K’s. In many field studies, surface-complexation mod-
eling requires experimental data on material from the study site for appropriate model application.

The capability of PHREEQC to calculate the composition of tHastiflayer {diffuse_layer option) isad
hocand should be used only as a preliminary sensitivity analysis.
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Convergence Problems

PHREEQC tries to identify input errors, but it is not capable of detecting some physical impossibilities in
the chemical system that is modeled. For example, PHREEQC allows a solution taybébakarced by addition
or removal of an element. If this element has nogdthspecies or if chge imbalance remains even after the con-
centration of the element has been reduced to zero, then the numerical method will appear to have failed to cc
verge. Other physical impossibilities that have been encountered are (1) when a base is added to attain a fixed [
but in fact an acid is needed {ace versaand (2) when noncarbonate alkalinity exceeds the total alkalinity given
on input.

At present, the numerical method has proved to be relatively robust. Knowngemseproblems--cases
when the numerical method fails to find a solution to the non-linear algebraic equations--have occurred only whe
physically impossible equilibria have been posed and when trying to find the stable phase assemblage among
large number (approximately 25) minerals, each withgelaumber of moles (5 moles or more). It is suspected
that the latter case is caused by loss of numerical precision in working with sparingly soluble minerals (that is
small aqueous concentrations) in systems witlel#wtal concentrations (on the order of 100 moles). Occasionally
it has been necessary to use the scaling features WNIBBS keyword. The scaling features appear to be neces-

sary when total dissolved concentrations fall below approximatély tlal.

Inverse Modeling

Inclusion of uncertainties in the process of identifying inverse models is a major advance. Htwever
numerical method has shown some lack of robustness due to the way the solver handles small numbers. The opt
to change the tolerance used by the solver is an attempt to remedy this problem. In addition, the inability to includ
isotopic information in the modeling process is a serious limitation.

How to Obtain the Software and Manual

The latest DOS and Unix versions of the software described in this report and a Postscript file of this manue
can be obtained by anonymous ftp from the Internet address: brreogGOV (136.17712.5). Theifes
reside in directoriegyjeochem/pc/phreegmd/geochem/unix/phreegé typical anonymous ftp session follows:

% ftp brrerftp.cr.usgs.GOV
Name:anonymous

Passworduserid@computer (replaced with your userid and computer name)
ftp> cd geochem/pc/phreeqc (change directory)

ftp> Is (list files in directory)

phrgcsfx.exe

ftp> type binary (eliminate any ascii translation for binary files)
ftp> get phrgcsfx.exe (transfer the file)

ftp> quit (quit ftp)

Alternatively, the documentation and DOS or Unix versions of the software can be ordered from the follow-
ing address:

U.S. Geological Survey
NWIS Program Office
437 National Center
Reston, VA 22092
(703) 648-5695

Additional copies of this report are available from:
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U.S. Geological Survey

Earth Science Information Center
Open-File Reports Section

Box 25286, MS 517

Denver Federal Center

Denver, CO 80225-0046

For additional information, write to the address on page ii of this report.

Installation and Setup of the DOS Version

The self-extractingile PHRQCSFX.EXEobtained by anonymous ftp or from the distribution diskette,
should be copied to a directory on the hard drive of the microcomputer where PHREEQC is to be set up and exe-
cuted. To retain pre-designed sub-directories during extraction, type:

PHRQCSFX -D

at the DOS prompt for the hard drive. During extraction, the executablPHIREEQC.EXEand database files
(PHREEQC.DATandWATEQA4F.DAT are extracted in the directory whé&?elRQCSFX.EXRvas copied (here,
C:\PHREEQCis used as an example). The source code is extracted in the sub-dite®@6IREEQC\SRCThe
sub-directoryC:\\PHREEQC\EXAMPLEStontains the files for each simulation described in the Examples
section of this manual.

To run the examples in tHEEXAMPLESsub-directoryit will be necessary to copy the executable and data
files PHREEQC.EXEBNdPHREEQC.DATfrom the top-level directory into tHtEXAMPLESsub-directoryThen,
PHREEQC can be invoked from this sub-directory with any of the following commands:

phreeqc (The program will query for each of the needed files.)

phreeqcinput (The input file is nameihput, the output file will be
namednputout and the default database file will be
used.)

phreeqcinput output (The input file is nameihput, the output file is
namedoutput and the default database file will be
used.)

phreeqcinput output database (All file names are specified explicitly.)

Example 1 could be run with the commaptreeqc ex1 The results of the simulation then will be found
in the fileEX1.0UT

Installation and Setup of the Unix Version

The Unix source code is identical to the DOS source code. Additional scripts and a makefile are included in
the Unix distribution. The following steps should be used to tragrsferpile, and install the program on a Unix
computer.

(1) Transfer the compressed tar files to your home computer with ftp or obtain the Unix version on diskette
as described above. Be sure to use “type binary” for transferring the tar file.

(2) Uncompress the compressed tar file and extract the files witthéafiles will automatically extract into
subdirectories namdaln, data dog src, andtest Here, “x.X” represents a version number.

% uncompress phreeqc.x.x.tar.Z
% tar -xvof phreeqc.x.x.tar

(3) Change directory into src and compile the programs using make. By default the makefile (hamed
src/Makefilg uses gcc as the compil&@hange the variables “CC” and “CCFLAGS” in the makefile to be consis-
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tent with the C compiler on your system if necess@he following commands will create an executabée f
named,./bin/phreeqc.exe

% cd src
% make

(4) Install the script to run PHREEQC. This script needs to be installed in a directory where executables ar
stored. The makefile automatically edits the scripts to contain the appropriate pathnames for theptat file,
eqc.datby default, and the executable file. The directory is assumed to be included iAybluer®ironmental
variable, so that the programs will run regardless of the directory from which they are invoked. The default direc:
tory in which the scripts are installedi¢HOME)/bin

This command installs the script®gHOME)/bin

% make install
This command installs the script in the specified directory:
% make install BINDIR=/home/jdoe/local/bin

After the scripts are properly installed, they can be executed in any directory with any of the commands
described in the DOS installation section with the understanding that Unix is case sensitive. Most Unix command
and file names are lower case. The examples from this manual can be run from the sub-t@stctory,

Purpose and Scope

The purpose of this report is to describe the theory and operation of the program PHREEQC. The scope «
the report includes the definition of the constituent equations, explanation of the transformation of these equatior
into a numerical method, description of thgammization of the computer code that implements the numerical
method, description of the input for the program, and presentation of a series of examples of input data sets a
model results that demonstrate many of the capabilities of the program.

EQUATIONS FOR SPECIATION AND FORWARD MODELING

In this section of the report, the algebraic equations used to define thermodynamic activities of aqueous sp
cies, ion-exchange species, surface-complexation species, gas-phase components, and pure phases are prese
A set of functions, denoted are defined that must be solved simultaneously to determine equilibrium for a given
set of conditions. Most of these functions are derived from mole-balance equations for each element, exchang
site, and surface site and from mass-action equations for each pure phase. Each function is reduced to contai
minimum number of variables, usualbne for each element, exchange site, surface site, and pure phase. The pro-
gram uses a maodified Newton-Raphson method to solve the simultaneous nonlinear equations. This method us
the residuals of the functions and an array of partial derivatives of each function with respect the set of master val
ables. For claritythe set of variables used in partiafeliéntiation are referred to as “master variables” or “master
unknowns”. The total derivatives of each functibn, , will be presented without derivation.

After all of the functions are presented, the following section presents the solution algorithm for each type
of speciation and forward model that can be solved by PHREEQC: initial solution (speciation), initial exchanger,
initial surface, and reaction or transport modeling. A table of notation is included in Attachment A. In general, lack
of a subscript or the subscript “(aq)” will refer to entities in the aqueous phase, “(e)” refers to exchangers, “(g)”
refers to gases, and “(s)” refers to surfaces.

Activities and Mass-Action Equations

In this section the activities of aqueous, exchange, and surface species are defined and the mass-action re
tions for each species are presented. Equations are derived from the mass-action expression for the numbel
moles of each species in the chemical system in terms of the master variables. These equations tmethen dif
tiated with respect to the master variables. Lalbese equations for the number of moles of a species and the par-
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tial derivatives will be substituted into the constituent mole-balancegerzalance, and phase-equilibria
functions.

Mass-Action and Activity-Coefficient Equations for Aqueous Species

PHREEQC allows speciation or equilibration with respect to a single aqueous phase. Howéife
agueous phases may be defined in the course of a run and an aqueous phase may be defined as a mixture of one or
more agueous phases ($4EX keyword in data input section). The dissolved species in the aqueous phase are
assumed to be in thermodynamic equilibrium, except in initial solution calculations, when equilibrium may be
restricted to obtain only among the species of each element valence state. The unknowns for each aqueous species
are the activityg;, activity coefficienty, , molalitym, and number of moles in solutiom, of each aqueous spe-

cies,i. The following relationships apply to all aqueous species (except aqueous electrons and water itself):
a = y,m andn, = miWaq : WhereWaq is the mass of water in the aqueous phase.

PHREEQC rewrites all chemical equations in terms of master species. There is one master agueous species

associated with each element (for examplé’?m calcium) or element valence stéfter example, F& for ferric

iron) plus the activity of the hydrogen ion, the activity of the aqueous electron, and the activity dford?eiRE-

EQC, the identity of each agueous master species is define@@it TION_MASTER_SPECIES keyword

data block. (See Description of Data Input.) The numerical method reduces the number of unknowns to be a min-
imum number of master unknowns, and iteratively refines the values of these master unknowns until a solution to
the set of algebraic equations is found. The master unknowns for aqueous solutions are the natural log of the activ-
ities of master species, the natural log of the activity of m/q';ezb, the ionic strengthy, and the mass of solvent

water in an aqueous solutioN,
Equilibrium among agqueous species in an ion-association model requires that all mass-action equations for
aqueous species are satigf For example, the association reaction for the aqueous spféa&é; is

ca’+ Soj_ = CaSCZ. The log K for this reaction at 26 is 2.3, which results in the following mass-action
equation:

a
casqd
1023 = =23 1

a ,,a ’
ca’sq

In general, mass-action equations can be written as follows:
—C .
_ m, i
Ki = & |_|am , (2)
m

wherec, ; is the stoichiometric coefficient of master speams species. The values ot,,  may be positive or
negative. For PHREEQC, terms on the right-hand side of an association reaction are assigned negative
coefficients and terms on the left-hand side are assigned positive coeffiCiéntmn equilibrium constant that is
dependent on temperature, andgtanges over all master species. The same formalism applies to master species,

a
where the mass-action equation is simply é—m
m
For aqueous species the equation, derived from the mass-action expression, for the total number of moles of
species is

Crm i
[]am
— — m
n = miWaq - KiWaq Y, : 3)
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The Newton-Raphson method uses the total derivative of the number of moles with respect to the maste
unknowns. The total derivative is

dn =n [dln( )+Zcm din(a,) - In(yl)du} (4)
Activity coefficients of aqueous species are defined with the following equations:
0_Ju 0
logy; = ZD— 0.3up, ®)
i ZI /\/l-_l O
which is referred to as the Davies equation, or
AZ2./Ju
logy, = ——" by, ©)
1+Ba Ju

which is referred to as either the extended Debye-Huckel equatigrisikzero, or the WTEQ Debye-Huckel
equation (see rtiesdell and Jones, 1974),bfis not equal to zeroA andB are constants dependent only on

temperatureai0 is the ion-size parameter in the extended Debye-Hickel equaﬁoanmdl:}I are ion-specific

parameters fitted from mean-salt activity-dméént data in the WTEQ Debye-Huckel equation, arzdis the

ionic charge of aqueous speciet)nless otherwise specified in the database file or the input data set, the Davies
equation is used for clgad species. For unclgad species, the first term of the activity ¢ieefnt equation is
zero, and unless otherwise specitigts assumed to be 0.1 for all uncharged species.

The partial derivatives of these activity coefficient equations with respect to ionic strength are

0 35} , (7)

0
A —_— )
ﬁzfu(fwl)z 0

3 = -In(10) [

for the Davies equation and

2
d AZ
ﬁInyi —In (10) D

DZA/L_JDBa] A/}_Jl + 1D

(]
= * b. 0, (8)
U

for the extended or WATEQ Debye-Hiickel equation.

For data input to PHREEQC, the chemical equation for the mole-balance and mass-action expression, tf
log K and its temperature dependence, and the activitfideaf parameters for each aqueous species are defined
through theSOLUTION_SPECIES keyword data block. Master species for elements and element valence states
are deined with theSOLUTION_MASTER_SPECIES keyword data block. Composition of a solution is
defined with theSOLUTION keyword data block. (See Description of Data Input.)

Mass-Action Equations for Exchange Species

lon-exchange equilibria are included in the model through additional, heterogeneous mass-action equation
PHREEQC allows multiple exchangers, termed an “exchange assemblage”, to exist in equilibrium with the aque
ous phase. The approach uses mass-action expressions based on half-reactions between aqueous species and
tive unoccupied exchange site (Appelo and Postma, 1993) for each exchimigenoccupied exchange site is
the master species for the exchanger and the log of its activity is an additional master unknown. Its identity i
defned withEXCHANGE_MASTER_SPECIES keyword data block. (See Description of Data Input.) How-
ever the master species is not included in the mole-balance equation for the exdoaciggrits physical con-
centration to be zero. Its activity is also physically meaningless, but is such that all of the exchange sites are fille
by other exchange species.
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The unknowns for exchange calculations are the actaity, , which is defined to be the equivalent fraction
e
in PHREEQC, and the number of molaes, of each exchange specieg, of exchangee. The equivalent fraction
e
is the number of moles of sites occupied by an exchange species divided by the total number of exchange sites.
b..n
e

’e'e

The activity of an exchange species is defined as follaws: , Whereb, ; is the number of equivalents
o ,

e e

of exchangere, occupied by the exchange specigsand T is the total number of exchange sites for the
exchanger, in equivalents. Note tfigtis the total number of equivalents of the exchanger in the system which is

not necessarily equal to the number of equivalents per kilogram of water (efkghdcause the mass of water
in the system may be more or less than 1 kg.

Equilibrium among aqueous and exchange species requires that all mass-action equations for the exchange
species are satisfied. The association reaction for the exchange §zXjeis ca” +2X = Cax,, whereX

is the exchange master species for the default database. The use of equivalent fractions for activities and this form
for the chemical reaction is known as the Gaines-Thomas convention (Gaines and Thomas, 1953) and is the con-
vention used in the default database for PHREEQC. [It is also possible to use the Gapon convention in PHREEQC,

which uses equivalent fraction, but writes the exchange reactiors@s + X = Ca, gX. See Appelo and

Postma (1993) for more discussion.] The log K for calcium exchange in the default datebage@§, which
results in the following mass-action equation:

a
Ca
10°8 = —X22 . )
a 2+a -
Ca X

In general, mass-action equations can be written as follows:
K e 10
i, = aieu an (10)
wherem varies over all master species, including exchange master spn%,:igs, is the stoichiometric coefficient
of master species, in the association half reaction for exchange spégidée values otm’ 3 may be positive

or negative. For PHREEQC, terms on the right-hand side of an association reaction are assigned negative
coeficients and terms on the left-hand side are assigned positiviciene$. K, |, is a half-reaction selectivity
e

constant.
For an exchange species, the equation for the total number of moles of gscies
Cm, ie
[ ]2m

n =K S——r0oH0 11
=S (11)

e[

ar.o

The natural log of the activity of the master species of the exchanger is an additional master unknown in the
numerical method. The total derivative of the number of moles of spgevwh respect to the master unknowns

IS

dn_= nieZcm, din (ay) 12)
m
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For data input to PHREEQC, the chemical equation for the mole-balance and mass-action expression ar
the log K and its temperature dependence for each exchange species iaexd dafough the
EXCHANGE_SPECIES keyword data block. Exchange master species arenddfwith the
EXCHANGE_MASTER_SPECIES keyword data block. Number of exchange sites and exchanger composition
are defined with thEXCHANGE keyword data block. (See Description of Data Input.)

Mass-Action Equations for Surface Species

Surface-complexation processes are included in the model through additional, heterogeneous mass-acti
equations, and chge-potential relations. PHREEQC allows multiple surface complexers, termed a “surface
assemblage”, to exist in equilibrium with the agueous phase fdrmulations of the mass-action equations for
surface species are available in PHREEQC: (1) including an electrostatic potential term and (2) excluding an
potential term. The two principle firences between the formulation of exchange reactions and surface reactions
are that exchange reactions are formulated as half reactions, which causes the master species not to appear in
mole-balance equations, and the exchange species are expected to be neutral. Surface reactions are not half-r
tions, so the master species is a physically real species and appears in mole-balance equations, and surface spe
may be anionic, cationic, or neutral. If the Dzombak and Morel (1990) model, which includes an electrostatic
effects, is used, additional equations and mass-action terms are included because of sugfaeadisarface
electrostatic potential.

The basic theory for surface-complexation reactions including electrostatic potentials is presented in Dzom
bak and Morel (1990). The theory assumes that the number of activd s{spyivalents, eq), the specific area,
A (meters squared per grant/g), and the masS; (g), of the surface are known. The activity of a surface species

is assumed to be equal to its molality (moles of surface species per kilogram péwetehough surface species
are conceptually in the solid phase). The two additional master unknowns are (1) the quantity

0 %0
O2rt0 FY¥s . . . .
Inay, = Ine" 0= 55=, whereF is the Faraday constarik, is the potential at surfaseR is the gas con-
s B 0 2RT

stant, and is temperature in Kelvin and (2) the natural log of the activity of the master surface species. The iden:
tity of the master surface species isimed with SURFACE_MASTER_SPECIES keyword data block. (See
Description of Data Input.) Note that the quantitp,, is defined with a 2 in the denominator of the term on the

S

right hand side. This is a é#frent master unknown than that used in Dzombak and Morel (1990), but produces the
same results as their model because all equations are written to be consistent with this master unknown.

If “HfoOH’ is used to represent a neutral surface-complexation sife”(“Hydrousferric oxide, is used in
the default database files), the association reaction for the formation of a negatigdd slitar(it is an association
reaction in the sense that the defined species is on the right hand side of the equation) can be written as follow:

HfoOH - HfoO +H", (13)

and the mass-action expression including the electrostatic potential term is

FW,
int Yoo H* TRT
n

K =———e, (14)
HfoO AHfoOH

FW,
. o A . RT .
wherek'™ _ is the intrinsic equilibrium constant for the reactien, ~ is a factor that accounts for the work

HfoO

involved in moving a chaed species (B away from a chaed surface. In general, the equation for surface
speciesg is
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~ 0 i 0 8% 57
int s sRT

KM = 0o [a. “Te , 15
" e e

whereig is theit" surface species for surfagam varies over all master species, including surface master species,

Cry i is the stoichiometric cokfient of master species), in the association half reaction for surface spedgies
'S

The values ot . may be positive or negative. For PHREEQC, terms on the right-hand side of an association
s

reaction are assigned negative fiogfnts and terms on the left-hand side are assigned positi\fE:imm;.K:m ,

S

is the intrinsic equilibrium constant, ad, is the net change in surface dardue to the formation of the

S
surface species.
For a surface species, the equation for the total number of moles of species
O FY¥s 0
D——R?AZiSD Cm‘ i:
i i. aqg iy aq am
m (16)

-2 Cm ig
= Kiswaqawsl_l a4
m
The total derivative of the number of moles of spegi@sth respect to the master unknowns is

dn, = nis[dln (Wog + 5 Cy i din(ay) —2Azisdlnaws] (17)
m
The second formulation of mass-action equations for surface species excludes the electrostatic potential term
in the mass-action expressiond_edl identifier in the SURFACE keyword data block). The equation for the

number of moles of a surface species is the same as equation 16, except the factor myolaes not appear.
S

Likewise, the total derivative of the number of moles is the same as equation 17, except the final term is absent.
For data input to PHREEQC, the chemical equation for the mole-balance and mass-action expression and

the log K and its temperature dependence of surface species are defined thrQWRRACE SPECIESkey-

word data block. Surface master species or types of surface sites aireedefith the

SURFACE_MASTER_SPECIESkeyword data block. The number of sites, the composition of the surface, the

specifc surface area, and the mass of the surface aimedefith theSURFACE keyword data block. (See

Description of Data Input.)

Equations for the Newton-Raphson Method

A series of functions, denoted byare defined in this section. These functions describe heterogeneous equi-
librium and are derived primarily by substituting the equations for the number of moles of species (derived from
mass-action equations in the previous section) into mole- angechalance equations. Each function is presented
along with the total derivative with respect to the master unknowns.

Activity of Water

The activity of water is calculated from an approximation given by Garrels and Christ (1965, p. 65-66),
which is based on Raoult’s law:

n.
= 1- _i
a0 = 1 o.017lzwaq. (18)

EQUATIONS FOR SPECIATION AND FORWARD MODELING 11



The function f is defined as follows:

H,0

fuo = WagRy o= 10+0.017y n;, (19)
|

and the total derivative of this function is
n;

H,0 = Wagdh, 0dNEH o5+ FBH 0~ 1EWaqdin (W) +0.017% dny, (20)

df O H20
i=1

The master unknown is the natural log of the activity of water.

lonic Strength

The ionic strength of the aqueous solution is a master unknown and is defined as follows:

1 2 N
=Nz —. (21)
3,
The function,fH , iIs defined as follows:
_ 1 2
f” = aq“_ézzi n, (22)
|
and the total derivative of this function is
_ 1 2
dfu = uWaqun (Waq) +Waqd“_§ZZi dni ) (23)
|

Equations for Equilibrium with a Multicomponent Gas Phase

Equilibrium between a multicomponent gas phase and the aqueous phase is modeled with additional, hete
ogeneous mass-action equations. Only one gas phase can exist in equilibrium with the aqueous phase, but the
phase may contain multiple components. The fugacity or activity of a gas component is assumed to be equal to
partial pressure. PHREEQC assumes the total pressure of the gas phase in equilibrium with a solution is fixed a
is specified aBy4. If the sum of the partial pressures of the gas components in solution is leBgthahe gas

phase does not exist. The additional master unknown for the gas phase is the total number of moles of gas in 1
gas phase (including all gas componemg)s The number of moles of a gas compongnt) the gas phaseli%.

A mass-action equation is used to relate gas-component activities (fugacities) to agqueous phase activitie
PHREEQC uses dissolution equations, in the sense that the gas component is assumed to be on the left-hand :
of the chemical reaction. For carbon dioxide, the dissolution reaction may be written as follows:

CcO (24)

= CO .
2(g) 2 (aq)

The Henry's law constant relates the partial pressure of the gas component to the activity of agueous species. F

carbon dioxide, the Henwy'law constant is 16468 and the following mass-action equation obtains at

equilibrium:
1.408
=10 a , 25
co, €O, g (25)

whereP, is the partial pressure calculated using activities in the aqueous phase. In general, the partial pressu
2

P

of a gas component may be written in terms of aqueous phase activities as follows:
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C

P = Ham”‘*g, (26)

1
g Kg
wherePg is the partial pressure of gas comporgerdalculated using activities in the aqueous phbtaei;s the
Henry’'s law constant for the gas component; amplg is the stoichiometric coféiient of master speciesy, in
the dissolution equation. The valuescg{ i may be positive or negative. For PHREEQC, terms on the left-hand

side of a dissolution reaction are assigned negativdicdeats and terms on the right-hand side are assigned
positive coefficients.

At equilibrium, the number of moles of a gas component in the gas phase is equal to the partial pressure of
the gas times the total number of moles of gas in the gas phase,

N c
— _ gas m, g
ng = Ngang = Kg a, - (27)
m

The total derivative of the number of moles of a gas component in the gas phase is
dng = PnggaS+ ZNgangCm, gdlnam. (28)
m

For mole-balance equations, the numerical model treats the gas phase components in the same way that it treats
agueous species. Thus, the teluhnra appear in the Jacobian for the mole-balance equations for each element.

The total number of moles of each element in the system includes both the number of moles in the gas phase and
the number of moles in the aqueous phase.

Apart from the new terms in mole-balance equations, the one new function for the gas phase requires that
the sum of the partial pressures of the component gases is equal to the total fgggurae functionf, is

total

defined as follows:

total

fo = Poa= Y Py (29)
g

The total derivative of,  with respect to the master unknowns, with the convention that podhyg

total

are increases in solution concentration, is
df = — c. Pdn(a,). 30
Ptotal % ; m g g ( m) ( )

For data input to PHREEQC, the mass-action equations, lddavy’constant, and temperature dependence
of the constant for gas phases aramef with thePHASES keyword data block. Components to include in
gas-phase calculations and initial gas composition are defined wiBiBePHASE keyword data block. (See
Description of Data Input.)

Equations for Equilibrium with Pure Phases

Equilibrium between the aqueous phase and pure phases, including single-component gas phases, is
included in the model through the addition of heterogeneous mass-action equations. PHREEQC allows multiple
pure phases, termed a pure-phase assemblage, to exist in equilibrium with the aqueous phase, subject to the limi-
tations of the Gibbs’ Phase Rule. The activity of a pure phase is assumed to be identically 1.0. The additional mas-
ter unknown for each pure phase is the number of moles of the pure phase that is present in timg, sybtem,

p refers to thepth phase. €rms representing the changes in the number of moles of each pure phase occur in the
mole-balance equations for elements.
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The new function corresponding to each of the new unknowns is a mass-action expression for each pul
phase. PHREEQC uses dissolution reactions, in the sense that the pure phase is on the left-hand side of the ch
ical equation. For calcite, the dissolution reaction may be written as

2+ 2~
CaCQ; = Ca +CO;, (31)

and, using log K of 188 and activity of the pure solid is 1.0, the resulting mass-action expression is

848
Kcalcite =10 - aCa2+aCO§" (32)
In general, pure-phase equilibria can be represented with the following equation:
— Cm, p
Ky = |_|am , (33)
m
wherec o is the stoichiometric coefficient of master speaies) the dissolution reaction. The valuescpf .
! 'S

may be positive or negative. For PHREEQC, terms on the left-hand side of a dissolution reaction are assigne
negative codicients and terms on the right-hand side are assigned positificieogs. The saturation index for
the mineraI,SIp, is defined to be

c
m, p
[ ]2

— m
Sl, = log — (34)
p
The function used for phase equilibrium in the numerical method is
fp = (InKp+ [In(10)] Slp‘ target) —Zcm’ IOIn (), (35)
m
whereSIp target is a specified tget saturation index for the phase (see keyviepdJILIBRIUM_PHASES )
andIn (10) converts base-10 log to natural log. For single-component gas me’ﬁg?get is equivalent to th
log of the partial pressure of the gas. The total derivative with respect to the master unknowns is
dfp = —z Con, IDdIn (a,) (36)
m

For data input to PHREEQC, the mass-action equations, equilibrium constant, and temperature dependen
of the constant for pure phases arergsf with thePHASES keyword data block. Initial composition of a
pure-phase assemblage is defined withrB&JILIBRIUM_PHASES keyword data block. (See Description of
Data Input.)

Mole-Balance Equation for a Surface
Mole balance for a surface site is a special case of the general mole-balance equation. The total number
moles of a surface site is specified by input to the model. The sum of the moles of all of the surface species for ti

site must equal the total number of moles of surface sites. The following function is derived from the mole-balanc
relation for a surface site:

fs = Ts_ Z bs isnis’ (37)
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where the value of the functiofy, is zero when mole balance is achievids the number of equivalents surface
sites, andb , is the number of surface sites occupied by the surface complex. The total derifats/e of
s

NS
dfy = =3 by ;dn, . (38)
iS

For data input to PHREEQC, the number of moles of each type of surface site is definedSuR FA«CE
keyword data block. Surface species arendef with theSURFACE_SPECIESkeyword data block. (See
Description of Data Input.)

Mole-Balance Equation for an Exchanger

Mole balance for an exchange site is a special case of the general mole-balance equation. The total number
of moles of each exchange site is specified by input to the model. The sum of the moles of all of the exchange
species for a site must equal the total number of moles of the exchange site. The following function is derived from
the mole-balance relation for an exchange site:

fo= Te= 3 bg i . (39)

where, the value of the functiofy, is zero when mole balance is achievEgdis the total number of exchange
sites for exchangee, andb, ; is the number of exchange sites occupied by the exchange species. The total
' e

derivative offg is
Ne
df, = —Z be, iednie' (40)
Ie

For data input to PHREEQC, the number of moles of exchange sites is defind@XCHANGE keyword
data block. Exchange species are defined witE¥@HANGE_SPECIES data block. (See Description of Data
Input.)

Mole-Balance Equation for Alkalinity

The mole-balance equation for alkalinity is used only in speciation calculations and in inverse modeling.
Mole balance for alkalinity is a special case of the general mole-balance equation, but special definitions of coef-
ficients are needed. Alkalinity is defined as an element in PHREEQC and a master species is associated with this
element (se&SOLUTION_MASTER_SPECIES keyword). In the default databases for PHREEQC, the master

species for alkalinity i§:O§-. The master unknown for alkalinitylisa,,, , or for the default databasésacoz_.
3
The total number of equivalents of alkalinity is specified by input to the model. The sum of the alkalinity

contribution of each aqueous species must equal the total number of equivalents of alkiaérfowing func-
tion is derived from the alkalinity-balance equation:

Naq

faik = Ta= D Pai i (41)
i
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where, the value of the functiofp, is zero when mole balance is achievEg, is the number of equivalents of
alkalinity in solution, and, , ; is alkalinity contribution of the aqueous species, eq/mol. The total derivative of

fAIk is

== Dak Ay (42)

The value ofT ,,, may be positive or negative. Conceptualyneasured alkalinity dérs from the alkalin-
ity calculated by PHREEQC. In the default database files for PHREEQC the vahligs phave been chosen
such that the reference stalig ( ; = 0 ) for each element or element valence state is the predominant species

a pH of 4.5. It is assumed that all of the element or element valence state is converted to this predominant spec
in a theoretical alkalinity titration. Howevén a real alkalinity titration, significant concentrations of species of
elements and element valence states that have nonzero alkalinity contributions may exist at the endpoint of tl
titration, and the extent to which this occurs causes the alkalinity calculated by PHREEQC tdeverd difan-
tity than the measured alkalinitgpecies that are especially susceptible to this problem are the hydroxide com-
plexes of iron and aluminum. Thus, the alkalinity of a solution as calculated by PHREEQC, though it will be
numerically equal to the measured alkalinisynecessarily an approximation because of the assumption that a
titration totally converts elements and element valence states to their reference state. In most solutions, where t
alkalinity is derived predominantly from carbonate species, the approximation is valid.

For data input to PHREEQC, the alkalinity of each species is calculated from the association reaction for thi
species, which is defined in t8®LUTION_SPECIES keyword data block, and the alkalinity contributions of
the master species, which areidedl with theSOLUTION_MASTER_SPECIES keyword data block. &tal
alkalinity is part of the solution composition defined withS@LUTION keyword data block. (See Description
of Data Input.)

Mole-Balance Equations for Elements

The total number of moles of an element in the system is the sum of the number of moles initially present ir
the pure-phase assemblage, aqueous phase, exchange assemblage, surface assemblage, gasfphadayand dif
ers of the surfaces. The following function is derived from the general mole-balance equation:

L] N, |_| Nag E Ng
@Tm b o 3 O -3 Y b
P (43)
S Naq

zzbm i g zbmgg zzbml i,s’

where the value of the functio, is zero when mole-balance is achieviglis the total number of moles of the

element in the systerk is the number of exchangers in the exchange assemBlagie number of surfaces in
the surface assemblagdé, is the number of phases in the pure-phase assemblgge the number of aqueous

speciesN, is the number of exchange species for exchagdéyis the number of surface species for surface
andNy is the number of gas components. The number of moles of each entity in the system is represgnted by

for phases in the pure-phase assemblader aqueous species, for the exchange species of excharger
e S
for surface species for surfasen for the gas components, and, for the agueous species in thefube layer

of surfaces. The number of moles of element, per mole of each entity is representedfywith an additional
subscript to define the relevant entiby; is usually but not always, equal o (the coeficient of the master
species fomin the mass-action equation), except for elements hydrogen and oxygen.
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To avoid solving for small diérences between & numbers, the quantity in parenthesis in the previous
function is not explicitly included in the solution algorithm and the valdg ofs never actually calculated. Instead

Ny

the quantityT = = T_— me o is used in the functiof), . Initially, T’ is calculated from the total concen-

p
tration ofm in the aqueous phase, the exchange assemblage, the surface assemblage, and the gas phase:

T‘m = Tm, aq+ Tm, et Tm, st Tm, gas’ (44)

During the iterative solution to the equatiom, is updated by the mole transfers of the pure phases:
KLk
T, =T,+ z b, pd Ny, (45)
p
wherek refers to the iteration number. It is possibleTfor to be negative in intermediate iterations, but must be

positive when equilibrium is attained.
The total derivative of the functiofpn, is

E I\I
(46)
S Ns SN

-3 S 50, Foa Y om0

For data input to PHREEQC, total moles of elements are defined initially through keyword data input and
speciation, initial exchange, and initial surface calculations. Moles of elements are initially defined for an aqueous
phase T, aq) with the SOLUTION keyword data block, for an exchange assembldge ) with the

EXCHANGE keyword data block, for a surface assembla'grg Q with theSURFACE keyword data block, for
the gas phasd(, ) withaGAS_PHASEkeyword data block. The number of moles of each phase in a pure phase

assemblageng) is defined with th&€QUILIBRIUM_PHASES keyword data block.dtal moles of elements and
total moles of pure phases may be modified by reaction calculations. (See Description of Data Input.)

Aqueous Charge-Balance Equation

The chage-balance equation sums the ionic gbarof aqueous species and, in some cases, tiye dmdal-
ances developed on surfaces. For generality, nej€loaran exchanger is also included in the derivation, though
it is not justified by the theoretical framework. When specified, jeHaalance equation is used in initial solution
calculations to adjust the pH or the activity of a master species (and consequently the total concentration of an ele-
ment or element valence state) to produce electroneutrality in the solution. Tdelohlance equation is used to
calculate pH in reaction and transport simulations.

In real solutions, the sum of the equivalents of anions and cations must be zero. Hamadytical errors
and unanalyzed constituents in chemical analyses generally cause electrical imbalances to be calculated for solu-
tions. If a chage imbalance is calculated for an initial solution, the pH is adjusted in subsequent reaction or trans-
port simulations to maintain the same gwimbalance. If mixing is performed, the dp@imbalance for the
reaction step is the sum of the dmmbalances of each solution weighted by its mixing fakftarsurface is used
in a simulation and the explicit dilse-layer calculation is not specified, then the formation ofjeldesurface spe-
cies will result in a chged surface. Similar)yf exchange species are not electrically neutral (all exchange species
in the default database are electrically neutral), the exchanger will accumulate a charge. These charge imbalances
must be included in the charge-balance equation to calculate the correct pH in reaction and transport simulations.
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In general, the chge imbalance for a solution is calculated at the end of the initial solution calculation and at the
end of each reaction and transport simulation with the following equation:

N
aq
Tq= Y &M (47)
i

wherez is the chage on the aqueous species a’gdq is the chage imbalance for aqueous phagdf chaged

surfaces or exchangers are not present, thgeliaubalance for a solution at the end of a simulation will be the
same as at the beginning of the simulation.

The chage imbalance on a surface is calculated at the end of the initial surface calculation and at the end ¢
each reaction and transport simulation with the following equation:

NS
Tz, S = zzisnis’ (48)
iS

whereT, _ is the chage imbalance for the surface, ands the chage on the surface speciesf surfaces. If the
! S

composition of the difise layer is explicitly included in the calculatiodiffuse_layer in SURFACE keyword

data block), then each solution should be gadralanced using one of the gebalance options, afid  will

equal to zero.

Normally, exchange species have no netgbabut for generalitythis is not required. Howevehe activity
of exchange species (the equivalent fraction) is not well defined if the sum of thedchpecies is not equal to
the total number of equivalents of exchange sites (exchange capacity)gdabachange species exist, then the
chage imbalance on an exchanger is calculated at the end of the initial exchange calculation and at the end of ec
reaction and transport simulation with the following equation:

Ne
Tre= 250N (49)
ie

whereTZl o Is the chage imbalance for the exchangandzieis the chage on the exchange species exchanger

e.

The chage imbalance for the system is defined at the beginning of each reaction or transport simulation witt
the following equation:

S

Q E
T2 2% 2qt 2 T2s™ ) Tae (50)
q S e

whereT, is the chage imbalance for the syste@.is the number of aqueous phases that are mixed in the reaction
or transport stepy q is the mixing fraction for aqueous phase

The charge-balance function is

Naq s Ng E Ne
f,=T,- ZZini —ZZziSnis—ZZZienie, (51)
i s g e iy

wheref, is zero when charge balance has been achieved and the double summation for surfaces is present on
the diffuse-layer composition is not explicitly calculated. The total derivative of is
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Naq s Ng
= Zzidni—zzZ dn —Zzz dn g (52)

and, again, the double summation for surfaces is present onIy if theedifiyer composition is not explicitly
calculated.

For data input to PHREEQC, clharimbalance is defined by data input 8®LUTION, EXCHANGE,
and IJRFACE keyword data blocks combined with speciation, initial exchange, and initial surface calculations.
The chage on a species is datd in the balanced chemical reaction thatines$ the species in
SOLUTION_SPECIES, EXCHANGE_SPECIES, or SJRFACE_SPECIES keyword data blocks. (See
Description of Data Input.)

Surface Charge-Potential Equation without Explicit Calculation of the Diffuse-Layer Composition

By default, PHREEQC uses the approach described by Dzombak and Morel (1990) to relatgéhacchar
mulated on the surface with the potential at the surtéige,The surface-chge density is the amount of char

per area of surface material, which can be calculated from the distribution of surface species as follows:

_ F
|

wheread is the chage density for surfacein coulombs per square meter (é)m: is the Faraday constant in

coulomb per mole (96,485 C/moBy is the specific area of the surface materia/gin andS is the mass of

surface material (g). At 2&, the surface-chge density is related to the electrical potential at the surface by the
following equation involving the hyperbolic sine:

_ > . VFu o
O'S = 01174.1 SlnhDﬁD (54)

wherev is the valence of a symmetric electrolyteis the ionic strengttt; is the Faraday constant in kilojoules
per volt-equivalent (kJ \ eq‘l, which equals C/mol)¥, is the potential at the surface in vol&js the gas

constant (8.314 J midI°k 1), andT is in Kelvin. The following assumptions apply to equation 54: (1) Although

strictly valid only at 28C, the constant 0.1174 is used at all temperatures, and (2) the valence of the electrolyte is
assumed to be 1. See the following sections, Surfacey&Ratential Equation with Explicit Calculation of the
Diffuse-Layer Composition and Non-Electrostatic Surface-Complexation Modeling, for alternate formulations of
surface-complexation modeling.

The charge-potential function is defined as follows:

1 N
F
_ F
f, = 0. 11744 sthZRTD AS. z (55)
S

S

and the total derivative of this function is
N

1
_ 01174 2. OFYsO oFYsO F o
dquS = =M smh%EpI;H 0.1174:oshjﬁ_[ﬁlnaq,s—'?SSZzisdniS : (56)
IS

For data input to PHREEQC, calculation without an explicitdé layer is the default. Specific surface area
(A,) and mass of surfac&( ) are defined iInSKERFACE keyword data block. The charge on a surface species
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is defined in the balanced chemical reaction that defines the specieSWRRACE_SPECIESkeyword data
block. (See Description of Data Input.)

Surface Charge-Balance Equation with Explicit Calculation of the Diffuse-Layer Composition

As an alternative to the previous model for the surfacegehaotential relation, PHREEQC optionally will
use the approach developed by Borkovec ardtsll (1983). Their development solves the Poisson-Boltzmann
equation to determine surface excesses of ions in thes@ifayer at the oxide-electrolyte interface. Throughout
the derivation that follows, it is assumed that a volume of one liter (L) contains 1 kg of water.

The surface excess is defined to be

Fis = IEFi () _CiOEFjX’ (57)
X4

where . _ is the surface excess in morzr,nx

s is the location of the outer Helmholtz plarg(x) is

d, s
concentration as a function of distance from the surface in rmbland ci0 is the concentration in the bulk
solution. The surface excess is related to concentration in the reference state of 1.0 kg of water,

ms=A ST, (58)

s-s' i, s’

wherem; _ is the surface excess of aqueous spediesnol/kg water This surface-excess concentration can be
related to the concentration in the bulk solution by

M s = G sMs (59)
whereg; . is a function of the potential at the surface and the concentrations agdscbell ions in the bulk
solution:

Z
Mo X -1

9 s = ASsan(Xy—1) o J’ N 739% (60)

2 4 .U

1 !x Zmﬂ( —1D]

[
e

whereX = e "' X4 < is the value at the outer Helmholtz plane, and (eg,RT/2) ' “, ¢ is the dielectric

constant for water78.5 (unitless), ane, is the dielectric permittivity of a vacuum, 8.8545%0C VI m™. The

value ofa at 28C is 0.02931 [(L/mol])/2 C ni2, where L is liters, mol is moles, C is coulombs, and m is meters].
The relation between the unknowX) (used by Borkovec and &Stall (1983) and the master unknown used by

PHREEQC s, = X .
S

The development of Borkovec ancegtall (1983) calculates only the total excess concentration in the dif-
fuse layer of each aqueous species. A problem arises in reaction and transport modeling when a solution
removed from the surface, for example, in an advection simulation when the water in one cell advects into the ne
cell. In this case, the total number of moles that remain with the surface needs to be known. In PHREEQC, an art
trary assumption is made that the diffuse layer is a specified thickness and that all of the surface excess resides
the diffuse layerThe total number of moles of an aqueous species in flusalifiyer is then the sum of the con-
tribution from the surface excess plus the bulk solution in the diffuse layer:
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n. n.
_ _ i i
ni,s - ni,s, excess+ ni,s, aq ~ gi,stqu\/\/aq+WsWaq' (61)

wherenI s, aq refers to the number of moles of aqueous spediest is present in the flise layer due to the
contribution from the bulk solutlomI s, exces refers to the number of moles that is added to tHasdiflayer
due to the surface excess calculatMtgq is the mass of water in the system excluding tHeiséflayer W, is

the mass of water in the filise layer of surfacg andequ aq+ zWS. The mass of water in the filife

layer is calculated from the thickness of the diffuse layer and the surface area, assuming 1 L contains 1 kg water:
W, = ASt (62)

S°S'S’
wheret, is the thickness of the diffuse layer in meters.

The total derivative of the number of moles of an aqueous species in the diffuse layer is as follows:

O oOFY¥o2g

09; W, b + WD 09, ;0 . R O
ulk bqu i,s 2RT _
dn, ¢ = DD—W %blni +n W, ax 2e [pllnaqJS
W
n. g —dInW
aq
where the second term is the partial derivative with respect to the master unknown for the potential at the surface,
og;
InaLlJ The patrtial derlvatlveaxI 5 s equal to the integrand from equation 60 evaluated at
z U
oxX 2N Z D1/2’ (64)
1
!Xdz m, %Xd - 1D]
[
and the partial derivative of the functign, ~ with respect to the master unknown is
DFLPSEFZ
0o of¥o?g LR 07 0O
agiys ag| SD e ZRTD O _ —2e %de - (65)
dlna, 09X S_ E B

S

[ dZmEx —15}1/2.

In the numerical method, it is computationally expensive to calculate the fungjignso the same

approach as Borkovec andegfall (1983) is used in PHREEQC to reduce the number of function evaluations. A
new level of iterations is added when thdudié layer is explicitly included in the calculations. The functions and
their partial derivatives are explicitly evaluated once at the beginning of each of theseldiyer iterations. Dur-

ing the model iterations, which occur within thefule-layer iterations, the values of the functions are updated
using the following equation:

09
k+1 _ Kk i,s
%5 = %" 3ina, A" 2w, (66)

S
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wherek refers to the model iteration number aﬁo& is the value that is evaluated explicitly at the beginning of

the difuse-layer iteration. The model iterations end when the Newton-Raphson method hagetbiovea
solution, however, convgence is based on the values of the functg?r%sthat are estimates. Thus,fdge-layer

iterations must continue until the values of the functions have aeevithin specified tolerances, that is, the
changes in the values of the functions are small between one diffuse-layer iteration and the next.

When explicitly calculating the composition of thefdge layerthe function involving theinhof the poten-
tial unknown (equation 54) is replaced with a geabalance function that includes the surfacegghand the dif-
fuse-layer charge:

Ns Naq
f,s= Zzisnis+ Zzini,s’ (67)
i ]

where, the value of the functio@ . is zero when chge balance is achieved. The total derivative of the

functlon,fzy s 1S

Ns Naq
df, = Zzisdnis+ Z zdn, . (68)
i i

For data input to PHREEQC, explicit calculation of thdudié layer is invoked using thdiffuse_layer
identifier in the SURFACE keyword data block. Spetifsurface areaA,) and mass of surfac&() are also
defined in theSsURFACE keyword data block. The chlygg on a surface species or an aqueous species is defined

in the balanced chemical reaction that idefs the species in thEURFACE_SPECIES or
SOLUTION_SPECIES keyword data block. (See Description of Data Input.)

Non-Electrostatic Surface-Complexation Modeling

Davis and Kent (1990) describe a non-electrostatic surface-complexation model. In this model, the electro
static term is ignored in the mass-action expressions for surface complexes. In addition, no sugedalcme
or surface ch@e versus potential relation is used; only the mole-balance equation is included for each surface site
For data input to PHREEQC, the non-electrostatic model for a surface is invoked by usiag dutiden-
tifier in the SURFACE keyword data block. (See Description of Data Input.)

NUMERICAL METHOD FOR SPECIATION AND FORWARD MODELING

The formulation of any chemical equilibrium problem solved by PHREEQC is derived from the set of func-

tions denoted in the previous sections. These incligdg, f,, fg fy ,fH2O B ,fptmal ,fIO g0 f, ,le S ’fu ,

andfy, , wherd,, ant}, are the simply the mole-balance functions for hydrogen and oxygem' aeders to all

aqueous master species except &, H,O and the alkalinity master species. The corresponding set of master

unknowns isna,, Ina, Ny ]nae_ lnaHzo Ina,_, I,nWaq Ngas By (or possiblya, ; in speciation calcu-

lations),Ina_ ,InaH+ (or possiblyna,; in speciation calculationspay, (explicit diffuse-layer calculationy
S
andlnay, (implicit diffuse-layer calculation). When the residuals of all the functions that are included for a given
S

calculation are equal to zero, a solution to the set of nonlinear equations has been found, and the equilibrium valu
for the chemical system have been determined. (Note that some equations that are initially included in a given ce
culation may be dropped if a pure phase or gas phase does not exist at equilibrium.) The solution technique assic
initial values to the master variables and then uses a modification of the Newton-Raphson method iteratively t
revise the values of the master variables until a solution to the equations has been found within specified tolerance
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For a set of equation§, = 0, in unknownS(j the Newton-Raphson method involves iteratively revising an
initial set of values for the unknowns. Let= f, be the residuals of the equations for the current values of the
unknowns. The following set of equations is formulated:

of,
ro= —Jza—xjdxj (69)
The set of equations is linear and can be solved simultaneously for the unknquiSIew values of the

unknowns are calculated',” lXj = Kxj + d)ﬁ , wherek refers to the iteration numbefter which, new values of

the residuals are calculated. The process is repeated until the values of the residuals are less than a specified
tolerance.

Two problems arise when using the Newton-Raphson method for chemical equilibria. The first is that the
initial values of the unknowns must be fatiéntly close to the equilibrium values, or the method does not con-
verge, and the second is that a singular matrix may arise in problems involving multiple phases (if the number of
phases exceeds the number allowed by the Gibbs’ Phase Rule). PHREEQC uses an optimization technique devel-
oped by Barrodale and Roberts (1980) to solve the same Newton-Raphson equations, while avoiding some of the
problems caused by singular matrices. The technique also allows inequality constraints to be added to the problem,
which are useful for constraining the total amounts of phases that can react.

The selection of initial estimates for the master unknowns is described for each type of modeling in the fol-
lowing sections. Regardless of the strategy for assigning the initial estimates, the estimates for the activities of the
master species for elements or element valence states are revised, if necessary, before the Newton-Raphson itera-
tions to produce approximate mole balance. The procedure is as follows. After the initial estimates are made, the
distribution of species is calculated and, for each element (except hydrogen and oxygen), element valence state,
exchangerand surface. Then, the ratio of the calculated number of moles to the input number of moles is calcu-

lated. If the ratio for a master species, |, is greater than 1.5 or less thahdf®the following equation is used
to revise the value of the master unknown:

O O
K+l K DE bm',iniD
= I I
Ina, Ina_, + WInE T E (70)

wherew is 1.0 if the ratio is greater than 1.5 and 0.3 if the ratio is less th3rah@lk is the iteration number
After revisions to the initial estimates, the distribution of species is calculated. The iterations continue until the
ratios are within the specified ranges, at which point the modified Newton-Raphson technique is used.

The optimization technique of Barrodale and Roberts (1980) is a modification of the simplex linear program-
ming algorithm that performs an L1 optimization (minimize sum of absolute values) on a set of linear equations
subject to equality and inequality constraints. The general problem can be posed with the following matrix equa-
tions:

AX = B
CX=C (71)
EX<F.

The first matrix equation is minimized in the sense f’z’#bi - Zai i%i is @ minimum, whereis the index of
I J

rows andj is the index for columns, subject to the equality constraints of the second matrix equation and the
inequality constraints of the third matrix equation.

The approach of PHREEQC is to include some of the Newton-Raphson equations (eq. 69) in the optimiza-
tion equations (first matrix equation above), rather than include all of the Newton-Raphson equations as equalities
(second matrix equation above). Equations that are included Mrttadrix may not be solved for exact equality
at a given iteration, but will be optimized in the sense given above. Thus, at a given iteration, an approximate math-
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ematical solution to the set of Newton-Raphson equations can be found even if no exact equality solution exist
for example when direct application of the Newton-Raphson approach would result in unsolvable singular matri
ces.

After a solution to the equations, with equality and inequality constraints, is returned by thetkelver
results, which are the size of the changes to the master unknowns, are checked to make sure that the values of
variables do not change too fast, as specified by default criteria in the program (or specifiaeiNiyBisekey-
word). If the criteria are not met, then the changes to the unknowns, except the mole transfers of pure phases,
decreased proportionately to satisfy all the criteria. Pure-phase mole transfers are not altered except to produ
nonnegative values for the total moles of the pure phases. If all of the changes to the unknowns are small (as sp
ified by convegence criteria within the program), the problem is solved. Otherwise, after suitable changes to the
unknowns have been calculated, the master unknowns are updated, new molalities and activities of all the aqueo
exchange, and surface species are calculated, and residuals for all of the functions are calculated. The residuals
tested for convergence, and a new iteration is begun if convergence has not been attained.

Application to Aqueous Speciation Calculations

A limited set of equations is included in aqueous speciation calculations. Assuming pH and pe are known

the Newton-Raphson equations are derived from the functions,, . andfu, which are equations for mole
2

balance for elements or element valence states, activity of, \&atéionic strength. Mole-balance equations for
hydrogen and oxygen are not included, because the total masses of hydrogen and oxygen generally are not kno
Instead, the mass of water is assumed to be 1.0 kg and the total masses of hydrogen and oxygen are calculated
the speciation calculation has been completed. An additional mole-balance equation for alkalinityay be

included to calculaténa,, and the total molality of the element associated with alkalinity (carbon in the default
database). A charge-balance equatignmay be included to calculate theaH+ that produces chge balance in

the solution or a phase-equilibrium equatitbn,may be included to calculatlaaH+ that produces a et satu-

ration index for the phase. In either of these last two cases, the pH of the solution is calculated and will not equ
the input pH. A charge-balance equatifyn, , may be included to calculatfathe that produces charge balan:

in the solution (not recommended) or a phase-equilibrium equiglomay be mcIuded to calculataa that

produces a tget saturation index for the phase. In either of these last two cases, the pe of the solutlon is calculate
and will not equal the input pe. A clgerbalance equatiofi,, may be specified to replace a mole-balance equa-

tion, f ., in which caselna _, is adjusted to produce charge balance for the solution. A phase-equilibrium equa
tion, fIO may be specified to replace a mole-balance equdtjonin which caselna_, is adjusted to produce a

target saturation index for the phase. If a mole-balance equation is replaced by eithergindalzance equation
or a phase-equilibrium equation, then the total amount of the element or valence state in the speciated solution w
be calculated and will not equal the input concentration.
If the problem definition contains a mole-balance equation for both carbon [or carbon(+4)] and alkalinity
then the two master unknowns associated with these equatiolreag(e = Inaco_2 (for the default database
3

files) andlnaH+. In this case, the pH will be calculated in the speciation calculation and will not be equal to the

input pH.

For speciation calculations, if the alkalinity mole-balance equation is included in the problem formulation,
it is included as the only optimization equation for the sol&#rother equations are included as equality con-
straints. No inequality constraints are included for speciation calculations.

The redox options for agueous speciation calculations are determined by the mass-action expressions us
for aqueous species. By default, whenever a value of the activity of the electron is needed to calculate the molali
or activity of an aqueous species, the input pe is used. If a default redox couple isrgd@x) 6r a redox couple
is specifed for an element (or combination of element valence statesS@eEITION keyword), then the
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mass-action expression for each aqueous species of the redox element is rewritten to remove the activity of the
electron from the expression and replace it with the activities of the redox couple. For example, if iron (Fe) is to

be distributed using the sulfate-sulfide redox couple [S(+6)/S(-2)], then the original chemical reactiért for Fe

Fe'“=Fe +e (72)

would be rewritten using the association reaction for sulfide,
SO, +9H" +8¢ = HS +4H,0, (73)
to produce the following chemical reaction that does not include electrons:

+2 1.2 9 + _ +3 1 1
Fe +8SO +8H Fe +8HS+2H20 (74)

The mass-action expression for this final reaction would be used as the mass-action expression for the species
FeH, and the dferential for the change in the number of moIefer, dn_ 5, would also be based on this
Fe

mass-action expression. Howevéne original mass-action expression (based on equatlon 72) is used to
determine the mole-balance equations in which the th1m+3 appears, that is, the speclés would appear

in the mole-balance equation for iron, but not in the mole balance equations for S(+6) or S(-2).

By default, if a saturation-index calculation requires a value for pe (or activity of the electron), then the input
pe is used. If a default redox couple has been defireab), then the dissolution reaction for the phase is rewrit-
ten as above to eliminate the activity of the electron and replace it with the activities of the redox couple.

The set of master unknowns may change for redox elements during a calculation. The process, which is
termed “basis switching”, occurs if the activity of the master species which is the master unknown for a mole-bal-
ance equation becomes ten orders of magnitude smaller than the activity of another master species included in the
same mole-balance equation. In this case, all of the mass-action expressions involving the current master unknown
(including aqueous, exchange, gas, and surface species, and pure phases) are rewritten in terms of the new master
species that has the dar activity An example of this process is, if nitrogen is present in a system that becomes
reducing, the master unknown for nitrogen would switch from nitrate, which would be present in negligible
amounts under reducing conditions, to ammonium, which would be the dominant species. Basis switching does
not afect the ultimate equilibrium distribution of species, but it does speed calculations and avoid numerical prob-
lems in dealing with small concentrations.

Initial values for the master unknowns are estimated and then revised according to the strategy described in
the previous section. For initial solution calculations, the input values for pH and pe are used as initial estimates.
The mass of water is 1.0 kg, and the activity of water is estimated to be 1.0. lonic strength is estimated assuming
the master species are the only species present and their concentrations are equal to the input concentrations (con-
verted to units of molality). The activity of the master species of elements (except hydrogen and oxygen) and ele-
ment valence states are set equal to the input concentration (converted to molality). Iigthdoatzarce equation
or a phase-equilibrium equation is used in place of the mole-balance equation for an element or element valence
state, then the initial activity of the master species is set equal to one thousandth of the input concentration (con-
verted to molality).

For data input to PHREEQC all options for a speciation calculation--use of an alkalinity equation;
chage-balance equation; phase-equilibrium equation to adjust pH, or the concentrations of an element or an ele-
ment valence state; and redox couples--are all defin8@UUTION keyword data block. (See Description of
Data Input.)

Application to Initial Exchange Calculations

A limited set of equations is included in initial exchange calculations, that is, when the composition of an
exchange assemblage is defined to be that which is in equilibrium with a specified solution composition. The New-

ton-Raphson equations for the initial exchange calculation are derivetﬂef,rbrql, fH o andfu, which are equa-
2
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tions for mole balance for each exchangeole balance for each element or element valence state, activity of
water and ionic strength. For initial exchange calculations, the valugg dhclude only the agueous concentra-

tions and the mole-balance equatidps do not contain terms for the contribution of the exchangers to the total

element concentrations. The values calculated for all quantities related to the aqueous phase are the same as
the solution without the exchanger present. Essentilly the values of the master unknowns of the exchange
assemblagéna,, are adjusted to achieve mole balance for the exchanger mole-balance equations. Once mole be

ance is achieved, the composition of each the exchanger is known.

All equations for initial exchanger calculations are included as equality constraints in theldolegqua-
tions are optimized and no inequality constraints are included.

An initial exchange calculation is performed only if the exchanger is defined to be in equilibrium with a spec-
ified solution. The distribution of species for this solution has already been calculated, either by an initial solutior
calculation or by a reaction or transport calculation. Thus, the initial estimates of all master unknowns related t
the agueous phase are set equal to the values from the previous distribution of species. The initial estimate of 1
master unknown for each exchanger is set equal to the number of moles of exchange sites for that exchanger.

For data input to PHREEQC, definition of the initial exchange calculation is made wiEX@#ANGE
keyword data block. (See Description of Data Input.)

Application to Initial Surface Calculations

A limited set of equations is included in initial surface calculations, that is, when the composition of a surface
assemblage is defined to be that which is in equilibrium with a specified solution composition. The Newton-Raph

son equations for the initial surface calculation are derivedifgofq, oer o fm. ,fH o andu, which are equa-
S ? 2

tions for mole-balance equations for each type of surface site in the surface assembtpeypoteatial or chge
balance for each surface (both of these equations are excluded in the non-electrostatic model), mole balance
each element or element valence state, activity of yatdrionic strength. For initial surface calculations, the val-
ues ofT . include only the aqueous concentrations and the corresponding mole-balance efjyatiomst con-

tain terms for the contribution of the surfaces to the total element concentrations. The values calculated for a
guantities related to the aqueous phase are the same as for the solution without the surface assemblage presel

For the explicit calculation of the diffuse layer, a charge-balance equation is used for eachfsyrface, ; th
values of the master unknowns for each surface of the surface asseiniasiggedina,, , are adjusted to achieve
S

mole balance and ctge balance for each surface. If thdwdik-layer composition is not explicitly included in the
calculation, then the charge-potential equatfgn, is used in place of the surface gfebalance equation. If the
S

non-electrostatic model is used for the surface assemblage, then neither the surfpedalaace nor the
charge-potential equation is included in the set of equations to be solved.

All equations for initial surface calculations are included as equality constraints in the solver. No equations
are optimized and no inequality constraints are included.

An initial surface calculation is performed only if the surface initially is defined to be in equilibrium with a
specified solution. The distribution of species for this solution has already been calculated, either by an initial solu
tion calculation or by a reaction or transport calculation. Thus, the initial estimates of all master unknowns relate:
to the aqueous phase are set equal to the values from the previous distribution of species. The initial estimate
the activity of the master species for each surface is set equal to one tenth of the number of moles of surface si
for that surface. For explicit and implicit flite-layer calculations, the initial estimate of the potential unknown,
Inay, , for each surface is zero, which implies that the surface potential is zero.

S

For data input to PHREEQC, definition of the initial surface calculation is made wWiSURREACE key-
word data block. (See Description of Data Input.)
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Application to Reaction and Transport Calculations

The complete set of Newton-Raphson equations that can be included in reaction and transport calculation

are derived froni, f, f,Hzo fr fo fPtOtaI fp fe f, fz,s fp ,arig,S . A mole-balance equation for alkalinity

can not be included; it is used only in initial solution calculations. All mole-balance equations are for total concen-
trations of elements, not individual valence states or combinations of individual valence states.gehbalhace
equationf,, is always used to calculatBaH+. The mole-balance equation on hydrogie, is always used to

calculatelna _. The mole-balance equation on oxyggy, is always used to calculate the mass of water in the
e

system,\Naq. The equatiofi,  isincluded if a gas phase is specified and is present at equilibrium. The equations

total

f, are included if an exchange assemblage is specified. The edyasianciuded if a surface assemblage is spec-
ified. In additionf,, is included if an implicit diise-layer calculation is specifiedfgr. is included if an explicit
s :

diffuse-layer calculation is specified. An equau’lgrils included for each pure phase that is present at equilibrium.

It is not known at the beginning of the calculation whether a particular pure phase or a gas phase will be
present at equilibrium. Thus, at each iteration, the equation for a phase is included if it has a positive number of
moles,np >0, or if the saturation index is calculated to be greater than the target saturation index. If the equation

is not included in the matrix, then all cbeients for the unknownlnp in the matrix are set to zero. Similarit
each iteration, the equation for the sum of partial pressures of gas components in the gas phase is included if the
number of moles in the gas phase is greater than a small nmage* 1x10_14, or the sum of the partial pres-

sures of the gas-phase components, as calculated from the activities of agueous species, is greater than the total
pressure. If the equation for the sum of the partial pressures of gas components in the gas phase is not included in
the matrix, then all coefficients of the unknod/Ng are set to zero.

Equations, andfID are included as optimization equations in the soMéother equations are included

total

as equality constraints in the solver addition, several inequality constraints are included in the solver: (1) the
value of the residual of an optimization equatign , Which is eqUaﬂ toz a, X , IS constrained to be nonne-

J
gative, which maintains an estimate of saturation or undersaturation for the mineral, (2) the residual of the optimi-
zation equation fof,  is constrained to be nonnegative, which maintains a nonnegative estimate of the total gas

total

pressure, (3) the decrease in the number of moles in the gasqmgfggis constrained to be less than the number

of moles in the gas phadd and (4) the decrease in the mass of a pure pdageis constrained to be less

gas’
than or equal to the total moles of the phase presgnt,

Initial values for the master unknowns for the agueous phase are taken from the previous distribution of spe-
cies for the solution. If mixing of two or more solutions is involved, the initial values are the sums of the values in
the solutions, weighted by their mixing factor. If exchangers or surfaces have previously been equilibrated with a
solution, initial values are taken from the previous equilibration. If they have not been equilibrated with a solution,
the estimates of the master unknowns are the same as those used for initial exchange and initial surface calcula-
tions. Initial values for the number of moles of each phase in the pure-phase assemblage and each gas component
in the gas phase are set equal to the input values or the values from the last simulation in which they were saved.

For data input to PHREEQC, definition of reaction and transport calculations rely on many of the keyword
data blocks. Initial conditions are defd with SOLUTION, EXCHANGE , SURFACE, GAS_PHASE, and
EQUILIBRIUM_PHASES keyword data blocks. Reactions are idefl with MIX , REACTION,
REACTION_TEMPERATURE , andUSE keyword data blocks.r@insport calculations are spéeif with the
TRANSPORT keyword data block. (See Description of Data Input.)
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EQUATIONS AND NUMERICAL METHOD FOR INVERSE MODELING

In inverse modeling, one aqueous solution is assumed to react with minerals and gases to produce tl
observed composition of a second agqueous solution. The inverse model calculates the amounts of these gases
minerals from the diérence in elemental concentrations between the two aqueous solutions. It is also possible t
determine mixing fractions for two or more agqueous solutions and the mass transfers of minerals necessary to pi
duce the composition of another aqueous solution. The basic approach in inverse modeling is to solve a set of line
equalities that account for the changes in the number of moles of each element by the dissolution or precipitatic
of minerals (Garrels and Mackenzie, 1967, Parkhurst and others, 1982). Previous approaches have also incluc
an equation to conserve electrons, which forces oxidative reactions to balance reductive reactions (Plummer a
Back, 1980; Parkhurst and others, 1982; Plummer and others, 1983; PJur@@&#krPlummer and others, 1990;
Plummer and others, 1991; and Plummer and others, 1994).

PHREEQC expands on these previous approaches by includiggiadat of equations in the mole-balance
formulation and accounts for uncertainties in the analytical data. Mole-balance equations are included for (1) eac
element arfor a redox-active element, each valence state of the element, (2) alk@@nétectrons, which allows
redox processes to be modeled, and (4) watieich allows for evaporation and dilution and accounts for water
gained or lost from minerals. In addition, because alkalinity is explicitly included in the formulation, it is possible
to include (5) a charge-balance equation for each aqueous solution.

The unknowns for this set of equations are (1) the mixing fraction of each aqueous scalu(tb)rthe ague-

ous mole transfers between valence states of each redox etgn{fenteach redox element, the number of redox

reactions is the number of valence states minus one), (3) the mole transfers of minerals and gases into or out of
aqueous solution, and (4) a set of unknowns that account for uncertainties in the analytica&rgq}a, . Unlike

previous approaches to inverse modeling, uncertainties are assumed to be present in the analytical data, as
denced by the chge imbalances found in all water analyses. Thus, the unkr@lwras,represent errors in the

number of moles of each element, element valence state, or alkatifiityeach aqueous solutign
The mole-balance equations (including the unkndhfor elements and valence states are defined as fol-
lows:

Q
Zaq(Tm, ot 6m,q) + ZCm’ Q.+ Zcm, pap =0, (75)
q r P

whereQ indicates the number of aqueous solutions that are included in the calcCng;iaris the total number
of moles of element or element valence staten aqueous solutioq, ¢, , is the codfcient of secondary master
speciesm in redox reactiom, 0 is the codicient of master specian in the dissolution reaction for phage

The last aqueous solution, numiégris assumed to be formed from mixing the fipsi aqueous solutions, and
S0 g = -1.0. For PHREEQC, redox reactions are taken from the reactions for secondary master species i

SOLUTION_SPECIES input data blocks. Dissolution reactions for the phases are derived from chemical
reactions defined IRHASES andEXCHANGE_SPECIES input data blocks.

The form of the mole-balance equation for alkalinity is identical to the form of all other mole-balance equa-
tions:

Q
> 0 (Ta g% Bai @ + D Caik, 1% * D Caik %, = 0. (76)
q ] P

where Alk refers to alkalinity The diference between alkalinity and other mole-balance equations is in the
meaning ofc,,  andc, . b What is the contribution to the alkalinity of an aqueous solution due to aqueous

redox reactions or due to the dissolution or precipitation of phases? The alkalinity contribution is defined by the
sum of the alkalinities of the master species in a chemical reaction. PHREEQC dgfinesandc, p s

follows:
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CAIk, ro ZAlkmCm, r’ (77)
m
and

Calk,p = zAIkmCm, o (78)
m

whereAlk_ is the alkalinity assigned to master speareandc, is the stoichiometric cofient of the master

speciesnin the aqueous redox reactions and the phase dissolution reactions.

The mole-balance equation for electrons assumes that no free electrons are present in any of the agueous
solutions. Electrons may enter or leave the system through the aqueous redox reactions or through the phase dis-
solution reactions. Howevighe electron-balance equation requires that any electrons entering the system through
one reaction be removed from the system by another reaction:

c.a+yYc. a =0 79
Ze',rr %e',pp (79)

wherec _ represents the number of electrons released or consumed in the agueous redox and phase dissolution
e

reactions.
The mole-balance equation for water is
Q w
ag g + + =
GFW,, oaq ZCHzo' O ZCHZO’ odp = 0, (80)
q 2 r p

whereGFW, 4 is the gram formula weight for water (approximately 0.018 kg/rWA)q q is the mass of water
2 y
in aqueous solutiom, c,, 5, is the stoichiometric cokfient of water in the aqueous redox reaction, and
2 1

CH.0.p is the stoichiometric coefficient of water in the dissolution reaction for ghase
2 ’

The chage-balance equations for the aqueous solutions constrain the un&igterbe such that, when the

0’s are added to the original data, gjealbalance is produced in each aqueous solution. Thgechalance equa-
tion for an aqueous solution is as follows:

Zimém, q° _Tz, q (81)
m

whereT, q is the chage imbalance in agueous solutigealculated by a speciation calculation. The summation

ranges over all elements and element valence states with non-zero concentrations and also includes a separate
term for alkalinity. For aIkaIinityZAlk is defined to be -1.0. For master species of an element or valencestate,

Em is defined to be the chyg on the master species plus the alkalinity assigned to the master species,

2m =z +Alk_ . Adding the alkalinity to the chge avoids double accounting of the geacontribution of the
master species. For example, the contribution of the carbonate master speciegeténdbeance is zero with
this definition oﬁm; all of the contribution to chge imbalance for carbonate is included in the alkalinity term of
the summation.

This formulation of the inverse problem makes sense only if the values dfglage small, meaning that
the revised aqueous solution compositions (original plasdo not deviate much from the original data. A set of
inequalities insure that the values of #his are small. The absolute value of eddh constrained to be smaller

than a specified valuem’ q
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B 4 < U, g (82)
In addition, the mixing fractions for the initial aqueous solutians Q ) are constrained to be nonnegative,

a,20, (83)

and the final agueous-solution mixing fraction is constrained to be&é.@:(—l.O). If phases are known only to

dissolve, or only to precipitate, the mole transfer of the phases may be constrained to be nonpositive c
nonnegative:

a,20, (84)

or

a,<0. (85)

If inorganic carbon is included in the inverse model, one additional equation is added for each aqueous soll

tion. Unlike all other mole-balance quantities, which are assumed to vary independently, alkalinity, pH, and inor-
ganic carbon must be assumed to co-vahe following equation is used to relalevalues for each of these

guantities:

_o0C oC
c.a ™ 9AIk, Atk 0 gpH, ok (86)
where the partial derivatives are evaluated numerically for each aqueous solution. Inequality constraint:
(equation 82) are also included for carbon(+4), alkalinity, and pH for each aqueous solution.
The system of equations for inverse modeling as formulated is nonlinear because it includes the product ¢

unknowns of the fornmq (Tm, qt 6m, q) = Gqu, qt aqém, q However, if the following substitution is made
€n g = 940m g (87)
then the mole-balance equations can be written as follows:
Q Q
Zaqu’q+ zgm,q+ Zcm, rar+Zcml o = 0, (88)
q q ' P
the charge-balance equation can be rewritten as follows:
szsml gt aqu, 0" 0, (89)
m
the inequality constraints can be written as follows:
|sm’ J < aqum, " (90)
and the relation among carbon(+4), pH, and alkalinity is
_ocC oC

®c.a 7 GATk “Alk o " GpH_fpH o (1)

All of these equality and inequality equations are linear in the unknawarsd €, and once the values of all of

thea ande are known, the values®f can be easily determined from equation 87.

This formulation of the inverse-modeling problem produces a series of linear equality and inequality con-
straints that need to be satisfied. The algorithm developed by Barrodale and Roberts (1980) is used to solve tl
optimization problem. Their algorithm performs an L1 optimization (minimize sum of absolute values) on a set of
linear equations subject to equality and inequality constraints. The problem can be posed with the following matri
equations:
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AX = B
CX=rC (92)
EX<F.

The first matrix equation is minimized in the sense ﬂZ#bi - Zai i%i is @ minimum, whereis the index of
I J

rows andj is the index for columns, subject to the equality constraints of the second matrix equation and the
inequality constraints of the third matrix equation. The method will find a solution that minimizes the objective
functions AX = B) or it will determine that no feasible model for the problem exists.

u
m mq

ance, alkalinity-balance, clgg-balance, electron-balance, and watdance equations and all iganic car-
bon-alkalinity-pH relations. The inequality constrairfs<(< F) include two inequalities for each of thés, one
for positive and one for negative (to account for the absolute values used in the formulation), an inequality relation
for each mixing fraction for the aqueous solutions, and an inequality relation for each phase that is specified to
dissolve only or precipitate onhApplication of the optimization technique will determine whether any inverse
models exist that are consistent with the constraints.

Thus, we may be able to find one set of mixing fractions and phase mole transfers (plus asssicibstd

satisfy the constraints. Ignoring the values ofghe 's and redox mole tramsfers (), let the set ofmé)nzero and

€
Initially, AX = Bis setto minimizez Z M . The equality constraint€X = D) include all mole-bal-
q

a, (mixing fractions and phase mole transfers) uniquely identify an inverse model. The magnitude 'sfithe

not considered in the identity of an inverse model, only the fact that a certain setiof e nonzero. (At this

point, little significance should be placed on the exact numbers that are found, only that it is possible to account
for the observations using the stated aqueous solutions and phases.) But could other sets of aqueous solutions and
phases also produce feasible inverse models? An additional algorithm is used to find all of the unique inverse mod-
els.

AssumingP phases an® aqueous solutions, we proceed as follows: If no feasible model is found when all
Q aqueous solutions arRiphases are included in the equations, we are done and no feasible models exist. If a
feasible model is found, then each of the phases in this model is sequentially removed and the remaining set of
agueous solutions and phases is tested to see if a feasible model can be found. If a feasible model is not found when
excluding a particular phase, then it is retained in the model, else it is discarded. After each phase has been tested,
the phases that remain constitute a “minimal” model, that is, none of the phases can be removed and still obtain a
feasible model. Three lists are kept during this process, each feasible model is kept in one list, each infeasible
model is kept in another list, and each minimal model is kept in a third list.

Next, each combination &-1 phases is tested for feasible models as follows: If the set of aqueous solutions
and phases is a subset of an infeasible model or a subset of a minimal model, the model is skipped. If only minimal
models are to be founenginimal in INVERSE_MODELING keyword data block), the model is also skipped if
it is a superset of a minimal model. Otherwise, the inverse problem is formulated and solved using the set of aque-
ous solutions and tHe-1 phases in the same way as described above, maintaining the three lists during the process.
Once all sets dP-1 phases have been tested, the process continues with Be2gpbfases, and so on until the set
containing no phases is tested or until, for the given number of phases, every set of phases tested is either a subset
of an infeasible model or a subset of a minimal model.

At this point, the entire process is repeated using each possible combination of one or m@exqgiigwus
solutions. Although the process at first appears extremely computer intensive, most sets of phases are eliminated
by the subset and superset comparisons, which are very fast. The number of models that are formulated and solved
by the optimization methods are relatively feMso the process has the useful feature that if no feasible models
exist, this is determined immediately with the first invocation of the optimization procedure. During all of the test-
ing, whenever a feasible model is found, it is printed to the output device or optionéilyhe minimal models
are printed to the output device.

An alternative formulation of the objective functions can be used to determine the range of mole transfer for
each aqueous solution and each phase that is consistent with the specified uncertainties. For the “range” calculation
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(-rangein INVERSE_MODELING keyword data block), the equations for a given model are solved twice for
each aqueous solution and phase in the model, once to determine the maximum value of the mixing fraction «
mole transfer and once to determine the minimum value of the mixing fraction or mole tianfese calcula-

tions, theE 's are not minimized, instead, the single objective function for maximization is simply

a =M, (93)
and in the minimization case,

a=-M, (94)
wherea refers to eithex , or ay- By default, the value dfl is 1000. The optimization method will try to

q
minimize the diference betweenr and 1000 and -1000. The number 1000 should lge lanough for most

calculations, but it is possible that the method will fail, causirtg be equal to 1000 instead of a true maximum,

in some evaporation problems, where a mixing fraction of greater than 1000 is conceivable. TheMalue of ma
be changed with a parameter in trenge identifier.

For data input to PHREEQC, identifiers in iI&VERSE_MODELING keyword data block are used for
the selection of aqueous solutiorso{utions), uncertainties-(incertainties and-balance$, reactants-phases,
mole-balance equationsh@lanceg, range calculationsrange) and minimal models-inimal). aqueous solu-
tion compositions are deked with theSOLUTION keyword data block and reactants must bénddfwith
PHASES or EXCHANGE_SPECIES keyword data blocks. (See Description of Data Input.)

ORGANIZATION OF THE COMPUTER CODE

The computer code for PHREEQC is arbitrarily divided into 16 files, roughly corresponding to processing
tasks. All global variables and global structures are defined in the headdolidéh This file is included in all
of the source code files (those ending in “.c”) exctht.

The main program is in the fifeain.c It is very short and contains the logic for the sequence of calculations,
which occur in the following order: (1) At the beginning of the run, the database file is read. The database file ust
ally defines the elements and mass-action expressions for all of the agueous species and phases. Definition of <
cies for exchangers and surfaces may also be included in this file. (2) A simulation is read from the input data file
(3) Any initial solution calculations are performed. (4) Any initial exchange calculations are performed. (5) Any
initial surface calculations are performed. (6) Any reaction calculations (mixing, irreversible reaction, mineral
equilibration, and others) are performed. (7) Any inverse modeling calculations are performed. And, (8) any trans
port calculations are performed. The sequence from (2) through (6) is repeated until the end of the imput f
encountered. The subroutines that perform tasks (3) through (6) are found inrtferfdabs.c

The fileread.cis used to read both the database file and the input file. It is arranged in subroutines that rea
each keyword data block. In the process of reading, memory is allocated to store the information for each keywort
Thus, the memory used by the program grows depending on the number and type of keywords that are included
the input file. The only restriction on the size of the program is the available memory and swap space that is phy
ically present in the computer that is used. Chemical equations that are read from the input files are interpreted a
checked for charge and mole balance by the subroutipesse.c

Subroutines in the filédy.c check and @anize the data read iead.c These subroutines sort the lists of
species, solutions, phases, pure-phase assemblages, and others, so that the order of these entities is known.
ensure that any elements used in mass-action equations are defined to the program and that all necessary prin
and secondary master species exist. In addition, they rewrite all mass-action equations so that they contain or
primary and secondary master species. Other consistency checks andatdataton for exchangers, gas phases,
pure-phase assemblages, surfaces, and inverse modeling are performed by the subroutines in this file. Also,
selected output file is prepared for writing.

Subroutines in the filprep.cset up the equations for a calculation. The equations and unknowns that are
needed for the calculation are determined and work space to solve a matrix with this number of equations ar
unknowns is allocated. All mass-action expressions are rewritten according to thespesies and redox infor-
mation for the calculation. Several lists of pointers are prepared that allow the residuals of equations, the Nev
ton-Raphson arrayand the change in moles of elements due to mineral mole transfers to be calculated very
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quickly. These lists are C structures that in general contain a pointer to a “source” datum in, raeroefficient,
and another pointer to a “tgt” memory location. The source datum is retrieved, multiplied by thBaeef, and
added to the tget memory location. Thus, for example, the molality of the sp€a30, should appear in the

mole-balance equations for calcium, suliamd oxygen. One of the lists is used to calculate the residuals of the
mole-balance equations. There would be three entries in this list for the spa8e}. In all three entries, the

source datum would be a pointer to the number of moles of the species gehenamory locations would be the
variable locations where the residuals for calcium, sudianl oxygen mole balances are stored, and théateefs

would be 1.0, 1.0, and 4.0, respectivédynce the entire list is generated, at each iteration, it is only necessary to
perform the multiplications and additions as described by the list to calculate the residuals of the mole-balance
eguations, no extraneous calculations (multiplication by zero, for example), additional loops, or conditional state-
ments are necessaifjhe actual implementation uses several lists for each task to skip multiplication if fire coef

cient is 1.0, and to include constants that are not iteration dependent (that is, do not require the pointer to a source
datum). An additional list is generated that is used for printing. For each aqueous species, this list includes an entry
for each master species in the mass-action equation. This list is sorted by master species and concentration after
the equilibrium calculation is completed and provides all the information for aqueous, exchange, and surface spe-
cies for printing results to the output file.

The subroutines imodel.cactually solve the equations that have been set piepc Initial estimates for
the master unknowns are calculated and the residuals for mole-balance equations are reduced below tolerances to
provide suitable estimates for the Newton-Raphson technique. Once suitable estimates of the master unknowns
have been found, the following iterative process occurs. (1) The residuals of the equations are tested for conver-
gence; if convergence is found, the calculation is complete. Otherwise, (2) the Newton-Raphson matrix is formu-
lated and solved (by subroutine cl1, in @l&.c), (3) the master unknowns are updated, (4) activityficiezits are
calculated, (5) the distribution of species is calculated, (6) if a master species of a redox element becomes small,
basis switching may be performed. In this process, new mass-action equations are written and the lists for calcu-
lating residuals and the Newton-Raphson matrix are remade, and (7) the residuals of the equations are calculated.
Steps (1) through (7) are repeated until a solution to the equations is found or a prescribed number of iterations is
exceeded.

Following a calculation, the subroutinespirint.c write data to the output file and to the selected output file.
Concentration data for species are sorted so that species are printed in descending order by concentration. The
blocks of output that are written are selected with the keywords PRINT and SELECTED_OUflibdata are
to be printed to the output file, the species sort is not needed and is not performed. If the agueous solution, exchange
assemblage, gas phase, pure-phase assemblage, or surface assemblage is to be saved following a calculation, the
routines that perform these tasks are founadmnsubs.c

The subroutines istep.care used to accumulate the moles of each element before reaction and transport
calculations. dtal concentrations of elements are calculated from the amounts in solution, on exchangers, in the
gas phase, and on surfaces. A check is made to ensure that all of the elements in the pure phases are included in
the list of elements with positive concentrations. If an element is in a pure phase, but not in the aqueous solution,

a small amount of the pure phase is added to the aqueous solution. If the moles of the pure phase is zero and one
of its constituent elements is not present, that pure phase is ignored in the calculations.

The subroutines that perform inverse modeling are foundvierse.¢ and the subroutines that perform
advective transport modeling are foundransport.c If explicit diffuse-layer calculations are made, the integra-
tion of the Poisson equation is performed by the subroutirieteigrate.c A few functions that are used through-
out the code are found iilities.c. Finally, many of the manipulations of structures, including allocating space,
initializing, copying, and freeing space are performed by subroutines ifelstrfictures.c The subroutine
“clean_up” (instructures.§ frees all allocated memagrgxcept for character strings, at the termination of the pro-
gram.

For efficiency, a hash table of character strings is kept by the program. Each character string, including ele-
ment names, species names, phase names, and others, is stored only once. All references to the same string then
point to the same memory location. Thus, for example, a comparison of element names need only check to see if
the memory address is the same, avoiding the necessity of comparing the strings character by [eimaiagter
the memory location of a specified string is performed by a hash table lookup. Hash tables are also used to speed
up lookups for species, elements, and phases.
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In reaction and transport calculations, if the set of elements, exchanger components, gas-phase componer
pure phases, and surface components does not change from one calculation to the next, then the lists prepare
prep.cdo not need to be regenerated. In this case, the lists used during the previous calculation are used for t
current calculation. Thus, most of the time spent in the subroutines of theefilecan be saved.

DESCRIPTION OF DATA INPUT

The input for PHREEQC is arranged by keyword data blocks. Each data block begins with a line that con:
tains the keyword (and possibly additional data) followed by additional lines containing data related to the key-
word. The keywords that dek the input data for running the program are listed alphabetidaNy,
EQUILIBRIUM_PHASES , EXCHANGE, EXCHANGE_MASTER_SPECIES, EXCHANGE_SPECIES,
GAS_PHASE, INVERSE_MODELING , KNOBS, MIX, PHASES, PRINT, REACTION,
REACTION_TEMPERATURE , SAVE, SELECTED_OUTPUT, SOLUTION,
SOLUTION_MASTER_SPECIES, SOLUTION_SPECIES, SURFACE, SURFACE_MASTER_SPECIES
SURFACE_SPECIES TITLE , TRANSPORT, andUSE. Keywords and their associated data are read from a
database file at the beginning of a run to define the aqueous model. Then data are read from the input file until t
END keyword is encountered, after which the specified calculations are performed. The process of reading da
from the input file until aEND is encountered followed by performing calculations is repeated until tHeN&st
keyword or the end of the input file is encountered. The set of calculations, defined by keyword data blocks term
nated by afEND, is termed a “simulation”. A “run” is a series of one or more simulations that are contained in the
same input data file and calculated during the same invocation of the program PHREEQC.

Each simulation may contain one or more of five types of speciation, reaction, and transport calculations
(1) initial solution speciation, (2) determination of the composition of an exchange assemblage in equilibrium with
a fixed solution composition, (3) determination of the composition of a surface assemblage in equilibrium with a
fixed solution composition, (4) calculation of chemical composition as a result of chemical reactions, which
include mixing; net addition or removal of elements from solution, termed “net stoichiometric reaction”; equili-
bration with an assemblage of exchangers; equilibration with a gas phase at a fixed total pressure; equilibratic
with an assemblage of surfaces; dissolution or precipitation of pure phases; or variation in temperature, and ('
advective transport through a series of cells in combination with any of the available chemical processes. Thi
combination of capabilities allows the modeling of very complex geochemical reactions and transport processe
by using one or more simulations.

In addition to speciation, reaction, and transport calculations, the code may be used for inverse modeling, t
which net chemical reactions are deduced that account feratites between one or a mixture of initial water
compositions and a final water composition.

Conventions for Data Input

PHREEQC was designed to eliminate some of the input errors due to complicated data formatting. Data fo
the program are free format; spaces or tabs may be used to delimitieigsit Keyword data blocks may be
entered in any order. Howeye@ata elements entered on a single line are order specific. As much as possible, the
program is case insensitive. The important exception to this rule regards chemical formulas. The following con
ventions are used for data input to PHREEQC.

Keywords--Input data blocks are iderigfl with an initial keyword. This word must be spelled exactly
although case is not important. Several of the keywords have synonyms. For eReRElePHASESIs a syn-
onym forEQUILIBRIUM_PHASES .

Identifiers--Identifiers are options that may be used within a keyword data block. Identifiers may have two
forms: (1) they may be spelled completely and exactly (case insensitive) or (2) they may be preceded by a hyph
and then only enough characters to uniquely define the identifier are needed. The form with the hyphen is alwa:
acceptable. Usuallyhe form without the hyphen is acceptable, but in some cases the hyphen is needed to indicat
the word is an identifier rather than an identically spelled keyword; these cases are noted in the definition of th
identifiers in the following sections. In this report, the hyphen is usually used except for identifielSOLthe
TION keyword and the identifieisg_k anddelta_h. The hyphens are not used in these cases to avoid confusion
about negative quantities. The hyphen in the identiieverimplies the negative of a quantity is entered. For
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example, the identifierfog_k” does not mean the negative of the log K, it is simply an alternate form for the iden-
tifier “log_K".

Chemical equations-For aqueous, exchange, and surface species, chemical reactions aussidigion
reactions, with the defined species occurring in the first position past the equal sign. For phases, chemical reactions
must badissolutionreactions with the formula for the defined phase occurring in the first position on the left-hand
side of the equation. Additional terms on the left-hand side are allowed. All chemical equations must contain an
equal sign, “=". In addition, left- and right-hand sides of all chemical equations must balance in numbers of atoms
of each element and total car All equations are checked for these criteria at runtime, unless they are specifically
excepted. Nested parentheses in chemical formulas are acceptable. Spaces and tabs within chemical equations are

ignored. Vidters of hydration and other chemical formulas that normally are representetHgsar! the formula
for gypsum, CaS@2H,0--are designated with a colon (*:”) in PHREEQC (Ca28,0), but only one colon per
formula is allowed.

Element names-An element formula, wherever it is used, must begin with a capital letter and may be fol-
lowed by one or more lowercase letters or underscores, “_". Thus, “Fulvate” is an acceptable element name.

Charge on a chemical speciesThe charge on a species may be defined by the proper number of pluses or
minuses following the chemical formula or by a single plus or minus followed by a integer number designating the
chage. Either of the following are acceptable, Al+3 or Al+++. Howe3+ would be interpreted as a molecule
with three aluminum atoms with a charge of plus one.

Log K and Temperature dependenceThe identifiedog_k is used to define the log K at®5for a reac-
tion. The temperature dependence for log K may be defined by thétedfrexpression or by an analytical expres-

sion. The identifiedelta_his used to give the standard enthalpy of reaction%2 &% a chemical reaction, which

is used in the vahHoff equation. By default the units of the standard enthalpy are kilojoules per mole (kJ/mol).
Optionally, for each reaction the units may be defined to be kilocalories per mole (kcal/mol). An analytical expres-
sion for the temperature dependence of log K for a reaction may be defined wathatlytical _expressioniden-

tifier. Up to five numbers may be given, which are the doménts for the following equation:

log, K = Aj + AT+ ?3 +Aylog, T + —g , Where T is in Kelvin. A log K must always be defined either with
T

log_k or-analytical_expressionthe enthalpy is optional. If both are present, an analytical expression for temper-
ature dependence is used in preference to the van't Hoff expression.

Comments-The “#” character delimits the beginning of a comment in the input file. All characters in the
line which follow this character are ignored. If the entire line is a comment, the line is not echoed to the output file.
If the comment follows input data on a line, the entire line, including the comment, is echoed to the output file. The
“#” is useful for adding comments explaining the source of various data or describing the problem set up. In addi-
tion, it is useful for temporarily removing lines from an input file.

Logical line separator-A semicolon (*;") is interpreted as a logical end of line chara@teis allows mul-
tiple logical lines to be entered on the same physical line. For example, solution data could be entered as:

“pH 7.0; pe 4.0; temp 25.0",

on one line. The semicolon should not be used in character fields, such as the title or other comment or description
fields.

Logical line continuation--A backslash (“\") is interpreted as a signal to ignore the character immediately
following the backslash. The primary use of this signal is to ignore the end-of-line chavhatbrallows a single
logical line to be written on two physical lines. For example, a long chemical equation could be entered as:

“Ca0.165A12.33Si3.67010(0H)2 + 12 H20 = \"
“0.165Ca+2 + 2.33 Al(OH)4- + 3.67 HASIO4 + 2 H+"

on two lines. The program would interpret this sequence as a balanced equation entered on a single logical line.
Note that if a space follows the backslash and precedes the end-of-line, the space will be ignored and the
end-of-line will be interpreted as normal. The backslash character should not be used in character fields, such as
the title or other comment or description fields.
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Reducing Chemical Equations to a Standard Form

The numerical algorithm of PHREEQC requires that chemical equations be written in a particular form.
Every equation must be written in terms of a minimum set of chemical species, essengatlpecies for each
element or valence state of an element. In the program PHREEQE, these species were called “master species”
the reactions for all aqueous complexes had to be written using only these species. PHREEQC also needs reacti
in terms of master species; howewee program contains the logic to rewrite the input equations into this form.
Thus, it is possible to enter an association reaction and fogan aqueous species in terms of any aqueous spe-
cies in the database (not just master species) and PHREEQC will internally rewrite the equation to the proper inte
nal form. PHREEQC will also rewrite reactions for phases, exchange complexes, and surface complexe:
Reactions are still required to be dissolution reactions for phases and association reactions for aqueous, exchar
or surface complexes.

There is one restriction on the rewriting capabilities for aqueous species. PHREEQC allows mole balance
on individual valence states or combinations of valence states of an element for initial solution calculations. It i
necessary for PHREEQC to be able to determine the valence state of an element in a species from the chemi
equation that defines the species. To do this, the program requires that at most one aqueous species of an elen
valence state contain electrons in its chemical reaction. This aqueous species is defined to be a “secondary ma
species”; there must be a one-to-one correspondence between valence states, for which total concentrations cal
defined, and secondary master species. In addition, there must be one “primary master species” for each eleme
such that reactions for all agueous species for an element can be written in terms of the primary master speci
The equation for the primary master species is simply an identity reaction. If the element is a redox element, th
primary master species must also be a secondary master species. For example, to be able to calculate mole bala
on total iron, total ferric iron, and total ferrous iron, a primary master species must be defined for Fe and seconda
master species must be defined for Fe(+3) and Fe(+2). In the default databases, the primary master species fol

is Fe2, the secondary master species for Fe(+2) 14, Bad the secondary master species for Fe(+3)'% Fhe
correspondence between master species and elements and element valence stdtedibydéie
SOLUTION_MASTER_SPECIES keyword data block. The chemical equations for the master species and all
other aqueous species are defined bystheUTION_SPECIES keyword data block.

Conventions for Documentation

The descriptions of keywords and their associated input are now described in alphabetics¢oedaifor-
matting conventions are used to help the user interpret the input requirements. Keywords are always capitalize
and bold. Vérds in bold must be included literally when creating input data sets (although upper and lower case
are interchangeable and optional spellings may be permitted). “Identifiers” are additional keywords that apply onl
within a given keyword data block; they can be described as sub-keywbetspérature” is an identifier for
SOLUTION input. Each identifier may have one of two forms: (1) the identifier word spelled exactly (for exam-
ple, “temperature”), or (2) a hyphen followed by a didient number of characters to define the identifier uniquely
(for example;t for temperature). Words italics are input values that are variable and depend on user selection
of appropriate values. Iltems in brackets ([]) are optional input fields. Mutually exclusive input fields are enclosec
in parentheses and separated by the word “or”. In general, the optional fields must be entered in the specified oro
For clarity commas are used to delimit input fields in the explanations of data input; hpoewenas are not
allowed in the input data file; only white space (spaces and tabs) may be used to delimit fields in input data set
Where applicable, default values for input fields are stated.

Overview of Data Files and Keyword Data Blocks

When the program PHREEQC is invoked twed are used to deke the thermodynamic model and the
types of calculations that will be done, the input file and the database file. The database file is read once (to the e
of the file or until arEND keyword is encountered) at the beginning of the program. The input file is then read and
processed simulation by simulation until the end of the file. The formats for the keyword data blocks are the sarr
between the input file and the database file.
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The databaselé is used to défe static data for the thermodynamic model. Although any keyword data
block can occur in the databasdef, normally, it contains the keyword data blocks:
EXCHANGE_MASTER_SPECIES, EXCHANGE_SPECIES, SOLUTION_MASTER_SPECIES,
SOLUTION_SPECIES, SURFACE_MASTER_SPECIES SURFACE_SPECIES andPHASES These key-
word data blocks define master species and the stoichiometric and thermodynamic properties of all of the aqueous
phase species, exchange species, surface species, and pure pleadasaiase files are provided with the pro-
gram, a databasdd derived from PHREEQE (Parkhurst and others, 1980) and a datdbagerived from
WATEQA4F (Ball and Nordstrom, 1991). Thesled are described in more detail in Attachment B and the
PHREEQE-derived database file is listed. The elements and element valence states that are ipcheged.idat
are listed in table 1 along with the PHREEQC notation and the default formula used to convert mass concentration
units to mole concentration units.

The input data file is used primarily (1) to define the types of calculations that are to be made, and (2) if nec-
essaryto modify the data read from the database file. If new elements and aqueous species, exchange species, sur-
face species, or phases need to be included in addition to those defined in the database file, or if the stoichiometry
or log K or activity codicient information from the database file needs to be modified for a given run, then the
keywords mentioned above can be included in the input file. The data read for these data blocks in the input file
will augment or supercede the data read from the database file. In many cases, the thermodynamic model defined
in the database will not be modified, and the above keywords will not be used in the input data file.

Initial conditions are defined witBOLUTION , EXCHANGE , SURFACE, EQUILIBRIUM_PHASES ,
andGAS_PHASEkeywords. Solution compositions and speciation calculations are defined v@@ltheT TON
keyword data block. The composition of an exchange assemblage is defined BXCHANGE keyword data
block; the composition of a surface assemblage is defined wiBitREACE keyword data block; and the iden-
tity and amount of each phase in a pure-phase assemblage is defined @{{UIhéBRIUM_PHASES key-
word data block. The composition of iagfd-total-pressure multicomponent gas phase iméeéfwith the
GAS_PHASE keyword data block. Multiple solutions, exchange assemblages, surface assemblages, pure-phase
assemblages, and gas phases can be defined.

Reactions are defined by allowing a solution or mixture of solutions to come to equilibrium with one or more
of the following entities: an exchange assemblage, a surface assemblage, a pure-phase assemblage, or a multicom-
ponent gas phase. In addition, mixtures, irreversible reactions, and reaction temperatures can be specified for reac-
tion calculations. An entity in a reaction can be defined implicitly or expli€itdy implicit definitions, a solution
or mixture SOLUTION or MIX keywords) must be defined within the simulation, then the first of each kind of
entity defined in the simulation will be used in the reaction simulation. That is, the first solution (or mixture) will
be equilibrated with tharst defned of each of the following entities in the simulation: exchange-assemblage
(EXCHANGE), gas phaseGAS_PHASE), pure-phase-assemblageQUILIBRIUM_PHASES ), surface
assemblage SURFACE), irreversible reactionREACTION ), and reaction temperature
(REACTION_TEMPERATURE ). Alternatively “USE keyword numbércan be used to explicitly dek an
entity to be used in the reaction calculation from any previously defined entities. (See examples 3, 6, 7, 8, and 9).
“USE keywordnon€’ can be used to eliminate an entity that was implicitly defined (See examples 8 and 9.) Any
combination of entities can be used to define a reaction. The composition of the solution, exchange assemblage,
surface assemblage, pure-phase assemblage, or gas phase can be saved after a set of reaction calculations with the
SAVE keyword.

Advective, 1-dimensional transport can be modeled witif B @NSPORT keyword and a combination of
the EQUILIBRIUM_PHASES, EXCHANGE, GAS PHASE, MIX, REACTION,
REACTION_TEMPERATURE , SOLUTION, andSURFACE keywords. Logicallya sequence af reaction
cells are defined. An initial solution corresponding to numbers 1 throoglst be defined for each cell. In addi-
tion, gas phases and exchange, pure-phase, and surface assemblages may be defined for each cell with their num-
bers corresponding to the cell numbers. The infilling solution is always solution number 0. Advection is modeled
by “shifting” solution O to cell 1, the solution in cell 1 to cell 2, and so on. At each shift, the solution in each cell
is equilibrated with the gas phase and assemblages that are present in the cell. To facilitate definition of the initial
conditions the keywordEQUILIBRIUM_PHASES , EXCHANGE , GAS_PHASE, MIX, REACTION,
REACTION_TEMPERATURE , SOLUTION, andSURFACE allow simultaneous definition of a range of cell
numbers. TheSAVE keyword also allows a range of solution, gas phase, or assemblage numbers to be saved
simultaneously.

Inverse modeling is defined with thdVERSE_MODELING keyword. Previous definitions of solution
compositions withSOLUTION input and possibly new reactants WRRHASES or EXCHANGE_SPECIES
input are needed for inverse modeling.
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Table 1. Elements and element valence states included in default database phreegc.dat, including
PHREEQC notation and default formula for gram formula weight

[For alkalinity, formula for gram equivalent weight is given]

Formula used for default

Element or element valence state gram formula weight

PHREEQC notation

38

Alkalinity Alkalinity Cag 5(CO3)g 5
Aluminum Al Al
Barium Ba Ba
Boron B B
Bromide Br Br
Cadmium Cd Cd
Calcium Ca Ca
Carbon C HCQ
Carbon(lV) C(4) HCQ
Carbon(-1V), methane C(-4) CH
Chloride Cl Cl
Copper Cu Cu
Copper(ll) Cu(2) Cu
Copper(l) Cu(1) Cu
Fluoride F F
Hydrogen(0), dissolved hydrogen H(0) H
Iron Fe Fe
Iron(11) Fe(2) Fe
Iron(l11) Fe(3) Fe
Lead Pb Pb
Lithium Li Li
Magnesium Mg Mg
Manganese Mn Mn
Manganese(ll) Mn(2) Mn
Manganese(lll) Mn(3) Mn
Nitrogen N N
Nitrogen(V), nitrate N(5) N
Nitrogen(lll), nitrite N(3) N
Nitrogen(0), dissolved nitrogen N(0) N
Nitrogen(-111), ammonia N(-3) N
Oxygen(0), dissolved oxygen 0(0) 0]
Phosphorous P P
Potassium K K
Silica Si SiG
Sodium Na Na
Strontium Sr Sr
Sulfur S SQ
Sulfur(VI), sulfate S(6) S@
Sulfur(-11), sulfide S(-2) S
Zinc Zn Zn
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END

Keywords

The following sections describe the data input requirements for the program. Each type of data are input
through a specific keyword data block. The keywords are listed in alphabetical order.

END

This keyword has no associated data. It ends the data input for a simulation. After this keyword is read by
the program, the calculations described by the input for the simulation are performed and the results printed. Addi-
tional simulations may follow in the input data set, each in turn will be terminated wENRrkeyword.

Example problems

The keywordEND is used in all example problems, 1 through 12.
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EQUILIBRIUM_PHASES

This keyword is used to define the amounts of an assemblage of pure phases that can react reversibly w
the aqueous phase. Conceptyalien the phases included in this keyword data block are brought into contact
with an aqueous solution, each phase will dissolve or precipitate to achieve equilibrium or will dissolve com-
pletely Pure phases include fixed-composition minerals and gases with fixed partial pressutgsed of input
are available: in one type, the phase itself reacts to equilibrium (or a specified saturation index or gas partial pre
sure); in the other type, an alternative reaction occurs to the extent necessary to reach equilibrium (or a specifi
saturation index or gas partial pressure) with the specified pure phase.

Example

Line O: EQUILIBRIUM_PHASES 1 Define amounts of phases in phase assemblage.

Line la: Chalcedony 0.0 0.0

Line 1b: C02(g) -35 1.0

Line 1c: Gibbsite(c) 0.0 KAISIiO8 1.0

Line 1d: Calcite 1.0 Gypsum 1.0

Line le: pH_Fix -5.0 HCI 10.0
Explanation

Line 0: EQUILIBRIUM_PHASES [numbef [description

EQUILIBRIUM_PHASES is the keyword for the data block. OptionaBQUILIBRIUM , EQUI-
LIBRIA , PURE_PHASES PURE.

number-positive number to designate this phase assemblage and its composition. Default is 1. A
range of numbers may also be given in the form, wherem andn are positive integersy is
less tham, and the two numbers are separated by a hyphen without intervening spaces.

description-is an optional character field that describes the phase assemblage.

Line 1:phase namgsaturation indeX[alternative formuldor [alternative phasg [amouni]

phase namerame of a phase. The phase must be definedRM&SES input, either in the default
database file or in the current or previous simulations of the run. The name must be spelled iden
tically to the name used PHASES input (except for case).

saturation indextarget saturation index for the pure phase in the aqueous phase (line 1a); for gases,
this number is the log of the partial pressure (line 1b). Default is 0.0. Tia¢ saturation index
may not be attained if the amount of the phase in the assemblage is insufficient.

alternative formulachemical formula that is added (or removed) to attain tigetaaturation index.
By default, the mineral defined Iphase naméissolves or precipitates to attain theyedrsat-
uration index. Iflternative formulaor alternative phasés enteredphase nameoes not react;
the stoichiometry ohlternative formuleaor thealternative phasés added or removed from the
agueous phase to attain thegtrsaturation indexAlternative formulamust be a legitimate
chemical formula composed of elements defined to the program. Line 1c indicates that the sto-
ichiometry given byalternative formula KAISizOg (potassium feldspar), will be added or

removed from the aqueous phase until gibbsite equilibrium is attained.

alternative phasethe chemical formula defined falternative phasé added (or removed) to attain
the target saturation index. By default, the mineral defingthbge nameissolves or precipi-
tates to attain the target saturation indexltérnative phaser alternative formulas entered,
phase naméoes not react; the stoichiometry of tiernative phaser alternative formulas
added or removed from the aqueous phase to attain ge¢ $aturation indeslternative phase
must be defined througPHASES input (either in the database file or in the present or previous
simulations). Line 1d indicates that the phase gypsum will be added to or removed from the
aqueous phase until calcite equilibrium is attained.

amount-moles of the phase in the phase assemblage or moles of the alternative reaction. Default i
10.0 moles. This number of moles is the maximum amount of the mineral or gas that can dis-
solve. It may be possible to dissolve the entire amount without reachinggledaturation

40 User’s Guide to PHREEQC



EQUILIBRIUM_PHASES

index, in which case the solution will have a smaller saturation index for this phase than the tar-
get saturation index. Emountis equal to zero, then the phase can not dissolve, but will precip-
itate if the solution becomes supersaturated with the phase.

Notes

If just one number is included on line 1, it is assumed to be tpet saturation index and the amount of the
phase defaults to 10.0 mol. If two numbers are included on the line, the first ig#testdmnration index and the
second is the amount of the phase present. Line 1 may be repeated to define all pure phases that are assumed to
react reversiblyt is possible to include a pure phase that has an amount of zero (line 1a). In this case, chalcedony
can only precipitate if the solution is supersaturated with this phase, either by initial conditions, or through disso-
lution of pure phases or other specified reactions (mixing or stoichiometric reactions). It is possible to maintain
constant pH conditions by proper specification ofiernative formulaand a phasePHASES input). Line 1le

would maintain a pH of 5.0 by adding HCI, provided a phase named “pH_Fix” were defined with redction H

H* and log K = 0.0 (see example 8). (Note: If the acid, HCI, is specified and, in fact, a base is needed to attain pH
5.0, it is possible the program will fail to find a solution to the algebraic equations.)

After a pure-phase assemblage has reacted with the solution, it is possible to save the resulting assemblage
composition (that is, the identity and number of moles of each phase) waAWte keyword. If the new compo-
sition is not saved, the assemblage compaosition will remain the same as it was before the reaction calculation. After
it has been defined or saved, the assemblage may be used in subsequent simulatitiSEbyethsord.

Example problems

The keywordEQUILIBRIUM_PHASES is used in example problems 2, 3, 5, 6, 7, 8, and 10.

Related keywords

PHASES, SAVE equilibrium_phases andUSE equilibrium_phases.
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EXCHANGE

This keyword is used to define the amount and composition of an assemblage of exchangers. The initial con
position of the exchange assemblage can be defined in two ways, (1) explicitly by listing the composition of eac
exchanger or (2) implicitiyoy specifying that each exchanger is in equilibrium with a solution of fixed composi-
tion. The exchange master species, stoichiometries, and $olpiKthe exchange reactions are defined with the
keywordsEXCHANGE_MASTER_SPECIES andEXCHANGE_SPECIES.

Example 1

Line O: EXCHANGE 1 Measured exchange composition

Line la: Cax2 0.3
Line 1b: MgxX2 0.2
Line 1c: NaX 0.5

Explanation 1

Line 0:EXCHANGE [numbet [description
EXCHANGE is the keyword for the data block.
number-positive number to designate this exchange assemblage and its composition. Default is 1. A
range of numbers may also be given in the form wherem andn are positive integersnis
less tham, and the two numbers are separated by a hyphen without intervening spaces.
description-is an optional character field that describes the exchanger.
Line 1:chemical formula, amount
chemical formulacomponent of the exchanger.
amount-quantity of component, in moles.

Notes 1

Line 1 may be repeated to ohef the entire composition of each exchangdthough this example only
defines one exchangeX, other exchangers could be included in the exchange assemblage. In the example, the
total number of exchange sites of X is 1.5 mol and the total concentrations of calcium, magnesium, and sodium ¢
the exchanger are 0.3, 0.2, and 0.5 mol, respectively.

Example 2

Line O: EXCHANGE 1 Exchanger in equilibrium with solution 1

Line 1: -equilibrate with solution 1
Line 2a: X 1.0
Line 2b: Xa 05

Explanation 2

Line 0:EXCHANGE [numbet [description
As in example 1.
Line 1:-equilibrate number
-equilibrate--This string at the beginning of the line indicates that the exchange assemblage is defined
to be in equilibrium with a given solution composition. Optionatyil, equilibrate, -e[quil-
ibrate].
number-solution number with which the exchange assemblage is to be in equilibrium. Any alphabetic
characters following the ideni# and preceding an integer (“with solution” in line 1) are
ignored.
Line 2:exchanger name, amount
exchanger namesame of an exchanger that is defined to the program.
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amount-quantity of exchanger, in moles.

Notes 2

The order of lines 1 and 2 is not important. Line 1 should occur only once within the data block. Line 2 may
be repeated to define the amounts of other exchangers, if more than one exchanger is present in the assemblage.
Example 2 requires the program to make a calculation to determine the composition of the exchange assemblage.
The calculation will be performed before the any reaction calculations to determine the concentrations of each
exchange component [such as GaMgX,, or NaX (from the default database) provided calcium, magnesium,
and sodium are present in the solution] that would exist in equilibrium with the specified solution (solution 1 in
this example). The composition of the solution will not change during this calculation.

When an exchange assemblage (defined as in example 1 or example 2) is placed in contact with a solution
during a reaction calculation, both the exchange composition and the solution composition will adjust to reach a
new equilibrium. After a reaction has been simulated, it is possible to save the resulting exchange assemblage com-
position with theSAVE keyword. If the new composition is not saved, the exchange assemblage compaosition will
remain the same as it was before the reaction calculation. After it has been defined or saved, the exchange assem-
blage composition may be used in subsequent simulations througsEileeyword.

Example problems

The keywordEXCHANGE is used in example problems 9 and 10.

Related keywords
EXCHANGE_MASTER_SPECIES, EXCHANGE_SPECIES, SAVE exchange andUSE exchange.
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EXCHANGE_MASTER_SPECIES

This keyword is used to define the correspondence between the name of an exchanger and its master spec
Normally, this data block is included in the database file and only additions and modifications are included in the
input file.

Example
Line O: EXCHANGE_MASTER_SPECIES
Line la: X X-
Line 1b: Xa Xa-
Explanation

Line 0: EXCHANGE_MASTER_SPECIES
Keyword for the data block. No other data are input on the keyword line.
Line 1:exchange name, exchange master species
exchange namename of an exchangeX and Xa in this example. It must begin with a capital letter
followed by zero or more lower case letters or underscores (*_").

exchange master specidermula for the master exchange speciesand Xa in this example.

Notes

All half reactions for the exchanger (X and Xa, in this example) must be written in terms of the master

exchange species (8nd Xain this example). Each exchange master species must be defined by an identity reac-
tion with log K of 0.0 inEXCHANGE_SPECIES input. Any exchange reactions fexchange nammust be
defined withEXCHANGE_SPECIES input.

Example problems

The keywordEXCHANGE_MASTER_SPECIES is not used in the example problems. See listing of
default database file in Attachment B for example.

Related keywords

EXCHANGE , EXCHANGE_SPECIES, SAVE exchange andUSE exchange
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EXCHANGE_SPECIES

This keyword is used to define a half reaction and relative log K for each exchange species. Nbignally
data block is included in the database file and only additions and modifications are included in the input file.

Example

Line O: EXCHANGE SPECIES
Line 1a: X-=X-
Line 2a: log_k 0.0
Line 1b: X- + Na+ = NaX
Line 2b: log_k 0.0
Line 1c: 2X- + Cat2 = CaX2
Line 2c: log_k 0.8
Line 1d: Xa- = Xa-
Line 2d: log_k 0.0
Line le: X- + Na+ = NaX
Line 2e: log_k 0.0
Line 1f: 2Xa- + Ca+2 = CaXa2
Line 2f: log_k 2.0

Explanation

Line 0: EXCHANGE _SPECIES
Keyword for the data block. No other data are input on the keyword line.

Line 1: Association reaction
Association reaction for exchange species. The defined species must be the first species to the right of
the equal sign. The association reaction must precede any identifiers related to the exchange species.
Master species have an identity reaction (lines 1a and 1d).

Line 2:log_klog K

log_k--Identifier for log K at 28C. Optionally,-log_k, logk, -I[og_K], or -I[ogK].

log K--Log K at 2%C for the reaction. Default 0.0. Unlike log K for aqueous species, the log K for
exchange species is implicitly relative to a single exchange species. In the default database file,

sodium (NaX) is used as the reference and the reactierNg = NaX is given a log K of 0.0
(line 2b). The log K for the exchange reaction for the reaction given in line 2c is then numeri-

cally equal to the log K for the reaction 2NaX +'€a CaX, + 2N&. Master species have log
K of 0.0 (lines 2a and 2d); reference species have log K of 0.0 (lines 2b and 2e).

Notes

Lines 1 and 2 may be repeated as necessary to define all of the exchange reactions. One identity reaction is
needed to define the exchange master species (in example, lines 1a and 2a, 1d and 2d) for each Bxehanger
reference half reaction for each exchanger will have a log K of 0.0 (in example, lines 1b and 2b, 1e and 2e); in the

default database file the reference half reaction Ts#Né = NaX. Multiple exchangers may be defined simply by
defining multiple exchange master species and additional half reactions involving these master species, as in this
example.

Temperature dependence of log K can be defined with the standard enthalpy of reaction (ttkdtaifigr
using the vant Hoff equation or with an analytical expressiotaffjalytical _expressior. See
SOLUTION_SPECIES or PHASESfor examples.

The identifer -no_checkcan be used to disable checking demmland elemental balances (see
SOLUTION_SPECIES). The use ofno_checkis not recommended. The equation given for the exchange spe-
cies (line 1) is used to determine the mass-action equation and the contribution of the species to each mole-balance
equation. Alternativelythe contribution of the species to each mole-balance equation carineel dsing the
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-mole_balanceidentifier. SeeSOLUTION_SPECIES and SURFACE_SPECIESfor an example. If the
-no_checkidentifier is needed, then thmole_balanceidentifier is also needed.

Example problems

The keywordEXCHANGE_SPECIES is not used in the example problems. See listing of default database
file in Attachment B for examples.

Related keywords

EXCHANGE , EXCHANGE_MASTER_SPECIES, SAVE exchange andUSE exchange.
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GAS_PHASE

This keyword is used to da& the composition of axied-total-pressure multicomponent gas phase. A
GAS_PHASE data block is needed if a gas bubble (with a volume that is not infinite) at a fixed pressure equili-
brates with an aqueous phaseGAS_ PHASE data block is not needed if fixed partial pressures of gas compo-
nents are desired, which corresponds to aniiefvolume gas phase; usQUILIBRIUM_PHASES instead.

The gas phase defined with this keyword data block subsequently may be equilibrated with an aqueous phase in
combination with pure-phase, surface, and exchange assemblages. As a consequence of reactions, the gas phase
may exist or not, depending on the fixed pressure for the gas phase and the sum of the partial pressures of the dis-
solved gases in solution. The thermodynamic properties of the gas components are deflPdASHB input.

Example

Line O: GAS_PHASE1-5 Air
Line 1: -pressure 1.0
Line 2: -volume 1.0
Line 3: -temperature 25.0
Line 4a: CH4(g) 0.0
Line 4b: C02(g) 0.000316
Line 4c: 02(9) 0.2
Line 4d: N2(g) 0.78

Explanation

Line 0: GAS_PHASE [numbet [description
GAS_PHASE s the keyword for the data block.
numbef-positive number to designate this gas phase and its composition. Default is 1. A range of
numbers may also be given in the farsm, wherem andn are positive integers) is less than
n, and the two numbers are separated by a hyphen without intervening spaces.
description-is an optional character field that describes the gas phase.
Line 1:-pressurepressure
-pressure-identifier defning the fxed pressure of the gas phase that obtains during all reactions.
Optionallypressure or-p[ressurd.
pressure-the pressure of the gas phase, in atmospheres. Default is 1.0 atm.
Line 2:-volumevolume
-volume--identifier defining thénitial volume of the gas phase. Optionallglume, or -v[olume].
volume-theinitial volume of the gas phase, in liters. Default is 1.0 [iteevolume andtemperature
are used to compute the initial number of moles present in the gas phase.
Line 3:-temperature temp
-temperature--identifier defining thenitial temperature of the gas phase. Option&dgnperature,
or -t[emperature].
temp-theinitial temperature of the gas phase, in Celsius. Default is 25.Q0linmme andtempera-
ture are used to compute the initial number of moles present in the gas phase.
Line 4:phase name, partial pressure
phase namename of a gas. A phase with this name must be definBtHBBES input.
partial pressure-initial partial pressure of this gas in the gas phase, in atmospheres. The partial pres-
sure along withvolume andtemperature are used to compute the initial number of moles of
this gas present in the gas phase.

Notes

Line 4 may be repeated as necessary to define all of the components initially present in the gas phase as well
as any components which may subsequently enter the gas phase. The initial number of moles, of any gases that are
defined to have positive partial pressuresGAS_PHASE input, will be computed using the ideal gas,law
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n = PV/RT, wheren is the number of moles of the gl&ds the defined partial pressure (lineM)s given by-vol-
ume, and T is given bytemperature. It is probable that the sum of the partial pressures of the defined gases will
not be equal to the pressure givenjpsessure However when the initial moles of gas components are brought
in contact with a solution during a reaction simulation, the moles of gases and volume of the gas phase will adju
so that each component is in equilibrium with the solution and the total pressure is that speqifiesisiye It
is possible that the gas phase will not exist if the sum of the partial pressures of dissolved gases does not exce
the pressure given bpressure

Some gas components may be defined to have initial partial pressures of zero. In this case, no moles of tr
component will be present initialliput the component will enter the gas phase when in contact with a solution. If
no gas phase exists initially, the initial partial pressures of all components should be set to 0.0.

Example problems

The keywordGAS_PHASEIs used in example problem 7.

Related keywords

EQUILIBRIUM_PHASES , PHASES SAVE gas_phaseandUSE gas_phase.
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INVERSE_MODELING

This keyword is used to define all the information used in an inverse modeling calculation. Inverse modeling
attempts to determine sets of mole transfers of phases that account for changes in water chemistry between one or
a mixture of initial water compositions and a final water composition. The data block includes definition of the
solutions, phases, and uncertainties used in the calculations.

Example

Line O: INVERSE_MODELING 1
Line 1: -solutions1 25
Line 2: -uncertainty 0.02
Line 3: -phases
Line 4a: Calcite precipitate
Line 4b: Dolomite dis
Line 4c: CaXx2
Line 4d: NaX
Line 5: -balances
Line 6a pH 0.1
Line 6b: Ca 0.01 -0.005
Line 6c: Alkalinity 0.5
Line 6d: Fe 0.05 0.1 0.2
Line 7: -range 10000
Line 8: -minimal
Line 9: -tolerance 1e-9

Explanation

Line 0:INVERSE_MODELING [numbet [description
INVERSE_MODELING is the keyword for the data block.
number-positive number to designate this inverse-modeling definition. Default is 1.
description-optional character field that describes the mixture.
Line 1:-solutions, list of solution numbers
-solutions--identifier that indicates a list of solution numbers follows on the same line. Optjcoélly
or-g[olutions]. Note,solution (without a preceding hyphen) is not acceptable because it will be
interpreted as the keywoBDLUTION .
list of solution numberdlist of solution numbers to use in mole-balance calculations. At least two
solution numbers are required and these solutions must be defiS&LbyTION input or by
SAVE after a reaction calculation in the current or previous simulations. The final solution num-
ber is listed last, all but the final solution are termed “initial solutions”. If more than one initial
solution is listed, the initial solutions are assumed to mix to form the final solution. The mixing
proportions of the initial solutions are calculated in the modeling process. In the example (line
1), solution 5 is to be made by mixing solutions 1 and 2 in combination with phase mass trans-
fers.
Line 2:-uncertainty, list of uncertainties
-uncertainty--identifier that indicates a list of default uncertainties for each solution follows on the
same line. Optionallyuncertainties, -u[ncertainties], or -u[ncertainty]. The uncertainties
defined with -uncertainty do not apply to pH; default for pH is 0.05 pH units and may be
changed with thebalancesidentifier. In this example, the default uncertainty is set to 0.02,
which indicates that an uncertainty of 2 percent will be applied to each element and valence state
in each aqueous solution.-lincertainty is not entered, the program uses 0.05. The default
uncertainties can be overridden for individual elements or element valence statedaising
ancesidentifier.
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list of uncertaintiestist of default uncertainties that are applied to each solution in the order given by

-solutions. The frst uncertainty in the list is applied to all the element and element valence
states in the first solution listed-solutions. The second uncertainty in the list is applied to all

the element and element valence states in the second solution listeldifitons and so on. A
default uncertainty may be entered for each solution used in inverse modeling. If fewer uncer-
tainties are entered than the number of solutions, the final uncertainty in the list is used for the
remaining solutions. Thus, if only one uncertainty is entered, it is applied to all solutions. The
uncertainty may have two forms: (1) if the uncertainty is positive, it is interpreted as a fraction
to be used to calculate the uncertainties for each element or element valence state. A value G
0.02 indicates an uncertainty of 2 percent of the number of moles of each element in solution
will be used; and (2) if the uncertainty is negative, it is interpreted as an absolute value in moles
to use for each mole-balance constraint. The second form is rarely usaedertainty input.

Line 3:-phases
-phases-identifier that indicates a list of phases to be used in inverse modeling follows on succeeding

lines. Optionally phase_data -p[hase$, -p[hase_datd. Note, phases(without a preceding
hyphen) is not acceptable because it will be interpreted as the kelWASES.

Line 4:phase namgconstraini
phase namename of a phase to be used in inverse modeling. The phase must be d&fiha8ES

input or it must be a chge-balanced exchange speciesraef in EXCHANGE_SPECIES

input. Any phases and exchange species defined in the database file or in the current or previou
simulations are available for inverse modeling. Only the chemical reactBHASES or
EXCHANGE_SPECIES input is important; the log K is not used in inverse-modeling calcu-
lations.

constraint-The phase may be constrained only to enter the aqueous piiaselv®, or leave the

aqueous phaseprecipitate”. Any set of initial letters from these words arefmignt to define
these constraints.

Line 5:-balances
-balances-identifier that indicates a list of element or element-valence-state constraints and, if other

than the default, associated uncertainties follow on succeeding lines. Optioslaihces bal-
ance bal, or-b[alances.

Line 6:element or valence state naftist of uncertaintiep
element or valence state nanteame of an element or element valence state to be included as a

mole-balance constraint in inverse modeling. Mole-balance equations for all elements that are
found in the phases gbhasesnput are automatically included in inverse modeling; mole-bal-
ance equations for all valence states of redox elements are included. Elements, element valence
states, or pH may be listed-imalancesinput to override the default uncertainties or the uncer-
tainties dethed with -uncertainty. The identifer -balancesmay also be used to include
mole-balance equations for elements not contained in any of the pipeese§.

list of uncertaintiesiist of uncertainties for the specified element or element valence-state constraint.

It is possible to input an uncertainty felemenfor each solution used in inverse modeling (as
defined by-solutions). If fewer uncertainties are entered than the number of solutions, the final
uncertainty in the list is used for the remaining solutions. Thus, if only one uncertainty is
entered, it is used for the given element or element valence state for all solutions. The uncer-
tainty for pH must be given in standard units. Thus, the uncertainty in pH given on line 6ais 0.1
pH units for all solutions. The uncertainties for elements and element valence states (but not for
pH) may have two forms: (1) if the uncertainty is positive, it is interpreted as a fraction that when
multiplied times the number of moles in solution gives the uncertainty in moles. A value of 0.02
would indicate an uncertainty of 2 percent in the number of moles in solution; and (2) if the
uncertainty is negative, it is interpreted as an absolute value in moles to use for the solution in
the mole-balance equation felementin the example, line 6b, the uncertainty for calcium in
solution 1 is 1 percent of the moles of calcium in solution 1. The uncertainty for calcium in solu-
tion 2 and 5 is 0.005 moles. The uncertainty for iron (line 6d) is 5 percent in solution 1, 10 per-
cent in solution 2, and 20 percent in solution 5.

Line 7:-range [maximunh
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-range--identifier that specifies that ranges in mole transfer (minimum and maximum mole transfers
that are consistent with the uncertainties) for each phase in each model should be calculated.
Optionally,ranges range, or-r[ange$. The calculation of these ranges is time consuming, but
provides valuable information. In the interest of expedigihcy suggested that models are first
identified without using therange identifier, checked for adequacy and geochemical consis-
tency, and then rerun with theange identifier.

maximum-Default 1000. The maximum value for the range is calculated by minimizing thesdife
between the value ofiaximumand the calculated mole transfer of the phase or the solution frac-
tion. The minimum value of the range is calculated by minimizing tlierdifce between the
negative of the value eshaximumand the calculated mole transfer of the phase or the solution
fraction. In some evaporation problems, the solution fraction could be greater than 1000 (over
1000-fold evaporative concentration). In these problems, the default value iggectraugh
and a larger value of maximum should be entered.

Line 8:-minimal

-minimal --identifier that specifies that models be reduced to the minimum number of phases that can
satisfy all of the constraints within the specified uncertainties. Optipnatymal, minimum,
-m[inimal], or -m[inimum]. Note that two minimal models may havefedient numbers of
phases; minimal models imply that every one of the phases included is necessary to satisfy the
constraints. Theminimal identifier minimizes the number of calculations that will be per-
formed and produces the models that contain the most essential geochemical reactions. How-
ever models that are not minimal may also be of interest, so the use of this option is left to the
discretion of the useln the interest of expediendyis suggested that models are first identified
using the-minimal identifier, checked for adequacy and geochemical consistamcl/then
rerun without theminimal identifier.

Line 9:-tolerancetol

-tolerance--identifier that indicates a tolerance for the optimizing solver is to be given.

tol--Tolerance used by the optimizing solvBefault 1e-10. The value &bl should be greater than
the greatest calculated mole transfer or solution fraction multiplied by 1e-15. The default value
is adequate unless very dar mole transfers (greater than 1000 moles) or solution fractions
(greater than 1000-fold evaporative concentration) occur. In these cases, a largertehige of
needed. Essentiallyn value less thawol is treated as zero. Thus, the valu¢obShould not be
too large or significantly different concentrations will be treated as equal.

Notes

Evaporation or dilution can accomplished by using the phase water (forg@)aHhe mole transfer of this
phase will afect only the watebalance equation. If the mole transfer is positive, dilution is simulated; if negative,
evaporation is simulated. See example 12 in Examples section.

If -uncertainty is not included, a default uncertainty of 0.05 (5 percent) is used for elements and 0.05 for
pH. Default uncertainties, specified fmncertainty, will almost always be specified as positive numbers, indicat-
ing fractional uncertainties. A default uncertainty specified by a negative numtieating a fixed molal uncer-
tainty for all elements in solution, is not reasonable because of wide ranges in concentrations among elements
present in solution.

No mole-balance equation is used for pH. The uncertainty in pH delsteathe mole-balance on carbon.

Total carbon is assumed to co-vary with pH and alkalinity and an equation relating the uncertainty in carbon and
the uncertainties of pH and alkalinity is included in the inverse model. See Equations and Numerical Method for
Inverse Modeling.

All phase names must be defined throfASES or EXCHANGE_SPECIES input. Line 4c and 4d are
included to allow ion-exchange reactions in the inverse model. Exchange species with the nanses C&aX
are defined in the default database and are thus available for use in inverse modeling.

By default, mole-balance equations for every element that occurs in the phases Hghedésinput are
included in the inverse-modeling formulation. If an element is redox active, then mole-balance equations for all
valence states of that element are included.-bakncesidentifier is necessary only to define uncertainties for
pH, elements, or element valence states that geratit than the default uncertainties or to define mole-balance
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equations for elements not included in the phases. Mole-balance equations for alkalinity and electrons are alwa
included in the inverse model. In some artificial solutions, such as pure water or pure sodium chloride solutions
the alkalinity may be very small (less than 1e-7) in both initial and final solutions. In this case, it may be necessar
to use lage (relative to le-7 equivalents) uncertainties (+1.0 or -1e-6) to obtain a mole balance on akkatinity
most natural waters, alkalinity will not be small in both solutions and special handling of the alkalinity uncertainty
will not be necessary (note alkalinity is a negative number in acid solutions). Uncertainties for electrons are neve
used because it is always assumed that no free electrons exist in an aqueous solution.

The options-minimal and-range affect the speed of the calculations. The fastest calculation is one that
includes theminimal identifier and does not includeange. The slowest calculation is one that does not include
-minimal and does includeange.

Example problems

The keywordNVERSE_MODELING is used in example problems 11 and 12.

Related keywords

EXCHANGE_SPECIES, PHASES SOLUTION, andSAVE.
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This keyword data block is used to redefine parameters fhat abnvegence of the numerical method dur-

ing speciation, reaction, and transport calculations. It also provides the capability to produce long, uninterpretable
output files. Hopefully, this data block is seldom used.

Example

Line O: KNOBS
Line 1: -iterations 150
Line 2: -tolerance 1e-14
Line 3: -step_sizel00.
Line 4: -pe_step_sizd 0.
Line 5: -diagonal_scaleTRUE
Line 6: -debug_prep TRUE
Line 7: -debug_set TRUE
Line 8: -debug_modelTRUE
Line 9: -debug_inverseTRUE
Line 10: -logfile

Explanation
Line 0:KNOBS

KNOBS is the keyword for the data block. OptionalBEBUG.
Line 1:-iterations iterations
-iterations--allows changing the maximum number of iterations. Optionigdyations, or -i[tera-
tions].
iterations-positive integer limiting the maximum number of iterations used to solve the set of alge-
braic equations for a single calculation. Default 100.
Line 2:-tolerancetolerance
-tolerance--allows changing the tolerance used by solver to determine numbers equal to zero. Option-
ally, tolerance, or -t[olerancd. This isnot the convegence criterion used to determine when
the algebraic equations have been solved. The ogewee criteria are hard-coded in the pro-
gram and can not be modified with the input file.
tolerance-positive, decimal number used by the routine cl1. All numbers smaller than this number are
treated as zero. This number should approach the value of the least significant decimal digit that
can be interpreted by the compufEne value of tolerance should be on the order of 1e-12 to
le-14 for most computers and most simulations. Default is 1e-14.
Line 3:-step_sizestep_size
-step_size-allows changing the maximum step size. Optionatlgp_size or-s[tep_sizé.
step_sizepositive, decimal number limiting the maximum, multiplicative change in the activity of an
agueous master species on each iteration. Default is 100, that is, activities of master species may
change by up to 2 orders of magnitude in a single iteration.
Line 4:-pe_step_sizee_step_size
-pe_step_sizeallows changing the maximum step size for the activity of the electron. Optjonally
pe_step_sizeor-p[e_step_sizp
pe_step_sizepositive, decimal number limiting the maximum, multiplicative change in the conven-
tional activity of electrons on each iteration. Default is 10, that is, may change by up to 1
e

order of magnitude in a single iteration or pe may change by up to 1 unit. Nopaabyep_size
should be smaller than tistep_sizebecause redox species are particularly sensitive to changes
in pe.
Line 5:-diagonal_scaldTrue or False
-diagonal_scale-allows changing the default method for scaling equations. Optionally
diagonal_scale or-d[iagonal_scalé
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[True or Fals€--a value oftrue (optionally,t[rue]) indicates the alternative scaling method is to be
used;false (optionally,f[alsd) indicates alternative scaling method will not be used. If neither
true nor falseare enteredrue is assumed. At the beginning of the run, the value is $ais®
Invoking this alternative method of scaling causes any mole-balance equations with the diago-
nal element (approximately the total concentration of the element or element valence state in
solution) less than 1e-11 to be scaled by the factor 1e-11/(diagonal element).

Line 6:-debug_prep[True or Falsg

-debug_prep-includes debugging prints for subroutine prep. Optionalgbug_prep or
-debug_drep].

[True or Fals€]--a value oftrue (optionally t[rue]) indicates the debugging information will be
included in the output fildalse (optionally,f[alsd) indicates debugging information will not
be printed. If neithetrue nor falseis entered, a value dfue is assumed. At the start of the
program, the default valuefialse If this option is set ttrue, the chemical equation and log K
for each species and phase, as rewritten for the current calculation, are written to the output file
The printout is long and tedious.

Line 7:-debug_sefTrue or Falsg

-debug_set-includes debugging prints for subroutines called by subroutine set. Optionally
debug_setor -debug_$et].

[True or Fals€]--a value oftrue (optionally t[rue]) indicates the debugging information will be
included in the output filefalse (optionally,f[als€) indicates debugging information will not
be printed. If neithetrue nor falseis entered, a value dfue is assumed. At the start of the
program, the default valuefalse. If this option is set ttrue, the initial revisions of the master
variables, which occur in subroutine set, are printed for each element or element valence stats
that fails the initial convgence criteria. The initial revisions occur before the Newton-Raphson
method is invoked and provide good estimates of the master variables to the Newton-Raphsor
method. The printout is tedious.

Line 8:-debug_modelTrue or Falsg

-debug_modet-includes debugging prints for subroutines called by subroutine model. Optjonally
debug_modelor -debug_mnjodel].

[True or Fals€]--a value oftrue (optionally t[rue]) indicates the debugging information will be
included in the output filefalse (optionally,f[als€) indicates debugging information will not
be printed. If neithetrue nor falseis entered, a value d@fue is assumed. At the start of the
program, the default value fialse If this option is set torue, a lage amount of information
about the Newton-Raphson equations is printed. The program will print some or all of the fol-
lowing at each iteration: the array that is solved, the solution vector calculated by thetlselver
residuals of the linear equations and inequality constraints, the values of all of the master vari-
ables and their change, the number of moles of each pure phase and phase mole transfers, t
number of moles of each element in the system minus the amount in pure phases and the chanc
in this quantity The printout is very long and very tedious. If the numerical method does not
converge irterations 10 iterations, this printout is automatically begun.

Line 9:-debug_inversegTrue or Fals€

-debug_inverse-includes debugging prints for subroutines called by subroutine inverse_models.
Optionally,debug_inverseor -debug_{nversd.

[True or Falsg]--a value oftrue (optionally t[rue]) indicates the debugging information will be
included in the output fildalse (optionally,f[alsd) indicates debugging information will not
be printed. If neithetrue nor falseis entered, a value dfue is assumed. At the start of the
program, the default value fialse If this option is set torue, a lage amount of information
about the process of finding inverse models is printed. The program will print the following for
each set of equations and inequalities that are attempted to be solved by the optimizing solver
a list of the unknowns, a list of the equations, the array that is to be solved, any nonnegativity
or nonpositivity constraints on the unknowns, the solution veatalthe residual vector for the
linear equations and inequality constraints. The printout is very long and very tedious.

Line 10:-logfile [True or Fals€
-logfile--prints information to a file namegshreeqc.logOptionally,logfile or -I[ogdfile].
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[True or Falsg--a value oftrue (optionally,t[rue]) indicates information will be written to the log
file, phreeqc.logfalse (optionally,f[alsd) indicates information will not be written. If neither
true norfalseis entered, a value tlue is assumed. At the start of the program, the default value
is false If this option is set ttrue, information about each calculation will be written to the log
file. The information includes number of iterations in revising the initial estimates of the master
unknowns, the number of Newton-Raphson iterations, and the iteration at which any infeasible
solution was encountered while solving the system of nonlinear equations. (An infeasible solu-
tion occurs if no solution to the equality and inequality constraints can be found.) At each iter-
ation, the identity of any species that exceeds 30 mol (an unreasongélguanber) is written
to the log file and noted as an “overflow”. Any basis switches are noted in the log file. The infor-
mation about infeasible solutions and ol@ws can be useful for altering other parameters
defined through thENOBS data block, as described below.

Notes

Convegence problems are less frequent with PHREEQC than with PHREEQE; hptheyemay still
occur The main causes of noncongence appear to be (1) calculation of vergdamolalities in intermediate iter-
ations and (2) accumulation of rounflefrors in simulations involving very small concentrations of elements in
solution. The first cause can be identified by “overflow” messages at iteration 1 or greater that appear in the file
phreeqc.logsee-logfile above). This problem can usually be eliminated by decreasing the maximum allowable
step sizes from the default values. The second cause of norgemseican be identified by messageghre-
egc.logthat indicate “infeasible solutions”. The remedy to these problems is an ongoing investigation, but altering
-tolerance or -diagonal_scalingfrequently fixes the problem. Additional iterations usually do not solve noncon-
vergence problems.

Example problems

The keywordKNOBS is not used in the example problems.
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This keyword data block is used if two or more aqueous solutions are to be mixed togethmixing
occurs as part of the reaction calculation.

Example

Line O: MIX 2 Mixing solutions 5, 6, and 7.

Line 1a: 5 1.1
Line 1b: 6 0.5
Line 1c: 7 0.3

Explanation

Line 0:MIX [numbet [description
MIX is the keyword for the data block.
number-positive number to designate these mixing parameters. Default is 1.
description-optional character field that describes the mixture.
Line 1:solution number, mixing fraction
solution numberdefines a solution to be part of the mixture.

mixing fractior-positive, decimal number which is multiplied times the concentrations of each ele-
ment in the specified solution. Mixing fractions may be greater than 1.0.

Notes

In mixing, each solution is multiplied by its mixing fraction and a new solution is calculated by summing
over all of the fractional solutions. In the example, if the number of moles of sodium in solutions 5, 6, and 7 were
0.1, 0.2, and 0.3, the number of moles of sodium in the mixture wol@d bel.1+ 0.2x 0.5 0.%3 0.3 0.3.

The moles of all elements are multiplied by the solusionixing fraction, including hydrogen and oxygen. Thus,

the mass of water isfettively multiplied by the same fraction. In the example, if all solutions have 1 kg of water
the total mass of water in the mixturelid + 0.5+ 0.3= 1.9 kg and the concentration of sodium would be
approximately 0.16 molal. The clggrimbalance of each solution is multiplied by the mixing fraction and all the
imbalances are then summed to calculate thegehimrbalance of the mixture. The temperature of the mixture is
approximated by multiplying each solution temperature by its mixing fraction, summing these numbers, and divid-
ing by the sum of the mixing fractions. Other intensive properties of the mixture are calculated in the same way ¢
temperature.

This formulation of mixing can be used to approximate constant volume processes if the sum of the mixing
fractions is 1.0 and all of the solutions have the same mass of Waeralculations are only approximate in terms
of mixing volumes because the summation is actually made in terms of moles (or mass) and the volumes of sol
tions are not known. Similarlghe formulation for mixing can approximate processes with varying volume, for
example, a titration.

Example problems

The keywordMIX is used in example problems 3 and 4.

Related keywords

SOLUTION, SAVE solution, USE solution, andUSE mix.
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PHASES

This keyword is used to define a name, chemical reaction, and log K for each mineral and pure gas that is
used for saturation-index calculations, reaction-path, transport, or inverse-modeling calculations. Niimally
data block is included in the database file and only additions and modifications are included in the input file.

Example

Line O: PHASES
Line 1a: Gypsum
Line 2a: CaS04:2H20 = Ca+2 + SO4-2 + 2H20
Line 3a: log_k -4.58
Line 4a: delta_h -0.109
Line 5: -analytical_expression 68.2401 0.0 -3221.51 -25.0627 0.0
Line 1b: 02(9)
Line 2b: 02=02
Line 3b: log_k -2.96
Line 4b: delta_h 1.844

Explanation

Line 0:PHASES
Keyword for the data block. No other data are input on the keyword line.

Line 1:Phase name
phase namealphanumeric name of phase, no spaces are allowed.

Line 2: Dissolution reaction
Dissolution reaction for phase to aqueous species. Any aqueous species, incjudayglbe used in
the dissolution reaction. The chemical formula for the defined phase must be the first chemical for-
mula on the left-hand side of the equation. The dissolution reaction must precede any identifiers
related to the phase. The stoichiometric coefficient for the phase must be 1.0.

Line 3:log_klog K

log_k--Identifier for log K at 28C. Optionally,-log_k, logk, -I[og_K], or -I[ogK].

log K--Log K at 25C for the reaction. Default 0.0.
Line 4:delta_h enthalpy, units

delta_h--Identifier for enthalpy of reaction at 26. Optionally -delta_h, deltah, -d[elta_h], or
-d[eltah].

enthalpy-enthalpy of reaction at 26 for the reaction. Default 0.0.

units-Default units are kilojoules per mole. Units may be calories, kilocalories, joules, or kilojoules
per mole. Only the engy unit is needed (per mole is implied) and abbreviations of these units
are acceptable. Explicit definition of units for all enthalpy values is recommended. The enthalpy
of reaction is used in the varfloff equation to determine the temperature dependence of the
equilibrium constant. Internallgll enthalpy calculations are performed in the units of kilojoules
per mole.

Line 5:-analytical_expressionAq, A, Ag, Ay, Ag

-analytical_expression-ldentifier for coeficients for an analytical expression for the temperature
dependence of log K. Optionallgnalytical_expression a_g ae -a[nalytical_expression,
-a[_¢l, -a[e].

Ay, Ay, Ag, Ay, As--Five values defing log K as a function of temperature in the expression

A A
log, K = A + AT+ —_|_§ +Aylog, T +_—r—g , WhereT is in Kelvin.
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Notes

The set of lines 1 and 2 must be entered in pedtrer line 310g_K) or 5 fanalytical_expression must
be entered for each phase. Lines 3, 4, and 5 may be entered as needed in .aAgdditideal sets of lines 1
through 5 may be added as necessary to define all minerals and gases. The equations for the phases may be wr

in terms of any aqueous chemical species, including e

The identifers -no_checkcan be used to disable checking gemiand elemental balances (see
SOLUTION_SPECIES). The use ofno_checkis not recommended, except in cases where the phase is only to
be used for inverse modeling. Even in this case, equations defining phases should be charge balanced.

Example problems

The keywordPHASESis used in example problems 1, 8, 11, and 12.

Related keywords

EQUILIBRIUM_PHASES , INVERSE_MODELING , REACTION , SAVE equilibrium_phases and
USE equilibrium_phases
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PRINT

This keyword is used to select which results are written to the output file. Nine blocks of calculation results
may be included or excluded in the outplg for each simulation. In addition, the writing of results to the
selected-output file can be suspended or resumed and a status line, which is written to the screen and monitors the
type of calculation being performed, can be enabled or disabled.

Example

Line O: PRINT
Line 1: -reset false
Line 2: -eh true
Line 3: -equilibrium_phases true
Line 4: -exchange true
Line 5: -gas_phase true
Line 6: -other true
Line 7: -saturation_indicies true
Line 8: -species true
Line 9: -surface true
Line 10: -totals true
Line 11: -selected_output true
Line 12: -status false

Explanation
Line 0:PRINT

Keyword for the data block. No other data are input on the keyword line.
Line 1:-reset[True or Falsg]

-reset-Changes all print options listed above, exceptected_outputand-status, to true or false
Default istrue. Optionally resetor -reget]. Should be the first identifier of the data block. Indi-
vidual print options may follow.

True or False--True causes all data blocks to be included in the outputdike causes all data blocks
to be excluded to the output file. Optionatfyue] or f[alsd, case independent.

Line 2:-eh[True or False|

-eh--Prints eh values derived from redox couples in initial solution calculations if vatueeis

excludes print if value ifalse Default istrue. Optionally,eh.
Line 3:-equilibrium_phases[True or Fals€]

-equilibrium_phases-Prints composition of the pure-phase assemblage if valieds excludes
print if value isfalse. Default istrue. Optionally equilibria, equilibrium, pure,
-equilibrium_phases], -equilibria ], -p[ure_phase$, or -p[ure]. Note the hyphen is neces-
sary to avoid a cotitt with the keywordEQUILIBRIUM_PHASES and its synonym
PURE_PHASES

Line 4:-exchangg True or Fals€]

-exchange-Prints composition of the exchange assemblage if valmegsexcludes print if value is
false Default istrue. Optionally,-ex{changg. Note the hyphen is necessary to avoid a conflict
with the keywordEXCHANGE .

Line 5:-gas_phasdTrue or False

-gas_phasePrints composition of the gas phase if valu&rig, excludes print if value ifalse
Default istrue. Optionally,-g[as_phasg Note the hyphen is necessary to avoid a conflict with
the keywordGAS_PHASE

Line 6:-other [True or Fals€]

-other--Controls all printing to the output file not controlled by any of the other identifiers, including
headings; lines that identify the solution, exchange assemblage, surface assemblage, pure-phase
assemblage, and gas phase to be used in each reaction calculations; and description of the sto-
ichiometric reaction. Default tsue. Optionally,other, -o[ther].
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Line 7:-saturation_indices[True or Fals€|

-saturation_indices-Prints saturation indices for each phase for which a saturation index can be cal-
culated if value idrue, excludes print if value ifalse. Default istrue. Optionally -si, si,
saturation_indices or -sdturation_indices].

Line 8:-specieqdTrue or False

-species-Prints the distribution of agueous species, including malaitivity, and activity codi-
cient, if value istrue, excludes print if value ifalse. Default istrue. Optionally speciesor
-sp[ecies.

Line 9:-surface[True or Fals€

-surface--Prints composition of the surface assemblaged, excludes print ifalse Default istrue.
Optionally,-su[rface]. Note the hyphen is necessary to avoid a conflict with the keySIdRt
FACE.

Line 10:-totals [True or False|

-totals--Prints the total molalities of elements (or element valence states in initial solutions), pH, pe,
temperature, and other solution characteristitsud, excludes print ifalse Default istrue.
Optionally,totals or -t[otals]. Note, printing of molalities and other properties of all of the aque-
ous species is controlled by thepecieddentifier.

Line 11:-selected_outpufTrue or Fals€]

-selected_outpui-Controls printing of information to the selected-outgld. fDefault istrue.
Optionally, selected_outputor -sglected_outpuf. This identifer has no d&ct if no
SELECTED_OUTPUT keyword data block is included in theld. If a
SELECTED_OUTPUT keyword data block is included, thgelected_outputidentifier is
used to include or exclude results from the selected-output file. Wherasétao results will
be written to the selected-outpulef Writing to the selected-outpuild can be resumed if
-selected_outputis set totrue in aPRINT keyword data block in a subsequent simulation.
Note the hyphen in the idenigf is necessary to avoid a ctinf with the keyword
SELECTED_OUTPUT. This print-control option is not affected lngset

Line 12:-status[True or False

-status--Controls printing of information to the screen. Defaultiug. Optionally statusor -sffatusg].
When set tdrue, a status line is printed to the screen identifying the simulation number and the
type of calculation that is currently being processed by the program. Wheffedss too status
line will be printed to the screen. This print-control option is not affecteddsgt

Notes

By default, all print options are settime at the beginning of a run. Once set by the keyword data block,
PRINT, options will remain in effect until the end of the run or until changed in anBRINT data block.

Unlike most of PHREEQC input, the order in which the identifiers are entered is important when using the
-resetidentifier. Any identifer set before theresetin the data block will be reset wheresetis encountered.
Thus,-resetshould be the first identifier in the data block.

The identifierspeciesandsaturation_indicescontrol the longest output data blocks and are the most likely
to be excluded from long computer runs. If transport calculations are being made, the output file could becom
very lage unless some or all of the output is excluded thougRRHNT data block {reset falsg. Alternatively,
the output in transport calculations may be limited by printing to the output file iéﬂle'rye step by using the
-print identifier in theTRANSPORT data block.

Example problems

The keywordPRINT is used in example problems 4 and 9.

Related keywords

SELECTED_OUTPUT andTRANSPORT -print.
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REACTION

This keyword data block is used to define irreversible reactions that transfer specified amounts of elements
to or from the aqueous solution during reaction calculations.

Example 1
Line O: REACTION 5 Add sodium chloride and calcite to solution.
Line la: NaCl 2.0
Line 1b: Calcite 0.001
Line 2: 0.25 0.5 0.7 1.0 moles

Explanation 1

Line 0:REACTION [numbet [description
REACTION is the keyword for the data block.
number-positive number to designate this reaction. Default is 1. A range of numbers may also be
given in the formm-n, wheremandn are positive integersyis less tham, and the two numbers
are separated by a hyphen without intervening spaces.
description-optional character field that describes the reaction.
Line 1: phase namer formulg), relative stoichiometry
phase namer formula-If a phase nameés given, the program uses the stoichiometry of that phase as
defined byPHASES input; otherwiseformulais the chemical formula to be used in the irre-
versible reaction.
relative stoichiometryAmount of this reactant relative to other reactants, it is a molar ratio between
reactants. In the example, the reaction contains 2000 times more NaCl than calcite.
Line 2:list of reaction amounts, units
list of reaction amountsA separate calculation will be made for each listed amount. In the example,
a solution composition will be calculated after adding 0.25, 0.5, 0.75, and 1.0 mol of the reaction
to the initial solution. The additions are not cumulative; each reaction step begins with the same
initial solution and adds only the amount of reaction specified. The total amount of each reactant
added at any step in the reaction is the reaction amount times the stoichiomefidiznbef
the reactant. Thus the total amount of sodium and chloride added at each reaction step is 0.5,
1.0, 1.5, and 2.0 mol; the total amount of calcium and carbonate added at each step is 0.00025,
0.0005, 0.00075, and 0.001 mol. Additional lines may be used to define all reactant amounts.
units--units must be moles, millimoles, or micromoles. Units must follow all reaction amounts.
Default is moles.
If line 2 is not entered, the default is one step of 1.0 mol.

Example 2

Line O: REACTION 5 Add sodium chloride and calcite to reaction solution.

Line 1a: NaCl 2.0
Line 1b: Calcite 0.001
Line 2: 1.0 moles in 4 steps

Explanation 2

Line 0:REACTION [numbet [description
Same as example 1.

Line 1: phase namer formula), relative stoichiometry
Same as example 1.

Line 2:reaction amounfunitg [in step$
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reaction amounta single reaction amount is entered. This amount of reaction will be adskegh$n

steps.

units-same as example 1.
in steps-“in ” indicates that the reaction will be divided irtipsnumber of steps and must be lower

case. Example 2 performs exactly the same calculations as example 1, 1.0 mol of reaction i
divided into 4 steps. The first step adds 0.25 mol of reaction to the initial solution; the second
step adds 0.5 mol of reaction to the initial solution; the third 0.75; and the fourth 1.0.

If line 2 is not entered, the default is one step of 1.0 mol.

Notes

If a phase name is used to define the stoichiometry of a reactant, that phase must be deRA&EHS/
input in the database or in the input data file. If negative relative stoichiometries or negative reaction amounts a
used, it is possible to remove more of an element than is present in solution; ensuing calculations will probabl
fail. It is possible to “evaporate” a solution by removingt-br dilute a solution by adding,B. If more reaction
steps are diefed withREACTION_TEMPERATURE than inREACTION , then theihal reaction amount
defined byREACTION will be repeated for the additional temperature steps.

Example problems

The keywordREACTION is used in example problems 4, 5, 6, and 7.

Related keywords

PHASES, andREACTION_TEMPERATURE .
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REACTION_TEMPERATURE

This keyword data block is used to define temperature during reaction steps. It is necessary to enter this data
block if a temperature other than the default temperature is needed for reaction calculations.

Example 1

Line O: REACTION_TEMPERATURE 1 Three explicit reaction temperatures.
Line 1: 15,0 25.0 35.0

Explanation 1

Line 0:REACTION_TEMPERATURE [numbe} [description
REACTION_TEMPERATURE is the keyword for the data block.
number-positive number to designate this temperature data. Default is 1. A range of numbers may
also be given in the forrm-n, wherem andn are positive integers is less tham, and the two
numbers are separated by a hyphen without intervening spaces.
description-optional character field that describes the temperature data.
Line 1:list of temperatures
list of temperaturesa list of temperatures, in Celsius, that will be applied to reaction calculations.
More lines may be used to supply additional temperatures. At least one reaction calculation will
be performed with each listed temperature. If more reaction steps are defRieAQTION
input than temperature stepsREACTION_TEMPERATURE , then theihal temperature
will be used for all of the additional reaction steps. If more temperature steps are defined, the
final reaction step will be used for any remaining temperature steps.

Example 2

Line O: REACTION_TEMPERATURE 1 Three implicit reaction temperatures.
Line 1: 15.0 35.0 in 3 steps

Explanation 2

Line 0:REACTION_TEMPERATURE [numbe} [description
Same as example 1.

Line 1:temp, temp, in steps
temp--temperature of first reaction step, in Celsius.
temp--temperature of final reaction step, in Celsius.

in steps-“in ” indicates that the temperature will be calculated for eastepsnumber of steps. The
temperature at each step, i, will be calculated by the formula

temp = temp + % (temp,—temp) . Example 2 performs exactly the same cal-
culations as example 1. If more thaetepsreaction steps are defined REACTION input, the
temperature of the additional temperature steps witebeg. If more temperature steps are
defined, the final reaction step will be used for any remaining temperature steps.

Notes

The default temperature of a reaction step is equal to the temperature of the initial solution or the mix-
ing-fraction-averaged temperature of a mixtREACTION_TEMPERATURE input can be used even if there
is noOREACTION input. The implicit method of calculation of temperature steps is slighfigrelift than the
implicit calculation of reaction steps.dfimplicit reaction steps are defined, then the reaction is addeédguoal
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increments. lin implicit temperature steps are defined, then the temperature of the first reaction step is equal t
temp; temperatures in the remaining steps are defingdlbgqual increments.

Example problems

The keywordREACTION_TEMPERATURE is used in example problem 2.

Related keywords

REACTION .
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This keyword data block is used to save the composition of the solution, exchange assemblage, gas phase,
surface assemblage, or pure-phase assemblage following a reaction calculation.

Line Oa:
Line Ob:
Line Oc:
Line Oc:
Line Od:

Example
SAVE equilibrium_phases2
SAVE exchange2
SAVE gas_phase
SAVE solution 2
SAVE surfacel
Explanation

Line 0: SAVE keyword number
SAVE is the keyword for the data block.
keyword-ene of fve keywords.exchange equilibrium_phases gas_phasesolution, or surface.

Options forequilibrium_phases equilibrium , equilibria, pure_phasesor pure.

number-user dahed positive integer to be associated with the respective composition. A range of

numbers may also be given in the famyn wherem andn are positive integers is less than
n, and the two numbers are separated by a hyphen without intervening spaces.

Notes

SAVE has efect only for the duration of the run, to save results to a permarilentsiee
SELECTED_OUTPUT. During reaction calculations, the compositions of the solution, exchange assemblage,
gas phase, pure-phase assemblage, and surface assemblage vary to attain equilibrium. The compositions at the end
of all reaction steps exist only in temporary storage locations that are overwritten by the next simulation. These
compositions araot automatically saved; howevéiey may be saved explicitly for use in subsequent simulations
within the run by using thBAVE keyword. TheéSAVE keyword must be used for each type of composition that
is to be saved (solution, exchange assemblage, gas phase, pure-phase assemblage, or surface &Sé¢mblage).
assignsnumberto the corresponding composition. If one of the compositions is saveduimizerthat already
exists, the old composition is deleted. There is no need to save the compositions unless they are to be used in sub-
sequent simulations within the run. THSE keyword can be used in subsequent simulations to use the saved com-
positions in equilibrium calculations.

Example problems

The keywordSAVE is used in example problems 3, 4, 7, and 10.

Related keywords

EXCHANGE, EQUILIBRIUM_PHASES , GAS_PHASE SOLUTION, SURFACE, andUSE.
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SELECTED_OUTPUT

This keyword data block is used to produce a file that is suitable for processing by spreadsheets and oth

data management software. It is possible to print selected entities from solution, exchange-assemblage, st
face-assemblage, pure-phase-assemblage, and gas-phase compositions after the completion of each equilibr
calculation.

66

Example
Line O: SELECTED_OUTPUT
Line 1: -file flat.fil
Line 2: -totals Hfo_s C C(4) C(-4) N N(0)
Line 2a: Fe Fe(3) Fe(2) Ca Mg Na CI
Line 3: -molalities Fe+2 Hfo_sOzZn+ ZnX2
Line 4: -activities H+ Cat+2 CO2 HCO3- C0O3-2
Line 5: -equilibrium_phases Calcite Dolomite Sphalerite
Line 6: -saturation_indices CO2(g) Siderite
Line 7: -gases CO2(g) N2(g) 0O2(9)

Explanation

Line 0: SELECTED_OUTPUT
SELECTED_OUTPUT is the keyword for the data block. OptionalBELECT OUTPUT. No
additional data are read on this line.
Line 1:-file file name
-file--identifier allows definition of the name of the file where the selected results of simulations are
written. Optionallyfile, or-f[ile]. File hames must conform to operating system conventions.
file name-file name for storing selected results. If the éxists, the contents will be overwritten.
Default isselected.out
Line 2:-totals element list
-totals--identifier allows definition of a list of elements for which total concentrations will be written
to the selected-output file. Optionaligtals, or -t[otals].
element list-list of elements, element valence states, exchange sites, or surface sites for which total
concentrations will be written. Elements or element valence states must have been defined b
SOLUTION_MASTER_SPECIES, EXCHANGE_MASTER_SPECIES, or
SURFACE_MASTER_SPECIESinput. After each calculation of a solution composition, the
concentration (mol/kg water) of each of the selected elements, element valence states, exchanc
sites, and surface sites will be written into the flat file containing the selected output. If a species
is not defined or is not present in the calculation, its concentration will be printed as 0.
Line 3:-molalities species list
-molalities--identifier allows definition of a list of aqueous, exchange, or surface species for which
concentrations will be written to the selected-outfat Optionally molalities, or -m[olali-
ties).
species listlist of agueous, exchange, or surface species for which concentrations will be written to
the selected-outpuilé. Species must have been idedd by SOLUTION_SPECIES,
EXCHANGE _SPECIES or SURFACE_SPECIESIinput. After each calculation of a solution
composition, the concentration (mol/kg water) of each species in the list will be written into the
flat file containing the selected output. If a species is not defined or is not present in the calcu-
lation, its concentration will be printed as 0.
Line 4:-activities species list
-activities--identifier allows definition of a list of agueous, exchange, or surface species for which log
of activity will be written to the selected-output file. Optionadigtivities, or-a[ctivities].
species listlist of aqueous, exchange, or surface species for which log of activity will be written to
the selected-outpuilé. Species must have been idedd by SOLUTION_SPECIES,
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EXCHANGE _SPECIES orSURFACE_SPECIESinput. After each calculation of a solution
composition, the log (base 10) of the activity of each of the species will be written into the flat
file containing the selected output. If a species is not defined or is not present in the calculation,
its log activity will be printed as -999.999.
Line 5:-equilibrium_phasesphase list
-equilibrium_phases-identifier allows definition of a list of pure phases for which (1) total amounts
in the pure-phase assemblage and (2) mole transfer for the calculation will be written to the
selected-outputilé. Optionally equilibrium_phases -eq[uilibrium_phaseg, pure_phases
-p[ure_phase} pure, or-p[ure].
phase list-list of phases for which data will be written to the selected-output file. Each phase must
have been defined IBHASESinput. After each calculation of a solution composition, two val-
ues are written to the selected-output file, (1) the amount (in moles) of each of the phases in the
current pure-phase assemblage ifaf by EQUILIBRIUM_PHASES ), and (2) the mole
transfer (in moles) of the phase in the current reaction or transport calculation. If the phase is not
defined or is not present in the pure-phase assemblage, the amounts will be printed as 0.
Line 6:-saturation_indicesphase list
-saturation_indices-identifier allows definition of a list of phases for which saturation indices [or log
(base 10) partial pressure for gases] will be written to the selected-algp@tionally
saturation_indices si, -gaturataion_indiceg, or -g[i].
phase list-list of phases for which saturation indices [or log (base 10) partial pressure for gases] will
be written to the selected-output file. Each phase must have been deflrEABES input,
either in the database or in the current or previous simulations in the input file. After each cal-
culation of a solution composition, the saturation index of each of the phases will be written to
the file containing the selected output. If the phase is not defined or if one or more of its constit-
uent elements is not in solution, the saturation index will be printed as -999.999.
Line 7:-gasegas list
-gases-identifier allows definition of a list of gases for which the amount in the gas phase will be writ-
ten to the selected-output file. Optionafigsesor -g[ase$.
gas list-list of gases in the gas phase. Each gas must have been defft¢d By Sinput. This iden-
tifier is useful only if theGAS PHASE keyword data block has been defined. After each cal-
culation of a solution composition, the amount (in moles) of each of the selected gases in the gas
phase will be written into the file containing the selected output. If the phase is not defined or is
not present in the gas phase, the amount will be printed as 0. Before the data for the individual
gases, the flat file will contain the total number of moles and the volume of the gas phase. Partial
pressures of any gas, including the gases in the gas phase, can be obtained by use of the
-saturation_indicesidentifier.

Notes

The selected-outpuilé contains a column for each data itemidedl through the idenidrs of
SELECTED_OUTPUT. In the input for this keyword, all element names, species names, and phase hames must
be spelled exactlyincluding the chaye for the species names. One line containing an entry for each of the items
will be written after each calculation of a solution composition--that is, after any initial solution, initial exchange,
initial surface, reaction-step, or transport-step calculation-Sétected_outputidentifier in thePRINT keyword
data block can be used to selectively suspend and resume writing results to the selected-output file. In transport
simulations, the frequency by which results are written to the selected ailgpedrf be controlled by the
-selected_outputidentifier TRANSPORT keyword).

Several integers are included at the beginning of each line in the selected-output file to identify the type of
calculation that has been performed. These integers have the following meanings and are written in the following
order: (1) simulation number; (2) state, 1--initial solution calculation, 2--initial exchange calculation, 3--initial sur-
face calculation, 4--reaction calculation, 5--transport calculation; (3) solution number used in the calculation; (4)
exchange number used in the calculation; (5) surface number used in the calculation; (6) pure-phase-assemblage
number used in the calculation; (7) gas-phase number used in the calculation; (8) the reaction or transport step
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number; (9) the temperature for the calculation, (10) the pH of the solutigrth€lpe of the solution, (12) the

ionic strength of the solution, (13) the mass of water in solution, and (14) the amount of the reaction step (mol).
The first line of the selected-output file contains a description of each data column. The columns of data ar

written in the following order: calculation iden#fs, totals, molalities, pure phases (two columns for each

phase--total amount of phase and mole transfer for current calculation), saturation indices, and the gas-phase d:

A data item within an input list (for example an aqueous species withimthialities list) is printed in the order

in which it was input. If the selected-output file contains data for gases, defined-gggbgdentifier, the total

moles of gas and the total volume of the gas phase precede the moles of gases for the individual components

the gas phase.

Example problems

The keywordSELECTED_OUTPUT is used in example problems 2, 5, 6, 7, 8, 9, and 10.

Related keywords

EQUILIBRIUM_PHASES , EXCHANGE _SPECIES, GAS_PHASE,
EXCHANGE_MASTER_SPECIES, PHASES, PRINT, SOLUTION_MASTER_SPECIES,
SOLUTION_SPECIES, SURFACE_MASTER_SPECIES SURFACE_SPECIES andTRANSPORT.
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This keyword data block is used to define the temperature and chemical composition of initial solutions. Spe-
ciation calculations are performed on each solution and the resulting speciated solutions may be used in subsequent
reaction, transport, or inverse-modeling calculations. Facilities exist to adjust individual element concentrations to
achieve charge balance or equilibrium with a pure phase.

Example

Line O: SOLUTION 25 Test solution number 25

Line 1: temp 25.0

Line 2: pH 7.0 charge

Line 3: pe 4.5

Line 4: redox O(-2)/0(0)

Line 5: units ppm

Line 6: density1.02

Line 7a: Ca 80.

Line 7b: S(6) 96. asSO4

Line 7c: S(-2) 1. asS

Line 7d: N(5) N(3) 14. asN

Line 7e: o) 8.0

Line 7f: C 61.0 asHCO3 C0O2(g)-3.5
Line 7g: Fe 55. ug/kgasFe S(6)/S(-2) Pyrite

Explanation

Line 0: SOLUTION [numbef [description
SOLUTION is the keyword for the data block.
number-positive number to designate this solution. Default is 1. A range of humbers may also be
given in the forrm-n wheremandn are positive integersyis less tham, and the two numbers
are separated by a hyphen without intervening spaces.
description-optional character field that describes the solution.
Line 1:temp value
temp--indicates temperature is entered on this line. Optiortatlyperature, or-t[emperature].
value-temperature in Celsius.
Line 2:pH value[([chargg or [phase nanid saturation indeR]
pH--indicates pH is entered on this line. Optionaibh.
value-pH value, negative log of the activity of hydrogen ion.
charge--indicates pH is to be adjusted to achieve gadralance. I€hargeis specified for pH, it may
not be specified for any other element.
phase namepH will be adjusted to achieve specified saturation index with the specified phase.
saturation indexpH will be adjusted to achieve this saturation index for the specified phase. Default
0.0.
If line 2 is not entered, the default pH is 7.0. Specifying bhrgeand a phase name is not allowed.
Be sure that specifying a phase is reasonable; it may not be physically possible to adjust the pH to
achieve the specified saturation index.
Line 3:pevalue[([chargg or [phase namd saturation indeR]
pe--indicates pe is entered on this line. Optionafhe
value-pe value, conventional negative log of the activity of the electron.
charge--(not recommended) indicates pe is to be adjusted to achieve charge balance.
phase namepe will be adjusted to achieve specified saturation index with the specified phase.

saturation indexpe will be adjusted to achieve this saturation index for the specified phase. Default
0.0.
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If line 3 is not entered, the default pe is 4.0. Specifying blotiigeand a phase name is not allowed.
Adjusting pe for charge balance is not recommended. Care should also be used in adjusting pe to
fixed saturation index for a phase because frequently this is physically impossible.
Line 4:redox redox couple
redox--indicates a redox couple is to be used to calculate the default pe. This pe will be used for all
redox elements that need a pe to determine the distribution of the element among valence state
Optionally,-r[edoX.
redox couple-redox couple to use for pe calculations. A redox couple is sy two valence
states of an element separated by a “/”. No spaces are allowed.
If line 4 is not entered, the input pe value will be the default. The usedufx does not change the
input pe. The example uses dissolved oxygen to calculate a default pe.
Line 5:units concentration units
units--indicates default concentration units will be entered on this line. Optiongitts].
concentration unitsdefault concentration units. Three groups of concentration units are allowed,
concentration (1) per litef2) per kilogram solution, or (3) per kilogram watll concentra-
tion units for a solution must be within the same grouphi/a group, either grams or moles
may be used, and prefixes milli (m) and micro (u) are acceptable. Parts per thousand, ppt; part
per million, ppm; and parts per billion, ppb, are acceptable in the “per kilogram solution” group.
Default is mmol/kgw (kilogram water).
Line 6:density value
density--indicates density will be entered on this line. Optionaléns or-d[ensity].

value-density of the solution, kg/L or g/cin
The density is used only if the input concentration units are “per liter”. Default 1.0.
Line 7:element list, concentratiofynitg, ([asformuld or [gfw gfw]), [redox couplg ([chargg or [phase

nam@ [saturation indef

element listan element name or a list of element valences separated by white space (see line 7d).

concentratior-concentration of element in solution or sum of concentrations of element valence
states in solution.

units--concentration unit for element (see line 7g). If units are not specified, the defaultoitits (
line 5) are assumed.

asformula-indicates a chemical formul&rmula will be given from which a gram formula weight
will be calculated. A gram formula weight is needed only when the input concentration is in
mass units. The calculated gram formula weight is used to convert mass units into mole units
for this element and this solution; it is not stored for further use. If a gram formula weight is not
speciifed, the default is the gram formula weight doedfd in
SOLUTION_MASTER_SPECIES. For alkalinity the formula should give the gram equiva-
lent weight. For alkalinity reported as calcium carbonate, the formula for the gram equivalent
weight is Cg 5(CO3), 5 this is the default in database files distributed with this program.

gfw gfw-- indicates a gram formula weiglgiw, will be entered. A gram formula weight is needed
only when the input concentration is in mass units. The calculated gram formula weight is used
to convert mass units into mole units only for this element and this solution; it is not stored for
further use. If a gram formula weight is not specified, the default is the gram formula weight
defined inSOLUTION_MASTER_SPECIES. For alkalinity the gram equivalent weight
should be entered. For alkalinity reported as calcium carbonate, the gram equivalent weight is
approximately 50.04 g/eq.

redox coupleredox couple to use for element or element valence statksment listA redox couple
is specified by two valence states of an element separated by a “/”. No spaces are allowed. If the
element listis a redox element or if more than one valence state is listed, the specified redox
couple overrides the default pe or default redox couple and is used to calculate a pe by whict
the element is distributed among valence states. If no redox couple is entered, the default redo:
couple defined by line 4 will be used. A redox couple is not needed for non-redox-active ele-
ments.

charge-indicates the concentration of this element will be adjusted to achiegedbtelance. The
element must have ionic specieschiirgeis specified for one element, it may not be specified
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for pH or any other element. (Note that it is possible to have a greatge amdalance than can
be adjusted by removing all of the specified element, in which case the problem is unsolvable.)
phase namethe concentration of the element will be adjusted to achieve a specified saturation index
for the given pure phase. Be sure that specifying equilibrium with the phase is reasonable; the
element should be a constituent in the phase.
saturation indexthe concentration of the element will be adjusted to achieve this saturation index for
the given pure phase. Default 0.0.

Notes

The order in which the lines GOLUTION input are entered is not important. Specifying bat#i and
“gfw” within a single line is not allowed. Specifying bottharge’ and a phase name within a single line is not
allowed. Specifying the concentration of a valence state or an element concentration twice is not allowed. For
example, specifying concentrations for both total Fe and Fe(+2) is not allowed, because ferrous iron is implicitly
defined twice.

Alkalinity or total carbon or both may be specified in solution input. If both alkalinity and total carbon are
specified, the pH is adjusted to attain the specified alkalinity. If the units of alkalinity are reported as calcium car-
bonate, be sure the correct gram equivalent weight is used to convert to equivalents (5@84hdege above.

After a reaction has been simulated, it is possible to save the resulting solution composition$AiWiEhe
keyword. If the new composition is not saved, the solution composition will remain the same as it was before the
reaction. After it has been defined or saved, the solution may be used in subsequent simulations tlu&kgh the
keyword.

Example problems

The keywordSOLUTION is used in all example problems, 1 through 12.

Related keywords
SOLUTION_MASTER_SPECIES, SOLUTION_SPECIES, SAVE solution, andUSE solution
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SOLUTION_MASTER_SPECIES

This keyword is used to define the correspondence between element hames and aqueous primary and s
ondary master species. The alkalinity contribution of the master species, the gram formula weight used to conve
mass units, and the element gram formula weight also are defined in this data block. Ntftisalifa block is
included in the database file and only additions and modifications are included in the input file.

Example

Line O: SOLUTION_MASTER_SPECIES

Line 1a: H H+ -1.0 1.008 1.008

Line 1b: H(O) H2 0.0  1.008

Line 1c: S S04-2 0.0 S04  32.06

Line 1d: S(6) SO4-2 0.0 SO4

Line le: S(-2) HS- 1.0 S

Line 1f: Alkalinity C03-2 1.0 Ca0.5(C03)0.5 50.04
Explanation

Line 0: SOLUTION_MASTER_SPECIES
Keyword for the data block. No other data are input on the keyword line.
Line 1: element name, master species, alkaliffifyam formula weighor formula), gram formula weight

of element

element namerame of an element or an element name followed by a valence state in parentheses
The element name must begin with a capital letter, followed by zero or more lower case letters
or underscores (*_").

master speciesormula for the master species, including its gealf the element name does not con-
tain a valence state in parentheses, the master species is a primary master species. If the eleme
name does contain a valence state in parentheses, the master species is a secondary master s
cies. Thanaster speciesiust be one of the species defined ir@BeUTION_SPECIES data
block.

alkalinity--alkalinity contribution of the master species. The alkalinity contribution of other agueous
species will be calculated from the alkalinities assigned to the master species.

gram formula weightdefault value used to convert input data in mass units to mole units for the ele-
ment or element valence. Eitlggam formula weighor formulais required, but items are mutu-
ally exclusive. For alkalinity, it is the gram equivalent weight.

formula-chemical formula used to calculate gram formula weight used to convert input data from
mass units to mole units for the element or element valence. gittmarformula weighor for-
mulais required, but items are mutually exclusive. For alkalinity, it is the formula for the gram
equivalent weight.

gram formula weight for elementequired for primary master species and must be the gram formula
weight for the purelement, not for an aqueous species.

Notes

Line 1 must be repeated for each element and each element valence state to be used by the program. E
element must have a primary master species. If secondary master species are defined for an element, then the
mary master species additionally must beraef as a secondary master species for one of the valence states.
PHREEQC will reduce all reaction equations to a form that contains only primary and secondary master specie
Each primary master species must be defineB@UTION_SPECIES input to have an identity reaction with
log K of 0.0. The treatment of alkalinity is a special case and “Alkalinity” is defined as an additional element. In
most cases, the definitionsSOLUTION_MASTER_SPECIES for alkalinity and carbon in the default database
files should be used without modification.
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Thegram formula weighandformulaare defined for convenience in converting units. For example, if your
data for nitrate are consistently reported in mg/L of nitrate ag,Mi@@ngram formula weighshould be set to 62.0

or formulashould be set to “NO3”. Then it will not be necessary to usagbegfw options in theSOLUTION

keyword data block. If nitrate is reported as mg/L as N, ¢ineam formula weighshould be set to 14.0 formula

should be set to “N”. These variablggdm formula weighandformula) are only used if the concentration units

are in terms of mass; if the data are reported in moles, then the value of the variables is unimportant. The value of
gram formula weight for elemeistrequired for primary master species and its value is used to calculate the gram
formula weight when &ormulais given, either rSOLUTION_MASTER_SPECIES or SOLUTION keyword

data block.

Example problems

The keywordSOLUTION_MASTER_SPECIES is used in example problem 1. See also the listing of the
default database file in Attachment B.

Related keywords
SOLUTION andSOLUTION_SPECIES.
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SOLUTION_SPECIES

This keyword is used to define chemical reaction, log K, and activitficdeat parameters for each aque-
ous species. Normallyhis data block is included in the databakednd only additions and moutiations are
included in the input file.

Example

Line O: SOLUTION_SPECIES
Line la: S04-2 = S04-2
Line 2a: log_k 0.0
Line 5a: -gamma 5.0 -0.04
Line 1b: SO4-2 + 9H+ + 8e- = HS- + 4H20
Line 2b: log_k 33.652
Line 3b: delta_h -40.14
Line 5b: -gamma 3.5 0.0
Line 1c: H20 = OH- + H+
Line 2c: log_k -14.000
Line 3c: delta_h 13.362 kcal
Line 4c: -analytical_expression-283.971 -0.05069842 13323.0 102.24447 -1119669.0
Line 5c: -gamma 3.5000 0.0000
Line 1d: HS- =S2-2 + H+
Line 2d: log_k -14.528
Line 3d: delta_h 11.4
Line 6: -no_check
Line 7d: -mole_balance S(-2)2

Explanation

Line 0: SOLUTION_SPECIES
Keyword for the data block. No other data are input on the keyword line.

Line 1: Association reaction
Association reaction for aqueous species. The defined species must be the first species to the right «
the equal sign. The association reaction must precede any identifiers related to the aqueous specie
Reaction is identity reaction for primary master species.

Line 2:log_k log K

log_k--ldentifier for log K at 28C. Optionally,-log_k, logk, -l[og_K], or -I[ogK].
log K--Log K at 25C for the reaction. Default 0.0og K must be 0.0 for primary master species.
Line 3:delta_h enthalpy, units

delta_h--Identifier for enthalpy of reaction at 26. Optionally -delta_h, deltah, -d[elta_h], or
-d[eltah].

enthalpy-enthalpy of reaction at 26 for the reaction. Default 0.0.

units-Default units are kilojoules per mole. Units may be calories, kilocalories, joules, or kilojoules
per mole. Only the engy unit is needed (per mole is assumed) and abbreviations of these units
are acceptable. Explicit definition of units for all enthalpy values is recommended. The enthalpy
of reaction is used in the varmioff equation to determine the temperature dependence of the
equilibrium constant. Internallyall enthalpy calculations are performed with the units of kilo-
joules per mole.

Line 4:-analytical_expressionAq, Ay, Ag, Ay, A

-analytical_expression-ldentifier for coeficients for an analytical expression for the temperature

dependence of log K. Optionallgnalytical_expression a_g ae, -a[nalytical_expressionq,

-a[_¢}, -ae].
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Ay, Ay, Ag, Ay, As--Five values defing log K as a function of temperature in the expression

A3 A5 .. .
log oK = Aj + AT+ T +A,log, T + }— , whereT is in Kelvin.

Line 5:-gammaDebye-Huckel a, Debye-Hickel b

-gamma-indicates activity-codicient parameters are to be entered. Optionadjamma)]. If
-gammais not input for a species, for cad species the Davies equation is used to calculate

the activity codicient: logy = —Azz% —O.Spg; for unchaged species the following
+ WM

equation is uselbgy = 0.1u. If -gammais entered, then the equation fromMTEQ (Truesdell

2
and Jones, 1974) is usddgy = _:LA‘E_:)_/—H._ + b. In these equationg,is the activity codi-
1+Ba /j
cient,u is ionic strength, and andB are constants at a given temperature.

Debye-Huckel aparameter’ in the WATEQ activity-coefficient equation.
Debye-Huckel bparameteb in the WATEQ activity-coefficient equation.
Line 6:-no_check

-no_check-indicates the reaction equation defining aqueous species should not be checkeddor char
and elemental balance. Optionaliy_check or -n[o_checK. By default, all equations are
checked. The only exceptions might be polydalispecies which assume equilibrium with a
solid phase; this assumption has the effect of removing solid sulfur from the mass-action equa-
tion. Howeverthe identifiermole_balances needed to ensure that the proper number of atoms
of each element are included in mole-balance equationsni®ée balance.

Line 7:-mole_balanceformula

-mole_balance-indicates the stoichiometry of the species will bardef explicitly Optionally
mole_balance mass_balancemb, -m[ole_balancé, -mass_balance-m[b].

formula-chemical formula defining the stoichiometry of the species. Nornmt the stoichiome-
try and mass-action expression for the species are determined from the chemical equation that
defines the species. Rarely, it may be necessary to define the stoichiometry of the species sepa-
rately from the mass-action equation. The polysulfide species provide an example. These spe-
cies are traditionally assumed to be in equilibrium with native stlhe activity of a pure solid
is 1.0 and thus the term for native sulfur does not appear in the mass-action expression (Line
1d). The $ species contains two atoms of sulfout the chemical equation indicates it is

formed from species containing a total of one sulfur atom.-ede_balanceidentifer is

needed to give the correct stoichiometipte that unlike all other chemical formulas used in
PHREEQC, the valence state of the element can and should be included in the formula (Line
7d). The example indicates that the polysulfide species will be summed into the S(-2) mole-bal-
ance equation in any initial solution calculations.

Notes

Line 1 must be entered first in the definition of a species. Additional sets of lines (lines 1-8 as needed) may
be added to define all of the aqueous species. A log K must be defined for each species wij_dstfiiee 2)
or -analytical_expression(line 4); default is 0.0, but is not meaningful except for primary master species. In this

example, the following types of agueous species are defined: (a) a primary master sp@'@ietﬂe&@action is

an identity reaction and log K is 0.0; (b) a secondary master specieshél&action contains electrons; (c) an
agueous species that is not a master speciesa@tt(d) an agueous species for which the chemical equation does
not balance, §.
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By default, equation checking for clgarand elemental balance is in force for each equation that is pro-
cessed. Checking can only be disabled by usiagcheckfor each equation that is to be excluded from the check-
ing process.

Example problems

The keywordSOLUTION_SPECIES s used in example problem 1. See also the listing of the default data-

base file in Attachment B.

Related keywords

SOLUTION_MASTER_SPECIES andSOLUTION .
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SURFACE

This keyword is used to define the amount and composition of each surface in a surface assemblage. The
composition of a surface assemblage can hieatkin two ways, (1) implicitlyby specifying that the surface
assemblage is in equilibrium with a solution of fixed composition or (2) explibitigefining the amounts of the
surfaces in their neutral form (for example, SurfboOH). A surface assemblage may have multiple surfaces and each
surface may have multiple binding sites, which are identified by letters following an underscore.

Example 1

Line 0a: SURFACE 1 Surface in equilibrium with solution 10

Line la: -equilibrate with solution 10

Line 2a: Surfa_w 1.0 1000. 0.33
Line 2b: Surfa_s 0.01

Line 2c: Surfb 0.5 1000. 0.33
Line 3: -diffuse_layer 2e-8

Line Ob: SURFACE 2 Ignore electrostatic double layer
Line 1b: -equilibrate with solution 10

Line 2b: Surfc 0.5 1000. 0.33
Line 4: -no_edl

Explanation 1

Line 0: SURFACE [numbef [description
SURFACE is the keyword for the data block.
number-positive number to designate this surface assemblage and its composition. Default is 1. A
range of numbers may also be given in the form wherem andn are positive integersn is
less tham, and the two numbers are separated by a hyphen without intervening spaces.
description-eptional character field that describes the surface assemblage.
Line 1:-equilibrate number
-equilibrate--indicates that the surface assemblage is defined to be in equilibrium with a given solu-
tion composition. Optionallyquil, equilibrate, or-g[quilibrate].
number-solution number with which the surface assemblage is to be in equilibrium. Any alphabetic
characters following the idengf and preceding an integer (“with solution” in line 1a) are
ignored.
Line 2:surface name, sites, specific area, mass
surface namerame of a surface binding site (analogous to the name of an element).
sites-total number of sites for this binding site, in moles.

specific areaspecific area of surface, irffg. Default 600 ri/g.
mass-mass of surface, in g. Default O g.
Line 3:-diffuse_layer[thicknes}

-diffuse_layer-indicates that the composition of thefd#fe layer will be estimated, such that, the net
surface chage plus the net chge in the difuse layer will sum to zero. Optionally
diffuse_layer, -d[iffuse_layer]. See notes following the example. The ideieti§
-diffuse_layer and-no_edlare mutually exclusive.

thicknessthickness of the diffuse layer in meters. Default i'§‘11®(100 Angstrom).

Line 4:-no_edl
-no_edH-indicates that no electrostatic terms will be used in the calculation. No potential term will be

included in the mass-action expressions for the surface species andgesliiance equations
for the surface will be used. The identifiedgfuse_layer and-no_edlare mutually exclusive.
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Notes 1

The default databases contain thermodynamic data for a surface named “Hfo” (Hydrous Ferric Oxides) tha
are derived from Dzombak and Morel (1990)0Tsites are defined in the databases: a strong binding site, Hfo_s,
and a weak binding site Hfo_w.

The order of lines 1, 2, 3, and 4 is not important. Lines 1 and, optioBaltyl should occur only once within
the keyword data block. Line 2 may be repeated to define the amounts of all of the binding sites for all of the sul
faces. In the example, two surfaces are considered, Surfa and Surfb. Surfa has two binding sites, Surfa_w a
Surfa_s; the surface area and mass for Surfa must be defined in the input data for at least one of the two bindi
sites. Surfb has only one kind of binding site and the area and mass must be defined as part of the input for tt
binding site.

Lines 1a and 1b require the program to make two calculations to determine the composition of each of th
surface assemblages. Before any reaction calculations, two initial surface-composition calculations will be per
formed to determine the composition of the surface assemblages that would exist in equilibrium with the specifie
solution (solution 10 for both surface assemblages in this example). The composition of the solution will not
change during these calculations. In contrast, during a reaction calculation, when a surface assemblage (definec
in example 1 or example 2 of this section) is placed in contact with a solution with which it is not in equilibrium,
both the surface composition and the solution composition will adjust to reach a new equilibrium.

When the-diffuse_layer identifier is used, the composition of thefussie layer is calculated. The moles of
each aqueous species in thdudié layer are calculated according to the method of Borkovec asthNW(1983)

and the assumption that thefd#fe layer is a constant thickness (optional input vdiffiuse_layer, default is 16

m). The net charge in the flite layer exactly balances the net surfacegeha&onceptuallythe results of using
this alternative approach are correct. @eambalances on the surface are balanced in theseifayer and the
solution remains chge balanced. There still exist great uncertainties in the true composition offtise thfyer
and the thickness of the fiise layerThe ion complexation in the bulk solution is assumed to apply in tuselif
layer, which is unlikely because of changes in the dielectric constant of whtethickness of the difse layer is
purely an assumption that allows the volume of water in tligsgiflayer to remain small relative to the solution
volume. It is possible, especially for solutions of low ionic strength, for the calculated concentration of an elemen
to be negative in the diifse layerin these cases, the assumed thickness of flae@lifiyer is too small or the entire
diffuse-layer approach is inappropriate. The calculation of thHaseflayer composition involves a computer
intensive integration and an additional set of iterations -diffeise_layeridentifier causes calculations to be 5 to
10 times slower than calculations with the default approach.

The-diffuse_layer identifier is a switch that activates a different model to account for the accumulation of
surface charge. An additional printout of the elemental composition of the diffuse layer is produced. When
-diffuse_layeris not used (default), to account for the charge that develops on the samfaggial, but opposite,
amount of charge imbalance is attributed to the solution. Thus, charge imbalances accumulate in the solution al
on the surface when surfaces and solutions are separated. This handlingefrobaflances for surfaces is phys-
ically incorrect. Consider the following, where a gebalanced surface is brought together with agehhal-
anced solution. Assume a positive gedevelops at the surface. Now remove the surface from the soluiibn. W
the present formulation, a positive a@imbalance is associated with the surfageand a negative chge imbal-

anceZgp, is associated with the solution. In realitye chaged surface plus the #ise layer surrounding it would

be electrically neutral and both should be removed when the surface is removed from solution. This would leav
an electrically neutral solution. The default formulation is workable; its main defect is that the -tountbat
should be in the difise layer are retained in the solution. The model results are adequate, provided solutions an
surfaces are not separated or the exact concentrations agueous counter-ions are not critical to the investigation

A third alternative for modeling surface-complexation reactions, in addition to the default and
-diffuse_layer, is to ignore the surface potential entirdipe-no_edlidentifier eliminates the potential term from
mass-action expressions for surface species, eliminates age-ti@ance equations for surfaces, and eliminates
any chage-potential relationships. The charon the surface is calculated and saved with the surface composition
and an equal and opposite dmris stored with the aqueous phase. All of the cautions about separatiomgef char
mentioned in the previous two paragraphs, apply to the calculation-nsingdl

For transport calculations, it is much faster in terms of cpu time to use either the default (no expseit dif
layer calculation orno_edl). However -diffuse_layer can be used to test the sensitivity of the results to dif-
fuse-layer effects. All solutions should be charge balanced for transport calculations.
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Example 2

Line O: SURFACE 1 Measured surface composition
Line 1a: Surf_wOH 0.3 660. 0.25
Line 1b: Surf_sOH 0.003

Explanation 2

Line 0: SURFACE [numbef [description
Same as example 1.
Line 1:formula, sites, specific area, mass
formula-formulaof the surface binding site in its OH form, Surf_sOH and Surf_wOH in this example.
It is important to include the OH in the formula or hydrogen and oxygen will be extracted from
the solution during the reaction step, which will cause unexpected redox or pH reactions.
sites-total number of sites for this binding site, in moles.

specific area-specific area of surface, inzfg.
mass-mass of surface, in g.

Notes 2

Although this example only defines one surface with two binding sites, Surf_s and,Suhfemsurfaces

with one or more binding sites could be defined by repeating line Xdifhese_layer or -no_edlidentifier can
also be included in this example.

After a reaction has been simulated, it is possible to save the resulting surface compositionS#itfEhe
keyword. If the new composition is not saved, the surface composition will remain the same as it was before the

reaction. After it has been dedd or saved, the surface composition may be used in subsequent simulations
through theJSE keyword.

Example problems

The keywordSURFACE is used in example problems 8 and 10.

Related keywords
SURFACE_MASTER_SPECIES SURFACE_SPECIES SAVE surface andUSE surface.
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SURFACE_MASTER_SPECIES

This keyword is used to define the correspondence between surface binding-site names and surface mas
species. Normallthis data block is included in the database file and only additions and modifications are included
in the input file. The default databases contain master species for Hfo_s andwmfichwepresent the weak and
strong binding sites of Dzombak and Morel (1990).

Example
Line O: SURFACE_MASTER_SPECIES
Line la: Surf s Surf sOH
Line 1b: Surf w  Surf_ wOH
Explanation

Line 0: SURFACE_MASTER_SPECIES
Keyword for the data block. No other data are input on the keyword line.
Line 1:surface binding-site name, surface master species
surface binding-site nam@ame of a surface binding site. It must begin with a capital,|&tkwed
by zero or more lower case letters. Underscores (*_") plus one or more lower case letters are
used to diferentiate types of binding sites on a single surface. Multiple binding sites can be
defined for each surface.
surface master specie®rmula for the surface master species.

Notes

In this example, a surface named “Surf” has a strong and a weak binding site. Association reactions for eac
binding site must be defined wiftURFACE_SPECIES The number of sites, in moles, for each binding site must
be defined in thEURFACE keyword data block. The surface area per gram and the number of grams of the sur-
face-bearing material are also defined with$iRFACE keyword data block. In setting up the equations for a
simulation that includes multiple binding sites, one mole-balance equation is included for each binding site fol
each surface and one charge-balance equation is included for each surface (including all of its binding sites).
All reactions for the binding sites of a surface (Surf_s and Sy tiis example) must be written in terms
of the surface master species (Surf_sOH and Surf_ wOH in this example). Each surface master species must
defined by an identity reaction with log K of 0.0380JRFACE_SPECIESinput.

Example problems

The keyword/SURFACE_MASTER_SPECIESiIs not used in the example problems. See the listing of the
default database file in Attachment B for examples.

Related keywords

SURFACE, SURFACE_SPECIES SAVE surface, andUSE surface.
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SURFACE_SPECIES

This keyword is used to define a reaction and log K for each surface species, including surface master spe-
cies. Normallythis data block is included in the database file and only additions and modifications are included in
the input file. Surface species defined in Dzombak and Morel (1990) are defined in the default databases. The mas-
ter species are Hfo_w and Hfo_s for the weak and strong binding sites.

Example
Line O: SURFACE_SPECIES
Line la: Surf_sOH = Surf_sOH
Line 2a log_k 0.0
Line 1b: Surf_sOH + H+ = Surf_sOH2+
Line 2b: log_k 6.3
Line 1c: Surf_wOH = Surf_wOH
Line 2c log_k 0.0
Line 1d: Surf_wOH + H+ = Surf_wOH2+
Line 2d: log_k 4.3
Line 1le: Surf_sOH + UO2+2 = (Surf_s202)UO2 + 2H+
Line 2e: log_k -2.57
Line 3: -no_check
Line 4: -mole_balance(Surf_s0O)2U02
Explanation

Line 0: SURFACE_SPECIES
Keyword for the data block. No other data are input on the keyword line.
Line 1: Association reaction
Association reaction for surface species. The defined species must be the first species to the right of
the equal sign. The association reaction must precede all identifiers related to the surface spe-
cies. Line la is the master-species identity reaction.
Line 2:log_klog K
log_k--identifier for log K at 28C. Optionally,-log_k, logk, -I[og_K], or -I[ogK].
log K--Log K at 25C for the reaction. Default 0.0. Log K for a master species is 0.0.
Line 3:-no_check
-no_check-indicates the equation defining the aqueous species should not be checkedjéoactiar
elemental balance. Optionallyo_check or-n[o_checH. By default, all equations are checked.
The only exceptions might be for bidentate surface sites. Hoytbeedentifiermole_balance
is needed to ensure that the proper number of atoms of each element and moles of surface sites
are included in mole-balance equations.
Line 4:-mole_balanceformula
-mole_balance-Indicates the stoichiometry of the species will barazf explicitly Optionally
mole_balance mass_balancemb, -m[ole_balancé, -mass_balance-m[b].
formula-chemical formula defining the stoichiometry of the species. Norntadth the stoichiome-
try and mass-action expression for the species are determined from the chemical equation that
defines the species. Rarely, it may be necessary to define the stoichiometry of the species sepa-
rately from the mass-action equation. Sorption of uranium on iron oxides as describaiteby W
and others (1994) provides an example. They ugerdift codicients in the mass-action equa-
tion than the mole-balance equations. The chemical equation defining the species (Line 1e) is
used to obtain the mass-action expression. By default, the formula for the species is derived
from the sum of all the species in the equation excluding theedefurface species. The
-mole_balanceidentifier is used to specify explicitly the stoichiometry of the surface species
(Line 4).
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Notes

Lines 1 through 4 may be repeated as necessary to define all of the surface reactions. An identity reaction
needed to define each master surface species, lines 1a, 2a and 1c, 2c in this example. The log K for the iden
reaction must be 0.0.

An underscore plus one or more lowercase letters is used to defiamerdibinding sites for the same sur-
face. In the example, association reactions for a strong and a weak binding site are defined for the surface nan
“Surf.” Multiple surfaces may be defined simply by defining multiple master surface species (for example, Surfa,
Surfb, and Surfc). Multiple binding sites can be defined for each surface. Association reactions for each surfac
and binding site must be defined WBWRFACE_SPECIESinput.

Temperature dependence of log K can be defined with enthalpy of reaction (idéaltifieh) and the van’

Hoff equation or with an analytical expressicanalytical_expressior. SeeSOLUTION_SPECIES or
PHASESfor examples.

The identifer -no_checkcan be used to disable checking admiand elemental balances (see
SOLUTION_SPECIES). The use ofno_checkis not recommended. Hho_checkis used, then the
-mole_balanceidentifier is needed to ensure the correct stoichiometry for the surface species.

Example problems

The keywordSURFACE_SPECIESis used in example problems 8 and 10. See the listing of the default
database file in Attachment B for additional examples.

Related keywords

SURFACE, SURFACE_MASTER_SPECIES SAVE surface, SOLUTION_SPECIES, andUSE sur-
face.
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TITLE

This keyword data block is used to include a comment for a simulation in the output file. The comment will
appear in the echo of the input data and it will appear at the beginning of the simulation calculations.

Example

Line O: TITLE The title may begin on this line,

Line la: or on this line.

Line 1b: It continues until a keyword is encountered at the beginning of a line
Line 1c: or until the end of the file.

Explanation

Line O: TITLE comment
TITLE is the keyword for the data block. OptionalGOMMENT .
comment-Fhe first line of a title (or comment) may begin on the same line as the keyword.
Line 1:comment
comment-Fhe title (or comment) may continue on as many lines as necekgay are read and
saved as part of the title until a keyword begins a line or until the end of the input file.

Notes

Be careful not to begin a line of the title with a keyword because that signals the endldt.taekeyword
data block. Th@ITLE keyword data block is intended to be used to identify each simulation in the output file. If
more than one title keyword is entered for a simulation, each will appear in the output file as part of the echo of the
input data, but only the last will also appear at the beginning of the simulation calculations.

Example problems

The keywordTITLE is used in all example, 1-12.
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TRANSPORT

This keyword data block is used to specify the number of cells and the number of “shifts” for a transport
simulation. Tansport simulations are one dimensional and model advective fpWwigdnly. No dispersion is
simulated; however, all chemical processes modeled by PHREEQC may be included in a transport simulation.

Example
Line O: TRANSPORT
Line 1: -cells5
Line 2: -shifts 25
Line 3: -print 5
Line 4: -selected_outputs
Explanation

Line 0: TRANSPORT
TRANSPORT is the keyword for the data block.
Line 1:-cellsncell
-cells-Indicates that the number of cells in the transport simulation will be given. Optjaadiyor
-c[ellg].
ncell--number of cells in a one dimensional column to be used in the transport simulation. Default O.
Line 2:-shifts nshift
-shifts--Indicates that the number of shifts or “time steps” in the transport simulation will be given.
Optionally,shifts, or -sh[ifts].
nshift-number of times the solution in each cell will be shifted to the next higher numbered cell.
Default 0.
Line 3:-print modulus
-print --Results will be written to the output file during transport step numbers that are evenly divisible
by modulus Optionally,-p[rint ]. Note the hyphen is required to avoid a conflict with the key-
word PRINT.
modulus-Printing to the output file will occur after evanmpodulustransport steps. Default 1.
Line 4:-selected_outputmodulus
-selected_output-Results will be written to the selected-output file during transport step numbers that
are evenly divisible bynodulus Optionally,-sdqlected_outpuf. Note the hyphen is required to
avoid a conflict with the keyworSELECTED_OUTPUT.
modulus-Printing to the selected-output file will occur after evagdulugtransport steps. Default 1.

Notes

The transport capabilities of PHREEQC are derived from a more complete formulation of 1-dimensional,
advective, dispersive transport presented by Appelo and Postma (1993). In this example a calenueltsf f
(ncell) is modeled and 5 pore volumes of filling solution are moved through the caishiftifcellis 5). Most of
the information for transport calculations must be entered with other keywoathspodrt assumes that solutions
with numbers 0 throughcell have been defined usiS)LUTION input orSAVE. These solutions represent the
infilling solution (solution 0) and the initial solution in each cell (1 thronghll). Pure-phase assemblages may
be defined wittEQUILIBRIUM_PHASES or SAVE, with the number of the assemblage corresponding to the
cell number Likewise, an exchange assemblage, a surface assemblage, and a gas phase can be defined for €
cell throughEXCHANGE , SURFACE, GAS_PHASE, or SAVE keywords, with the identifying number corre-
sponding to the cell numbedote that ranges of numbers can be used to define multiple solutions, exchange assem
blages, surface assemblages, or gas phases simultaneously & Batllows a range of numbers to be used.
REACTION can also be used to define a stoichiometric reaction that applies to each cell at each time step, wit
the reaction number corresponding to the cell nunitigs capability is not very useful because it represents only
zero-order kinetics. Better definition of kinetic reactions is obviously neededPhe&eyword can be used in
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transport modeling to define simplistic dispersion or lateral inflow to the column. At each shift, satetidnis
moved to cellhcell, any stoichiometric reaction or mixing for cetiell is added, and the solution is equilibrated
with the contents of cellicell; solutionncell-2 is moved to celcelll, reaction or mixing for ceticell1 is added,
and equilibrated with the contents of aatlell-1; and so on until solution 0 is moved to cell 1. The moles of pure
phases and the compaositions of the exchange assemblage, surface assemblage, and gas phase in each cell are
updated with each shift.

By default, the composition of the solution, pure-phase assemblage, exchange assemblage, surface assem-
blage, and gas phase are printed for each cell for each shift. ks@oiwill limit the amount of data written to
the outputife. In the example, results are written to the outpetdfter each integer pore volume has passed
through the column. Data written to the outplgt €an be further limited with the keywoRRINT (see-reset
false). If SELECTED_OUTPUT has been defined (recommended), then each cell and each shift will produce an
additional line in the selected-output file. Uses#lected outputwill limit the frequency that data are written to
the selected-output file. The setting fprint does not affect the selected-output file.

The capabilities provided with tHERANSPORT keyword are not intended to be a complete formulation
of chemical reaction in flowing conditions. It is, howeificient to make initial investigations, and by compar-
ison to other programs it is computationally fast. For many systems with limited data, the kinds of calculations
available withTRANSPORT are adequate and appropriate.

Example problems

The keywordTRANSPORT is used in example problems 9 and 10.

Related keywords

EXCHANGE, GAS_PHASE, MIX, PRINT, EQUILIBRIUM_PHASES , REACTION ,
REACTION_TEMPERATURE , SAVE, SELECTED_OUTPUT, SOLUTION, andSURFACE.
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This keyword data block is used to specify which solution, surface assemblage, exchange assemblage, a
pure-phase assemblage are to be used in the reaction calculation of a sinufioan also specify previously
defined reaction parametersREACTION keyword), reaction-temperature parameters
(REACTION_TEMPERATURE keyword), and mixing parametefdIX keyword) are to be used in the reac-
tion calculation.

Example

Line Oa:  USE equilibrium_phases none
Line Ob:  USE exchange?

Line Oc: USE gas_phas8

Line 0d:  USE mix1

Line Oe:  USE reaction2

Line Of: USE reaction_temperaturel
Line Og:  USE solution1

Line Oh:  USE surfacel

Explanation

Line 0: USE keyword (hnumberor none)
USE is the keyword for the data block.
keyword-ene of eight keywordssquilibrium_phases exchange gas_phasemix, reaction,
reaction_temperature solution, or surface
numbef-positive integer associated with previously defined composition or reaction parameters.
none--the specified keyword will not be used in the reaction simulation.

Notes

Reactions are defined by allowing a solution or mixture of solutions to come to equilibrium with one or more
of the following entities: an exchange assemblage, a surface assemblage, a pure-phase assemblage, or a gas p
In addition, mixtures, irreversible reactions, and reaction temperatures can be specified for reaction calculation
Entities can be defined implicitly: a solution or mixtuB_LUTION or MIX keywords) must be defined within
the simulation, then the first of each kind of entity defined in the simulation will be used in the reaction simulation.
That is, the first solution (or mixture) will be brought together with the first of each of the following entities that
is defined in the simulation: exchange assembBYE€HANGE ), gas phasé3AS_PHASE), pure-phase assem-
blage EQUILIBRIUM_PHASES ), surface assemblag8RFACE), reaction REACTION ), and reaction
temperatureREACTION_TEMPERATURE ); these entities will then be allowed to equilibrate. Alternatively
entities can be defined explicitly with t&E keyword. ‘USE keyword numbércan be used to explicitly define
an entity to be used in the reaction calculation. Any combination &Etheordkeywords can be used to define a
reaction. USE keywordnon€e’' can be used to eliminate an entity that was implicitly defined to be in a reaction.
For example, if only a solution and a surface are defined in a simulation and the surface is defined to be in equilil
rium with the solution, then implicithyan additional reaction calculation will be made to equilibrate the solution
with the surface. Though not incorrect, the reaction calculation will produce the exact same compositions for th
solution and surface. By includinty SE surface none’ the reaction calculation will be eliminated (see examples
8 and 9). The composition of the solution, exchange assemblage, surface assemblage, pure-phase assemblag
gas phase can be saved after a set of reaction calculations vsi#\tEekeyword.

Example problems

The keywordJSE is used in example problems 3, 6, 7, 8, and 9.
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USE

Related keywords

EQUILIBRIUM_PHASES, EXCHANGE, GAS_PHASE, MIX, REACTION,
REACTION_TEMPERATURE , SAVE, SOLUTION, andSURFACE.
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SUMMARY OF DATA INPUT

END
EQUILIBRIUM_PHASES

Line 0: EQUILIBRIUM_PHASES [numbe} [description
Line 1:phase namgsaturation indexX[alternative formuldior [alternative phasg [amounti]
EXCHANGE

Example 1

Line 0: EXCHANGE [numbet [description
Line 1:chemical formula, amount

Example 2

Line 0:EXCHANGE [numbet [description

Line 1:-equilibrate number

Line 2:exchanger name, amount
EXCHANGE_MASTER_SPECIES

Line 0: EXCHANGE_MASTER_SPECIES
Line 1:exchange name, exchange master species
EXCHANGE_SPECIES

Line 0: EXCHANGE _SPECIES
Line 1: Association reaction
Line 2:log_k log K
Line 3:delta_h enthalpy, units
Line 4:-analytical_expressionAq, A, Ag, Ay, Ag
Line 5:-no_check
Line 6:-mole_balanceformula
GAS_PHASE

Line 0: GAS_PHASE [numbet [description

Line 1:-pressurepressure

Line 2:-volume volume

Line 3:-temperature temp

Line 4:phase name, partial pressure
INVERSE_MODELING

Line 0:INVERSE_MODELING [numbet [description
Line 1:-solutions, list of solution numbers

Line 2:-uncertainty, list of uncertainties

Line 3:-phases

Line 4:phase namgconstraint

Line 5:-balances

Line 6:element or valence state naftist of uncertaintiep
Line 7:-range [maximunh

Line 8:-minimal

Line 9:-tolerancetol
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KNOBS

MIX

Line 0:KNOBS

Line 1:-iterations iterations

Line 2:-tolerancetolerance

Line 3:-step_sizestep_size

Line 4:-pe_step_sizepe_step_size
Line 5:-diagonal_scaldTrue or False
Line 6:-debug_prep[True or Falsg
Line 7:-debug_sefTrue or Falsg
Line 8:-debug_modelTrue or Falsg
Line 9:-debug_inversg True or Falsg
Line 10:-logdfile [True or Falsg

Line 0:MIX [numbet [description
Line 1:solution number, mixing fraction

PHASES

Line 0:PHASES

Line 1:Phase name

Line 2:Dissolution reaction

Line 3:log_klog K

Line 4:delta_h enthalpy, units

Line 5:-analytical_expressionAy, Ay, Ag, Ay, Ag

PRINT

Line O:PRINT

Line 1:-reset[True or Falsg]

Line 2:-eh[True or Fals€g

Line 3:-equilibrium_phases[True or Fals€
Line 4:-exchangg[True or Fals€

Line 5:-gas_phasdTrue or Fals€

Line 6:-other [True or Fals¢]

Line 7:-saturation_indices[True or Fals€]
Line 8:-speciegTrue or False

Line 9:-surface[True or Fals€

Line 10:-totals [True or Fals€]

Line 11:-selected_outpufTrue or Fals€]
Line 12:-status[True or Fals€]

REACTION

Example 1
Line 0:REACTION [numbet [description
Line 1: phase namer formulg), relative stoichiometry
Line 2:list of reaction amounts, units

Example 2
Line 0:REACTION [numbet [description
Line 1: phase namer formulg), relative stoichiometry
Line 2:reaction amounfunitg [in step$

SUMMARY OF DATA INPUT
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REACTION_TEMPERATURE
Example 1

Line 0:REACTION_TEMPERATURE [numbef [descriptior}
Line 1:list of temperatures

Example 2

Line 0:REACTION_TEMPERATURE [numbe} [description
Line 1:temp, temp, in steps

SAVE

Line 0: SAVE keyword number
SELECTED_OUTPUT

Line 0: SELECTED_OUTPUT
Line 1:-file file name
Line 2:-totals element list
Line 3:-molalities species list
Line 4:-activities species list
Line 5:-equilibrium_phasesphase list
Line 6:-saturation_indicesphase list
Line 7:-gasegjas list
SOLUTION

Line 0: SOLUTION [numbef [description

Line 1:temp value

Line 2:pH value[([chargd or [phase namid saturation inde})]
Line 3:pevalue[([charg€ or [phase nanld saturation indeR]
Line 4:redox redox couple

Line 5:units concentration units

Line 6:density value

Line 7:element list, concentratiofynitg, ([asformulg or [gfw gfw]), [redox couplE ([charg€] or [phase
namg [saturation inde}

SOLUTION_MASTER_SPECIES

Line 0: SOLUTION_MASTER_SPECIES

Line 1:element name, master species, alkalirfgyam formula weighor formula), gram formula weight
of element

SOLUTION_SPECIES

Line 0: SOLUTION_SPECIES

Line 1: Association reaction

Line 2:log_k log K

Line 3:delta_henthalpy, units

Line 4:-analytical_expressionAq, Ay, Ag, Ay, Ag
Line 5:-gammaDebye-Huckel a, Debye-Hickel b
Line 6:-no_check

Line 7:-mole_balanceformula
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SURFACE

Example 1

Line 0: SURFACE [numbef [description

Line 1:-equilibrate number

Line 2:surface name, sites, specific area, mass
Line 3:-diffuse_layer[thicknes}

Line 4:-no_edl

Example 2

Line 0: SURFACE [numbef [description
Line 1:formula, sites, specific area, mass
Line 2:-diffuse_layer[thicknes}

Line 3-no_edl

SURFACE_MASTER_SPECIES

Line 0: SURFACE_MASTER_SPECIES
Line 1:surface binding-site name, surface master species

SURFACE_SPECIES

TITLE

Line 0: SURFACE_SPECIES

Line 1: Association reaction

Line 2:log_k log K

Line 3:delta_henthalpy, units

Line 4:-analytical_expressionAq, Ay, Ag, Ay, Ag
Line 5:-no_check

Line 6:-mole_balanceformula

Line O:TITLE comment
Line 1:comment

TRANSPORT

USE

Line 0: TRANSPORT

Line 1:-cellsncell

Line 2:-shifts nshift

Line 3:-print modulus

Line 4:-selected_outputmodulus

Line 0: USE keyword (humberor none)

SUMMARY OF DATA INPUT
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EXAMPLES

In this section of the report several example calculations using PHREEQC are presented that demonstra
most of the capabilities of the program. Several of the examples are derived from examples in the PHREEQE ma
ual (Parkhurst and others, 1980). The input files for all examples are included in tables, which should serve as tel
plates for modeling other geochemical processes. Only selected output from each of the example runs is present

Example 1--Speciation Calculation

This example calculates the distribution of aqueous species in seawater and the saturation state of seawe
relative to a set of mineralsoemonstrate how to expand the model to new elements, uranium is added to the
aqueous model defined phareeqc.dat[The lager of the two database files included with the program distribu-
tion, wateqg4f.datis derived from WATEQ4F (Ball and Nordstrom, 1991) and includes uranium.]

A comment about the calculations performed in this simulation is included wiliTh& keyword. The
essential data needed for a speciation calculation are the temperature, pH, and concentrations of elements and
element valence states (table 2). The input data set corresponding to the analytical data are shown in table 3 un
the keywordSOLUTION . Note that valence states are identified by the chemical symbol for the element followed
by the valence in parentheses [S(6), N(5), N(-3), and O(0)]. The default units are specified to be ppm in this da
set. This default can be overridden for any concentration, as demonstrated by the uranium concentration, which

specified to be ppb instead of ppm.
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Table 2. Seawater composition

PHREEQC Concentration
Analysis
notation ppm

Calcium Ca 412.3
Magnesium Mg 1291.8
Sodium Na 10768.0
Potassium K 399.1
Iron Fe 0.002
Manganese Mn 0.0002
Silica, as SiQ Si 4.28
Chloride Cl 19353.0
Alkalinity, as HCQy Alkalinity 141.682
Sulfate, as SgF S(6) 2712.0
Nitrate. as N@ N(5) 0.290
Ammonium, as Ni* N(-3) 0.03
Uranium U 0.0033
pH, standard units pH 8.22
pe, unitless pe 8.451
Temperature?C temperature 25.0
Density, kilograms per liter density 1.023
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The pe to be used for distributing redox elements and for calculating saturation indices is specified by th
redox identifier In this example, a pe is to be calculated from the O(-2)/O(0) redox couple, which corresponds to
the dissolved oxygen/water couple, and this calculated pe will be used for all calculations that requiredope. If
were not specified, the default would be the input pe. The default redox identifier can be overridden for any redc
element, as demonstrated by the manganese input, where the input pe will be used to speciate manganese an
its valence states, and the uranium input, where the nitrate/ammonium couple will be used to calculate a pe wi
which to speciate uranium among its valence states. Because ppm is a mass unit, not a mole unit, the program rr
use a gram formula weight to convert each concentration into molal units. The default gram formula weights fo
each master species are specified IrS@eEUTION_MASTER_SPECIES input (the values for the default data-
basephreeqc.dafre listed in table 1 and in Attachment B). If the data are reported relative to a gram formula
weight diferent from the default, it is necessary to specify the appropriate gram formula weight in the input date
set. This can be done with th&v identifier, where the actual gram formula weight is input, or more simply with
the asidentifier, where the chemical formula for the reported units is input, as shown in the input for alkalinity
nitrate, and ammonium in this example. Note finally that the concentration of O(0), dissolved oxygen, is given al
initial estimate of 1 ppm, but that its concentration will be adjusted until a log partial pressure of oxygen gas o
-0.7 is achieved. [02(g) is defined un@&tASES input of the default database file (Attachment B).] It is impor-
tant to realize when using phase equilibria to specify initial concentrations [like O(0) in this example] that only
one concentration is adjusted. For example, if gypsum were used to adjust the calcium concentration, the conce
tration of calcium would vary, but the concentration of sulfate would remain fixed.

Uranium is not included iphreeqc.datthe smaller of the two database files that are distributed with the
program. Thus data to describe the thermodynamics and composition of aqueous uranium species must be incluc
in the input data when using this database fik Keyword data blocks are needed to define the uranium species,
SOLUTION_MASTER_SPECIES andSOLUTION_SPECIES. By adding these two data blocks to the input
data file, aqueous uranium species will be defined for the duration of theradd Tiranium permanently to the
list of elements, these data blocks should be added to the dati#haEkef data for uranium shown here are
intended to be illustrative and are not a complete description of uranium speciation.

It is necessary to dek a primary master species for uranium vVBLUTION_MASTER_SPECIES
input. Because uranium is a redox-active element, it is also necessary to define a secondary master species for ¢

valence state of uranium. The data bIS€.UTION_MASTER_SPECIES (table 3) defines tf as the primary
master species for uranium and the secondary master species for the +4 valenceStatéh&J€econdary master

species for the +5 valence state, and{[?@s the secondary master species for the +6 valence state. Equations

defining these aqueous species plus any other complexes of uranium mustibeddfrough
SOLUTION_SPECIES input.

In the data blocOLUTION_SPECIES (table 3), the primary and secondary master species are noted with
comments. A primary master species is always defined with an identity reaction. Secondary master species are
only aqueous species that contain electrons in their chemical reaction. Additional hydroxide and carbonate cor
plexes are defined for the +4 and +6 valence states, but none for the +5 state.

Finally, a new phase, uraninite, is defined VAtHASESinput. This phase will be used in calculating satu-
ration indices in speciation modeling, but could also be used, without redefinition, for reaction or inverse modeling
within the computer run.

The output from the model (table 4) contains several blocks of information delineated by headings. First, al
keywords encountered in reading the database file are listed under the heading “Reading data base.” Next, the in
data, excluding comments and empty lines, is echoed under the heading “Reading input data for simulation 1”. Tt
simulation is defined by all input data up to and includingaN® keyword.

The next heading is “Beginning of initial solution calculations”, below which are the results of the speciation
calculation for seawateThe concentration data, converted to molality are given under the subheading “Solution
composition”. For initial solution calculations, the number of moles in solution is numerically equal to molality
because 1 kg of water is assumed. During reaction calculations, the mass of water may change and the numbe
moles in the aqueous phase will not exactly equal the molality of a constituent. Note that the molality of dissolve
oxygen that produces a log partial pressure of -0.7 has been calculated and is annotated in the output.

After the subheading “Description of solution”, some of the properties listed in the first block of output are
equal to their input values and some are calculated. In this example, pH, pe, and temperature are equal to the in
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values. The ionic strength, total carbon (alkalinity was the input datum), togdmoicarbon (“dtal CO2"), and
electrical balance of the solution have been calculated by the model.

Under the subheading “Redox couples” the pe and Eh are printed for each redox couple for which data were
available, in this case, nitrate/ammonium and dissolved oxygen/water.

Under the subheading “Distribution of species”, the molalities, activities, and activificera$ of all spe-
cies of each element and element valence state are listed. The lists are alphabetical by element name and descend-
ing in terms of molality within each element or element valence state. Beside the name of each element or element
valence state, the total molality is given.

Finally, under the subheading “Saturation indices”, saturation indices for all minerals that are appropriate for
the given analytical data are listed alphabetically by phase name near the end of the output. The chemical formulas
for each of the phases is printed in the right-hand column. Note, for example, that no aluminum bearing minerals
are included because aluminum was not included in the analytical data. Also note that mackinawite (FeS) and other
sulfide minerals are not included in the output because no analytical data were specified for S(-2). If a concentration
for S [instead of S(6)] or S(-2) had been entered, then a concentration of S(-2) would have been calculated and a
saturation index for mackinawite and other sulfide minerals would have been calculated.

Example 2--Equilibration with Pure Phases

This example determines the solubility of the most stable phase, gypsum or anhydrite, over a range of tem-
peratures. The input data set is given in table 5. Only the pH and temperature are used to define the pure water
solution. Default units are millimolal, but no concentrations are specified. By default, pe is 4.0, the default redox
calculation uses pe, and the density is 1.0 (not needed because no concentrations are “per liter”). All phases that
are allowed to react to a speieifl saturation index during the reaction calculation are listed in
EQUILIBRIUM_PHASES , whether they are initially present or not. The input data include the name of the phase
(previously defined througRHASES input in the database or input file), the specified saturation index, and the
amount of the phase present, in moles. If a phase is not present jitigtyven 0.0 mol in the pure-phase assem-
blage. In this example, gypsum and anhydrite are allowed to react to equilibrium (saturation index equal to 0.0),
and the initial phase assemblage has 1 mol of each mineral. Each mineral will react either to equilibrium or until
it is exhausted in the assemblage. In most cases, 1 mol of a phase is sufficient to reach equilibrium.

Table 5. Input data set for example 2

TITLE

Example 2.--Temperature dependence of solubility
of gypsum and anhydrite

SOLUTION 1 Pure water

pH 7.0

temp 25.0
EQUILIBRIUM_PHASES 1

Gypsum 0.0 1.0

Anhydrite 00 1.0
REACTION_TEMPERATURE 1
25.0 75.0 in 51 steps
SELECTED_OUTPUT

-file ex2.pun

-si  anhydrite gypsum
END

A set of 51 temperatures is spedfin theREACTION_TEMPERA TURE data block. The input data

specify that for every degree of temperature, beginning %€ 2®d ending at P&, the phases detd by
EQUILIBRIUM_PHASES (gypsum and anhydrite) will react to attain equilibrium, if possible, or until both
phases are completely dissolved. FindligLECTED_ OUTPUT is used to write the saturation indices for gyp-
sum and anhydrite to the fiéx2.punafter each calculation. This file was then used to generate figure 1.

The results of the initial solution calculation and the first reaction step are shown in table 6. The distribution
of species for pure water is shown under the heading “Beginning of initial solution calculations”. The equilibration
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Figure 1. Saturation indices of gypsum and anhydrite in solutions that have equilibrated with the more stable of the two
phases over the temperature range 25 to 75° Celsius.

of the system with the given amounts of gypsum and anhydrit€@ti€ he first reaction step, which is displayed
after the heading “Beginning of reaction calculations”. Immediately following this heading, the reaction step is
identified, followed by a list of the identity of the keyword data used in the calculation. In this example, the solution
composition stored as number 1, the pure-phase assemblage stored as number 1, and the reaction temperat
stored as number 1 are used in the calculation. Conceptiallgolution and the pure phases are put together in

a beaker, which is regulated to°25 and allowed to react to system equilibrium.

Under the subheading “Phase assemblage”, the saturation indices and amounts of each of the phases defi
by EQUILIBRIUM_PHASES are listed. In the first reaction step, the final phase assemblage contains no anhy-
drite, which is undersaturated with respect to the solution (saturation index equals -0.22), and 1.985 mol of gy
sum, which is in equilibrium with the solution (saturation index equals 0.0). All of the anhydrite has dissolved and
most of the calcium and sulfate have reprecipitated as gypsum. The “Solution composition” indicates that 15.6
mmol/kg water of calcium and sulfate remain in solution, which defines the solubility of gypsum in pure water
However the total number of moles of each constituent in the aqueous phase is ohlpeldalse the mass of

water is only 0.9645 kg (“Description of solution”). In precipitating gypsum (Ga&90), water has been

removed from solution. Thus, the mass of solvent water is not constant in reaction calculations as it was i
PHREEQE; reactions and waters of hydration in dissolving and precipitating phases may increase or decrease
mass of solvent water.

The saturation indices for all of the reaction steps are plotted in figure 1. In each step, pure water was react
with the phases at a different temperature (the reactions are not cumulative). The default database for PHREEC

indicates that gypsum is the stable phase (saturation index equals 0.0) at temperatures beloRCalatnavg7
this temperature, anhydrite is the stable phase.
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Example 3.--Mixing

given in table 2. (CThe two solutions are mixed together in the proportions 30 percent seawater and 70 percen
ground water(D) The mixture is equilibrated with calcite and dolomite. Findl§) the mixture is equilibrated

This example demonstrates the capabilities of PHREEQC to perform a series of geochemical simulations
with the final simulations relying on results from previous simulations within the same run. The example investi-
gates diagenetic reactions that may occur in zones where seawater mixes with carbonate groUine \waen-
ple is divided intoiffe simulations, labeled A through E in table 7. @grbonate ground water is oefd by

equilibrating pure water with calcite atPa.  of 1029 atm. (B)Seawater is dafed using the majeion data
2

with calcite only to simulate slow reaction kinetics of dolomite.

100

Table 7. Input data for example 3

TITLEExample3,partA--CalciteequilibriumatiogPco2=-2.0and25C.
SOLUTION 1 Pure water

pH 7.0
temp 25.0
EQUILIBRIUM_PHASES
CO2(9) -2.0
Calcite 0.0
SAVE solution 1
END

TITLE Example 3, part B--Definition of seawater.
SOLUTION 2 Seawater

units ppm

pH 8.22

pe 8.451

density 1.023

temp 25.0

Ca 412.3

Mg 1291.8

Na 10768.0

K 399.1

Si 4.28

Cl 19353.0

Alkalinity  141.682 as HCO3

S(6) 2712.0
END

TITLE Example 3, part C--Mix 70% ground water, 30% seawater.
MIX 1

1 0.7

2 03
SAVE solution 3
END

TITLE Example 3, part D--Equilibrate mixture with calcite and dolomite.
EQUILIBRIUM_PHASES 1
Calcite 0.0
Dolomite 0.0
USE solution 3
END
TITLE Example 3, part E--Equilibrate mixture with calcite only.
EQUILIBRIUM_PHASES 2
Calcite 0.0
USE solution 3
END
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The input for part A (table 7) consists of the definition of pure waterS@hUTION input, and the defi-
nition of a pure-phase assemblage VEQQUILIBRIUM_PHASES input. In the definition of the phases, only a
saturation index was given for each phase. Because it was not entered, the amount of each phase defaults to 10.0
mol, which is essentially an unlimited supply for most phases. The reaction is implicitly defined to be the equili-
bration of the first solution defined in this simulation with the first pure-phase assemblage defined in the simulation.
(Explicit definition of reaction entities is done with tH8E keyword.) TheSAVE keyword instructs the program
to save the solution following the final (and only in this example) reaction step as solution number 1. Thus, when
the simulation begins, solution number 1 is pure watkker the reaction calculations for the simulation are com-
pleted, the composition of the water that is in equilibrium with calcite and€iaces pure water as solution 1.

Part B defines the composition of seawatdrich is stored as solution number 2. Part C mixes ground,water
solution 1, with seawatesolution 2, in a closed system in whiep, is calculated, not specified. TNE#X key-
2

word is used to define the solutions and mixing fractions.SIR¢E keyword causes the mixture to be saved as
solution number 3. ThEIIX keyword allows the mixing of an unlimited number of solutions in whatever fractions
are specified. The fractions need not sum to 1.0. If the fractions were 7.0 and 3.0 instead of 0.7 and 0.3, the mass
of water in the mixture would be approximately 10 kg instead of approximately 1 kg, but the concentrations in the
mixture would be the same as in this example. Howelkging subsequent reactions it would take approximately
10 times more mole transfer to equilibrate with the phases, that is, to produce the same concentrations as in this
example.

Part D equilibrates the mixture with calcite and dolomite. UB& keyword specifies that solution number
3, which is the mixture from part C, is to be the solution with which the phases will equilibrate. By defining the
phase assemblage witEQUILIBRIUM_PHASES 1", the phase assemblage replaces the previous assemblage
number 1 that was defined in part A. Part E performs a similar calculation to part D, but uses phase assemblage 2,
which does not contain dolomite as a reactant.

Table 8. Selected results for example 3

[Simulation A generates carbonate ground water; B defines seawater; C performs mixing with no other mole transfer; D equilibrates the mixture with calcite
and dolomite; and E equilibrates the mixture with calcite.dvilyle transfer is relative to the moles in the phase assemblage; positive numbers indicate an
increase in the amount of the phase that is present, that is, precipitation; negative numbers indicate a decrease in the amount of the phase that is present, or
dissolution. Saturation index:“--" indicates saturation index calculation not possible because one of the constituent elements was not in solution. Mole

transfer: “--” indicates no mole transfer of this mineral was allowed in the simulation]
Saturation index Mole transfer, millimoles
Simulation pH log PCO
2 Calcite Dolomite Cco , Calcite Dolomite
A 7.297 -2.00 0.00 -- -1.977 -1.646
B 8.220 -3.38 .76 2.40
C 7.350 -2.23 -11 .52
D 7.057 -1.98 .00 .00 - -15.71 7.936
E 7.443 -2.31 .00 73 - -.040 --

Selected results from the output for example 3 are presented in table 8. The ground water produced by part
Ais in equilibrium with calcite and has a 18g., of -2.0, as specified by the input. The moles of @Qhe phase
2

assemblage decreased by about 2.0 mmol, which means that about 2.0 mmol dissolved into solution. Likewise,
about 1.6 mmol of calcite dissolved. Part B defined seawett@rh is calculated to have slightly greater than atmo-
spheric carbon dioxide (-3.38 compared to about -3.5), and is supersaturated with calcite (saturation index 0.76)
and dolomite (2.40). No mole transfer was allowed for part B. Part C performed the mixing with no additional reac-
tions. The resulting IoBC02 is -2.23, calcite is undersaturated and dolomite is supersaturated. The saturation indi-

ces indicate that thermodynamicaltiolomitization should occuthat is calcite should dissolve and dolomite
should precipitate. Part D calculates the amounts of calcite and dolomite that shouldnextu€e equilibrium
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15.7 mmol of calcite should dissolve and 7.9 mmol of dolomite should precipitate. Dolomitization is not observec
to occur in present-day mixing zone environments, even though dolomite is the thermodynamically stable phas
The lack of significant dolomitization is due to the slow reaction kinetics of dolomite formation. Therefore, part E
simulates what would happen if dolomite does not precipitate. If dolomite does not precipitate, only a very smal
amount of calcite dissolves (0.04 mmol) for this mixing ratio.

Example 4.--Evaporation and Homogeneous Redox Reactions

Evaporation is accomplished by removing water from the chemical systater ¥4n be removed by two
methods: (1) water can be specified as an irreversible reactant with a negative readimentaetheREAC-
TION keyword input, or (2) “H20” can be speeil as the alternative reactionBEQUILIBRIUM_PHASES
keyword input, in which case, water is removed or added to the aqueous phase to attain a specified saturation inc
for a pure phase. This example uses the first methoBEAETION keyword data block is used to simulate con-
centration of rain water by approximately 20 fold by removing 95 percent of the Wageesulting solution con-
tains only about 0.05 kg of watén a subsequent simulation, thiéX keyword is used to generate a solution that
has the same concentrations as the evaporated solution, but has a total of mass of water of approximately 1 kg
The first simulation input data set (table 9) contains four keyword$iTLE is used to specify a descrip-
tion of the simulation to be included in the output file, 32)LUTION is used to define the composition of rain
water from central Oklahoma, (REACTION is used to specify the amount of waiarmoles, to be removed
from the aqueous phase, and $AVE is used to store the result of the reaction calculation as solution number 2.

Table 9. Input data set for example 4

TITLE Example 4a.--Rain water evaporation
SOLUTION 1 Precipitation from Central Oklahoma

units mg/L
pH 4.5 # estimated
temp 25.0
Ca .384
Mg .043
Na 141
K .036
Cl .236
C .1 CO2(g) -3.5
S(6) 1.3
N(-3) .208
N(5) .237
REACTION 1
H20 -1.0
52.73 moles
SAVE solution 2
PRINT
-si  false
END
TITLE Example 4b.--Factor of 20 more solution
MIX
2 20.
SAVE solution 3
END

All solutions deihed by SOLUTION input are scaled to have exactly 1 kg (approximately 55.5 mol) of
water. 1o concentrate the solution by 20 fold, it is necessary to remove approximately 52.8 mol of water (55.5 x
0.95).

The second simulation usBiX to multiply by 20 the number of moles of all elements in the solution,
including hydrogen and oxygen. This procedufedatively increases the total mass (or volume) of the agueous
phase, but maintains the same concentrations. The resulting solution is stored in solution 3S#Etkey-

102 User’s Guide to PHREEQC



word. Solution 3 will have the same concentrations as solution 2 (from the previous simulation) but will have a
mass of water of approximately 1 kg.

Selected results of the simulation are presented in table 10. The concentration factor of 20 is reasonable in
terms of a water balance for the process of evapotranspiration in central Oklahoma (Parkhurst, Christenson, and
Breit, 1993). Howevethe PHREEQC evaporation modeling assumes that evapotranspiration Hastranahe
ion ratios. This assumption has not been verified and may not be correct. After evaporation, the simulated solution
composition is still undersaturated with respect to calcite, dolomite, and gypsum. As expected, the mass of water
decreases fromKg in rain water (solution 1) to approximately 0.05 kg in solution 2 after water was removed by
the reaction. In general, the amount of water remaining after the reaction is approximate because water may be
consumed or produced by homogeneous hydrolysis reactions, surface complexation reactions, and dissolution and
precipitation of pure phases. The number of moles of chlopn®l) was undected by the removal of water;
however the concentration of chloridg@irfiol/kg water) increased because the amount of water decreased. The
mixing simulation increased the mass of water and the number of moles of chloride by a factor of 20. Thus, the
number of moles of chloride increased, but the concentration is the same before (solution 2) and after the mixing
simulation (solution 3) because of the increased mass of water.

Table 10. Selected results from example 4

[kg, kilogram.pmol, micromole]

Solution 1 Solution 2 Solution 3
Constituent

Rain water Concentrated 20 fold Mixed with factor 20
Mass of water, kg 1.000 0.05002 1.000
Cl, umol 6.657 6.657 133.1
Cl, umol/kg water 6.657 133.1 133.1
Nitrate [N(5)],umol/kg water 16.9 160. 160.
Dissolved nitrogen [N(0)Jtmol/kg water 0 475. 475.
Ammonium [N(-3)],umol/kg water 14.8 0 0

An important point about homogeneous redox reactions is illustrated in the results of these simulations
(table10). Reaction calculations always produce redox equilibrium. The rain water analysis contained data for
both ammonium and nitrate, but none for dissolved nitrogen. Although nitrate and ammonium should not coexist
at thermodynamic equilibrium, the speciation calculation allows redox disequilibria and the concentrations of the
nitrogen species are defined only by the input data. In the reaction (evaporation) step, redox equilibrium is attained
for the aqueous phase, which caused ammonium to be oxidized and nitrate to be reduced, generating dissolved
nitrogen. The equilibrium solution (solution 2) contains nitrate and dissolved nitrogen, but virtually no ammonium
(table 10). This redox equilibration will occur in the reaction calculation because of the inherent redox disequilib-
rium in the dehition of the rain water composition. Nitrogen redox reactions would have occurred even if the
REACTION keyword had specified that no water was to be removed.

Example 5.--Irreversible Reactions

This example demonstrates the irreversible reaction capabilities of PHREEQC in modeling the oxidation of
pyrite. Oxygen is added irreversibly to pure water in five varying amounts (0.0, 1.0, 5.0, 10.0, and 50.0 mmol),
while pyrite, calcite, and goethite are allowed to dissolve to equilibrium. In addition, gypsum is allowed to precip-
itate if it becomes supersaturated.

Pure water is dafed with SOLUTION input (table 1), and the pure-phase assemblage imelfwith
EQUILIBRIUM_PHASES input. Because gypsum has an initial amount of 0.0 mol, gypsum can only precipitate
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Table 11. Input data set for example 5

TITLE Example 5.--Add oxygen, equilibrate with pyrite, calcite, and goethite.
SOLUTION 1 PURE WATER

pH 7.0

temp 25.0
EQUILIBRIUM_PHASES 1

Pyrite 0.0

Goethite 0.0

Calcite 0.0

Gypsum 0.0 0.0
REACTION 1

02 10

0.0 0.001 0.005 0.01 0.05
SELECTED_OUTPUT

-file ex5.pun

-si CO2(g) Gypsum

-equilibrium_phases pyrite goethite calcite gypsum
END

if it becomes supersaturated; it can not dissolve because no moles are preseBACHEON data block defines

the irreversible reaction that is to be modeled. In this example, oxygen (“O2") will be added with a relative fraction
of 1.0. The steps of the reaction are defined to be 0.0, 0.001, 0.005, 0.01, and 0.05 mol. The reactants can be defi
by a chemical formula, as in this case)0r by a phase name that has been definedRHINSES input. Thus,

the phase name “0O2(g)” from the default database file, could have been used in place of “O2” to achieve the sar
result. The number of moles of the element oxygen (as O, )@dded in each reaction step is equal to the sto-

ichiometric coefficient of oxygen inf§2) times the relative fraction (1.0) times the number of moles in the reac-

tion step. The relative fraction is useful in reactions that have multiple reactants because it defines the relative rat
of reaction among the reactarB&LECTED_OUTPUT was used to write the partial pressure of carbon dioxide,

the saturation index of gypsum, and the total amounts and mole transfers of pyrite, goethite, calcite, and gypsu
to the fileex5.punafter each equilibrium calculation..

Table 12. Selected results for example 5

[Mole transfer is relative to the moles in the phase assemblage; positive numbers indicate an increase in the amount of the phase that is present, tha
precipitation; negative numbers indicate a decrease in the amount of the phase that is present, or dissolution. Mole transfer: “--” indicates no mole trans
of this mineral occurred in the simulation]

Mole transfer, millimoles Saturation

O'z'added pH pe Ho9 index of

millimoles I:)(;o2 Pyrite Goethite Calcite Gypsum gypsum

0.0 9.91 -6.95 -6.18 -0.00015 0.00015 -0.12 -- -6.29
1.0 7.99 -4.05 -3.19 =27 27 -1.06 - -1.97
5.0 6.96 -2.68 -1.63 -1.33 1.33 -4.54 -- -.93
10.0 6.62 -2.22 -1.13 -2.67 2.66 -8.15 -- -.53
50.0 6.04 -1.45 -.22 -13.34 13.25 -33.06 12.73 .0

The results for example 5 are summarized in table 12. When no oxygen is added to the system, a sm:
amount of calcite dissolves and trace amounts of pyrite and goethite react; the pH is relatively high (9.91), the .
is low (-6.95), and lo®, is low (-6.18). As oxygen is added, pyrite is oxidized and goethite, being relatively

2

insoluble, precipitates. This generates sulfuric acid, decreases the pH, and causes calcite to dissolve. During thi
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reactions, the pe and I8 5_increase. At some point between 10 and 50 mmol of oxygen added, gypsum reaches
2

saturation and begins to precipitate. When 50 mmol of oxygen have been added, a total of 12.73 mmol of gypsum
has precipitated. After 1 or more millimoles of oxygen have been addedtheis much greater than atmo-
2

spheric (16°° atm). If the system is assumed to be open to the atmosphere, carbon dioxide should be included as
one of the equilibrium phases with aget partial pressure of atmospheric, which would allow the simulated
release of carbon dioxide to the atmosphere

Example 6.--Reaction-Path Calculations

In this example, the precipitation of phases as a result of incongruent dissolution of microcline (potassium
feldspar) is investigated. Only a limited set of phases, microcline, gibbsite, kaolinite, and muscovite (potassium
mica), is considered in this example. The reaction path for this set of phases was originally addressed by Helgeson
and others (1969). In this example, the thermodynamic data for the phases (t&HASES keyword) are
derived from Robie and others (1978) and are the same as test problem 5 in the PHREEQE manual (Parkhurst and
others, 1980).

PHREEQC can be used to solve this problem in two ways: (1) the individual intersections of the reaction
path and the phase boundaries on a phase diagram can be calculated, or (2) the reaction path can be calculated
incrementally In the former approach, no knowledge of the amounts of reaction is needed, but a number of simu-
lations are needed to find the appropriate phase-boundary intersections. In the latter approach, only one simulation
is needed, but knowledge of the appropriate amounts of reaction is necBsfiagpproaches will be demon-
strated in this example. PHREEQC does not have all of the logic for a complete reaction-path program (for exam-
ple Helgeson and others, 1970pMfry, 1979, Wlery and others, 1990); in particularo automatic
step-size-adjusting algorithm is present to determine the appropriate amount of irreversible reactions to add at each
point along the path and to avoid overstepping phase boundaries. Hothievability to calculate directly the
phase boundary intersections provides &igieft way to outline reaction paths on phase diagrams. Also, in the
incremental approach, PHREEQC automatically finds the stable phase assemblage at each step, so overstepping
phase boundaries does not cause any phase-rule violations.

Conceptuallythe example considers the reactions that would occur if microcline were placed in a beaker
and allowed to react slowl}As microcline dissolves, other phases may begin to precipitate. In this example, it is
assumed that only gibbsite, kaolinite, or muscovite can form, and that these phases will precipitate reversibly if
they reach saturation. Thus, phases precipitated at the beginning of the reaction may redissolve as the reaction pro-
ceeds.

The input data set (table 13) first defines pure waterS@hUTION input and the thermodynamics of the
phases witPHASES input. Some of the minerals are defined in the databaseHileggc.dgt but inclusion in
the input data set replaces any previous definitions for the duration of the run (the database file is not altered). In
simulation A1,SELECTED_OUTPUT is used to produce a file of all the data that appear in table 14 and that
were used to construct figureZELECTED_OUTPUT specifies that the activities of potassium ion, hydrogen
ion, and silicic acid; the saturation indices for gibbsite, kaolinite, muscovite, and microcline; and the total amounts
in the phase assemblage and mole transfer for gibbsite, kaolinite, muscovite, and microcline will be written to the
file ex6.purafter each calculation. The definitions 8BLECTED_OUTPUT remain in efiect for all simulations
in the run, until a neELECTED_OUTPUT data block is read, or until writing to the file is suspended with the
identifier-selected_outputn thePRINT keyword data block.

Simulation Al allows microcline to react until equilibrium with gibbsite is reached. This is set up in
EQUILIBRIUM_PHASES input by specifying equilibrium for gibbsite (saturation index equals 0.0) and an alter-
native reaction to reach equilibrium, KAISi308 (the formula for microcline). §elamount microcline (10.0
mol) is present to assure equilibrium with gibbsite. Kaolinite, muscovite, and microcline are allowed to precipitate
if they become saturated, but they can not dissolve because they were given zero initial moles in the phase assem-
blage. The amount of reaction that is calculated in this simulation is precisely enough to reach equilibrium with
gibbsite, possibly including precipitation of one or more of the other minerals. No gibbsite will dissolve or precip-
itate. Simulations A2-A4 perform the same calculations for kaolinite, muscovite, and microcline.

EXAMPLES 105



anNd

00T 00 ajuloey

00T 00 SUAOJSNIN

0'0T 00  SUulldo.dIN
T SASYHd WNIEg1ITind3
T uonnjos 3IsN
anNd

00T 00 asqqio

00T 00 ajuloey

00T 00 SUAOJSNIN
T SISVH WNIEgININO3
T uonnjos 3snN
anNd

|own 0°0S 0°'0¥ 0°CcE 09T 0'8

07 0¢0T¥90¢2€09T'0800%¥00

0T  8ulPoIdIN
T NOILOV3d

00 00 SulPoNIN

00 00 SNA0OSNIN

00 00 alsqqio

00 00 _ snuloey
T S3SVHd WNIFGIINO3
T uonnjos 3snN
‘salrepunog aseyd usamiag yred--'g9 ajdwex3 31111
anNd

0T 00 SNA0OSNIN

00T 8O€ISIVM 00 _ auuloey
T S3SVYHd WNIEg1ITind3
T uonnjos 3snN

ajuljoey ou Ing

“quasaid aunodsnw yum uiod pui4--'9y9 ajdwexy
J1L1Y
anNd

0T 00 alluljoe}

00T 8O€CISIVM 00 _ {usqqio
T S3SVHd WNIFGIINO3
T uonnjos 3snN

"a1sqq1b ou 1ng

‘quasaid ajuljoey yum uiod pui4--'Gy9 ajdwexg
L1
anN3

00T 00 SUI[D0LIIN

00 00 SUAOISNIA

00 00 ajuloey

00 00 _ ®susqqio
T SASVYHd WNIEg1ITIiNnO3
T uonnjos 3SN

‘uoirelnies Jeds-3 yoeal

0} paAjossIp Jeds-) jo Junowe puid--y9 ajdwex3 3711
anNd

00 00 8UlD0IIN

00T  8OSLISIVM 00  oNA0ISNA
00 00  auuloey
00 00 _ ausqqo
T SASVYHd WNIFEITINDI
T uonnjos 3N
‘uonelnjes aJlIn0dsnW yoeal
0] PaA|OSsSIp \_.mo_m-v_ JO 1Junowre pui4--‘€v9 O_QEGXM_ J411
an3
00 00 8ulooIIN
00 00  aNAoIsNp
00T  8OSISIVM 00  anuloey
00 00 _ ausqqo
T SASYHd ANIEEITINO3
T uonnjos 3sn
‘uoneinyes ajuljoey yoeal
0] poaA|OSSIP ._mm_muv_ JO Junowe pui4--'¢v9o w_Qrcmxm_ JLI11
an3
00 00 SUuIDoIIN
00 00  aNAoISNp
00 00  auuloey
00T  8OSLISIV 00 _ ausqqio
T SASYHd WNIEEITINDS
T uonnjos 3sn
3UI|O0UJIA BUIAOISN|A aluljoe)y 8)sqqlio Ej_\_n____s_uw-

BUIID0.DIN SHAOISNIA 8lUIjoeY BUSqgID Is-
YOISYH +H +M  Sanmanoe-
und-gxa a|l-

1Nd1NO @31o3713s
‘uonresnyes alsqqib yoeal
0} paAjossIp Jeds-) Jo Junowe pui4--"Ty9 ajdwex3 3711

_ anz
[e9Y LY CT- y eyep
G/8°0 X Bo
+M + YOISYH € + €+IV = +H ¥ + OZH ¥ + 8OEISIV
QUIID00IN
[e9Y L€ 65 U eyep
0,621 X Bo
+) + POISYH € + £€+IV € = +H 0T + 2(HO)OTOEISEIVH
9)INOOSNIA
[eoy 90€ GE- U eyep
80.°S 3 6o
€+IV Z + ¥OISYH ¢ + OZH = +H 9 + ¥(HO)S0Z!ISZIV
ajuloey
[eoY 26/°22- y eyap
670°8 3 6o
OCZH € + £+IV = +H € + E(HO)IV
ausqqio
T SASVHd
0'Gz dwal

abreyo o', Hd
d31vVM FdNd T NOILNT10S

‘sallepunog aseyd 01 10eay--'vy9 a|dwex3 J7111

9 a|dwexa 10} 19s erep ndu| "€T a|geL

User's Guide to PHREEQC

106



3 T¢- o o 6- 6.°0T 00 00° SZ'v- vy L0°6- 89°¢ce- 9V
0 9'G- 9'T- 0 (0} 00 vZ1T 00’ 02'G- €8¢ GE'8- [40R 5 Sv
= | (0} (0} L~ 0¢- T9°€9 000 00 GG'€E- 617'G 6E€°6- 88°06T- v
a S¢- (0} 0 L- 00° L6 00’ LY 1374 % T'6- 20'0¢- eV
4 6'G- 6'T- o o 00 00 8L'T 0Z'G- GS'¢ 12'8- 8T'¢- v
\Y L'VT- L0T- 8'¢- 00 000 000 000 0T'.- LGS0 10°2- €0°0- v
sajowosoIW
ydeib BUIIDOIIN  SUAOOSNN BluNjoE aUsqUID  SUACOSNY  ANuNoeY  &NSUQID YoIsPH Y WH Jaisuen uone|
uo iod sjow -nwiIs
Xapul uoneinies S9|0WOIdIW “I3jsuell 3|0 Auanoe 6o 3UID0IDIN

aInbyy uo sulodpajage| o1 siayas ydeih uo uiod "uoneindioald areslpul siajsuel) ajow aANSod ‘UORNjOSSIP 81edipul siajsuel) sjow aAnebaN "9 ajdwexs 1o} 19s e1ep Indul 3y} Ul S|9ge| 0} Siajal uonenwis]

9 ajdwiexa Jo} s)nsal palos|as yT a|qe.l

107

EXAMPLES



8.0

7o MUSCOVITE

6.0 —

MICROCLINE N

o L GIBBSITE

3.0 -

Log (a,/a,,)

2.0 -

KAOLINITE

-1.0 | | | | | | |
-8.0 -7.0 -6.0 -5.0 -4.0 -3.0 -2.0 -1.0 0.0

Log 4y,sio,

Figure 2. Phase diagram for the dissolution of microcline in pure water at 25°C showing stable phase boundary intersections
(example 6, part A) and reaction paths across stability fields (example 6, part B). Diagram was constructed using thermody-
namic data for gibbsite, kaolinite, muscovite, and microcline (Robie and others, 1978). The log of the activity of H4SiO, is plot-

ted on the x axis and the log of the ratio of potassium ion activity to hydrogen ion activity is plotted on the y axis.

Selected results for simulations A1-A4 are presented in table 14 and are plotted on figure 2 as points A, E
D, and FThe stability fields for the phases, which are based on the thermodynamic data, are outlined on the figu
and are not calculated by the modeling in these simulations. From the positions of point B and D, it can be deduc
that the reaction path should follow the gibbsite-kaolinite phase boundary to some intermediate point C before tf
path crosses the kaolinite field to point D. Similatiyere is a point E on the kaolinite-muscovite phase boundary
where the reaction path begins to cross the muscovite field to point F. Simulations A5 and A6 (table 13) solve fc
these two points. In simulation A5, point C is calculated by allowing microcline to dissolve to a point where kaolin-
ite is at saturation and is present in the phase assemblage, while gibbsite is at saturation, but not present in the pt
assemblage. Likewise, simulation A6 solves for the point where muscovite is at saturation and present in the pha
assemblage, while kaolinite is at saturation, but is not present in the phase assemblage. Assigning an initial amo
of 1 mol to kaolinite in A5 and muscovite in A6 is arbitrary; the amount must beieif to reach equilibrium
with the mineral.

A simpler approach to determining the reaction path is simply to react microcline incrematfitailyng

the stable phase assemblage among gibbsite, kaolinite, muscovite, and microcline to form at each point along t
path. The only dffculty in this approach is to know the appropriate amounts of reaction to add. From points A and
F in table 14, microcline dissolution ranges from 0.03 to 190.88 mmol. In part B (table 13) a logarithmic range o
reaction increments is used to define the path (solid line) across the phase diagram from its beginning at gibbs
equilibrium (point A) to equilibrium with microcline (point F). Howey#re exact locations of points A through

F will not be determined with the arbitrary set of reaction increments that are used in part B. The reaction pat
calculated by part B is plotted on the phase diagram in figure 2 with points A through F from part A included in
the set of points.
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Example 7.--Gas-Phase Calculations

This example demonstrates the capabilities of PHREEQC to model the appearance and evolution of a
fixed-pressure multicomponent gas phase--a bubble. Gas-liquid reactions can be modeled in two ways with PHRE-
EQC: a gas can react to maintainaed partial pressure usirgQUILIBRIUM_PHASES keyword, or a
fixed-total-pressure, multicomponent gas phase can be modeled us®§3h®HASE keyword. Conceptually,
the difference between the two approaches depends on the size of the gas réfser@o@servoir is essentially
infinite, as in the atmosphere and unsaturated zone, then fixing the partial pressure of a gas is appropriate. If the
reservoir is finite, as in gas bubbles in estuarine and lake sediments, then fixing the total pressure of the gas phase
is appropriate. Here, th@AS_PHASE keyword is used to model the decomposition glaaic matter in pure
water with the assumption that only carbon and nitrogen are released by the decomposition reifictimnother
electron acceptors available in pure wattee pertinent microbiological decomposition reaction is methanogene-
sis. The carbon and nitrogen released Ilganic decomposition are assumed to react to redox and gas-solution
equilibrium. Aqueous carbon species are defined for two valence states, carbon(+4) and carbon(-4) (methane); no
intermediate valence states of carbon are defined. Aqueous nitrogen may occur in the +5, +3, 0, and -3 valence
states. The gases considered are carbon dioxidg) (@8thane (Ch), nitrogen (N), and ammonia (N§j.

The initial water for this example is defined to be a ground water in equilibrium with calcite at a partial pres-
sure of carbon dioxide of 70°. Pure water is defined with tS©LUTION keyword by using defaults for all val-
ues (pH =7, pe = 4, temperature = 25 C); calcite and carbon dioxide are define@WitiBRIUM_PHASES ;
andSAVE is used to save the equilibrated solution (table 15). Tdenar decomposition reaction with a carbon
to nitrogen ratio of approximately 15:1 is added irreversibly to this solution in increments ranging from 1 to 1000
mmol REACTION keyword). A gas phase, which initially has no moles present, is allowed to form if the sum of
the partial pressures exceeds 1.1 &h$_PHASEkeyword); only CQ, CH,, N,, and NH; are allowed to occur
in the gas phas&ELECTED_OUTPUT is used to print to a fileek7.pun the partial pressures and the number
of moles in the gas phase of each gas at each step of the reaction.

Table 15. Input data set for example 7

TITLE Example 7.--Organic decomposition and bubble formation

SOLUTION 1
EQUILIBRIUM_PHASES 1
Calcite
CO2(g) -1.5

SAVE solution 1
SELECTED_OUTPUT
-file ex7.pun
-si CO2(g) CH4(g) N2(g) NH3(g)
-gas CO2(g) CH4(g) N2(g) NH3(g)
D

USE solution 1
GAS_PHASE 1
-pressure 1
CO2(g) 0.0
CH4(g) 0.0
N2(g) 0.0
NH3(g) 0.0
REACTION 1
(CH20)N0.07 1.0
1.2.3.4.8.16.3264. 125. 250. 500. 1000. mmol
END

The gas phase appears between 2 and 3 mmol of reaction have been added (fig. 3). Initially the gas is more
than 90 percent Ciand less than 10 percent &@ith only minor amounts of Nand NH; (NH3 partial pressures

were less than 10atm throughout the reaction calculation). The volume of gas produced ranges from less than 1
mL at 3 mmol of reaction to more than 20 L after 1 mol of reaction. After 1 mol of reaction is added, nearly all of
the carbon and nitrogen is in the gas phase.
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ORGANIC MATTER DECOMPOSITION, IN MOLES
Figure 3. Composition of the gas phase during decomposition of organic matter with a composition of CH,ONq o7 in pure

water. The gas phase appears between 2 and 3 millimoles of the organic decomposition reaction. Partial pressure of ammonia
gas is less than 10”7 atmospheres throughout (not shown).

Example 8.--Surface Complexation

PHREEQC contains three surface-complexation models: (1) By default, an electrostatic double layer mode
is used with no explicit calculation of thefdige-layer composition. (2) Alternativeln electrostatic double layer
model with explicit calculation of the difse-layer composition may be usediffuse_layer). (3) Finally a
non-electrostatic model may be selectat (ed). The electrostatic model is the fdde double-layer model
described in Dzombak and Morel (1990) with the following modifications: (1) surfaces may have more than twa
types of binding sites, (2) surface precipitation is not included, and (3) optjcrayternative formulation for
the charge-potential relationship, modified from Borkovec and Westall (1983), that explicitly calculates the com-
position of the diffuse layer can be employetiffuse layer). The non-electrostatic model does not consider the
effects of the development of surface d®on the formation of surface complexes, with the result that surface
complexes are treated mathematically very much like aqueous complexes without activity coefficient terms.

The following example of the difse double-layer model is taken from Dzombak and Morel (1990, chapter
8) with no explicit calculation of the difse-layer composition. Zinc sorption on hydrous ferric oxide is simulated
assuming two types of sites, weak and strong, are available on the oxide surface. Protons and zinc ions comp
for the two types of binding sites, and equilibrium is described by mass-action equations. Activities of the surfac
species depend on the potential at the surface, which is due to the development of sugac&lvbaxample
considers the variation in sorption of zinc on hydrous ferric oxides as a function of pH for low zinc concentration

(107 m) and high zinc concentration ($@n) in 0.1 m sodium nitrate electrolyte.

Surface-complexation reactions derived from the summary of Dzombak and Morel (1990) are contained ir
the default database files for PHREEQC. Howewmmy of the intrinsic stability constants used in this example
differ from the values in the default database files and definitions are thus included in the input file (table 16). Thre
keyword data blocks are required to ded surface-complexation data for a simulation:
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SURFACE_MASTER_SPECIES, SURFACE_SPECIES, and SURFACE.The
SURFACE_MASTER_SPECIESdata block in the default database files selects surface species to be the master
species for the binding sites of “Hfo” (hydrous ferric oxides). The name of a binding site is composed of a name
for the surface, “Hfo” in the default database files, optionally followed by an underscore and a lowercase binding
site designation,“Hfo_w” and “Hfo_s” for “weak” and “strong” in the database files. The underscore notation is
necessary only if two or more binding sites exist for a single surface. The notation allows a mole-balance equation
to be derived for each of the binding sites (Hfo_w and Hfo_s, in this example) and a singgepditantial or
chage-balance equation for the surface (Hfo, in this example). Thus, tlge¢hat develops on each binding site

will enter into a single charge-potential or charge-balance equation for the surface.

The chemical reactions and thermodynamic constants for all surface species, including the surface master
species, are defined with t8&RFACE_SPECIESdata block. The mass-action equations taken from Dzombak
and Morel (1990, p. 259) are given in the input data set (table 16), under keSu@FACE_SPECIES Note
the activity codicient or potential term is not included as part of the mass-action expression; the potential term is
added internally by the program.

The composition and other characteristics of an assemblage of surfaces is definedSURRAEE data
block. The composition of multiple surfaces, each with multiple binding sites, mayibedefithin the data
block. For each surface, the number of moles of sites, the initial compaosition of the surface, and the surface area
must be defined. Although the composition of the surfaces may change due to reactions, the number of surfaces,
moles of binding sites, and surface areas remain fixed until the end of the run or until the entire assemblage is rede-
fined. In this example, one surface (Hfo) with two binding sites (Hfo_w and Hfo_s)nsdlethe number of

moles of strong binding sites, Hfo_s, is 5¥lsites and the number of moles of weak binding sites, Hfs w
2x10%. Initially, all surface sites are in the unajed, protonated form. The surface area for the entire surface, Hfo,

must be defined with two numbers, the area per mass of surface materiaiz,@(]@ this example) and the total

mass of surface material (0.09 g, in this example). The use of these two numbers to define surface area is tradi-
tional, but only the product of these numbers is used in the model to obtain the surface area; the individual numbers
are not used separateBurface area may be entered with the data for any of the binding sites for a surface; in this
example, the surface area is entered with Hfo_s.

To complete the defition of the initial conditions for the simulations, two sodium nitrate solutions are
defned with difering concentrations of zinGOLUTION 1 and 2 data blocks). A pseudo-phase, “Fix_H+" is
defined with the?PHASES data block. This phase is used in each of the reaction simulations to adjust pH to fixed
values. Finally, the lineUSE surface none” eliminates an implicitly defined reaction calculation for the first sim-
ulation. By default, if SOLUTION andSURFACE data block are defined in a simulation, then the first solution
defined in the simulatiorSOLUTION 1 in this example) and the first surface defined in the simulation are put
together (possibly with other assemblages and a gas phase) and allowed to equilibtd&E Kagword with
“surface none” removes the surface from any reaction calculated for the simulation, witbdhéhaf no reaction
calculation is performed because nothing is defined with which the solution may react. (The same logic applies to
theEXCHANGE , GAS_PHASE, EQUILIBRIUM_PHASES ,REACTION ,REACTION_TEMPERATURE
keywords that are defined within the input for a simulation. A reaction step is implicitly defined whenever a solu-
tion or mixture is defined in the simulation and any one of these keyword data blocks also is defined in the same
simulation.).

The remaining simulations in the input data set equilibrate the surface assemblage with either solution 1 or
solution 2 for pH values that range from 5 to 8. Each of the simulations uses the phase “Fix_H+" in an
EQUILIBRIUM_PHASES keyword data block with varying saturation indices to adjust pH. The reaction NaOH
is added or removed from each solution to produce a specified saturation index which, by the definition of the reac-
tion for “Fix_H+" is numerically equal to the log of the hydrogen actjwtynegative pH. Note that, although it
is possible to attain the desired pH in all of these simulations, a pH that is sufficiently low will cause the program
to fail because a very low pH can not be reached even by removing all of the sodium in solution.

The results of the simulation are plotted on figure 4 and are consistent with the results shown in Dzombak
and Morel (1990, figure 8.9). Zinc is more strongly sorbed at high pH values than at low pH values. In addition, at
low concentrations of zinc, the strong binding sites outcompete the weak binding sites for zinc over the entire pH
range, and at high pH most of the zinc resides at the strong binding sitegeArlac concentrations, the strong
binding sites predominate only at low pH. Because all the strong binding sites become filled at higher pH, most of
the zinc resides at the more numerous weak binding sites at high pH and large zinc concentrations.
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Figure 4. Distribution of zinc between the aqueous phase and strong and weak surface sites of hydrous iron oxide as a func-
tion of pH for total zinc concentrations of 10" and 10 molal.

10

Example 9.--Advective Transport and Cation Exchange

The following example of advective transport in the presence of a cation exchanger is derived from a sampl
calculation for the program PHREEQM (Appelo and Postma, 1993, example 10.13, p. 431-434). The chemice
composition of the éfient from a column containing a cation exchanger is simulated. Initially the column contains
a sodium-potassium nitrate solution in equilibrium with the cation exchafigercolumn is thendudshed with
three pore volumes of calcium chloride solution. Calcium, potassium, and sodium react to equilibrium with the
exchanger at all times. Dispersion is included in the calculations of Appelo and Postma, but PHREEQC lacks tt
capability to calculate dispersive effects.

The input data set is listed in table 17. The column has 40 cells to be consistent with one of the runs describ
by Appelo and Postma (1993). The solution filling each of the 40 cells of the column is defined G the
TION 1-40 keyword data block. The infilling solution for the column must be definB@BYTION 0, and it is

114 User’s Guide to PHREEQC



a calcium chloride solution. The amount and composition of the exchanger in each of the 40 cells is defined by the
EXCHANGE 1-40 keyword data block. The number of exchange sites in each cell is 1.1 mmol, and the initial
compoaosition of the exchanger is calculated such that it is in equilibrium with solution 1. Note that the initial
exchange composition is calculated assuming that the composition of solution 1 is fixed, that is, the composition
of solution 1 is not changed during the initial exchange calculation.

Table 17. Input data set for example 9

TITLE Example 9.--Transport and ion exchange
SOLUTION 0 CacCl2

units mmol/kgw

pH 7.0 charge

pe 8
temp 25.0
Ca 0.6
cl 1.2

SOLUTION 1-40 Initial solution for column
units mmol/kgw
pH 7.0 charge
pe 8
temp 25.0
Na 1.0
K 0.2
N(B) 1.2

EXCHANGE 1-40
equilibrate 1
X 0.0011

USE exchange none

TRANSPORT
-cells 40
-shifts 120

PRINT
-reset false

SELECTED_OUTPUT
-file ex9.pun
-totals Na CI K Ca

END

The number of cells to be used in the transport simulation and the number of times to shift the contents of
each cell to the next cell are defined withTRANSPORT keyword data block. In this example, 40 cells are used.
This requires that 40 solutions, numbered 1 through 40, be defined; the number of the solution corresponds to the
number of the cell in a column. In this example, all cells contain the same solution, but this is not required. Solu-
tions could be defined digrently for each cell and could be defined by reactions in the current or preceding simu-
lations (using th&AVE keyword). The definition of a solution for each cell is mandatory, but the definition of an
exchanger for each cell is optional. The number of the exchanger corresponds to the number of the cell in a column,
and if an exchanger is defined for a cell numtbamn it is used in the calculations for that cell. In this example, an
identical exchanger is defined for each cell.

The USE data block (table 17) is necessary to eliminate an implicitly defined reaction after the initial solu-
tion and initial exchange composition have been calculated. (Such a reaction step would not beban greor
results would indicate no net reaction because the exchanger is already in equilibrium with last solution defined.)
The PRINT keyword is used to eliminate all printing to the output file. $B€ ECTED_OUTPUT data block
specifies that the total dissolved concentrations of sodium, chloride, potassium, and calcium will be written to the
file ex9.pun The selection of the master species for exchanger X occurs in the default datalbasthéd
EXCHANGE_MASTER_SPECIES data block; the exchange reactions areided by the
EXCHANGE_SPECIES data block of the default database file.

The results for example 9 are shown by the curves in figure 5. Also shown are the results of PHREEQM
simulations for the same problem, except that dispersion was included in the PHREEQM calculations. Only the
points from the PHREEQM calculations thafeliffrom the PHREEQC results are included on figure 5. The main
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Figure 5. Transport simulation of the replacement of sodium and potassium on a cation exchanger by inflowing calcium
chloride solution. Lines are concentrations at the outlet of the column as calculated with PHREEQC, symbols are shown for
PHREEQM calculations (Appelo and Postma, 1993) where they differ from the results of PHREEQC: circles for Na
(sodium), diamonds for ClI (chloride), squares for K (potassium) and triangles for Ca (calcium).

features of the calculations are the same between the two models. Chloride is a conservative solute and begin:
be eluted at about one pore volume. The sodium initially present in the column, exchanges with the incoming ca
cium and is eluted until it is exhausted at about 1.5 pore volumes. Because potassium exchanges more stron
than sodium (lager log K in the exchange reaction), potassium is released after sodium., Rihaltyall of the
potassium has been released, the concentration of calcium has increased to a steady-state value equal to the
centration in the infilling solution.

The diferences between the two model simulations are due entirely to the inclusion of dispersion in the
PHREEQM calculations. The breakthrough curve for chloride in the PHREEQM calculations coincides with an
analytical solution to the advection dispersion equation for a conservative solute (Appelo and Postma, 1993,
433). Without dispersion, PHREEQC models the advection of chloride as a square-wave front of chloride concen
tration. The characteristic smearing effects of dispersion are absent in the fronts calculated for the other elemer
as well, although some curvature exits due to the effects of the exchange reactions.

Example 10.--Advective Transport, Cation Exchange, Surface Complexation, and Mineral
Equilibria

This example uses the phase-equilibrium, cation-exchange, and surface-complexation reaction capabilitie
of PHREEQC in combination with transport capabilities to model the evolution of water in the central Oklahoma
aquifer The geochemistry of the aquifer has been described in Parkhurst, Christenson, and Breitfd9@®&). T

116 User’s Guide to PHREEQC



dominant water types occur in the aquifer, a calcium magnesium bicarbonate water with pH in the range of 7.0 to
7.5 in the unconfined part of the aquifer and a sodium bicarbonate water with pH in the range of 8.5 to 9.2 in the
confined part of the aquifeln addition, marine-derived sodium chloride brines exist below the aquifer and pre-
sumably in fluid inclusions and dead-end pore spaces within the agaifgr concentrations of arsenic, selenium,
chromium, and uranium occur naturally within the aquifesenic is associated almost exclusively with the
high-pH, sodium bicarbonate water type.

The conceptual model for the calculation of this example assumes that brines initially filled the Bogifer
aquifer contains calcite, dolomite, clays with cation exchange capaniyhydrous ferric oxide surfaces, and ini-
tially, the cation exchanger and surfaces are in equilibrium with the brine. The aquifer is assumed togee rechar
with rain water that is concentrated by evaporation and equilibrates with calcite and dolomite in the vadose zone.
This water then enters the saturated zone and reacts with calcite and dolomite in the presence of the cation
exchanger and hydrous ferric oxide surfaces.

The calculations use the advective transport capabilities of PHREEQC with just a single cell representing
the saturated zone. A total of 200 pore volumes of rgehaater are advected into the cell and, with each pore
volume, the water is equilibrated with the minerals, cation exchaagerthe surfaces in the cell. The evolution
of water chemistry in the cell represents the evolution of the water chemistry at a point within the saturated zone
of the aquifer.

Initial conditions

Parkhurst, Christenson, and Breit (1993) provide data from which it is possible to estimate the number of
moles of calcite, dolomite, and cation exchange sites in the aquifer per liter of Weteveight percent ranges
from O to 2 percent for calcite and O to 7 percent for dolomite, with dolomite much more abundant. Porosity is
stated to be 0.22. Cation exchange capacity for the clay ranges from 20 to 50 rgew/tid@verage clay content
of 30 percent. For these example calculations, calcite was assumed to be present at 0.1 weight percent and dolomite
at 3 weight percent, which, assuming a rock density of 2.7, corresponds to 0.1 mol/L for calcite and 1.6 mol/L for
dolomite. The number of cation exchange sites was estimated to be 1.0 eq/L.

The amount of arsenic on the surface was estimated from sequential extraction data on core samples (Mosier
and others, 1991). Arsenic concentrations in the solid phases generally ranged from 10 to 20 ppm., which corre-
sponds to 1.3 to 2.6 mmol/L arsenic. The number of surface sites were estimated from the amount of extractable
iron in sediments, which ranged from 1.6 to 4.4 percent (Mosier and others, 1991). A content of 2 percent iron for
the sediments corresponds to 3.4 mol/L of iron. Howeawest of the iron is in goethite and hematite, which have
far fewer surface sites than hydrous ferric oxides. The fraction of iron in hydrous ferric oxides was arbitrarily
assumed to be 0.1. Thus, a total of 0.34 mol of iron was assumed to be in hydrous ferric oxides, and using a value
of 0.2 for the number of sites per mole of iron, a total of 0.7 mol of sites per liter was used in the calculations. A
gram formula weight of 89 was used to estimate that the mass of hydrous ferric oxides was 30 g/L. The specific

surface area was assumed to be 68@m

The brine that initially fills the aquifer was taken from Parkhurst, Christenson, and Breit (1993) and is given
as solution 1 in the input data set for this example (table 18). The pure-phase assemblage containing calcite and
dolomite is defhed with theEQUILIBRIUM_PHASES 1 keyword. The number of cation exchange sites is
defined withEXCHANGE 1 keyword and the number of surface sites are definedSURFACE 1 keyword.

Both the initial exchange and the initial surface composition are determined by equilibrium with the brine. The
concentration of arsenic in the brine was determined by trial and error to give a total of approximately 2 mmol
arsenic on the surface complexehich is consistent with the sequential extraction data. The default data base,
wateqg4f.datwas used for all thermodynamic data, with the exception of two surface reactions. After initial runs it
was determined that much better results were obtained for arsenic concentrations if the calcium and magnesium
surface complexation reactions were removed. JURFACE_SPECIESdata block was used to decrease the
equilibrium constant for each of these two reactions by about 10 orders of magnitude. This effectively eliminated
surface complexation reactions for calcium and magnesium. (Alternativede reactions could be removed from

the default data base.) This is justified if cations and anions do not actually compete for the same sites.
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Table 18. Input data set for example 10

TITLE Example 10.--Transport with equilibrium_phases,
exchange, and surface reactions
SOLUTION 1 Brine

pH 5.713

pe 4.0 02(g) -0.7
temp 25.

units mol/kgw

Ca  .4655

Mg .1609

Na  5.402

Cl 6.642 charge
C .00396

S .004725

As .05 umol/kgw
EQUILIBRIUM_PHASES 1
Dolomite 00 16
Calcite 00 0.1
EXCHANGE 1
-equil with solution 1
X 1.0
SURFACE 1
-equil solution 1
# assumes 1/10 of iron is HFO

Hfo_w 0.07 600. 30.
END
SOLUTION 0 20 x precipitation
pH 4.6
pe 4.0 02(g) -0.7
temp 25.
units mmol/kgw
Ca .191625
Mg  .035797
Na .122668
Cl  .133704
C .01096

S .235153 charge
EQUILIBRIUM_PHASES 0

Dolomite 00 1.6

Calcite 00 0.1

CO2(g) -1.5 10.
SAVE solution 0
END
SURFACE_SPECIES

Hfo_wOH + Mg+2 = Hfo_wOMg+ + H+
# log_k -4.6

log_k -15.

Hfo_wOH + Ca+2 = Hfo_wOCa+ + H+
# log_k -5.85

log_k -15.
TRANSPORT

-cells 1

-shifts 200
SELECTED_OUTPUT

-file ex10.pun

-totals CaMgNa CIC S As
END
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Recharge water

The water entering the saturated zone of the aquifer was assumed to be in equilibrium with calcite and dolo-
mite at a vadose-zorg. , of 1015, The second simulation in the input set generates this water composition and
2

stores it as solution 0 (table 18).

Transport calculations

TheTRANSPORT keyword (table 18) provides the necessary information to advect thegeeteter into
the cell representing the saturated zone. A total of 200 shifts is specified, which is equivalent to 200 pore volumes
because there is only a single cell in this calculation.

The results of the calculations are plotted on figure 6. During the initial 5 pore volumegjéteolacentra-
tions of sodium, calcium, and magnesium decrease such that sodium is the dominant cation and calcium and mag-
nesium concentrations are small. The pH increases to more than 9.0 and arsenic concentrations increase to more
than 5umol/kg water Over the next 45 pore volumes the pH gradually decreases and the arsenic concentrations
decrease to negligible concentrations. At about 100 pore volumes, the calcium and magnesium become the domi-
nant cations and the pH stabilizes at the pH of the infilling recharge water.
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Figure 6. Transport simulation of the chemical evolution of ground water due to calcium magnesium bicarbonate water inflow
to an aquifer initially containing a brine, calcite and dolomite, a cation exchanger, and a surface complexer containing arsenic.
Middle plot shows arsenic concentration in micromoles per kilogram of water.
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The transport calculations produce three types of water in the adjuéfénitial brine, a sodium bicarbonate
water and a calcium and magnesium bicarbonate watech are similar to the observed water types in the aqui-
fer. The pH values are also consistent with the observations, although the peak near pH 9.5 is slightly too higl
Sensitivity calculations indicate that the maximum pH depends on the amount of exchanger present. Decreasi
the number of cation exchange sites decreases the maximum pH. Arsenic concentrations are also higher than
maximum values observed in the aquifehich are in the range of 1 to |2mol/kg water Lower maximum pH
values would produce lower maximum arsenic concentrations. The stability constant for the surface complexatio
reactions have been taken directly from the literature; a minor decrease in the log K for the predominant arsen
complexation reaction would tend to decrease the maximum arsenic concentration as well. In conclusion, tf
model results, which were basedjkelly on measured values and literature thermodynamic data provide a satisfac-
tory explanation of the variation in major ion chemistry, pH, and arsenic concentrations within the aquifer.

Example 11.--Inverse Modeling

NETPATH (Plummer and others 1991, 1994) and PHREEQC are both capable of performing inverse-mod
eling calculations. NETATH has two advantages relative to PHREEQC: (1) NHHPprovides a thorough treat-
ment of isotopes, including isotopic mole balance, isotope fractionation, and carbon-14 dating, wherea
PHREEQC has no built-in isotope-modeling capabilities, and (2) REMRprovides a completely interactive
environment for data entry and model development, whereas PHREEQC is a batch-oriented program. The ma;
advantage of PHREEQC relative to NETIPAIs the capability to include uncertainties in the analytical data that
are used in the calculation of inverse models. This capability produces more robust inverse models that are le
susceptible to large difrences in results due to small changes in input data. Another advantage of PHREEQC is
that any set of elements may be included in the inverse-modeling calculations, whereas NETPATH is limited to
selected, though relatively comprehensive, set of elements.

This example repeats the inverse modeling calculations of the chemical evolution of spring-water composi
tions in the Sierra Nevada that are described in a classic paper by Garrels and Mackenzie (1967). The same ex:
ple is described in the manual for the inverse-modeling program NIET Plummer and others, 1991 and 1994).

The example uses two spring-water compositions, one from an ephemeral spring, which is assumed to be e
chemically evolved, and one from a perennial spring, which is assumed to be more chemically evolved. The dif
ferences in compaosition between the ephemeral and perennial spring are assumed to be due to reactions betw
the water and the minerals and gases it contacts. The object of inverse modeling in this example is to find sets
minerals and gases that, when reacted in appropriate amounts, quantitatively account fer¢heedifin com-
position between the solutions.

The analytical data for the two springs are given below:

[Analyses in millimoles per liter from Garrels and Mackenzie (1967)]

pH Sio, ca?* Mg?* Na* K* HCO3 S0,% cr
Ephemeral spring 6.2 0.273 0.078 0.029 0.134 0.028 0.328 0.010 0.014
Perennial spring 6.8 410 .260 .071 .259 .040 .895 .025 .030
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The chemical compositions of minerals and gases postulated to react by Garrels and Mackenzie (1967) are
as follows:

[Mole transfer in millimoles per kilogram water, positive numbers indicate dissolution and negative numbers indicate precipitation]

Phase Composition Mole transfer

“Halite” NaCl 0.016
“Gypsum” CaSQ2H,0 .015
Kaolinite Al,Si,O5(0H), -.033
Ca-Montmorillonite Ca.1Al5 3513 67010(0OH), -.081
CO2gas ofe)] A27
Calcite CaCQ 115
Silica Sio, .0

Biotite KMg3AISiz01¢(OH), .014
Plagioclase NgtsLCap 3Al 1.38512.6:08 175

The keywordNVERSE_MODELING is used to define all of the characteristics of the inverse-modeling
calculations, including the solutions and phases to be used, the mole-balance equations to be included, the uncer-
tainties to be used, whether all or only “minimal” models will be printed, and whether ranges of mole transfer that
are consistent with the uncertainties will be calculated. A series of identifiers (sub-keywords preceded by a hyphen)
are used to specify the characteristics of the inverse model. The input data set for this example is given in table 19.

The identifiersolutionsselects the solutions to be used by solution nunmler or more solution numbers
must be listed after the identifiéf only two solution numbers are given, the second solution is assumed to evolve
from the first solution. If more than two solution numbers are given, the last solution listed is assumed to evolve
from a mixture of the preceding solutions. The solutions to be used in inverse modeling are defined in the same
way as any solutions used in PHREEQC models. Usually the analytical data are entS@HUTEON keyword
data block, but solutions defined by reaction calculation in the current or previous simulations may also be used.

The -uncertainty identifer sets the default uncertainty for each analytical datum. In this example a frac-
tional uncertainty of 0.025 (2.5 percent) is assumed for all of the analytical data except pH. By default, the uncer-
tainty in pH is 0.05 unit. The uncertainty for pH and any datum for any of the solutions can be set explicitly to a
fractional value or an absolute value (in moles; equivalents for alkalinity) usiAgaila@cesidentifier.

The phases to be used in the inverse-modeling calculations are defined withegesidentifier. In addi-
tion, this identifier can be used to specify any phases that only dissolve or only precipitate. In this example, kaolin-
ite, montmorillonite, and chalcedony (S)Care required to precipitate onlyhis means that kaolinite will be
precipitating (negative mole transfer) in any model that contains the phase kaolinite; likewise for montmorillonite
and chalcedonySimilarly, biotite and plagioclase are required to dissolve (positive mole transfer) if they are
present in an inverse model.

All of the phases used in inverse modeling must be defineHIASES or EXCHANGE_SPECIES key-
word data blocks, either in the database file or the input file. Thus, all phases defined in the default database file,
phreeqc.dabrwateq4f.datare available for use in inverse modeling. Halite, biotite, and plagioclase are not in the
default database filghreeqc.datind so they are defined explicitly in fAASES data block in the input data set.

For simplicity, the log K& are set to zero for these phases, which doesfaot afverse modeling; howevdhe
saturation indices calculated for these phases will be spurious. The formula for plagioclase has been altered slightly
from that in the previous table to achieve an exactlygeibalanced reaction. All phases used in inverse modeling
must have a chge-balanced reaction. This requirement is due to the inclusion ofgedbelance constraint for

each solution. Each solution is adjusted to ghdralance for each model by adjusting the concentrations of the
elements within their uncertainty limits. (If a solution can not be adjusted tgechalance using the given uncer-
tainties, the solution will be noted in the output and no models will be found.) Because all of the solutions are
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Table 19. Input data set for example 11

TITLE Example 11.--Inverse modeling of Sierra springs
SOLUTION 1

-units mmol/I

pH 6.2

Si 0.273

Ca 0.078

Mg  0.029

Na 0.134

K 0.028

Alkalinity  0.328

S(6) 0.010

Cl 0.014
SOLUTION 2

-units mmol/l

pH 6.8

Si 041

Ca 0.26

Mg 0.071

Na  0.259

K 0.04

Alkalinity  0.895

S(6) 0.025

Cl 0.03

INVERSE_MODELING 1
-solutions 1 2
-uncertainty 0.025
-range
-phases
Halite
Gypsum
Kaolinite precip
Ca-montmorillonite  precip
CO2(g)
Calcite
Chalcedony precip
Biotite dissolve
Plagioclase dissolve
-balance
Ca 0.05 0.025
PHASES

Halite
NaCl = Na+ + Cl-
log_k 0.0

Biotite
KMg3AISi3010(0OH)2 + 6H+ + 4H20 = K+ + 3Mg+2 + Al(OH)4- + 3H4Si04
log_k 0.0

Plagioclase
Na0.62Ca0.37Al1.38Si2.62508 + 5.5 H+ + 2.5H20 =\
0.62Na+ + 0.37Ca+2 + 1.38Al+3 + 2.625H4Si04
log_k 0.0
END
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chage balanced in the modeling process, phases must also be bh&nced or they will not be included in any
models. Note that the reaction for plagioclase (table 19) is on two lines, but the program interprets the two lines 1
be a single logical line because of the backslash “\” at the end of the first of these two lines.

The-range identifier indicates that, in addition to finding all of the inverse models, each model that is found
will be subjected to additional calculations to determine the range of values that each mole transfer may hav
within the constraints of the uncertainties.

By default, every inverse model includes mole-balance equations for every element in any of the phase
included in-phases(except hydrogen and oxygen). If mole-balance equations are needed for elements no
included in the phases, that is for elements with no source or sink (conservative mixing for exampaaribes
identifier can be used to include those elements in the formulation of the inverse-modeling equations (see examy
12). In addition, thebalancesidentifier can be used to specify uncertainties for an element in each solution. For
demonstration purposes in the example, the uncertainty for calcium is set to 0.05 (5 percent) in solution 1 and 0.0
(2.5 percent) in solution 2. In addition to the mole-balance equations, the following equations are included fo
every inverse model: chgg balance for each solution, electron balance for the system, and water balance for the
system.

The unknowns in these equations include the mole transfers for each phase, the mole transfers of redox re
tions, and the uncertainty unknowns for each element in each solution (excluding hydrogen and oxygen). A
uncertainty unknown is included for each solution for alkalifitgally, an uncertainty unknown is included for
pH for each solution containing carbon(+4).

Results for the two inverse models found in this example are shown in table 20. The results begin with :
listing of three columns for each solution that is part of the model. All columns are values in mol/kJ nater
first column contains the original analytical data for the solution. The second column contains any adjustments 1
the analytical data calculated for the model. These adjustments must be within the specified uncertainties. The th|
column contains the revised analytical data for the solution, which is equal to the original data plus any adjustmer

After the listing of the solutions, the relative fractions of each solution in the inverse model are pritfited. W
only two solutions in the model, normally the fraction for each solution will be 1.0. If more than two solutions are
included in the inverse model, normally the sum of the fractions of the solutions, excluding the last solution, will
equal 1.0. The fractions are actually derived from a mole-balance on s@iehydrated minerals consume or
produce significant amounts of water or evaporation is modeled (see example 12), the numbers may not sum
1.0. The second and third column for the block giving solution fractions are the minimum and maximum fractional
values that can be attained within the specified uncertainties. These two columns are nonzero crdydfethe
identifier is used. In this example, all fractions are identically 1.0; the amount of water from gypsum dissolution
is too small to affect the four significant figures of the mixing fractions.

The next block of data in the listing contains three columns describing the mole transfers for the phases. TF
first column contains the inverse model that is consistent with the adjustments printed in the listing of the solution:
In this example, the adjusted solution 1 plus the mole transfers in the first column exactly equal the adjusted sol
tion 2. Mole transfers that are positive indicate dissolution; mole transfers that are negative indicate precipitatior
(Note that mole transfers of phases in reaction calculations are relative to the phase, not relative to solution: po
tive values mean an increase in the phase; negative values mean a decrease in the phase.) The second and
columns of mole transfers are the minimum and maximum mole transfers of each phase that are consistent w
the specified uncertainties. These two columns are nonzero onlyrihtige identifier is used. These minima and
maxima are not independent, that is, obtaining a maximum mole transfer of one phase places very strong cc
straints on the mole transfers for the other phases. Howteeeoutput does not show any linkages between the
maximum value for one phase with maximum or minimum values for other phases.

No redox reactions occurred in this inverse model. If they had, the number of moles transferred betwee!
valence states of each element would be printed under the heading “Redox mole transfers”.

0
Next, the sum of each uncertainty unknown divided by its uncertaﬁti(%q, a standardized sum of
g m mq

residuals) and the maximum percentage adjustment to any element in any solution are printed; these two valt
apply to the model printed in the left-hand column. Fin#llyo inverse model can be found with any proper subset
of the phases, the statement “Model contains minimum number of phases” is printed.

After all models are printed, a short summary of the calculations is printed, which lists the number of models
found, the number of minimal models found (models with a minimum number of phases), the number of infeasibl
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sets of phases for which inverse models were attempted but failed, and the number of calls to the inequality equa-
tions solver, cll (calculation time is generally proportional to the number of calls to cll).

The results of the example show that inverse models exist using the phases suggested by Garrels and Mack-
enzie (1967). The main reaction is dissolution of biotite, calcite, and plagioclase, which consumes carbon dioxide;
kaolinite and montmorillonite or kaolinite and chalcedony precipitate. The results of Garrels and Mackenzie
(1967) fall within the range of mole transfers calculated in the first model of PHREEQC for all phases except car-
bon dioxide. This discrepancy is due to the fact that Garrels and Mackenzie (1967) did not account for the dissolved
carbon dioxide in the spring waters. Garrels and Mackenzie (1967) also ignored a small discrepancy in the mole
balance for potassium. PHREEQC accounts for this discrepancy in the adjustments to the concentrations of the
elements. PHREEQC shows that by altering the concentrations within the specified uncertainty (2.5 percent) an
inverse model can be found.itAbut making the calculations with PHREEQC including uncertainties, it is not
obvious whether the discrepancy in potassium is gignif. The results of PHREEQC are concordant with the
results of NETPATH, except that NETPATH also must ignore the discrepancy in the potassium mole balance.

Table 21. Input data set for example 12

TITLE
Example 12.--Inverse modeling of Black Sea water evaporation
SOLUTION 1 Black Sea water

units mg/L

density 1.014

pH 8.0 # estimated

Ca 233
Mg 679
Na 5820
K 193
S(6) 1460
Cl 10340
Br 35
SOLUTION 2 Composition during halite precipitation
units mg/L

density 1.271
pH 5.0 #estimated
Ca 0.0
Mg 50500
Na 55200
K 15800
S(6) 76200
Cl 187900
Br 2670
INVERSE_MODELING
-solution 1 2
-uncertainties .025
-balances
Alkalinity 1.
Br
K
Mg
-phases
H20 pre
gypsum pre
halite pre
PHASES
H20
H20 = H20
log_k 0.0
Halite
NaCl = Na+ + Cl-
log_k 1.582
END
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Example 12.--Inverse Modeling with Evaporation

Evaporation is handled in the same manner as other heterogeneous reactions for inverse noochelded. T
evaporation (or dilution) it is necessary to include a phase with the composjtibriTHe important concept in

modeling evaporation is the water mole-balance equation that is included in every inverse problem formulatio
(see Equations and Numerical Method for Inverse Modeling). The moles of water in the initial solutions times thei
mixing fractions plus water gained or lost by dissolution or precipitation of phases plus water gained or los
through redox reactions must equal the moles of water in the final solution. The equation is approximate becau
it does not include the moles of water gained or lost in homogeneous hydrolysis and complexation reactions.

This example uses data for the evaporation of Black Sea water that is presented in Carpentemd978). T
analyses are selected, the initial Black Sea water and a water composition during the stage of evaporation in whi
halite precipitates. The hypothesis is that evaporation and precipitation of gypsum and halitécamet ¢af
account for the changes in water composition of all of the major ions and bromide. The input data set (table 2:
contains the solution compositions in ®®LUTION keyword data blocks.

TheINVERSE_MODELING keyword defines the inverse model for this example. Solution 2, the solution
during halite precipitation, is to be made from solution 1, Black Sea.whteertainties of 2.5 percent are applied
to all data. Véter gypsum, and halite are specified to be the potential reactphtsé$. Each of these phases
must precipitate, that is, must be removed from the aqueous phase in any valid inverse model.

By default, mole-balance equations for wasdkalinity, and electrons are included in the inverse formula-
tion. In addition, mole-balance equations are included by default for all elements in the specified phases. In th
case, calcium, sulfusodium, and chloride mole-balance equations are included by the defaulhaldreces
identifier is used to specify additional mole-balance equations for bromide, magnesium, and potassium and t
change the uncertainty on alkalinity to 100 percent. In the absence of alkalinity data, the calculated alkalinity o
these solutions is controlled entirely by the choice of pH. No pH values were given and thus the alkalinities ar
unknown. For reasonable values of pH, alkalinity is a minor contributor tgecbatance and no alkalinity is con-
tributed by the reactive phases. Thus, setting the uncertainties to 100 percent allows the alkalinity balance equati
effectively to be ignored.

Only one model is found in the inverse calculation. This model indicates that Black Sea water (solution 1)
must be concentrated 62 fold to produce solution 2, as shown by the fractions of the two solutions in th
inverse-model output (table 22). Thus approximately 62 kg of water in Black Sea water is reduced to 1 kg of wate
in solution 2. Halite precipitates (13.7 mol) and gypsum precipitates (.35 mol) during the evaporation process
Note that these numbers of moles are relative to 62 kg of.Watknd the loss per kilogram of water in Black Sea
water it is necessary to divide by the mixing fraction of solution 1. The result is that 54.6 mol QfoA2286 mol
of gypsum, and 0.22 mol of halite have been removed per kilogram of {dter calculation could be accom-
plished by making solution 1 from solution 2, taking care to reverse the constraints on minerals from precipitatiol
to dissolution.) All other ions are conservative within the 2.5-percent uncertainty that was specified. The invers
modeling shows that evaporation and halite and gypsum precipitation &cégestito account for all of the
changes in major ion composition between the two solutions.
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Table 22. Selected output for example 12

Beginning of inverse modeling calculations.

Solution 1: Black Sea water

Alkalinity ~ 5.280e-06 + 0.000e+00 = 5.280e-06
Br 4.320e-04 + 0.000e+00 = 4.320e-04

Ca 5.733e-03 + -1.249e-04 = 5.608e-03

Cl 2.876e-01 + 7.646e-04 = 2.884e-01
H(O) 0.000e+00 + 0.000e+00 = 0.000e+00

K  4.868e-03 + 1.015e-04 = 4.969e-03

Mg 2.754e-02 + -6.886e-04 = 2.685e-02

Na 2.497e-01 + 0.000e+00 = 2.497e-01
O(0) 0.000e+00 + 0.000e+00 = 0.000e+00
S(-2) 0.000e+00 + 0.000e+00 = 0.000e+00
S(6) 1.499e-02 + 3.747e-04 = 1.536e-02

Solution 2: Composition during halite precipitation
Alkalinity  1.770e-04 + 1.523e-04 = 3.294e-04
Br 2.629e-02 + 6.556e-04 = 2.695e-02
Ca 0.000e+00 + 0.000e+00 = 0.000e+00
Cl  4.170e+00 + 1.042e-01 = 4.274e+00
H(0) 0.000e+00 + 0.000e+00 = 0.000e+00
K 3.179e-01 + -7.948e-03 = 3.100e-01

Mg 1.634e+00 + 4.086e-02 = 1.675e+00
Na  1.889e+00 + -3.092e-02 = 1.858e+00
O(0) 0.000e+00 + 0.000e+00 0.000e+00

S(-2) 0.000e+00 + 0.000e+00 = 0.000e+00
S(6) 6.241e-01 + -1.560e-02 = 6.085e-01

Solution fractions: Minimum Maximum
Solution 1  6.238e+01  0.000e+00  0.000e+00
Solution 2  1.000e+00 0.000e+00 0.000e+00

Phase mole transfers: Minimum Maximum
H20 -3.406e+03 0.000e+00 0.000e+00 H20
Gypsum -3.498e-01  0.000e+00 0.000e+00 CaS04:2H20
Halite -1.372e+01  0.000e+00 0.000e+00 NaCl

Redox mole transfers:

Sum of residuals: 2.443e+02
Maximum fractional error in element concentration: 8.605e-01

Model contains minimum number of phases.

Summary of inverse modeling:

Number of models found: 1

Number of minimal models found: 1

Number of infeasible sets of phases saved: 4
Number of calls to cl1: 8
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Temperature dependent constant in the activity coefficient equation.
Specific surface area of surfagen?/g.
Alkalinity contribution of master specieg eg/mol.

Temperature dependent constant for diffuse layer surface model, 0.02931 [J(Lzlmmﬁz] at 25°C.
Mole transfer of phasginto (positive) or out of (negative) solution, mol.

Mixing fraction for aqueous phase

Aqueous transfer of an element between valence states, mol.

Activity of the master species for alkalinity.

Activity of the master species for exchanger

lon size parameter for agueous speciesextended Debye-Huckel equation or simply a fitted parameter

for WATEQ Debye-Hiickel equation.
Activity of aqueous speciés

Activity of exchange speciag

Activity of surface specie

Activity of an aqueous master species, but excludi a.,a._, n
y q P g a.a.. aand

Activity of a master species, including all aqueous, exchange, and surface master species.
Activity of the master species for surfaxe

FW,

Master unknown for the surface potential of surfsu,c%JS = eZ—R’—T'

Temperature dependent constant in the activity coefficient equation.
Number of equivalents of alkalinity per mole of aqueous spécies

Number of exchange sites of exchangeccupied by exchange specigs

Debye-Huckel fitting parameter for aqueous species

Number of moles of elementin gas componerg.

Number of moles of elementin aqueous speciés

Number of moles of element’  in aqueous spdcies

Number of moles of elementin exchange speciés

Number of moles of elementin surface species.

Number of moles of elementin phasep.

Number of sites of surfaceoccupied by surface specigs

Surface excess of aqueous spetfes surfaces, mol ni?.

Activity coefficient of aqueous speciekg H,O/mol.

Concentration of agueous spediesed in derivation of excess quantities for diffuse-layer model, mol
m3.

Stoichiometric coefficient of master speam& the dissolution reaction for gas compongnt
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Stoichiometric coefficient of master speamef the association reaction for aqueous spécies
Stoichiometric coefficient of master speam the association reaction for exchange spegies

Stoichiometric coefficient of master speams the association reaction for surface speigies

Stoichiometric coefficient of master speam# the dissolution reaction for phage
Stoichiometric coefficient of secondary master spauigsredox reactiom.
Estimate of the error in the number of moles of an element or element valenceistatdutiong

calculated in inverse modeling, mol.
Number of exchangers.
Index number for exchangers.
dielectric constant for water, 78.5, unitless.

dielectric permittivity of a vacuum, 8.854x18C v1 m?,

Faraday constant, 96,485 Coulomb/mol.
Alkalinity balance equation.

Mole-balance equation for exchanger

Equation relating aqueous and gas-phase partial pressures for gas congponent,
Mole-balance equation for hydrogen.

Equation for activity of water in an aqueous solution.

Mole-balance equation for element or element valence state. exchanger, or surface,
Mole-balance equation for element or element valencerstagecluding alkalinity, hydrogen, and

oxygen.
Mole-balance equation for oxygen.

Equation that sums the partial pressures of all gas components, as calculated from agueous species.

Saturation index equation for phgse

Mole-balance equation for surfase

Charge-balance equation for aqueous solution.

Charge-balance equation for surfacased in explicit diffuse layer calculation.
Equation for ionic strength in an aqueous solution.

Charge-potential equation for surfag@ised when diffuse layer compaosition is not explicitly calculated.

Ratio of concentration of aqueous specigssurface excess for surfagt concentration in the bulk

solution.
Total number of aqueous species.
Total number of exchange species for exchaager
Identifies the™ agueous species.
Identifies the™ exchange species for exchanger
Identifies the™ surface species for surfage
Equilibrium constant for gas componegnt
Equilibrium constant for aqueous spedies
Equilibrium constant for phage

Intrinsic equilibrium constant for association reaction for surface spigcies
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U lonic strength.

M Total number of agueous master species.

m Index number for master species.

m Index number for aqueous master spectfigsludingH+ e H,0 , and the alkalinity master species.

m Molality of the aqueous speciganol/kg H,0.

m. . Surface excess of aqueous speciesol/kg HO.

Y valence of a symmetric electrolyte.

Naq Number of agueous species.

Ng Number of exchange species for excharmger

Ng Number of gas components in the gas phase.

Ngas Total number of moles of gas in the gas phase.

Np Number of phases in the phase assemblage.

N Number of surface species for surface

Ng Number of moles of gas compongrih the gas phase.

n, Number of moles of aqueous spedi@sthe system.

n o Number of moles of aqueous spedidse diffuse layer of surface

n, Number of moles of exchange spedigs  in the system.

e
n, Number of moles of surface specigs in the system.
S

Ny Number of moles of phagein the phase assemblage.

Pg Partial pressure of gas compongyatm.

Piotas Total pressure in the gas phase, atm.

p Index number for phases in phase assemblage.

W Surface potential for surfaceV.

Q Number of agueous solutions.

q Index number for an aqueous solution in a set of aqueous solutions.

R Gas constant, kJ midIPk 1,

Og Surface charge density for surfage/n?.

S Number of surfaces

S Index number for surfaces.

S Mass of surfacs, g.

Sk Saturation index for phage

Slp’ targelSpecified target saturation index for phpse

T TemperatureSK.

Tak Total number of equivalents of alkalinity in solution.

Te Total number of equivalents of exchange sites for exchanger

T Total quantity ofm, an element, element valence, exchanger site, surface site, or alkalinity, mol or for
alkalinity, eq.

T Total quantity of a dissolved element or element valence state excluding alkaliditygen, oxygen, and
electrons, mol.

Tmg  Total number of moles of an element, element valences, or alkatmity,solutiong, mol or for
alkalinity, eq.

Ts Total number of equivalents of surface sites for surface
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T, Charge imbalance for the system during reaction and transport calculations, eq.
Tse Charge imbalance for the exchangeeq.

T2q Charge imbalance for the aqueous plipss.

Tzs Charge imbalance for the surfegeq.

tg thickness of diffuse layer for surfasem.

U, q Uncertainty assigned to elemenin solutiong, mol.

Waq Mass of water in the aqueous phase, excluding any water in diffuse layer of surfaces, kg.
Wpuk  Total mass of water in the system, includes aqueous phase and water in the diffuse layer of surfaces, kg.

Wy Mass of water in the diffuse layer of surfa;é&g.
Zq Charge imbalance in soluti@nin inverse modeling, eq.
z Charge on aqueous spedies
z Charge on exchange speciggNormally equal to zero).
e
z Charge on surface specigs
S
Em Charge on aqueous master species minus alkalinity assigned to the master species.
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Attachment B--Description of Database Files and Listing

Two databaseilfes are distributed with the program. Each of these datahibse dontains
SOLUTION_MASTER_SPECIES, SOLUTION_SPECIES, PHASES,
EXCHANGE_MASTER_SPECIES, EXCHANGE SPECIES, SURFACE_MASTER_SPECIES andSUR-

FACE SPECIESkeyword data blocks. The file hamgltkeeqc.datontains the thermodynamic data for aqueous
species and gas and mineral phases that are essentially the same as those found in the latest release of the pro
PHREEQE (Parkhurst and others, 1980). Only minor modifications have been made to make the data consiste
with the tabulations in Nordstrom and others (1990) aA@EQ4F (Ball and Nordstrom, 1991). The database file
contains data for the following elements: aluminum, barium, boron, bromide, cadmium, calcium, carbon, chloride
copper fluoride, hydrogen, iron, lead, lithium, magnesium, manganese, nitrogen, oxygen, phosphorous, potas
sium, silica, sodium, strontium, sulfuand zinc. The thermodynamic data for cation exchange are taken from
Appelo and Postma (1993, p. 160) and converted to log K, accounting for valence of the exchanging species. T
thermodynamic data for surface species are taken from Dzombak and Morel (1990); acid base surface reactic
are taken from table 5.7 and other cation and anion reactions are taken from tables in chapter 10.

The fle namedwateq4f.datcontains thermodynamic data for the aqueous species and gas and mineral
phases that are essentially the sameABBQ4F (Ball and Nordstrom, 1991). In addition to data for the elements
in the databaseld, phreeqc.datthe databaseéld wateq4f.datcontains data for the elements: arsenic, cesium,
iodine, nickel, rubidium, selenium, silyeand uranium. The WTEQ4F-derived database file also includes com-
plexation constants for two generalizedamic ligands, fulvate and humate. Some additional gases are included;
some carbonate reactions retain the chemical equations used in PHREEQE. Cation exchange data from App
and Postma (1993) as well as surface complexation reactions from Dzombak and Morel (1990) have bee
included.

A listing of the file,phreeqc.dafollows. In the interest of space, the filateg4f.dats not included in this
attachment, but is included with the program distribution.
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+H + +BNOM OJH = Z+BIN + HOM OJH
wnisaubepy  #
#
G'0T 9|gel SIUBISU0d paAlRg #
#
S'0T a|qe} # €0 _Boj
+H + +0dOM OJH = Z+0d + HOM OjH
_ 59t A Bo|
+H + +0dOS OJH = 2+0d + HOS OJH
_peaT #
S'0T d|qe} # 9'0 X_boj
+H + +NDOM OJH = Z+ND + HOM OJH
_ 68 3 Boj
+H + +ND0S OjH = Z+ND + HOS OjH
Jaddoo #
_ 66'T- X 0ol
+H + +UZOM OjH = Z+UZ + HOM OJH
_ 66°0 _Boj
+H + +UZOS OjH = Z+UZ + HOS OjH
_ouiz #
_ T6'2- X _Po|
+H + +POOM OJH = Z+PD + HOM OjH
_ Ly'0 A_Boj
+H + +PO0S OjH = Z+PD + HOS OJH
wniwpey  #
#
T'0T d|qe) Woy suoned  #
_ #
§'0T 9|qe) # 2L~ ) Bo|
+H + +BdOM OjH = z+eg + HOM OjH
_ 91’ ¥ Bo|
Z+egHOS OjH = z+ed + HOS OjH
wnueg #
_ 09°LT->_bo|
+HZ + HOISOM OjH = OZH + Z+IS + HOM OjH
_ 85'9-_bo|
+H + +ISOM OJH = Z+IS + HOM OjH
_ 10'S X _boj
Z+ISHOS OjH = Z+IS + HOS OJH
Ej_ul_._obm #
_ G8'G-3_bo|
+H + +BDOM OjH = Z+8D + HOM OjH
_ L6’y A_Boj
Z+BOHOS OjH = Z+BD + HOS OjH
wnped #
#
G'0T 10 T°0T djge) woJj suoned #
#
g eNoIYD
R R

wir'zexd-=# €6'8- 3 _bo|
+H + -OM OJH = HOM OjH

witeMd=# 6z Y bo|

panunuoD--3OIFUHJ Woly paAUsp 8|y aseqered Lva0OIFHHd g uswyoeny
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Attachment B--Description of Database Files and Listing



